f 



f 



Name 

Start 

GI 

Exons 

GI Descrip, 



OJ991120_31.0103.C6.ol.gp 
2428 

14297_1.R1084 

2428. .2834, 3206. .3378, 3470. 



Method AAT/GAP 
End 5876 
Score 1509 
.3550, 3742.. 3795, 5742. 



5876 



•2618602/dbj IAB008268.1IAB008268 l.Oe-15 Arabidopsis thaliana 
genomic DNA, chromosome 5, PI clone: MSJl, complete sequence' 



Seq. No. 8565 
Gene No. 18232 
Start 2745 

Name OJ991120_31. 0103.C6. o2 . tm 

Start 2634 
GI none 
Exons 2634.. 2696, 

3207. .3242, 

3466. .3552, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2742. .2837, 2746. 
3269.. 3376, 3270. 
3468. .3551 



OJ991120_31.0103.C6 
10465 

TBLASTX: Maize 

3552 

36 



2829, 2763, 
3320, 3271, 



.2834, 3206. 
.3381, 3284. 



3241, 
3388, 



Seq. No. 8565 

Gene No. 18232 

Start 2745 

Name OJ991120_31 . 0103 . C6 . o2 . gs 

Start 2745 

GI none 
Exons 



Seq. ID OJ991120_31.0103.C6 
Strand 

End 10465 

Method GENSCAN 

End 10204 

Score .55 



2745. .2834, 3206. .3378, 3470. .3550, 3742. .3795, 5551. .5712, 

5742. .5791, 5961. .6212, 6669. .7106, 7189. .7247, 7384. .7499, 

7576. .7659, 7864. .8011, 8145. .8290, 8797. .8916, 9087. -.9185, 
9974. .10015, 10102. .10204 



Seq. No. 8565 

Gene No. 18232 

Start 2745 

Name OJ991120_31 . 0103 . C6 . o2 . tw 

Start 2748 

GI none 

Exons 2748 



.2837, 2763 
3232. .3378, 
3744. .3785, 



2834, 3206. 
3252.. 3320, 3284. 
10409. .10465 



Seq. ID OJ991120_31.0103.C6 
Strand 

End 10465 
Method TBLASTX : Wheat 
End 10465 
Score 112 

.3241, 3207.. 3293, 3208. .3231, 
.3388, 3360. .3389, 3472. .3522, 



Seq. No. 8565 

Gene No. 18232 

Start 2745 

Name OJ991120_31 . 0103 . C6 . o2 . ts 

Start 2763 

GI none 

Exons 2763.. 2834, 3206.. 3241, 3270. 

3363.. 3401, 3466.. 3525, 3468. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991120 31. 0103. C6 



10465 

TBLASTX: Soybean 
3545 
139 

3320, 3284.. 3388,- 3285.. 3380, 
3545 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8565 Seq. ID 

18232 Strand 

2745 End 

OJ991120_31.0103.C6.ol.np Method 

2901 End 

3023956 Score 



OJ991120_31.0103.C6 

10465 
AAT/NAP 
8891 
240 



2901. .2915, 6675. .6906, 7027. .7106, 7189. .7247, 7384. .7488, 
7574. .7659, 7864. .8011, 8145. .8290, 8797. .8891 

VEGETATIBLE INCOMPATIBILITY PROTEIN HET-E-1 gi 1607003 {L28125) 
beta transducin-like protein [Podospora anserina] 



9001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8565 

18232 

2745 

OJ991120_31.0103.C6.ol.tm 
6584 
none 
6584. 
7014. 
7342. 
7576. 
8145. 
8796. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991120 31. 0103. C6 



.6907, 6647.-6892, 6660. 

.7115, 7016. .7114, 7185. 

.7500, 7379.. 7504, 7382. 

.7671, 7842.. 8012, 7862. 

.8288, 8146. .8295, 8157. 

.8918, 8802.. 8918, 10102 



8565 
18232 
2745 

OJ991120_31.0103.C6.ol.ts 
6584 
none 

6584. .6889, 7426. .7500, 7448. 
7846. .7965, 7851. .8012, 7853. .8014, 7862. .8011, 8190. .8291 



10465 

TBLASTX: Maize 
10173 
270 

.6893, 6683. .6859, 7009. .7101, 
.7250, 7189. .7248, 7197. .7250, 
.7501, 7574. .7663, 7575. .7664, 
.8011, 8129. .8281, 8145. .8303, 
.8291, 8199. .8294, 8795. .8917, 
. .10173 

Seq. ID OJ991120_31.0103.C6 
Strand 

End 10465 
Method TBLASTX : Soybean 
End 8291 
Score 54 

.7501, 7574. .7663, 7575. .7664, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8565 

18232 

2745 

OJ991120_31.0103.C6.ol.tw 

6683 

none 

6683. .6889, 6737. ,6856, 7421. 
7575. .7664, 7579. .7665, 7842. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991120 31. 0103. C6 



10465 

TBLASTX: Wheat 
8291 
85 

7501, 7423. .7500, 7574. .7663, 
8012, 7844. .8017, 7862. .8011, 



8146. .8163, 8157. .8291, 8160. .8204, 8163. .8204 



Seq, No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ991120 31. 0103. C6 



10465 
AAT/GAP 
10131 
729 



8565 
18232 
2745 

OJ991120_31.0103.C6.o3.gp 
7968 

LIB3431-027-P1-K1-A11 
7968. .8011, 8145. .8290, 8797. 
10102, .10131 

' 4557229/ref | NP_001078 . 1 | pAAMP | 4 . Oe-18 angio-associated, 
migratory cell protein >gi_3121739_sp_Q13685_AAMP_HUMAN 

ANGIO-ASSOCIATED MIGRATORY CELL PROTEIN >gi_2134759_pir 139383 

angio-associated migratory cell protein - human >gi_870803 
(M95627) angio-associated migratory cell protein [Homo sapiens]' 



.8916, 9138. .9185, 9974. .10015, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8566 

18233 

510 

OJ991120_31.0103.C7.ol.gs 

510 

none 



Seq. ID OJ991120_31.0103.C7 



Strand 
End 

Method 

End 

Score 



+ 

6368 
GENSCAN 
6368 
,81 



510. .661, 820. .2647, 3983. ,4110, 4438. .4551, 4772. .4971, 
5014. .5315, 5429. .5639, 5733. .5888, 6006. .6163, 6248. .6368 



Seq. No. 



8566 



Seq. ID OJ991120_31.0103.C7 



9002 




Gene No. 


18233 






Strand 


+ 


o u ox ^ 


510 






End 


6368 


Name 


OJ991120 31. 


0103.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2531 






End 


2836 


GI 


none 






Score 


156 


Exons 


2531. .2635, 


2532. .2636, 


2533. 


.2652, 2636.. 2776, 2638.. 2835 




2650. .2787, 


2655. .2834, 


2675. 


.2836 




Seq. No. 


8567 






Seq. ID 


OJ991120_31. 0103.C8 


flfiriP No 


18234 






Strand 


+ 


Start 


90 






End 


375 


Name 


OJ991120 31. 


0103.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


90. 






End 


375 


GI 


2312053 






Score 


476 


Exons 


90. .375 










Seq. No. 


8568 






Seq. ID 


OJ991120_31.0103.C9 


Gene No. 


18235 






Strand 


+ 


Start 


55 






End 


4591 


Name 


OJ991120 31. 


0103.C9.ol. 


gs 


Method 


GENSCAN 


Start 


55 






End 


4591 


GI 


none 






Score 


.75 . 


Exons 


55. .196, 627 


..692, 784. 


. 923, 


1689. .1815, 2499. .2647, 3053. 




3540. .3624, 


3738. .4009, 


4151. 


.4296, 4522.. 4591 


Seq. No. 


8568 






Seq. ID 


OJ991120_31.0103.C9 


Gene No. 


18235 






Strand 


+ 


Start 


55 






End 


4591 


Name 


OJ991120 31. 


0103.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


621 






End 


930 


GI 


none 






Score 


61 


Exons 


621.. 692, 632.. 706, 632 


. .694, 


764. .925 


, 768. .926, 781. .930 




783. .926 










Seq. No. 


8568 






Seq. ID 


OJ991120_31.0103.C9 


Gene No. 


18235 






Strand 


+ 


Start 


55 






End 


4591 


Name 


OJ991120 31. 


0103.C9.o2; 


tm 


Method 


TBLASTX: Maize 


Start 


3711 






End 


4021 


GI 


none 






Score 


86 


Exons 


3711. .3842, 


3736. .3858, 


3737. 


.3871, 3856. .4008, 3862.. 3927 




3866. .4021 










Seq. No. 


8569 






Seq. ID 


OJ991120_31.0103.Cli 


Gene No. 


18236 






Strand 


-t- 


Start 


615 






End 


8394 


Name 


OJ991120 31. 


0103. CIO. ol 


. gs 


Method 


GENSCAN 


Start 


615 






End 


7430 


GI 


none 






Score 


.61 


Exons 


615. .911, 2095. .2231, 3356. .3461, 4143 


..4369, 4949. .5073, 




5872. .6206, 


6277. . 6399, 


7365. 


.7430 




Seq. No. 


8569 






Seq. ID 


OJ991120_31.0103.Cli 


Gene No. . 


18236 






Strand 




Start 


615 






End 


8394 


Name 


OJ991120 31. 


0103. CIO. ol 


. np 


Method 


AAT/NAP 


Start 


836 






End 


5300 



9003 




GI 


5051789 


Score 


214 


Exons 


836-. 911, 1924.. 2014, 2103.. 


2231, 3143 


. .3250, 3356.-3483, 




5263 . . 5300 






GI Descrip. 


{AL078637) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8569 


Seq. ID 


OJ991120_31. 0103. CIO 


Gene No. 


18236 


Strand 


+ 


Start 


615 


End 


8394 


Name 


OJ991120_31. 0103. CIO. ol.tm 


Method 


TBLASTX: Maize 


Start 


873 


End 


3233 


GI 


none 


Score 


71 


Exons 


873.. 914, 1916.. 2026, 1921.. 


2010, 2083 


..2232, 2094, .2153, 




ot-in 00*50 ooo*!) oi>ir\ 

2119. ,2232, 3137.. 3223, 3140 


..3232, 3159.. 3233 


Seq. No. 


8569 


Seq. ID 


OJ991120_31. 0103. CIO 


Gene No. 


18236 


Strand 


+ 


Start 


615 


End 


8394 


Name 


OJ991120 31.0103.C10.ol.gp 


Method 


AAT/GAP 


Start 


2151 


End 


4724 


GI 


23385 1.R1084 


Score 


1310 


Exons 


2151, ,2231, 3143.. 3262, 3356 


..3461, 4143. .4202, 4281. .4369, 




4445. ,4724 






GI Descrip. 


'5051789/emb ICAB45082.il l.Oe-25 (AL078637) putative proteii 




[Arabidopsis thaliana] * 






Seq. No. 


8569 


Seq. ID 


OJ991120_31. 0103. CIO 


Gene No. 


18236 


Strand 


+ 


Start 


615 


End 


8394 


Name 


OJ991120 31.0103.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


3235 


End 


4764 


GI 


none 


Score 


196 


Exons 


3235.-3264, 3353.. 3454, 3357 


--3461, 3360. .3470, 4132. .4194, 




4141. ,4203, 4142. .4207, 4142 


-.4219, 4465'.. 4503, 4614. .4661, 




4702.-4764 






Seq. No. 


8569 


Seq. ID 


OJ991120_31. 0103. CIO 


Gene No, . 


18236 


Strand 


+ . 


Start 


615 


End 


8394 


Name 


OJ991120 31.0103.C10.o2.np 


Method 


AAT/NAP 


Start 


6253 


End 


8394 


GI 


6630729 


Score 


246 


Exons 


6253.. 6399, 7767.. 8007, 8348 


. .8394 




GI Descrip. 


(AL132958) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8569 


Seq. ID 


OJ991120_31. 0103. CIO 


Gene No. 


18236 


Strand 


+ 


Start 


615 


End 


8394 


Name 


OJ991120 31.0103.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6280 


End 


8003 


GI 


none 


Score 


115 


Exons 


6280., 6399, 7764.. 8003 






Seq . No . 


8570 


Seq. ID 


OJ991120_31.0103.C11 


Gene No. 


18237 


Strand 




Start 


479 


End 


773 


Name 


OJ991120 31.0103.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


479 


End 


773 



9004 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 56 

479. .577, 528. .590, 528. .602, 659. .772, 664. .771, 669. .773 



8571 

18238 

12 

OJ991120_31.0103.C13.ol.tm 
1 

none 



Seq. ID OJ991120_31.0103.C13 
Strand 

End 575 

Method TBLASTX: Maize 

End 573 

Score 105 



1..78, 2. .73, 3, .74, 3. .98,. 69. .335, 74. .340, 75. .338, 101. .346, 
409. .567, 410. .544, 414. .566, 415. .573 



8571 

18238 

12 

OJ991120_31.0103.C13.ol.gs 
12 

none 

12. .336, 413. .575 



Seq. ID OJ991120_31.0103.C13 
Strand 

End 575 

Method- GENSCAN 

End 575 

Score .87 



8572 
18239 

1 . . 

OJ991120_31.0103.C15.ol.np 
1 

2498930 
1..39, 436. .604 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ991120_31.0103.C15 
Strand + 

604 

AAT/NAP 
604 
44 



End 

Method 

End 

Score 



Seq. No. 


8572 




Seq. ID 


OJ991120_31 


.0103. C15 


Gene No. 


18239 




Strand 


+ 




Start 


1 




End 


604 




Name 


OJ991120 31.0103.C15.ol 


.gs 


Method 


GENSCAN 




Start 


444 




End 


503 




GI 


none 




Score 


.94 




Exons 


444. .503 










Seq. No. 


8573 




Seq. ID 


OJ991120_31 


.0103. C16 


Gene No. 


18240 




Strand 






Start 


1 




End 


92 




Name 


OJ991120 31.0103.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


92 




GI 


LIB3477-003-P1-K1-E9 




Score 


158 




Exons 


1. .92 










GI Descrip. 


'24 9858 6/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 


S 1 PRECURSOR (ORY SI)' 


>gi 1173557 {U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


8574 




Seq. ID 


OJ991120_31 


.0103. C17 


Gene No. 


18241 




Strand 






Start 


1 




End 


175 





Name OJ991120_31 . 0103 . C17 . ol . np Method AAT/NAP 

Start 1 End 175 

GI 4249385 Score 170 

Exons 1 . . 175 

GI Descrip. (AC005966) T2K10.11 [Arabidopsis thaliana] 



9005 



Seq. No. 8574 

Gene No. 18241 

Start 1 

Name OJ991120_31 . 0103 .C17 . ol . gs 

Start 40 

GI none 

Exons 40.. 175 



Seq. ID OJ991120_31.0103.C17 
Strand 

End 175 

Method GENSCAN 

End 175 

Score . 69 



Seq. No. 8575 Seq. ID OJ991120_35 . 0127 . C2 

Gene No. ' 18242 Strand 

Start 1 End 652 

Name OJ991120_35 . 0127 . C2 . ol . np Method AAT/NAP 

Start 1 End 540 

GI 421843 Score 254 

Exons 1. .540 

GI Descrip. protein kinase (EC 2.7.1.37) 5 - Arabidopsis thaiiana 

gi|217861|dbj IBAA01715I (D10909) serine/threonine protein kinase 
[Arabidopsis thaiiana] 



Seq. No. 


8575 






Seq. ID 


OJ991120_35.0127.C2 


Gene No. 


18242 






Strand 


- 


Start 


1 






End 


652 


Name 


OJ991120 35.0127 


.C2.ol 


. tc 


Method 


•TBLASTX: Cress 


Start 


2 






End 


205 




none 






Score 


1 7R 
± / o 


Exons 


2. .205 










Seq. No. 


8575 






Seq. ID 


OJ991120_35.0127.C2 


Gene No. 


18242 






Strand 


- 


Start 


1 






End 


652 


Name 


OJ991120 35.0127 


.C2.01 


. ts 


Method 


TBLASTX: Soybean 


Start 


2 






End 


205 


GI 


none 






Score 


56 


Exons 


2. .205, 3. .47 










Seq. No. 


8575 






Seq. ID 


OJ,991120_35.0127.C2 


Gene No. 


18242 






Strand 




Start 


1 






End 


.652 


Name 


OJ991120 35.0127 


.C2.01 


. tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


652 


GI 


none 






Score 


87 


Exons 


2. .322, 3. .50, 8 


. .226, 


210. 


.278, 351.. 


452, 352.. 492, 536.. 652 


Seq. No. 


8575 






Seq. ID 


OJ991120_35.0127.C2 


Gene No. 


18242 






Strand 




Start 


1 






End 


652 


Name 


OJ991120 35.0127 


.C2.ol 


. gs 


Method 


GENSCAN 


Start 


24 






End 


502 


GI 


none 






Score 


.81 


Exons 


24. .502 










Seq. No. 


8576 






Seq. ID 


OJ991120_35.0127.C3 


Gene No. 


18243 






Strand 


+ 


Start 


5828 






End 


7947 


Name 


OJ991120 35.0127 


.C3.01 


.gs 


Method 


GENSCAN 


Start 


5828 






End 


7943 



9006 




GI 


none 


Score 


.51 




Exons 


5828.. 5921, 6149.. 6672, 6738 


..6793, 7352. .7526, 


7866. .7943 


Seq, No. 


8576 


Seq. ID 


OJ991120 


_35.0127.C3 


Gene No. 


18243 


Strand 


+ 




Start 


5828 


End 


7947 




Name 


OJ991120 35.0127.C3.o2.np 


Method 


AAT/NAP 




Start 


6377 


End 


7947 




GI 


4587616 


Score 


314 




Exons 


6377.. 6672, 7339.. 7526, 7866 


. .7947 






GI Descrip. 


(AC006951) hypothetical protein [Arabid'opsis thaliana] 


Seq. No. 


8576 


Seq. ID 


OJ991120 


_35.0127.C3 


Gene No. 


18244 


Strand 






Start 


2569 


End 


2653 




Name 


OJ991120 35 0127 C3 ol no 


Method 


AAT/NAP 




Start 


2569 ~ 


End 


2653 




GI 


6721547 


Score 


68 




Exons 


2569 2653 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


8576 


Seq. ID 


OJ991120_ 


_35.0127.C3 


Gene No. 


J. O ^ 1 .J 


Strand 






Start 


9033 


End 


9154 




Name 


OJ991120 35 0127 C3 ol tm 

\J\J ^w/XX^W '■_^>_/.VyX^r • v-* -J 9 \J JL 9 Will 


Method 


TBLASTX: Maize 


Start 


6499 ~ 


End 


7497 




GI 


none 


Score 


63 




Exons 


6499.. 6564, 6503.. 6544, 6565 


..6672, 6567. .6674, 


7339. .7377, 




7357. .7497, 7377. .7496 








Seq. No. 


8576 


Seq. ID 


OJ991120^ 


_35.0127.C3 


Gene No 


18245 


Strand 






Start 


9033 


End 


9154 




Name 


OJ991120 35 0127 C3 o2 as 


Method 


GENSCAN 




Start 


9033 ~~ 


End 


9154 




GI 




Score 


.75 




Exons 


9033. .9154 








Seq. No. 


8577 


Seq. ID 


OJ991120_ 


_35.0127.C4 . 


(^pnp No 


18246 


Strand 






Start 


611 


End 


668 




Name 


OJ991120 35.0127.C4.ol.gs 


Method 


GENSCAN 




Start 


611 


End 


668 




GI 


none 


Score ' 


.79 




Exons 


611. .668 








Seq. No. 


8578 


Seq. ID 


OJ991120_ 


_35.0127.C5 


Gene No. 


18247 


Strand 


+ 




Start 


74 


End 


245 




Name 


OJ991120 35.0127.C5.ol.gp 


Method 


AAT/GAP 




Start 


74 


End 


245 




GI 


LIB3431-028-P1-N1-A10 


Score 


234 




Exons 


74. .136, 164. .245 








GI Descrip. 


•4680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AFll^ 


1171) TNP2-like 




protein [Sorghum bicolor] ' 








Seq. No. 


8578 


Seq. ID 


OJ991120_ 


_35.0127.C5 



9007 






Gene No. 


18248 




Strand 






Start 


109 




■ End 


201 




Name 


OJ991120_35.0127.C5.ol .gs 




Method 


GENSCAN 




Start 


109 




End 


201 




GI 


none 




Score 


. 55 




Exons 


109. .201 










Seq. No. 


8579 




Seq. ID 


OJ991120_35. 0127 .C6 




Gene No. 


18249 




Strand 


+ 




Start. 


65 




End 


124 




Name 


OJ991120_35.0127 .C6.ol .gs 




Method 


GENSCAN 




Start 


65 




End 


124 




GI 


none 




Score 


. 7 




Exons 


65 . . 124 










Seq. No. 


8580 




Seq. ID 


0 J9 9112 0_35. 0127 .C8 




Gene No. 


. 18250 




Strand 






Start 


1504 




End 


2253 




Name 


OJ991120 35.0127.C8.ol.tm 




Method 


TBLASTX: Maize 




Start 


1504 




End 


2253 




GI 


none 




Score 


65 




Exons 


1504. .1557, 1506. .1556, 1686. 


.1742, 1689. .1742, 1690. .1743 






2020. .2253, 2139. .2243 










Seq. No. 


8581 




Seq. ID 


OJ991120_35.0127.C9 


~\ 


Gene No. 


18251 




Strand 


+ 


f ! 


Start 


706 




End 


1594 


1 ^ 


Name 


OJ991120 35.0127.C9.ol,gp 




Method 


AAT/GAP 


9i 


Start 


706 




End 


1594 


K? 


GI 


84856 1.R1084 




Score 


1365 


. E 
'-J 


Exons 


706. .970, 1107. .1594 










GI Descrip. 


'1732515 2.0e-14 (U62744) 


myosin heavy 


chain-like protein 






[Arabidopsis thaliana] * 










Seq. No. 


8581 




Seq. ID 


OJ991120_35.0127.C9 


If 


Gene No. 


18251 




Strand 


+ 


E 


Start 


706 




End 


1594 


; 

SI 


Name • 


OJ991120 35.0127. C9.ol.gs 




Method 


GENSCAN 


= 1 


Start 


749 




End 


1256 


a; 


GI 


none 




Score 


.97 


J 


Exons 


749. .970, 1107. .1256 










Seq. No. 


8581 




Seq. ID 


OJ991120_35.0127.C9 




Gene No. 


18252 




Strand 


+ 




Start 


6008 




End 


12387 




Name 


OJ991120 35.0127.C9,o2.np 




Method 


AAT/NAP 




Start 


6008 




End 


12387 




GI 


6907106 




Score 


418 




Exons 


6008. .6147, 11480. .11764, 


11988. .12387 






GI Descrip, 


(AP001129) EST AU068291 {C12960) corresponds to a region of 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


8581 




Seq. ID 


OJ991120_35.0127.C9 




Gene No, 


18252 




Strand 






Start 


6008 




End 


12387 




Name 


OJ991120 35.0127.C9.o3.gs 




Method 


GENSCAN 




. Start 


10155 




End 


10916 



9008 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

10155. .10916 



Score 



.96 



Seq. ID OJ991120_35.0127.C9 

Strand + 

End 12896 

Method AAT/GAP 

End 12896 

Score 355 



8581 
18253 
12556 

OJ991120_35.0127,C9.o3.gp 
12556 

15591_1.R1084 
12556. .12584, 12658.. 12896 

•5257255/dbj I AP000364.il AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 • 



8581 
18254 
2164 

OJ991120_35.0127.C9.o2.gp 
2164 
none 

2164. .2530, 4445. .4616 

8581 
18255 
4722 

OJ991120_35.0127.C9.o3.tm 
802 
none 

802. .975, 803. .970, 846. .983, 1106. .1252, 1107. .1256, 
1120.. 1269, 1133.. 1279 



Seq. ID OJ991120_35.0127.C9 
Strand 

End 4 616 

Method AAT/GAP 

End 4616 

Score 936 



Seq. ID OJ991120_35.0127.C9 
Strand 

End 6453 

Method TBLASTX : Mai ze 

End 1279 

Score 220 



8581 
18255 
4722 

OJ991120_35 . 0127 . C9 . ol . np 
4722 
4850402 
4722. .6453 

(AC007357) Contains similarity to gb|Y12424 SGRP-1 protein frm 
Solanum commersonii and contains a PF 10007 6 RNA recognition 
motif. [Arabidopsis thaliana] 



Seq. ID OJ991120_35.0127.C9 
Strand 

End 6453 

Method AAT/NAP 

End 6453 

Score 594 



8581 

18255 

4722 

OJ991120_35.0127.C9.ol.tm 

4880 

none 



Seq. ID OJ991120_35. 0127 .C9 
Strand 

End 6453 -'^-^ ■ ' 

Method TBLASTX : Mai ze 

End 5189. 

Score 48 



4880. .4924, 4881. .4934, 4889. .5113, 4908. .5102, 5001. .5129, 
5136.. 5189, 5139.. 5189 



8581 

18255 

4722 

OJ991120_35.0127.C9.ol.ts 

5595 

none 

5595.. 5846, 5617., 5814 



Seq. ID OJ991120_35.0127.C9 
Strand 

End 6453 

Method TBLASTX : Soybean 

End 5846 

Score 211 



9009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8581 
18256 
11980 

OJ991120_35.0127.C9.o2.tin 
11980 



OJ991120 35. 0127. C9 



none 

11980. 

12055. 

12158, 

12265, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12018, 11981. .12019, 11993 12139, 12023 12139, 
12141, 12071. .12118, 12122. .12169, 12122 .. 1214 8 , 
12256, 12159. .12257, 12171 12257, 12259 12288 , 
12288 



12288 

TBLASTX: Maize 

12288 

34 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8582 

18257 

3238 

OJ991120_35. 0127. CIO. ol.np 

3238 

4586249 



Seq. ID OJ991120_35. 0127. CIO 

Strand + 

End 5899 

Method AAT/NAP 

End 5899 

Score 311 



3238. .3269, 4782. .5288, 5322. .5437, 5837. .5899- 
(AL049640) putative pollen surface protein [Arabidopsis 
thaliana] 



8582 

18257 

3238 

OJ991120_35. 0127. CIO. o2.gs 

4681 

none 

4681. .5502 



Seq. ID .OJ991120_35. 0127. CIO 

Strand + 

End 5899 

Method GENSCAN 

End 5502 

Score 1 



Seq. No. 8582 

Gene No. 18258 

Start 6761 

Name OJ991120_35 . 0127 .CIO . ol . tc 

Start 4816 

GI none 
Exons 



Seq. ID OJ991120_35. 0127. CIO 
Strand 

End 7391 

Method TBLASTX: Cress 

End 5154 

Score 221 



4816. .5040, 4842. .5039, 4960. .5103, 5010. .5102, 5097. .5153, 
5098. .5154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



8582 • 

18258 

6761 

OJ991120_35. 0127. CIO. ol.ts 

4816 

none 



Seq. ID OJ991120_35. 0127. CIO 
Strand 

End 7391 

Method TBLASTX: Soybean 

End 5259 

Score 328 



4816. .5103, 4821. .5102, 5035. .5154, 5097. .5153, 5173. .5259 



8582 

18258 

6761 

OJ991120_35. 0127. CIO. ol.tm 

4816 

none 



Seq. ID OJ991120_35. 0127. CIO 
Strand 

End 7391 

Me t hod T BL AS TX : Ma i z e 

End 5259 

Score ^24 6 



4816. .5103, 4848. .5105, 5110. .5259 



8582 
18258 



Seq. ID OJ991120_35. 0127. CIO 
Strand 



9010 



I Li 



Start 


6761 




End 


7391 




Name 


OJ991120 35. 0127. CIO. o3 


.gs 


Method 


GENSCAN 




Start 


6761 




End 


7391 




GI 


none 




Score 


.94 




Exons 


6761.. 6855, 7229.. 7391 










Seq. No. 


8583 




Seq. ID 


OJ991120_35.0127 


.Cll 


Gene No . 


18259 




Strand 






Start 


402 




End 


1641 




Name 


OJ991120 35.0127.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


402 




End 


857 




GI 


none 




Score 


. 69 




Exons 


402. .857 










Seq, No. 


8583 




,...Seq. ID 


OJ991120_35.0127 


.Cll 


Gene No. 


18259 




Strand 






Start 


402 




End 


1641 




Name 


OJ991120 35.0127.Cll.-o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


528 




End 


935 




GI 


none 




Score 


198 




Exons 


528.. 677, 732.. 935 










Seq. No. 


8583 




Seq. ID 


OJ991120_35.0127 


.Cll 


Gene No. 


18259 




Strand 






Start 


402 




End 


1641 




Name 


OJ991120 35.0127 .C11.02 


. no 


Method 


AAT/NAP 




Start 


738 




End 


1641 




GI 


4335720 




Score 


362 




Exons 


738. .1641 










GI Descrip. 


(AC006248) putative non- 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


8583 




Seq. ID 


OJ991120_35.0127 


.Cll 


Gene No 


18259 




Strand 






Start 


402 




End 


1641 




Name 


OJ991120 35.0127.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1242 




End 


1634 




GI 


. none 




Score 


167 




Exons 


1242.. 1298, 1344.. 1634 










Seq. No. 


8583 




Seq. ID 


OJ991120_35.0127 


.Cll 


Gene No . 


18259 




Strand 






Start 


402 




End 


1641 




Name. 


OJ991120 35.0127.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1326 




End 


1629 




GI 


none 




Score 


248 




Exons 


1326. .1628, 1345. .1629 










Seq. No. 


8583 




Seq. ID 


OJ991120_35.0127 


.Cll 


Gene No 


18259 




Strand 






Start 


402 




End 


1641 




Name 


OJ991120 35 . 0127 . Cll . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1389 




End 


1637 




GI 


none 




Score 


71 




Exons 


1389. .1637, 1390. .1521 










Seq. No. 


8584 




Seq. ID' 


OJ991120_35.0127 


.C12 



9011 



Gene No. 18260 Strand 

Start 4826 End 

Name OJ991 120_35 . 0127 . C12 . o2 . gs Method 

Start 4826 End 

GI none Score 

Exons 4826.. 5071 



+ 

5071 
GENSCAN 
5071 
.99 



Seq. No. 


8584 






Seq. ID 


OJ991120 


35 . 0127 . 


C12 


Gene No. 


18261 






Strand 


+ 






Start 


5086 






End . 


5379 






Name 


OJ991120_35. 


0127. C12 


.ol.gp 


Method 


AAT/GAP 






Start 


5086 






End 


5379 






GI 


3761516 






Score 


536 






Exons 


5086. .5379 














Seq. No. 


8584 






Seq. ID 


OJ991120_ 


35 . 0127 . 


C12 


Gene No. 


18262 






Strand 


+ 






Start 


8340 






End 


8564 






Name 


OJ991120 35. 


0127. C12 


. o3.gs 


Method 


GENSCAN 






Start 


8340 






End 


8564 






GI 


none 






Score 


.97 






Exons 


8340. .8564 














Seq. No. 


8584 






Seq. ID 


OJ991120_ 


_35.0127. 


C12 


Gene No. 


18263 






Strand 


+ 






Start 


10745 






End 


17368 






Name 


OJ991120 35. 


0127. C12 


. o4 . gs 


Method 


GENSCAN 






Start 


10745 






End 


17368 






GI 


none 






Score 


.52 






Exons 


10745. .10970 


, 11145. 


.11154, 


12179. . 12348, 13768, 


. .13875, 






14557. .14684 


, 15043. 


.15761, 


16342. .16366, 16821. 


. .16915, 





17167. .17368 



Seq. No. 8584 Seq. ID OJ991120_35 . 0127 . C12 

Gene No. 18264 Strand 

Start 1 End 1988 

Name OJ991120_35 . 0127 .C12 . ol . np Method AAT/NAP 

Start 1 End 1988 

GI 2583130 Score 993 

Exons 1..1988 

GI Descrip. (AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 

Seq. No. 8584 Seq. ID OJ991120_35 . 0127 . C12 

Gene No. 18265 Strand 

Start 14116 End 14627 

Name OJ991120_35 . 0127 . C12 . o2 . gp Method AAT/GAP 

Start 14116 End 14494 

GI 20886_2.R1084 Score 511 

Exons 14116. .14494 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 8.0e-24 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 8584 Seq. ID 

Gene No. 18265 Strand 

Start 14116 End 

Name OJ991120_35 . 0127 . C12 . o3 . gp Method 



OJ991120_35.0127.C12 

14627 
AAT/GAP 



9012 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14144 End 14627 

6547_4.R1084 Score 566 

14144, .14499, 14594. .14627 

•3402817/emb|CAA07704 I l.Oe-18 (AJ007829) lacZ'* 
pGreen] * 



[Cloning vector 



8584 

18266 

14573 

OJ991120_35.0127.C12.ol.tw 
45 

none 



Seq. ID OJ991120_35.0127.C12 



Strand 
End 

Method 

End 

Score 



15485 

TBLASTX: Wheat 

437 

179 



45. .221, 57. .230, 89. .223, 130. .237, 215. .403, 218. .436, 
222. .437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8584 

18266 

14573 

OJ991120_35.0127.C12.o2.tm 

176 

none 

176. .292, 320. .562, 587. .673 

8584 

18266 

14573 

OJ991120_35.0127.C12.o2.tw 

1497 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991120_35.0127.C12 
15485 

TBLASTX: Maize 

673 

53 



Seq. ID OJ991120_35.0127.C12 



Strand 
End 

Method 

End 

Score 



15485 

TBLASTX: Wheat 

1883 

75 



1497. .1688, 1537. .1689, 1545. .1697, 1692. .1883, 1774. .1866 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991120 35.0127.C12 



8584 
18266 
14573 

OJ991120_35.0127.C12.o3.np 
14573 
6907106 
14573. .14760, 14834. .15485 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



15485 
AAT/NAP 
15485 
467 



OJ991120_35. 0127,012 
15485 

TBLASTX: Maize 
15046 
143 

14755. .14802, 14806. . 14823, 



Seq. ID OJ991120_35.0127.C14 
+ 

5734 
GENSCAN 
5734 
.8 



8584 Seq. ID 

18266 Strand 
14573 End 
OJ991120_35 . 0127 . C12 . ol . tm Method 
14670 End 
none Score 
14670. .14729, 14 671 .. 14802, 
14807. .15046, 14819.. 15004 

8585 

18267 Strand 
147 End 
OJ991120_35 . 0127 .014 . ol . gs Method 
147 End 
none Score 
147. .516, 931. .2170, 2306. .2640, 2721. .2798, 3093. .3199, 



9013 



3592.. 3889, 4325.-4469, 5438.. 5582, 5728.. 5734 



Seq. No. 


8585 








Seq. ID 


OJ991120_ 


35.0127 


.C14 


Gene No. 


18268 








Strand 


+ 






Start 


8655 








End 


15843 






Name 


OJ991120 35. 


0127. C14 


.o3 . gs 


Method 


GENSCAN 






Start 


8655 








End 


15843 






GI 


none 








Score 


.64 






Exons 


8655. 


8766, 


9065.. 9118, 9948 


..9998, 10066. .10116 


, 10277 


. . 10 




10771 


.10884 


, 11094. 


. 11159, 


11699. .11782, 11888. 


. 11947, 






12696 


.12744 


, 13698. 


. 13805, 


14424. .14542, 14920. 


. 15005, 






15087 


.15183 


, 15724. 


. 15843 










Seq. No. 


8585 








Seq. ID 


OJ991120_ 


35.0127 


.C14 


Gene No. 


18269 








Strand 








Start 


6282 








End 


7613 






Name 


OJ991120 35. 


0127. C14 


. o2 . gs 


Method 


GENSCAN 






Start 


6282 








End 


7613 






GI 


none 








Score 


.83 






Exons 


6282. 


7613 














Seq. No. 


8585 








Seq. ID 


OJ991120_ 


35.0127 


.C14 


Gene No . 


18270 








Strand 








Start 


14668 








End 


19735 






Name 


OJ991120 35. 


0127. C14 


. o6. tm 


Method 


TBLASTX: Maize 




Start 


1995 








. End 


2600 






GI 


none 








Score 


147 






Exons 


1995. . 


2036, 


1996.. 2037, 2020 


..2175, 2043. .2162, 


2059. .2163, 




2063. . 


2164, 


2305.. 2325, 2307 


..2480, 2366.. 2476, 


2459. .2491, 




2550. . 


2600, 


2562. .2591 










Seq. No. 


8585 








Seq. ID 


OJ991120_ 


35.0127 


.C14 


Gene No . 


18270 








Strand 








Start 


14668 








End 


19735 






Name 


OJ991120 35. 


0127. C14 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10802 








End 


12228 






GI 


none 








Score 


104 






Exons 


. 10802. 


.10888 


, 10803. 


.10901, 


10804. .10896, 11061. 


.11177, 






11091. 


.11159 


, 11696. 


.11782, 


11698. .11784, 11698. 


.11784, 






11855. 


.11947 


, 11858. 


.11947, 


11860. .11952, 12178. 


.12228 




Seq. No. 


8585 








Seq. ID 


OJ991120_ 


35.0127 


.C14 


Gene No. 


18270 








Strand 








Start 


14668 








End 


19735 






Name 


OJ991120 35. 


0127. C14 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12229 








End 


15176 






GI 


none 








Score 


89 






Exons 


12229. 


.12282, 12231. 


.12281, 


12241. .12288, 12361. 


.12447, 






12381. 


.12446 


, 12382. 


.12420, 


12696. .12752, 13355. 


.13438, 






13371. 


.13439 


, 13388. 


.13450, 


13682. .13810, 13690. 


.13806, 






13693. 


.13818 


, 14409. 


.14540, 


14410. .14541, 14413. 


.14541, 






14414. 


.14542 


, 14739. 


.14786, 


14740. .14811, 14741. 


.14809, 






14900. 


.15010 


, 14917. 


.15006, 


15063. .15176, 15079. 


.15174 




Seq. No. 


8585 








Seq. ID 


OJ991120_ 


35.0127 


.C14 


Gene No. 


18270 








Strand 








Start 


14668 








End 


19735 







9014 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991120_35 . 0127 . C14 . o2 . np Method AAT/NAP 

14668 End 19730 

2827141 Score 416 

14668. .14748, 16958 .. 17154 , 17240 .. 17701 , 17830 .. 18213, 

18314. .18507, 18902. .19203, 19446. .19730 

(AF027173) cellulose synthase catalytic subunit [Arabidopsis 
thaliana] gi | 4914447 | emb | CAB43650 . 1 | (AL050351) cellulose 
synthase catalytic subunit (Ath-A) [Arabidopsis thaliana] 



8585 
18270 
14668 

OJ991120_35.0127.C14.ol.tm 
16663 
none 

16663. .16821, 1667 6 .. 168 19, 16680 
16907. .17173, 16912. .17172, 17174 



Seq. ID OJ991120_35.0127.C14 
Strand 

End 19735 
Method TBLASTX : Maize 
End 17523 
Score 14 6 

16820, 16873. 
17203, 17175. 



17283. .17315, 17285. 
17422. .17523 



,17317, 17309. .17419, 17314, 



,17112, 
.17207, 
17418, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8585 Seq. ID 

18270 Strand 

14668 End 

OJ991120_35 . 0127 . C14 . o3 . ts Method 

16720 End 

none Score 



OJ991120_35.0127.C14 
19735 

TBLASTX : Soybean 

17071 

43 



16720. .16806, 16721 16804 , 16918 .. 17070, 16919.. 17071 

OJ991120 35.0127.C14 



8585 Seq. ID 

18270 Strand 

14668 End 

OJ991120_35 . 0127 . 014 . o2 . tc Method 

17286 End 

none Score 



19735 

TBLASTX: Cress 

17648 

34 



17286. .17309, 17314 .. 17607 , 17345 .. 17596, 17603 .. 17647, 
17604. .17648 



Seq. No. 8585 

Gene No. 18270 

Start 14668 

Name OJ991120_35 . 0127 . 014 . ol . ts 

Start 17332 

GI none 

Exons 17332. .17601, 17333 .. 17596, 
18374. .18430 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991120_35.0127.C14 
19735 

TBLASTX : Soybean 

18430 

132 



17601. .17813, 17 603. .17731, 



Seq. No, 
Gene No. 
Start 
Name 
•Start 
GI 

Exons 



8585 Seq. ID 

18270 Strand 

14668 End 

OJ991120_35. 0127 .014 .o4 .tm Method 

17524 End 

none Score • 



OJ991120_35. 0127. 014 
19735 

TBLASTX: Maize 

19039 

66 



17524. .17601, 17525. .17596,. 17603. .17704, 17604 .. 17663, 
17736. .17774, 17739 17774 , 1778 1 .. 17816, 18170 .. 18220, 



18297. .18371, 18315. 
18373. .18513, 18921. 



.18383, 18351. 
.19028, 18946. 



18512, 18371. .18484, 
19029, 18947. .19039 ' 



9015 





Seq. No. 


8585 




Seq. ID 


OJ991120 


_35.0127 


.C14 






i. o z / u 




Strand 










Start 


14668 




End 


19735 








Name 


OJ991120 35.0127.C14 


. o4 . gs 


Method 


GENSCAN 








Start 


18362 




End 


19606 








GI 


none 




Score 


.76 








Exons 


18362. .18511, 18924. 


.19055, 


19433. .19606 








Seq. No. 


8585 




Seq. ID 


OJ991120 


_35.0127 


.C14 




Gene No. 


18270 




Strand 
















End 


19735 








Name 


OJ991120 35.0127.C14 


.■o2.ts 


Method 


TBLASTX : 


Soybean 






Start 


18921 




End 


19735 








GI 


none 




Score 


91 








Exons 


18921. .19031, 18922. 


.19023, 


19490. .19531, 19510 


. .19731, 








19527. .19733, 19529. 


.19735 












Seq. No. 


8585 




Seq. ID 


OJ991120 


_35.0127 


.C14 






1 ft 970 




Strand 










Start 


14668 




End 


19735 








Name 


OJ991120 35.0127.C14 


.o5.tm 


Method 


TBLASTX: 


Maize 






Start 


19484 




End 


19731 








GI 


none 




Score 


124 








Exons 


19484. .19^31, 19507.^ 


.19731, 


19527. .19730 






Q 


Seq. No. 


8585 




Seq. ID 


OJ991120 


_35.0127 


.C14 


■'ft 








Strand 








m 


Start 


14668 




End 


19735 






:- ~i 

•PC* 


Name . 


OJ991120 35.0127.C14 


.ol.tc 


Method 


TBLASTX: 


Cress 




1 >i 


Start 


19527 




End 


19735 






. S; 


GI 


none 




Score 


150 






ry 


Exons 


19527. .19733, 19528. 


.19734, 


19568. .19735 






•5 


Seq. No. 


8586 




Seq. ID 


OJ991120 


_35.0127 


.C15 






1 ft 97 1 




Strand 


+ 








Start 


1888 




End 


2195 








Name 


OJ991120 35.0127.C15 


.ol.gp 


Method 


AAT/GAP 








Start 


1888 




End 


2195 






i. 

Spf 


GI 


none 




Score 


604 








Exons 


1888. .2195 














Seq. No. 


8586 




Seq. ID 


OJ991120 


_35.0127 


.C15 




Gene No. 


18272 




Strand 










Start 


1570 




End 


4623 








Name 


OJ991120 35.0127.C15 


. ol .np 


Method 


AAT/NAP 








Start 


1570 




End 


4591 








GI 


4972103 




Score 


648 








Exons 


1570.. 1617, 2019.. 2522, 2861 


..3433, 3540. .3752, 


4456. .4591 




GI Descrip. 


(AL0784 68) cellulose 


synthase catalytic subunit 


-like protei] 






[Arabidopsis thaliana] 












Seq. No. 


8586 




Seq. ID 


OJ991120 


_35.0127 


.C15 




Gene No. 


18272 




Strand 










Start 


1570 




"End 


4623 








Name 


OJ991120 35.0127.C15 


. o2 . gs 


Method 


GENSCAN 








Start 


1977 




End 


4554 








GI 


none 




Score 


.58 







9016 




Exons 


1977. .2522, 


3540 


. .3752, 


4206. 


.4337, 4456.. '4554 


Seq. No. 


8586 








Seq. ID 


OJ991120_35.0127.C15 


Gene No. 


18272 








Strand 




otiart: 


10 / U 








End 


4623 


Name 


OJ991120 35. 


0127 


.C15.02 


.tm 


Method 


TBLASTX: Maize 


Start 


1978 








End 


3058 


GI 


none 








Score 


150 


Exons 


1978. .2139, 


1986 


. .2141, 


2184. 


.2522, 2185.. 2520, 2193. .2531, 




2630. .2650, 


2858 


. .2992, 


2865. 


.2993, 2865.. 3011, 2996.. 3058 


Seq. No. 


8586 








Seq. ID 


OJ991120_35.0127.C15 


Gene No . 










Strand 




Start 


1570 








End 


4623 


Name 


OJ991120 35. 


0127 


.C15.02, 


.ts 


Method 


TBLASTX: Soybean 


Start 


2040 








End 


2391 


GI 


none 








Score 


43 


Exons 


2040. .2126, 


2041 


, .2112, 


2158. 


.2391, 2160.. 2384 


Seq. No. 


8586 








Seq. ID 


OJ991120_35.0127.C15 


Gene No . 


T Q 0 T 0 
loZ /Z 








Strand 




Start 


1570 








End 


4623 


Name 


OJ991120 35. 


0127 


.C15.02, 


.tc 


Method 


' TBLASTX: Cress 


Start 


2289 








End 


4307 


GI 


none 








Score 


77 


Exons 


2289. .2498, 


3350 


. .3433, 


3537. 


.3752, 4180. .4305, 4203. .4307 


Seq. No. 


8586 








Seq. ID 


OJ991120_35.0127.C15 


Gene No. 


ioz /Z . 








Strand 




Start 


1570 








End 


4623 


Name 


OJ991120 35. 


0127 


.C15.01, 


.tc 


Method 


TBLASTX: Cress 


Start 


2858 








End 


3221 


GI 


none 








Score 


256 


Exons 


2858. .3220, 


2859 


. .3221 








Seq. No. 


8586 








Seq. ID 


OJ991120_35.0127.C15 


Gene No . 


loZ / Z 








Strand 




Start . ' 


1570 








End 


4623 


Name - 


OJ991120 35. 


0127 


.C15.01, 


.ts ' 


Method 


TBLASTX: Soybean 


Start 


2861 








End 


3653 


GI 


none 








Score 


244 


Exons 


2861. .3343, 


2862 


. .3335, 


3350. 


.3436, 3351. .3443, 3546. .3653 


Seq. No. 


8586 








Seq. ID 


OJ991120_35.0127.C15 


Gene No. 


18272 








Strand 




Start 


1570 








End 


4623 


Name 


OJ991120 35. 


0127 


.015. o2, 


■ gp 


Method 


AAT/GAP 


Start 


2967 








End 


3415 


GI 


5781 1.R1084 








Score 


730 


Exons 


2967. .3415 












GI Descrip. 


'2262114/gb|AAB63622.1 1 


l.Oe- 


14 (AC002343) cellulose synthase 




isolog [Arabidopsis thaliana] 


1 




Seq. No. 


8586 








Seq. ID 


OJ991120_35.0127.C15 


Gene No. 


18272 








Strand 




Start 


1570 








End 


4623 


Name 


OJ991120 35. 


0127, 


.C15.01, 


, tm 


Method 


TBLASTX: Maize 



9017 



start 
GI 

Exons 



3062 End 4322 

none Score 166 

3062.. 3277, 3063., 3236, 3296.. 3436, 3300.. 3443, 3519.. 3737, 

3547.. 3753, 3549.. 3752, 3590.. 3757, 4203.. 4322, 4216.. 4305, 
4223. .4309 



Seq. No. 


8586 


Seq. ID 


OJ991120_35.0127.C15 


Gene No. 


18272 


Strand 




Start 


1570 


End 


4623 


Name 


OJ991120 35.0127.C15.o3.ts 


Method 


TBLASTX: Soybean 


Start 


3681 


End 


4623 


GI 


none 


Score 


61 


Exons 


3681. .3752, 4181. .4312, 4201, 


.4326, 4203. .4325, 4226. .4327, 




4423. .4623, 4453. .4536, 4493. 


.4618 




Seq. No. 


8586 


Seq. ID 


OJ991120_35.0127.C15 


Gene No. 


18272 


Strand 




Start 


1570 


End 


4623 


Name 


OJ991120 35.012'7.C15.o3.gp 


Method 


AAT/GAP 


Start 


4456 


End 


4599 


GI 


LIB3474-012-P1-K1-H11 


Score 


275 


Exons 


4456. .4599 






GI Descrip. 


M972103/emb|CAB43899.1| 3 . Oe 


-09 (AL078468) cellulose synthase 




catalytic subunit-like protein [Arabidopsis thaliana] ' 


Seq. No. 


8587 


Seq. ID 


OJ991120 35.0127.C16 


Gene No. 


18273 


Strand 


+ 


Start 


217 


End 


625 


Name 


OJ991120 35.0127.C16.ol.gp 


Method 


AAT/GAP 


Start 


217 


End 


625 


GI 


none 


Score 


555 


Exons 


217.. 259, 337.. 625 






Seq. No. 


8587 


Seq. ID 


OJ991120_35.0127.C16 


Gene No. 


18274 


Strand 


+ 


Start 


3041 


End 


3117 


Name 


OJ991120 35.0127.C16.o2.gp 


Method 


AAT/GAP 


Start 


3041 


End 


3117 


GI 


uC-osflM202097dl0bl 


Score 


75 


Exons 


3041. .3117 






GI Descrip. 


M062935/dbj | AB0034 95 . 1 1 AB003495 3.0e- 


■14 Oryza sativa DNA for 




dihydrof lavonol 4 -reductase. 


complete 


cds ' 


Seq. No. 


8587 


Seq. ID 


OJ991120_35.0127.C16 


Gene No. 


18275 


Strand 


+ 


Start 


5354 


End 


5723 


Name 


OJ991120 35.0127.C16.o3.gp 


Method 


AAT/GAP 


Start 


5354 


End 


5723 


GI 


LIB34 31-035-P1-N1-F7 


Score 


736 


Exons 


5354. .5723 






GI Descrip. 


'2262116/gb|AAB63624.1| 6.0e- 


10 (AC002343) cellulose synthase 




isolog [Arabidopsis thaliana] 






Seq. No. 


8587 


Seq. ID 


OJ991120_35.0127.C16 


Gene No. 


18276 


Strand 




Start 


1982 


End 


11801 


Name 


OJ991120 35.0127.C16.ol.np 


Method 


AAT/NAP 



9018 



start 389 End 8311 

GI 5230423 Score 569 

Exons 389.. 590, 5574.. 5955, 6056.. 6949, 7379.. 7490, 7577.. 7733, 

7883.. 8311 

GI Descrip. {AF091713) cellulose synthase catalytic subunit [Arabidopsis 
thaliana] 

Seq. No. 8587 Seq. ID OJ99112Q_35 . 0127 . C16 

Gene No. 18276 Strand 

Start 1982 End 11801 

Name OJ991120_35 . 0.127 . C16 . ol . gs Method GENSCAN 

Start 1982 End 11801 

GI none Score .54 

Exons 1982.. 2061, 2542.. 2585, 3135.. 3470, 4264.. 4367, 5569.. 5771, 

6244. .6628, 6737. .6949, 7379. .7510, 7591. .7731, 7899. .8170, 
9171. .9222, 10261. .10487, 11167 11268 , 11515.. 11801 

Seq. No. 8587 Seq. ID OJ991120_35 . 0127 . C16 

Gene No. 18276 Strand 

Start 1982 End 11801 

Name OJ991120_35 . 0127 . C16 . o2 .np Method AAT/NAP 

Start 5412 End 11716 " 

GI 4972103 Score 983 

Exons 5412. .5955, 6056. .6628, 6737. .6949, 7591. .7728, 7912. .8214, 

10261. .10469, 11642.. 11716 
GI Descrip. (AL078468) cellulose synthase catalytic subunit-like protein 

[Arabidopsis thaliana] 

Seq. No.. 8587 Seq. ID OJ991120_35 . 0127 . C16 

Gene No. 18276 Strand 

Start 1982 End 11801 

Name OJ991120_35 . 0127 . C16 . o4 . gp Method AAT/GAP 

Start 6404 End 7687 

GI 6248_1.R1084 Score 1221 

Exons 6404. .6628, 6737. .6949, 7379. .7510, 7591. .7687 

GI Descrip. ' 4417271/gb | AAD20396 | 7 . Oe-35 (AC007019) putative cellulose 
synthase catalytic subunit [Arabidopsis thaliana] ' 



Seq. No. 


8587 


Seq. ID 


OJ991120_35.0127 


.C16 


Gene No. 


18277 


Strand 






Start 


13056 


End 


13551 




Name 


OJ991120 


35.0127 .C16.o3.tm Method 


TBLASTX: Maize 




Start 


151 


End 


8213 




GI 


none 


Score 


160 




Exons 


151. .414, 


164. .412, 7953. .8213, 7957.. 


8205 




Seq. No. 


8587 


Seq. ID 


OJ991120_35.0127 


.C16 


Gene No. 


18277 


Strand 






Start 


13056 


End 


13551 




Name 


OJ991120 


35 . 0127 . C16 . o2 . tc Method 


TBLASTX: Cress 




Start 


160 


End 


10383 




GI 


none 


Score 


204 




Exons 


160. .426, 


161. .439, 3188. .3256, 7953.. 


8111, 7953. .8219, 





Seq. No. 
Gene No. 



7954. .8229, 102 60 .. 10382 , 10261. .10383 



8587 
18277 



Seq. ID OJ991120_35.0127.C16 
Strand 



9019 








13056 








End 


13551 






Name 


OJ991120 35 


.0127 


.C16.02. 


ts 


Method 


TBLASTX: Soybean 






Start 


160 








End 


8259 






GI 


none 








Score 


235 






Exons 


160.. 426, 164. .427, 167. 


.466, 


7953. .8225, 7956. .8120, 








7957. .8220, 


7960 


. .8259 












Seq. No. 


8587 








Seq. ID 


OJ991120_35.0127 


.016 




Gene No. 


18277 








Strand 








Start 


13056 . 








End 


13551 






Name 


OJ991120 35 


.0127 


.016. o4 . 


tm 


Method 


TBLASTX: Maize 






Start 


3156 








End 


10508 






GI 


none 








Score 


85 






Exons 


3156. .3272, 


3185 


. .3271, 


3258. 


.3284, 3272.. 3379, 3287.. .3355, 






10258. .10398, 10260 .. 10397 , 1038 1 10506, 10398. .10508 






Seq. No. 


8587 








Seq. ID 


OJ991120_35.0127 


.016 






18277 








Strand 








Start 


13056 








End 


13551 






Name 


OJ991120 35 


,0127 


.C16.05. 


ts 


Method 


TBLASTX : Soybean 






Start 


3185 








End 


10505 






GI 


none 








Score 


78 






Exons 


3185 3382 


10260. .10505, 10270.. 10389 






;t SF 


Seq. No. 


8587 








Seq. ID 


OJ991120_35.0127 


.016 




Gene No. 


18277 








Strand 










13056 








End 


13551 




3 • ■ 

= |J 


Name 


OJ991120 35 


.0127 


.C16.01. 


tm 


Method 


TBLASTX: Maize 




= F 


Start 


5423 








End 


6292 






GI 


none 








Score 


170 




=y 


Exons 


S423 5602 


5431 


. .5601, 


5623. 


.5955, 5624.. 5953, 5626.. 5958, 


s 

! 




6053 6187 


6063 


. .6188, 


6108. 


.6191, 6191.. 6292 




= i i 


Seq. No. 


8587 








Seq. ID 


OJ991120_35.0127 


.016 




florid Mo 


18277 








Strand 






■J 


Start 


13056 








End 


13551 




• -A 


Name 


OJ991120 35 


.0127 


.016. o3. 


ts 


Method 


TBLASTX : Soybean 




: 3C 


Start 


5485 








End 


5824 






GI 


none 








Score 


51 




: if 

!sf 


Exons 


5485. .5595, 


5486 


. .5569, 


5591. 


.5824, 5593.-5823 




: e:. 
St 


Seq. No. 


8587 








Seq. ID 


OJ991120_35.0127 


.016 






18277 








Strand 








Start 


13056 








End 


13551 






Name 


OJ991120 35 


.0127 


.016.01. 


tc 


Method 


TBLASTX: Cress 






Start 


6053 








End 


6416 






GI 


none 








Score 


241 






Exons 


6053. .6415, 


6120 


. .6416 












Seq. No. 


8587 








Seq. ID 


OJ991120_35.0127 


.016 




Gene No. 


18277 








Strand 








Start 


13056 








^End 


13551 






Name 


OJ991120 35 


.0127 


.C16.01. 


ts 


Method 


TBLASTX : Soybean 






Start 


6062 








End 


6850 






GI 


none 








Score 


222 






Exons 


6062. .6538, 


6063 


. .6479, 


6545. 


.6640, 6740. .6850 





9020 



Seq. No. 8587 Seq. ID 

Gene No. 18277 Strand 

Start 13056 End 

Name OJ991120_35 . 0127 . C16 . o2 . tm Method 

Start 6293 End 

GI none Score 
Exons 



OJ991120_35.0127.C16 
13551 

TBLASTX: Maize 

7502 

155 



6293. .6472, 6294. .6431, 6428. .6499, 6491. .6631, 6497. .6631, 
6734. .6931, 6734. .6949, 6801. .6950, 7376. .7477, 7384. .7494, 
7389.. 7478, 7389.. 7502 



OJ991120 35.0127.C16 



Seq. No. 8587 Seq. ID 

Gene No. 18277 Strand 

Start 13056 End 

Name OJ991120_35 . 0127 . C16 . o4 . ts Method 

Start 6851 End 

GI none Score 

Exons 6851.. 6919, 7373.. 7486, 7376.. 7510, 7428.. 7505, 7588.. 7740, 

7595.. 7732, 7603.. 7740 



13551 

TBLASTX: Soybean 

7740 

53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8587 Seq. ID OJ991120_35 . 0127 . C16 

18277. Strand 

13056 - End 13551 

OJ991120_35.0127.C16.o5.gp ^Method AAT/GAP 

13056 End 13551 

LIB3477-003-P1-K1-E9 Score 137 

13056. .13100, 13489.. 13551 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


8588 


Seq. ID 


OJ991120_35.0127.C1 


Gene No. 


18278 


Strand 


+ 


Start 


82 


End 


275 


Name 


OJ991120 35.0127.C19.ol.np 


Method 


AAT/NAP 


Start 


82 


End 


275 


GI 


2498930 


Score 


42 


Exons 


82. .275 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


8588 


Seq. ID 


OJ991120_35.0127.C1 


Gene No. 


18278 


Strand 


+ 


Start 


82 


End 


275 


Name 


OJ991120 35.0127.C19.ol.gs 


Method 


GENSCAN 


Start 


85 


End 


144 


GI 


none 


Score 


.99 


Exons 


85. .144 






Seq. No. 


8589 


Seq. ID 


OJ991120_30.0127.C2 


Gene No. 


18279 


Strand 




Start 


28 


End 


813 


Name 


OJ991120 30.0127.C2.ol.gs 


Method 


GENSCAN 


Start 


28 


End 


685 


GI 


none 


Score 


.72 


Exons 


28. .685 






Seq. No. 


8589 


Seq. ID 


OJ991120_30.0127.C2 



9021 




Gene No. 


1 O O T A 


ourana 






Start 


28 


End 


813 




Name 


OJ991120 30.0127.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


118 


End 


541 




GI 


none 


Score 


295 




Exons 


118. .405, 119. .394, 472. .528, 


488. .541, 


491. .541 




Seq. No. 


8589 


Seq. ID 


OJ991120_30.0127 


.C2 


bene no . 




ourana 






Start 


28 


End 


813 




Name 


OJ991120 30.0127.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


127 


End 


405 




GI 


none 


Score 


189 




Exons 


127. .405, 212. .394 








Seq. No. 


8589 


Seq. ID 


OJ991120_30.0127 


.C2 


Gene No . 


1 Q O T Q 


Strand 






Start 


28 


End 


813 




Name 


OJ991120 30.0127.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


127 


End 


405 




GI 


none 


Score 


237 




Exons 


127. .405, 212. .394 








Seq. No. 


8589 


Seq. ID 


OJ991120_30.0127 


.C2 


Gene No. 


18279 


Strand 






otarn 


28 


End 


813 




Name 


OJ991120 30.0127.C2.ol.np 


Method 


AAT/NAP 




Start 


128 


End 


813 




GI 


3821254 


Score 


492 




Exons 


128. .487, 668. .813 








GI Descrip. 


(AJ007789) geranylgeranyl reductase [Nicotiana tabacum] 




Seq. No. 


8589 


Seq. ID 


OJ991120_30.0127 


.C2 


Gene No. 


18279 


Strand 






Start 


28 


End 


813 




Name 


OJ991120 30.0127.C2.ol.gp 


Method 


AAT/GAP 




Start 


226 


End 


690 




GI 


24623 1.R1084 


Score 


898 




Exons 


226.. 690 








GI Descrip. 


'3202030 l.Oe-26 (AF069318) geranylgeranyl hydrogenase 






[Mesembryanthemum crystallinum] * 






Seq. No. 


8590 


Seq. ID 


OJ991120_30.0127 


.C3 


Gene No. 


18280 


Strand 


+ 




CH- a v-J- 

onarT- 


1422 


End 


16523 




Name 


OJ991120 30.0127.C3.ol.np 


Method 


AAT/NAP 




Start 


1422 


End 


3142 




GI 


6907086 


Score 


1473 




Exons 


1422. .2175, 2233. .2416, 2655. 


.2787, 2829. .3142 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8590 


Seq. ID 


OJ991120_30.0127 


.C3 


Gene No. 


18280 


Strand 


+ 




Start 


1422 


End 


16523 




Name 


OJ991120 30.0127.C3.ol.gs 


Method 


GENSCAN 




Start 


1626 


End 


16523 




GI 


none 


Score 


.65 





9022 



Exons 


1626.. 2138, 3645.. 3691, 4301 


..4391, 5965.. 6119, 6392.. 6536, 




6596.. 6630, 7091.. 7292, 7694 


..8069, 8193.. 8257, 8681.. 8758, 




8854. .8964, 10261 .. 11213, 12695 .. 13103, 


13436. .13468, 




13567. .13819, 14719 .. 14829, 


14937. .15073, 15185 15298, 




15446. .15645, 15739 .. 15927 , 


16460. .16523 


Seq. No. 


8590 


Seq. ID 


OJ991120__30.0127.C3 


Gene No. 


18280 


Strand 


+ 


Start 


1422 


End 


16523 


Nctme 


OJ991120 30.0127.C3.o2.np 


Method 


AAT/NAP 


Start 


7014 


End * 


11214 


GI 


2655031 


Score 


2495 


Exons 


7014.. 7292, 7685.. 8069, 8193 


..8257, 8681. .8758, 8854. .8964, 




9063.. 9107, 9587.. 9760, 10261.. 11214 




GI Descrip. 


(AF019297) starch synthase isoform 2STSII-2 [Zea mays] 


Seq. No. 


8590 


Seq. ID 


OJ991120_30.0127,C3 


Gene No. 


18280 


Strand . 


+ 


Start 


1422 


End 


16523 


Name 


OJ991120 30.0127.C3.ol.gp 


Method 


AAT/GAP 


c-i- a ri- 

O L. CLi. 


7145 


End 


7992 


GI 


uC-osflM202062g01bl 


Score 


826 


Exons 


7145. .7292, 7694. .7992 






GI Descrip. 


'5441877/dbj IBAA82375.il l.Oe-13 (AP000367) Similar to 




glycogenin glucosyltransferase (EC 2.4. 


1.186) . (Z97341) [Oryza 




sativa] ' 






Seq. No. 


8590 


Seq. ID 


OJ991120_30.0127.C3 




18280 


Strand 


+ 


start 


1422 


End 


16523 


Name 


OJ991120 30.0127.C3.o2.gp 


Method- 


AAT/GAP 


Start 


11595 


End 


12055 


GI 


3761750 


Score 


807 


Exons 


11595.. 12055 






Seq. No. 


8590 


Seq. ID 


OJ991120 30. 0127. C3 


Gene No. 


18280 


Strand 


+ 


Start 


1422 


End 


16523 . 


Name 


OJ991120 30.0127.C3.o3.np 


Method 


AAT/NAP 


Start 


12918 


End 


16177 


GI 


6730659 


Score 


1256 


Exons 


12918. .13103, 13370. .13468, 


13567. .13819, 14719 .. 14829, 




14937. .15073, 15185 .. 15298 , 


15446. .15645, 15739 .. 15927 , 




16018.. 16177 






GI Descrip. 


(AC007945) F28C11.9 [Arabidopsis thaliana] 


Seq. No. 


8590 


Seq. ID 


OJ991120_30.0127.C3 


Gene No. 


18280 


Strand 


+ 


Start 


1422 


End 


16523 




OJ991120 30.0127.C3.o3.gp 


Method 


AAT/GAP 


Start 


15771 


End 


16099 


GI 


2796587 


Score 


430 


Exons 


15771. .15927, 16018. .16099 






GI Descrip. 


5441877/dbj | Bi\A82375 . 1 1 l.Oe 


-13 (AP000367) Similar to glycogenin 




glucosyltransferase (EC 2.4. 


1.186). (Z97341) [Oryza sativa] 


Seq. No. 


8590 


Seq. ID 


OJ991-120_30.0127.C3 



9023 





Gene No. 


18281 




'Strand 






Start 


16371 




End 


16524 




Name 


OJ991120_30. 


0127.C3.o4.ts 


Method 


TBLASTX : Soybean 




Start 


7999 




End 


10335 




GI 


none 




Score 


102 




Exons 


7999. .8070, 


8000.. 8071, 8003 


..8089, 8191. .8268, 8192. .8275, 






8680. .8754, 


8681.. 8758, 8850 


..8936, 8851. .8961, 9060. .9119, 






9579. .9749, 


9584.. 9760, 9586 


..9771, 9586. .9753, 10258 .. 10335 , 






10260. .10334 










Seq. No. 


8590 




Seq. ID 


OJ991120_30.0127.C3 




Gene No. 


18281 




Strand 






Start 


16371 




End 


16524 




Name 


OJ991120 30. 


0127.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


8724 




End 


9766 




GI 


none 




Score 


61 




Exons 


8724. .8759, 


8725. .8760, 8845 


..8964, 8851. .8961, 8853. .8984, 






9062. .9109, 


9063.. 9110, 9581 


..9766, 9586. .9765 




Seq. No. 


8590 




Seq. ID 


OJ991120_30.0127.C3 




Gene No. 


18281 • 




Strand 






Start 


16371 




End 


16524 




Name 


OJ991120 30. 


0127.C3.ol". tm 


Method 


TBLASTX: Maize 




Start 


10344 




End 


11190 . 




GI 


none 




Score 


169 




Exons 


10344. .10538 


, 10345. .10542, 


10584. .11027, 10591. .11025, 


ff'l 




10999, .11190 








fy 


Seq. No. 


8590 




Seq. ID 


OJ991120_30.0127.C3 


li\ 


Gene No. 


18281 




Strand 






Start 


16371 




End 


16524 




Name 


OJ991120 30. 


0127.C3.ol.tc 


Method 


TBLASTX: Cress 


rij 


Start 


10633, 




End 


11190 




GI 


none 




Score 


451 




Exons 


10633. .11031 


, 10657. .10911, 


10662. .11030, 11014. .11190 


! 


Seq. No. 


8590 




Seq. ID 


OJ991120_30.0127.C3 


:] SI 


Gene No. 


18281 




Strand 






Start 


16371 




End 


16524 


; Si 


Name 


OJ991120 30. 


0127.C3.ol.ts 


Method 


TBLASTX: Soybean 


'=1 


Start 


10657 




End 


11232 


: sr 


GI 


none 




Score 


828 




Exons 


10657. .11232 


, 10665.. 11225 








Seq. No. 


8590 




Seq. ID 


OJ991120_30.0127.C3 




Gene No. 


18281 




Strand 






Start 


16371 




End 


16524 




Name 


OJ991120 30. 


0127 . C3 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


12764 




End 


13465 




GI 


none 




Score 


260 




Exons 


12764. .13012 


, 12765. .13019, 


12951. .13019, 12960. .13127, 






12990. .13103 


, 13063. .13104, 


13363. .13455, 13367 .. 134 65, 






13367. .13465 










Seq. No. 


8590 




Seq. ID 


OJ991120_30.0127.C3 




Gene No. 


18281 




Strand 






Start 


16371 




End 


16524 



9024 






Name 


OJ991120 30. 0127. C3. 


o2.tc 


Method 


TBLASTX: Cress 




O UaXT I. 


12828 








End 


15253 




GI 


none 








Score 


136 




Exons 


12828. 


.13022, 


13026. 


.13127, 


13367. .13468, 13378 .. 134 67 , 






13564. 


.13827, 


13572. 


.13817, 


14711. .14833, 14718. . 14831, 






14935. 


.15063, 


14936. 


.15076, 


14969. .15076, 15182 .. 15253, 






15184. 


.15252 












Seq. No. 


8590 








Seq. ID 


OJ991120_30.0127 




Gene No. 


18281 








Strand 






Start 


16371 








End 


16524 




Name 


OJ991120 30. 0127. C3, 


o2.ts 


. Method 


TBLASTX : Soybean 






13041 








End 


15013 




GI 


none 








Score 


94 




Exons 


13041. 


.13127, 


13061. 


.13120, 


13063. .13146, 13370. .13468, 






13378. 


.13470, 


13564 . 


.13809, 


13566. .13808, 147 17 .. 14770 , 






14718. 


.14783, 


14787. 


.14831, 


1478 9. .14833, 14 935. .14 982, 






14936. 


.15013 












Seq. No. 


8590 








Seq. ID 


OJ991120_30.0127 




Gene No. 


18281 








Strand 






Start 


16371 








End 


16524 




Name 


OJ991120 30. 0127. C3. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


13624 








End 


16168 






none 








Score 


245 




Exons 


13624. 


.13818, 


13626. 


.13817, 


14708. .14848, 147 18 .. 14 831 , 






14791. 


.14883, 


14935. 


.15063, 


14936. .15076, 14966 .. 15076, 






15176. 


.15286, 


15180. 


.15278, 


15181. .15312, 15182. .15298, 






15404. 


.15646, 


15445. 


.15663, 


15539. .15646, 15736 .. 15897 , 


t 




15737. 


.15889, 


16016. 


.16168, 


16016. .16126 




Seq. No. 


8590 








Seq. ID 


OJ991120_30.0127 




Gene No. 


. 18281 








Strand 








16371 








End 


16524 




Name 


OJ991120 30. 0127. C3. 


o3. ts 


Method 


TBLASTX: Soybean 


E 


Start 


15185 








End 


16168 




GI 


none 








Score 


148 




Exons 


15185. 


.15298, 


15187. 


.15297, 


15443. .15481, 154 4 5 .. 15651 , 


= 1 




15539. 


.15646, 


15736. 


.15921, 


15737. .15922, 16016 . :^16168 




Seq. No. 


8590 








Seq. ID 


OJ991120_30.0127 


= r 


Gene No. 


18281 








Strand 






q+- a yf- 


16371 








End 


16524 




Name 


OJ991120 30.0127.C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15230 








End 


15873 




GI 


none 








Score 


67 




Exons 


15230. 


.15298, 


15539. 


.15646, 


15685. .15726, 15737 .. 15871, 






15766. 


.15873 












Seq. No. 


8590 








Seq. ID 


OJ991120_30.0127 




Gene No . 


18281 








Strand 






Start 


16371 








End 


16524 




Name 


OJ991120 30. 0127. C3. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


15539 








End 


16168 




GI 


none 








Score 


102 




Exons 


15539. 


.15646, 


15737. 


.15904, 


15739. .15951, 16016.. 16168 



9025 



OJ991120 30. 0127. C3 



Seq. No. 8590 Seq. ID 

Gene No. 18281 Strand 

Start 16371 End ' 16524 

Name OJ991120_30 . 0127 .C3 .o4 .gp Method AAT/GAP 

Start 16371 End 16524 

GI uC-osflcyp084e03al Score 206 

Exons 16371.. 16524 

GI Descrip. ' 544 1877/dbj | BAA82375 . 1 | l.Oe-13 (AP000367) Similar to 
glycogenin glucosyltransferase (EC 2.4.1.186). {Z97341) 
sativa] ' 



[Oryza 



Seq. No. 


8591 


Seq. ID 


OJ991120 


_30.0127.C4 


Gene No. 


18282 


Strand 


+ 






3395 


End 


13818 




Name 


OJ991120 30.0127.C4.o2.gs 


Method 


GENS CAN 




Start 


3395 


End 


13818 




GI 


none 


Score 


.62 




Exons 


3395.. 3521, 3571.. 3655, 3763 


;..3842, 4685. .4816, 


5030. .5222, 




5272.. 5438, 6021.. 6335, 6411 


..6682, 6699. .7097, 


10148. .10207, 




12499. .12559, 12586 .. 12678 , 


13568. .13£ 


J18 




Seq. No. 


8591 


Seq. ID 


OJ991120 


_30.0127.C4 


npnp No 


18283 


Strand 


+ 




Start 


18617 


End 


25915 




Name 


OJ991120 30.0127.C4.o5.gs 


Method 


GENSCAN 




Start 


18617 


End 


25915 




GI 


none 


Score 


.51 




Exons 


18617. .18644, 19076 .. 19212, 


19227. .19347, 19894 


. . 19996, 




21471. .21666, 23159 23384 , 


23702. .23849, 24668 


. .24816, 




24887. .25020, 25572 .. 25776, 


25848:. 25915 ' 




Seq. No. 


8591 


Seq. .ID 


OJ991120 


_30.0127.C4 


Gene No. 


18284 


Strand 


+ 




Start 


27850 


End 


28640 




Name 


OJ991120 30.0127.C4.o5.np 


Method 


AAT/NAP 




Start 


27850 


End 


28640 




GI 


5080791 


Score 


368 




Exons 


27850. .28138, 28226 . .28349, 


28428. .28640 






(AC007576) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


8591 


Seq. ID 


OJ991120 


_30.0127.C4 


Gene No. 


18285 


Strand 


+ 




Start 


36173 


End 


36897 




Name 


OJ991120 30.0127.C4.o7.gs 


Method 


GENSCAN 




Start 


36173 


End 


36897 




GI 


none 


Score 


.5 




Exons 


36173. .36577, 36605 .. 36677, 


36887. .36897 




Seq. No. 


8591 


Seq. ID 


OJ991120_ 


_30.0127.C4 


Gene No. 


18285 


Strand 


+ 




Start 


36173 


End 


36897 




Name 


OJ991120 30..0127.C4.o4.gp 


Method 


AAT/GAP 




Start 


36718 


End 


36775 




GI 


none 


Score 


65 




Exons 


36718. .36775 








Seq. No. 


8591 


Seq. ID 


OJ991120_ 


_30.0127.C4 



9026 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18286 Strand 

46567 End 

OJ991120_30 . 0127 . C4 . 08 . np Method 

46567 End 

5852084 Score 
46567. .46662 

(AL117264) zwh0007.1 [Oryza sativa] 



+ 

46662 
AAT/NAP 
46662 
77 



OJ991120 30. 0127. C4 



8591 Seq. ID 

18287 Strand 
1 End 1767 

OJ991120_30 . 0127 . C4 . ol . np Method AAT/NAP 

1 End 1767 

6041804 Score 47 

1..29, 492. .636, 1745. .1767 

(AC009755) putative protein kinase [Arabidopsis thaliana] 
gi|6513945|gb|AAF14849.1|AC011664_31 (AC011664) putative protein 
kinase [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



8591 Seq. ID OJ991120_30 . 0127 . C4 

18287 Strand 

1 . . End 1767 

OJ991120_30 . 0127 . C4 . o2 . np Method AAT/NAP 

1 End 1170 

6539574 Score 96 

1. .35, 981. .1170 

(AP000836) Similar to chromaffin granule ATPase II homolog 
(U75321) [Oryza sativa] 



III 


Seq. No. 


8591 


Seq. ID 


OJ991120_30 


.0127. 


C4 




Gene No. 


18288 


Strand 










Start 


5452 


End 


6058 






! =? 


Name 


OJ991120 30.0127.C4.ol.gp 


Method 


AAT/GAP 






is 


Start 


5452 


End 


6058 






n 


GI 


6012874 


Score 


1002 






•n sr 
:. : 


Exons 


5452.. 5473, 5534.. 6058 










Mr 


Seq. No. 


8591 


Seq. ID 


OJ991120_30 


.0127. 


04 




Gene No. 


18289 


Strand " 








•is} 


Start 


5999 


End 


7119 








Name 


OJ991120 30.0127.C4.o3.np 


Method 


AAT/NAP 








Start 


5999 


End 


6911 








GI 


1041702 


Score 


913 








Exons 


5999.. 6305, 6402.. 6723, 6818.. 6911 










GI Descrip. 


(U30476) expansin At-EXPl 


[Arabidopsis 


thaliana] 








Seq. No. 


8591 


Seq. ID 


OJ991120_30 


.0127. 


C4 




Gene No . 


18289 


Strand 










Start 


5999 


End 


7119 








Name 


OJ991120 30.0127.C4.o2.gp 


Method 


AAT/GAP 








Start 


6598 


End 


7119 








GI 


76629 1.R1084 


Score 


746 








Exons 


6598.. 6723, 6818.. 7119 












GI Descrip. 


M454 483/gb|AAD20930 | 5 . Oe 


-11 (AC006234) putative 


kinase 








partial [Arabidopsis thaliana] * 










Seq. No. 


8591 


Seq. ID 


OJ991120_30 


.0127, 


C4 



9027 



tsene no. 






0 trana 




Start 


13843 




End 


14154 


Name 


OJ991120 30. 0127. C4 


.o3.gs 


Method 


GENSCAN 


Start 


13843 




End 


14154 


GI 


none 




Score 


.52 


Exons 


13843. .14154 








Seq. No. 


8591 




Seq. ID 


OJ991120_30.0127 


Gene No. 


18291 




Strand 




o rar L 


. ± D ± J 1 




End 


18259 


Name 


OJ991120 30. 0127. C4 


. o4 .gs 


Method 


GENSCAN 


Start 


15131 




End 


18259 


GI 


none 




Score 


.47 


Exons 


15131. .15324, 16146 


. .16242, 


16318. .16536, 17006 .. 17101 , 




17205. ,17541, 17543 


. .17737, 


18210. .18259 


Seq. No. 


8591 




Seq. ID 


OJ991120_30.0127 


Gene No. 


18291 




Strand 




o tar L. 


X O 1 J i. 




End 


18259 


Name 


OJ9911?,0 30. 0127. C4 


. o4 .np 


Method 


AAT/NAP 


Start 


15134 ' ' 




End 


16536 


GI 


6642738 




Score 


178 


Exons 


15134. .15324, 15444 


. .15506, 


16146. . 16218, 16297. .16536 


GI Descrip. 


(AF113007) PRO0066 


[Homo sapiens] 




Seq. No. 


8591 




Seq. ID 


OJ991120_30.0127 


Gene No. 


18292 




Strand 




Start 


33739 




End 


36685 


Name 


OJ991120 30. 0127. C4 


- o 6 . np 


Method 


AAT/NAP 


Start 


33739 




End 


36685 


GI 


6598805 




Score 


251 


Exons 


33739. .33868, 34527 


. .34632, 


35360. .35524, 35816. . 35899, 




36165. .36343, 36520 


. .36685 






GI Descrip. 


(AF024504) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


8591 




Seq. ID 


OJ991120_30.0127 


oene ino . 


18292 




Strand 




Start 


33739 




End 


36685 


Name 


OJ991120 30. 0127. C4 


.o3.gp 


Method 


AAT/GAP 


Start 


35389 




End 


36614 


GI 


none 




Score 


869 


Exons 


35389. .35524, 35816 


. .35899, 


36165. .36343, 36520.. 36614 


Seq. No. 


8591 




Seq. ID 


OJ991120_30.0127 


Liene rsio . 


18293 




Strand 




Start 


37649 




End 


38158 


Name 


OJ991120 30. 0127. C4 


.08. gs 


Method 


GENSCAN 


Start 


37649 




End 


38158 


GI 


none 




Score 


.56 


Exons 


37649. .37771, 37988 


. .38158 






Seq. No. 


8591 




Seq. ID 


OJ991120_30.0127 


Gene No. 


18294 




Strand 




Start 


39941 




End 


41027 


Name 


OJ991120 30. 0127. C4, 


.o9.gs 


Method 


GENSCAN 


Start 


39941 




End 


41027 


GI 


none 




Score 


.57 



9028 



'If 



Exons 


39941. .40158, 40650 40701, 


41019. .41027 




Seq. No. 


8591 




Seq. ID 


OJ99112Q 


_30. 0127 .C4 


Gene No. 


18295 




• Strand 






Start 


41755 




End 


43750 




Name 


OJ991120 30 


.0127.C4.o7.np 


Method 


AAT/NAP 




Start 


41725 




End 


43750 




GI 


6554183 




Score 


110 




Exons 


41725. .41992, 42207 .. 42416, 


43703. .43750 




GI Descrip. 


{AC011661) 


T23J18.il [Arabidopsis thaliana] 




Seq. No. 


8591 




Seq. ID 


OJ991120 


_30 . 0127 .C4 


Gene No. 


18295 




Strand 






Start 


4175.5 




End 


43750 




Name 


OJ991120 30 


.0127.C4.ol0.gs 


Method 


GENSCAN 




Start 


41755 




End 


42408 




GI 


none 




Score 


.98 




Exons 


41755. .41940, 42049. .42408 








Seq. No. 


8591. 




Seq. ID 


OJ991120 


_30 . 0127 .C4 


Gene No. 


18296 




Strand 






Start 


47393 




End 


51651 




Name 


OJ991120 30 


.0127.C4.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


5996 




End 


6873 




GI 


none 




Score 


143 




Exons 


5996. .6169, 


6003.. 6158, 6176 


..6307, 6231. .6308, 


6243. . 6323, 




6401. . 6577, 


6408.. 6578, 6605 


..6724, 6627. .6725, 


6816. . 6872, 




6817. . 6873 










Seq. No. 


8591 




Seq. ID 


OJ991120 


30 . 0127 - 04 


Gene No. 


18296 




Strand 






Start 


47393 




End 


51651 




Name 


OJ991120 30 


.0127.C4.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


6000 




End 


6872 




GI 


none 




Score 


85 




Exons 


6000. . 6170, 


6002. .6172, 6227 


..6307, 6228. .6326, 


6401. .6565, 




6402. .6566, 


6569.. 6724, 6570 


..6725, 6816. .6872, 


6817. .6858 



OJ991120 30. 0127. C4 



Seq. No. 8591 Seq. ID 

Gene No. 18296 Strand 

Start 47393 End 

Name OJ991120_30 . 0127 . C4 . ol . tm Method 

Start 6002 End 

GI none Score 

Exons 6002. .6169, 6003. .6170, 6227. .6310, 6228. .6314, 6243 

6371. .6580, 6372. .6581, 6593. .6724, 6594. .6725, 6816 

6817. . 6873 



51651 

TBLASTX: Maize 

6873 

166 



.6311, 
.6872, 



Seq. No. 8591 

Gene No. 18296 

Start 47393 

-Name OJ991120_30 . 0127 . C4 . o4 . tm 

Start 15173 

GI none 

Exons 15173. .15331, 15174 . .15326, 
15437. .15526, 15452 .. 15508 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15179. .15331, 
16147. .16206 



OJ991120 30. 0127. C4 



51651 

TBLASTX: Maize 
16206 
158 

15424 . .15507, 



9029 



Seq. No. 8591 

Gene No. 18296 

Start 47393 

Name OJ991120_30 . 0127 , C4 , o4 . tc 

Start 16186 

GI none 

Exons 16186. .16242, 16315 .. 164 43, 16435.. 16539 



Seq. ID OJ991120_30.0127.C4 



Strand 
End 

Method 

End 

Score 



51651 

TBLASTX: Cress 
16539 
97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 
Start 

, ''E Exons 



Gene No. 



U 



. Pi . 
'"t-f 



Seq. No. 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8591 
18296 
47393 

OJ991120_30.0127.C4.o3.tm 
24326 



OJ991120 30. 0127. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24457, 24328. .24366, 2443'5-. . 244 85, 24 604 .. 24684 , 
24676, 24734. .24778, 24750 .. 24821, 24763 .. 24825, 
24824, 24916. .24975, 24922. .25026 



none 
24326. 
24608. 
24765, 

8591 

18296 

47393 

OJ991120_30.0127.C4.o3.tc 

28056 

none 



51651 

TBLASTX: Maize 

25026 

40 



Seq. ID OJ991120_30.0127.C4 



Strand 
End 

Method 

End 

Score 



51651 

TBLASTX: Cress 

28571 

91 



28056. .28130, 28230 .. 28352 , 28410 .. 28571, 28481. .28546 



8591 Seq. ID 

18296 Strand 
47393 End 
OJ991120_30.0127 .C4.o5.tm Method 
28239 End 
none Score 

28239. .28349, 28239 .. 2834 9, 

28544. .28576, 28545. .28580 



OJ991120_30.0127.C4 
51651 

TBLASTX: Maize 
28580 
121 

28410. .28544, 28478 .. 2854 6, 



8591 

18296 

47393 

OJ991120_30.0127.C4 .o6.tm 

30244 

none 

30244. .30366, 30291 30365, 
32378.-32425, 32532 32582, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991120 30. 0127. C4 



51651 

TBLASTX: Maize 
32667 
128 

32079. .32252, 32081 .. 32251, 
32587. .32667 



Seq. No. 8591 Seq. ID OJ991120_30 . 0127 . C4 

Gene No. 18296 Strand 

Start 47393 End 51651 

Name OJ991120_30 . 0127 . C4 . o3 . ts Method TBLASTX : Soybean 

Start 32081 End 32637 

GI none Score 207 

Exons 32081. .32251, 32082 32264 , 32375 .. 32425, 32532 .. 32582, 
32587.. 32637 



Seq. No. 8591 Seq. ID 

Gene No. 18296 Strand 

Start " 47393 End 

Name OJ991120 30 . 0127 . C4 . o7 , tm Method 



OJ991120_30.0127.C4 
51651 

TBLASTX: Maize 



9030 



start 


35358 




End 


35867 




GI 


none 




Score 


46 




Exons 


35358. . 


35399, 35360. .35428, 


35402. .35527, 35403 .. 35528 , 






35407. . 


35574, 35810. .35866, 


35811. .35867 




Seq. No. 


8591 




Seq. ID 


OJ991120_30.0127 


.C4 




18296 




Strand 






Start 


47393 




End 


51651 




Name 


OJ991120 30.0127.C4,o5.ts 


Method 


TBLASTX: Soybean 




Start 


42025 




End 


42372 




GI 


none 




Score 


104 




Exons 


42025. . 


42231, 42217. .42372, 


42218. .42343 




Seq. No. 


8591 




Seq. ID 


OJ991120_30.0127 


.C4 


Gene No. 


18296 




Strand 






Start 


47393 




End 


51651 




Name 


OJ991120 30.0127. C4.o5.gp 


Method 


AAT/GAP 




Start 


47383 




End 


47697 




GI 


LIB3433 


-052-P1-K1-C2 


Score 


606 




Exons 


47383. . 


47697 








GI Descrip. 


'6015437/dbj | AB008112 . 1 | AB008112 7.0e- 


12 Homo sapiens PEXl 



mRNA, 



complete cds ' 



i ! 



.-■Si; 



'^1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



.47473, 47614. .47721, 
.49647, 49729. .49827, 
51381. .51576 



8591 ■ 

18296 

47393 

OJ991120_30. 0127. C4. oil. gs 
47393 
none 
47393 
49579 

51217. .51257, 



8591 

18296 

47393 

OJ991 

47442 

none 

47442 

47840 

49579 

49727 

50303 

51200 

51374 

51532 



120 30.0127.C4.o2.tm 



.47486, 
.48019, 
.49647, 
.49828, 
.50443, 
.51259, 
.51496, 
.51621, 



47604. 
47845, 
49580. 
49930. 
50309. 
51209. 
51380. 
51533. 



.47729, 
.48018, 
.49648, 
.50022, 
.50443, 
.51256, 
.51493, 
.51625, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

47726 

49941 



OJ991120 30. 0127. C4 



51651 
GENSCAN 
51576 
.89 

48017, 48108. 
50019, 50331, 



,48157, 
,50431, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

47608 

48102 



OJ991120 30. 0127. C4 



51651 

TBLASTX: Maize 
51625 
42 

47730, 47838 
48158, 48107 



48017, 
48157, 
49828, 



49726. .49827, 49727. 

4 9941. .50045, 4 9941. .50021, 

50631. .50690, 50632 50688 , 

51217. .51258, 51361 .. 514 92 , 

51478. .51519, 51482 .. 51520, 
51534.. 51620 



Seq. No. 8591 Seq. ID- 
Gene No. 18296 Strand 
Start 47393 End 
Name OJ991120_30 . 0127 . C4 . o9 . np Method 
Start 47597 End 
GI 6692730 Score 
Exons 



OJ991120_30.0127,C4 

51651 
AAT/NAP 
51651 
930 



47597. .47721, 47841 .. 48017, 48108 .. 48157 , 4 9579 .. 4 9647 , 
49729. .49827, 49941 .. 50019, 50331 .. 50431 , 50633 .. 50700, 
51217. .51257, 51381.. 51651 



9031 



GI Descrip. (AC012679) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8591 
18296 
47393 
OJ991120 
47652 
none 
47652 
48102 
49726 



30.0127.C4.o2.tc 



47729, 
48158, 
49776, 



47685. 
48107, 
49727. 



.47708, 
.48157, 
.49777. 



Seq. ID ^ OJ991120_30.0127.C4 
Strand 

End 51651 

Method TBLASTX : Cress 

End 49777 

Score 35 
47838. .48017, 4 7840 .. 48019, 
49579.-49647, 4 9580 .. 49648 , 



Seq. No. 8591 
Gene No. 18296 
Start . 47393 

Name OJ991120_30 . 0127 . C4 . 

Start 47667 
GI none 
Exons 47667. 

48102. 

49720. 

49941. 



47729, 
48155, 
49818, 
50021, 
50330. .50431, 



47671. 
48107. 
49726. 
49942. 
50357. 



o2.ts 



.47748, 
.48154, 
.49827, 
.50022, 
.50443 



Seq. ID 
Strand 
End 

Method 
End 
Score 
47843. .48019, 



OJ991120 30. 0127. C4 



49579, 
49727, 
50319. 



51651 

TBLASTX: Soybean 
50443 
50 

47844. .48017, 
.49647, 49580. .49648, 
.49828, 49940. .50020, 
.50429, 50322. .50432, 



Seq. No. 8591 

Gene No. 18296 

Start 47393 

Name OJ991120_30.0127 .C4 .o5. tc 

Start 49777 

GI none 
Exons 



Seq. ID OJ991120_30.0127.C4 
Strand 
End 

Method 
End 
Score 



51651 

TBLASTX: Cress 

50040 

84 



49777. .49830, 49778.-4 9828, 49780 .. 49830, 4 992 9 .. 50039, 
49938. .50039, 49939.. 50040 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, ID OJ991120_30.0127.C4 



8591 
18296 
47393 

OJ991120_30.0127.C4.o6.gp 
50343 

LIB3433-042-P1-K1-D12 
50343. .50431, 50633.. 50717 

•3063459 3.0e-15 (AC003981) F22013.21 [Arabidopsis thaliana]' 



Strand 
End 

Method 

End 

Score 



51651 
AAT/GAP 
50717 
237 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991120 30. 0127. C4 



8591 
18296 
47393 

OJ991120_30.0127.C4 .o4.ts 
50630 
none 

50630. .50689, 51200 .. 51259, 51217 .. 51258 , 51361 51540, 
51380.. 51508 



51651 

TBLASTX: Soybean 

51540 

68 



Seq. No. 8591 - ''Seq. ID. 

Gene No. 18296 Strand 

Start 47393 End 

Name OJ991120_30 . 0127 . C4 . o7 . gp Method 

Start 51337 End 

GI 3768375 Score 



OJ991120_30.0127.C4 

51651 
AAT/GAP 
51651 
493 



9032 



Exons 



51337. .51651 



Seq. No. 8592 

Gene No. 18297 

Start 1 

Name OJ991120_30 . 0127 . C5 . ol . gp 

Start 1 

GI 3768375 

Exons 1 . . 107 



Seq. ID OJ991120_30.0127.C5 
Strand 

End 3304 

Method AAT/GAP 

End 107 

Score 210 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8592 
18297 
1 

OJ991120_30.0127.C5.ol.np 
1 

6692730 



Seq. ID OJ991120_30.0127.C5 
Strand 

3304 
AAT/NAP 
3304 
872 



End 

Method 
End 
Score 

1..277, 338. .760, .827. .1106, 1304. .1407, 1712. .2152, 2872. .3102, 
3283. .3304 

(AC012679) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



rli 

i;!! Seq. No 
j ;| Gene No 
Start 
Name 
Start 
GI 

^1 Exons 

J 



8592 
. 18297 
1 

OJ991120_30.0127.C5.ol.gs'' 
31 

none 



Seq. ID OJ991120_30.0127.C5 
Strand 

End 3304 

Method GENSCAN 

End 3120 

Score .54 



31. .935, 1075. .1106, 1304. .1407, 1712. .2152, 2872. .3120 



8592 

18297 

1 

OJ991120_30.0127.C5.o2.tc 

500 

none 



•Seq. ID OJ991120_30.0127.C5 
Strand 

End 3304 

Method TBLASTX : Cress 

End 1109 

Score 161 

500, .658, 502. .672, 502. .639, 506. .643, 525. .644, 1035. .1109, 
1043. .1108 



Seq . No . 


8592 










Seq. ID 


OJ991120_30.0127.C5 


Gene No. 


18297- 










Strand 




Start 


1 










End 


3304 


Name 


OJ991120 30 


.0127 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1850 










End 


2154 


GI 


none 










Score 


100 


Exons 


1850. 


.2152, 


1950 


.2153, 


1951. 


.2154 




Seq. No. 


8592 










Seq. ID 


OJ991120_30.0127.C5 


Gene No. 


18297 










Strand 




Start 


1 










End 


3304 


Name 


OJ991120 30 


.0127 


05. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1931 










End 


3023 


GI 


none 










Score 


162 


Exons 


1931. 


2152, 


1931 


.2155, 


1932. 


.2153, 1932.. 2159, 1933. .2154 




2872. 


2982, 


2873 


.2986, 


2875. 


.3009, 2877.. 3023 


Seq. No. 


8593 










Seq. ID 


OJ991120_30.0127.C6 


Gene No. 


18298 










Strand 


4- 


Start 


63 










End 


596 



9033 






Name 


OJ991120 30.0127.C6.ol.gs 


Method 


GENSCAN 






Start 


63 


End 


596 






GI 


none 


Score 


.85 






Exons 


63.. 596 










Seq. No. 


8593 


Seq. ID 


OJ991120_30.0127. 


C6 




Gene No. 


18299 


Strand 


+ 






o uar u 




End 


7521 






Name 


OJ991120 30.0127.C6.o3.gs. 


Method 


GENSCAN 






Start 


4775 


End 


7521 






GI 


none 


Score 


.84 






Exons 


4775. .4870, 4936. .5145, 5296. 


.5422, 5834.. 5923, 6133.. 6206, 






6659. .6815, 7451. .7521 










Seq. No. 


8593 


Seq. ID 


OJ991120_30.0127. 


C6 




Gene No. 


18300 


Strand 


+ 






Start 


8402 


End 


11321 






Name 


OJ991120 30.0127.C6.ol.gp 


Method 


AAT/GAP 






Q-t- a -r-H 

o uaj. U 


8253 


End 


11321 






GI 


858 1.R1084 


Score 


4539 






Exons 


8253.. 9526, 9623.. 9896, 10011 


. .10096, 


10190. .10347, 








10639. .10715, 10800.. 11321 










GI .Descrip. 


'3377509 O.Oe+00 (AF056027) auxin transport protein REHl 


[Oryza 


1 e 

•KC? 




sativa] ' 








. =i: 
_f 


Seq. No. 


8593 


Seq.. ID 


OJ99il20_30.0127. 




f : 

''i < ' 


Gene No. 


18300 


Strand 


+ 




rii 


Start 


8402 


End 


11321 






Name 


OJ991120 30.0127.C6.ol.np 


Method 


AAT/NAP 






Start 


8402 


End 


10863 






GI 


3377509 


Score 


2868 






Exons 


8402.. 9526, 9623. .9896, 10011 


. .10096, 


10190. .10347, 








10639. .10715, 10800.. 10863 










GI Descrip. 


(AF056027) auxin transport protein REHl [Oryza sativa] 






Seq. No. 


8593 


Seq. ID 


OJ991120_30.0127. 


C6 




Gene No. 


18300 


Strand 


+ 






C-H a r*-l- 

otari- 


8402 


End 


11321 




'as? 


Name 


OJ991120 30.0127.C6.o4.gs 


Method 


GENSCAN 






Start 


8402 


End 


10866 






GI 


none 


Score 


.87 






Exons 


8402. .8800, 8860. .9526, 9623. 


.9896, 10011. .10096, 10190. 


.1.0347, 






10639. .10715, 10800.. 10866 










Seq. No. 


8593 


Seq. ID 


OJ991120_30.0127. 


C6 




bene ino . 


18301 


Strand 


+ 






Start 


12795 


End 


15217 






Name 


OJ991120 30.0127.C6.o5.gs 


Method 


GENSCAN 






Start , 


12795 


End 


15217 






GI 


none 


Score 


.78 






Exons 


12795. .12894, 12959 .. 13172, 14222 14336, 14924. .15217 






Seq. No. 


8593 


Seq. ID 


OJ991120_30.0127. 


C6 




Gene No. 


18302 


Strand 








Start 


3483 


End 


3977 






Name 


OJ991120 30.0127.C6.o2.gs 


Method 


GENSCAN . 






Start 


3483 


End 


3977 





9034 



GI 

Exons 



none 

3483. .3620, 3918. .3977 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



j=i Seq. No. 
y Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8593 

18303 

8398 

OJ991120_30.0127.C6.ol.tc 

8398 

none 



Seq. ID OJ991120_30.0127.C6 
Strand 

End 10866 
Method TBLASTX : Cress 
End 10866 
Score 64 8 

8398. .8823, 8399. .8821, 8744. .8827, 8823. .8960, 8824. .8964, 
8962. .9084, 9000. .9077, 9079. .9195, 9111. .9191, 9186. .9278, 
9196. .9339, 9334. .9378, 9411. ,9467, 9412. .9495, 9628. .9684, 
9771. .9899, 9802. .9897, 9993. .10097, 10009 .. 10104 , 10188 .. 1034 6, 
10189. .10347, 10636. .10734, 10638 .. 107 15, 10798.. 10866 



8593 

18303 

8398 

OJ991120_30.0127.C6.o2.ts 

8398 

none 

8398. .8688, 8399. .8689 

8593 

18303 

8398 

OJ991120_30.0127.C6.o2.tm 

8401 

none 

8401. .8742, 8402. .8740 

8593 

18303 

8398 

OJ991120_30.0127.C6.o3.ts 

8698 

none 



Seq. ID OJ991120_30.0127.C6 
Strand 

End 10866 

Method TBLASTX : Soybean 

End 868 9 

Score 439 



Seq. ID OJ991120_30.0127.C6 
Strand 

End 10866 

Method TBLASTX : Mai ze 

End 8742 

Score 562 



Seq. ID OJ991120_30.0127.C6 
Strand 

End 10866 

Method TBLASTX : Soybean 

End 9033 

Score 197 



8698. .8823, 8699. .8821, 8744. .8827, 8824.,. 8964, 8829. .8960, 
8833.. 8961, 8962.. 9033 



8593 

18303 

8398 

OJ991120_30.0127.C6.o4.tm 

8742 . 

none 



Seq. ID OJ991120_30.0127.C6 
Strand 

End 10866 

Method TBLASTX : Mai ze 

End 8991 

Score 118 



8742. .8822, 8743. .8823, 8744. ,8821, 8824. .8991, 8829. .8954, 
8962.. 8988 



Seq. No. 8593 

Gene No. 18303 

Start 8398 

Name OJ991120_30 . 0127 . C6 . o4 . ts 

Start 9033 

GI none 
Exons 



Seq. ID OJ991120_30.0127.C6 
Strand 

End 10866 

Method TBLASTX : Soybean 

End 9297 

Score 260 



9033. .9191, 9034. .9195, 9196. .9261, 9244. .9297 



9035 




Seq. No. 


8593 


Seq. ID 


OJ991120_30.0127.C6 


Gene No. 


18303 


Strand 








End 


10866 


Name 


OJ991120 30.0127.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


9063 


End 


9501 


GI 


none 


Score 


441 


Exons 


9063.. 9332, 9064.. 9354, 9294 


..9431, 9370. .9501, 9372. .9470 




9421. .9501 






Seq. No. 


8593 


Seq. ID 


OJ991120__30.0127.C6 


Gene No. 


18303 


Strand 




Start 


8398 


End 


10866 


Name 


OJ991120 30.0127.C6.ol.ts 


Method 


TBLASTX: Soybean 






End 


10866 


GI 


none 


Score 


98 


Exons 


9421.. 9513, 9640.. 9684, 9777 


..9899, 9802. .9897, 9993. .1010 




10005. .10103, 10009. .10104, 


10188. .10343, 10189. .10347, 




10636. .10734, 10636 10707 , 


10638. ,10712, 10786. .10860, 




10800. .10865, 10801.. 10866 






Seq. No. 


8593 


Seq. ID 


OJ991120_30.0127.C6 


Gene No. 


18303 


Strand 






8398 


End 


10866 


Name 


OJ991120 30.0127.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9808 


End 


10737 


GI 


none 


Score 


66 


Exons 


9808.. 9897, 10008 .. 10100, 10009.. 10104 


, 10183. .10347, 




10188. .10340, 10636. .10737 






Seq. No. 


8593 


Seq, ID 


OJ991120_30.0127,C6 


Gene No. 


18303 


Strand 




Start 


8398 


End 


10866 




OJ991120 30.0127.C6.o3.tm 


Method 


TBLASTX: Maize 


Start 


9808 


End 


10866 


GI 


none 


Score 


142 


Exons 


9808.. 9897, 9813.. 9899, 9822 


..9899, 10009. .10104, 10011. ,1 




10188, .10355, 10189. .10347, 


10632, .10712, 10636. .10713, 




10797. .10865, 10801 10863, 


10804. .10866 


Seq. No. 


8593 


Seq, ID 


OJ991120_30.0127,C6 




18304 


Strand 




Start 


13156 


End 


13420 


Name 


OJ991120 30.0127.C6.o5.tm 


Method 


TBLASTX: Maize 


Start 


13156 


End 


13420 


GI 


none 


Score 


293 


Exons 


13156. .13350, 13157.. 13420 






Seq. No. 


8594 


Seq, ID 


OJ991120_30.0127.C7 




18305 


Strand 


+ 


Start 


754 


End 


3601 


Name 


OJ991120 30.0127.C7.ol.gs 


Method 


GENSCAN 


Start 


754 


End 


3601 


GI 


none 


Score 


.57 


Exons 


754 . .871, 1747. .1877, 2387.. 


2498, 2953 


..3206, 3561. .3601 


Seq. No. 


8594 


Seq. ID 


OJ991120__30.0127.C7 


Gene No. 


18306 


Strand 


+ 



9036 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



6226 End 
OJ991120_30 . 0127 .C7.ol.np Method 
6226 End 
6692263 Score 
6226. .6696 

(AC010870) hypothetical protein [Arabidopsis thaliana] 



6696 
AAT/NAP 
6696 
187 



Seq. No. 8594 Seq. ID 

Gene No. 18307 Strand 

Start 6851 End 

Name OJ991120_30 .0127. C7 . ol . ts Method 

Start 6325 End 

GI none Score 

Exons 6325.. 6471, 6354.. 6470, 6532.. 6603 



OJ991120_30.0127,C7 
7039 

TBLASTX : Soybean 

6603 

160 



Seq. No. 


8594 




Seq. ID 


OJ991120_30.0127,C7 


Gene No. 


18307 




Strand 




Start ' 


6851 




End 


7039 


Name 


OJ991120 30. 0127. C7 


.ol.gp 


Method 


AAT/GAP 


Start 


6851 




End 


7039 


GI 


2280932 




Score 


350 


Exons 


6851. .7039 








Seq. No. 


8595 




Seq, ID 


OJ991120_30.0127.C8 


Gene No. 


18308 




Strand 




Start 


2138 




End 


2458 


Name 


OJ991120 30. 0127. C8 


.ol. tm 


Method 


TBLASTX: Maize 


Start 


2132 




End 


2450 


GI 


none 




Score 


218 


Exons 


2132. .2449, 2133. .2339, 2137 


..2448, 2166. .2450 


Seq. No. 


8595 




Seq. ID 


OJ991120_30.0127.C8 


Gene No. 


18308 




Strand 




Start 


2138 




End 


2458 


Name 


OJ991120 30. 0127. C8 


.ol.gs 


Method 


GENSCAN 


Start 


2138 




End 


2443 


GI 


none 




Score 


.99 


Exons 


2138. .2443 








Seq. No. 


8595 




Seq. ID 


OJ991120_30.0127.C8 


Gene No. 


18308 




Strand 




Start 


2138 . 




End 


2458 


Name 


OJ991120 30. 0127. C8 


.ol.np 


Method 


AAT/NAP 


Start 


2153 




End 


2458 


GI 


5091511 




Score 


175 


Exons 


2153. .2458 








GI Descrip. 


(AB023482) Similar 


to Arabidopsis thaliana RING-H2 finger 




protein RHXla mRNA, 


partial 


cds. (AF079184) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8596 

18309 

69 

OJ991l20_ 
69 

none 
69. .311, 



30. 0127. C9. ol.gs 



606. .866, 895. .1034 



Seq. ID OJ991120_30.0127.C9 

Strand + 

End 1034 

Method GENSCAN 

End 1034 

Score .52 



9037 




Seq. No. 


8596 


Seq. ID 


OJ991120_30.0127.C9 


bene no. 


looiU 


Strand 




Start 


3303 


End 


3474 


Name 


OJ991120 30.0127.C9.o2.gs 


Method 


GENSCAN 


Start 


3303 


End 


3474 


GI 


none 


Score 


.69 


Exons 


3303. .3474 






Seq. No. 


8597 


Seq. ID 


OJ991120_30.0127.C11 


Gene No . 




o Lrana 


+ 


Start 


107 


End 


231 


Name 


OJ991120 30.0127.Cll.ol.gs 


Method 


GENSCAN 


Start 


107 


End 


231 


GI 


none 


Score 


.55 . 


Exons 


107. .231 






Seq. No. 


8598 


Seq. ID 


OJ991120_30.0127.C13 


Gene No . 


T Q O T O 

LooLZ 


Strand 




Start 


13 


End 


476 


Name 


OJ991120 30.0127.C13.ol.gs 


Method 


GENSCAN 


Start 


13 


End 


476 


GI 


none 


Score 


.74 


Exons 


13. .181, 426. .476 






Seq. No. 


8599 


Seq. ID 


OJ991120 30.0127.C14 


Gene No. 


18313 


Strand 




Start 


1 


End 


731 


Name 


OJ991120 30.0127.C14.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


731 


GI 


13283 2':r1084 


Score 


1347 


Exons 


1..22, 45. .731 






GI Descrip. 


'5139541/emb|CAB45652.1| 3. 


. Oe-20 {AJ243308) nodulin26-like major 




intrinsic protein [Pisum sativum] ' 




Seq. No. 


8599 


Seq. ID ■ 


OJ991120_30.0127.C14 


Gene No. 


18313 


Strand 


+ 


Start 


1 


End 


731 


Name 


OJ991120 30.0127.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


256 


GI 


1352509 


Score 


169 


Exons 


1. .256 






GI Descrip. 


NODULIN-26 (N-26) gi| 187101 


|emb|CAA28471| (X04782) nodulin 




[Glycine max] 






Seq. No. 


8599 


Seq. ID 


OJ991120_30.0127.C14 


Gene No . 


18313 


Strand 


+ 


Start 


1 


End 


731 


Name 


OJ991120 30.0127.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


11 


End 


285 


GI 


none 


Score 


282 


Exons 


11. .229, 20. .184, 25. .204, 


214. .285, 215. .280 


Seq. No. 


8599 


Seq. ID 


OJ991120_30.0127.C14 


Gene No. 


18313 


Strand 


+ 


Start 


1 


End 


731 


Name 


OJ991120 30.0127.C14.ol.ts 


Method 


TBLASTX : Soybean 


Start 


49 


End 


247 



9038 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

49. .243, 50. .247 



Score 



180 



8600 ■ 
18314 
1 

OJ991120_30.0127.C15.ol.np 

1 ' 

5091511 
1..68, 138. .662 

(AB023482) Similar to Arabidopsis thaiiana RING-H2 finger 
protein RHXla mRNA, partial cds . (AF07 9184 ) [Oryza sativa] 



Seq. ID OJ991120_30.0127,C15 
Strand 

End 678 

Method AAT/NAP 

End 662 

Score 409 



Seq. No. 


8600 




Seq. ID 


OJ991120_30.0127.C15 


Gene No. 


18314 




Strand 


- 


Start 


1 




End 


678 


Name 


OJ991120 30.0127.C15.ol 


.gs 


Method 


GENSCAN 


Start 


18 




End 


678 


GI 


none 




Score 


.8 


Exons 


TO oo/^ ooT /mo 

IB . .226, 287 . . 678 








Seq. No. 


8600 




Seq. ID 


OJ991120_30.0127.C15 


Gene No. 


18314 




Strand 


- 


Start 


1 




End 


678 


Name 


OJ991120 30.0127.C15.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


85 




End 


652 


GI 


none 




Score 


36 


Exons 


85. .153, 87. .146/ 183.. 


335, 184.. 336, 


100 y1A"7 "^"DO c r\ f\ 

189. .407, 333. .500, 




334. .492, 400. .513, 493 


. .597, 


499. .609 


, 569.. 637, 614.. .652 


Seq. No. 


8600 




Seq. ID 


OJ991120_30.0127.C15 


Gene No. 


18314 




Strand 


- 


Start 


1 




End 


678 


Name 


OJ991120 30.0127.C15.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


105 




End 


597 


GI 


none 




Score 


159 


Exons 


105. .341, 120, .335, 336 


, .440, 


337. .429 


, 510. .587, 514. .597, 




535. .588 








Seq. No. 


8600 




Seq. ID 


OJ991120_30.0127.C15 


Gene No. 


18314 




Strand 




Start 


1 




End 


678 


Name 


OJ991120 30,.0127.C15.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


174 




End 


318 


GI 


none 




Score 


63 


Exons 


174. .317, 187. .318 








Seq, No. 


8601 




Seq. ID 


OJ991120_30.0127.C17 


Gene No. 


18315 




Strand 




Start 


1 




End 


74 


Name 


OJ991120 30.0127.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


74 


GI 


13283 3.R1084 




Score 


104 


Exons 


1. .74 








GI Descrip. 


'4262186/gb|AAD14503| 5 


.Oe-47 


(AC005508) Highly similar to 




cullin 3 [Arabidopsis thaiiana] ' 





9039 






Seq. No. 


^8601 


Seq. ID 


OJ991120_30.0127 


.C17 






± 0 O J. D 


Qi- Y*a r»H 

o ur ariu 








Start 


435 


End 


591 






Name 


OJ991120 30.0127.C17.ol.gs 


Method 


GENSCAN 






Start 


435 


End 


591 






GI 


none 


Score 


.6 






Exons 


435. .591 










Seq. No. 


8602 


Seq. ID 


OJ991120_30.0127 


.C18 




VjcJlc IN (J - 












Start 


3085 


End 


3295 






Name 


OJ991120 30.0127.C18.o2.gs 


Method 


GENSCAN 






Start 


3085 


End 


3295 






GI 


none 


Score 


.88 






Exons 


3085.. 3174, 3179.. 3295 










Seq. No. 


8602 


Seq. ID 


OJ991120_30.0127 


.C18 




Gene No. 


18318 


Strand 








Start 


1 


End 


1507 






LNCLlltC 


OJ991120 30.0127.C18.ol.np 


Method 


AAT/NAP 






start 


1 


End 


1413 






GI 


1076748 


Score 


152 






Exons 


1..23, 845. .1153, 1328. .1413 








GI Descrip. 


major intrinsic protein - rice gi | 440869 | dbj | BAA04257 | 


(D17 






major intrinsic protein [Oryza sativa] 






\* \ I 


Seq. No. 


8602 


Seq. ID 


OJ991120_30.0127 


.C18 






18318 


Strand 






m 


Start 


1 


End 


1507 






Name 


OJ991120 30.0127.C18.ol.tm 


Method 


TBLASTX: Maize 




"z sf 


Start 


867 


End 


1375 




: 


GI 


none 


Score 


297 




a 


Exons - 


867. .1097, 868. .1095, 972.. 


1097, 1223. 


.1375, 1285.. 1374 




U=f 


Seq. No. 


8602 


Seq. ID 


OJ991120_30.0127 


.C18 






18318 


Strand 






. '='f 


Start - 


1 


End 


1507 






Name 


OJ991120 30.0127.C18.ol.ts 


Method 


TBLASTX: Soybean 






Start 


867 


End 


1097 






GI 


none 


Score 


137 






Exons 


"867. .1037, 877. .1041, 1032. 


.1097 








Seq. No. 


8602 


Seq. ID 


OJ991120_30.0127 


.C18 




Gene No. 


18318 


Strand 








Start 


1 


End 


1507 








OJ991120 30.0127.C18.ol.gp 


Method 


AAT/GAP 






Start 


868 


End 


1507 






GI 


13283 3.R1084 


Score 


924 






Exons 


868. .1094, 1237. .1507 










GI Descrip. 


M262186/gb|AAD14503| 5.0e- 


47 (AC005508) Highly similar 


to 






cullin 3 [Arabidopsis thaliana] ' 








Seq. No. 


8602 


Seq. ID 


OJ991120_30.0127 


.C18 




Gene No. 


18318 


Strand 








Start 


1 


End 


1507 






Name 


OJ991120 30.0127.C18.ol.gs 


Method 


GENSCAN 






Start 


870 


End 


1386 





9040 



GI none 

Exons 870.. 1094, 1237.. 1386 

Seq. No. 8602 

Gene No. 18318 

Start 1 

Name OJ991120_30 . 0127 . C18 . ol . tw 

Start 897 

GI none 
Exons 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



897. .1097, 898. .1095, 1228. .1305, 1234 
1285. .1374 



,97 



OJ991120_30.0127.C18 
1507 

TBLASTX: Wheat 

1375 

248 

..1293, 1238.. 1375, 



Seq. No. 


8603 




Seq. ID 


OJ991120 30.0127.C19 


Gene No. 


18319 




Strand 


+ 


Start 


4645 




End 


10820 


Name 


OJ991120 30 


.0127.C19.ol.np 


Method 


AAT/NAP 


Start 


4604 




End 


7529 


GI 


6056208 




Score 


1104 


Exons 


4604. .4995, 


5089.. 5151, 5470. 


.5580, 5876. .5944, 6030. .6095, 




6814. .6888, 


6974.. 7072, 7165. 


.7299, 7395. .7529 


GI Descrip. 


(AC009400) 


putative ATPase [Arabidopsis 


thaliana] 


Seq. No. 


^^8603 




Seq. ID 


OJ991120_30.0127.C19 


Gene No. 


18319 




Strand 


+ 


Start 


4645 




End 


10820 


Name 


OJ991120 30 


.0127. €19.02.93 


Method 


GENSCAN 


Start 


4645 




End 


10817 


GI 


none 




Score 


.8 


Exons 


4645. .4995, 


5089.. 5151, 5470. 


.5580, 5721. .5795, 5852.-5944, 



6030. .6095, 6814. .6888, 6974. .7072, 7165. .7299, 7395. .7520, 
7581. .7670, 8234. .8387, 9483. .9655, 9988. .10079, 10338 .. 10366, 
10471.. 10817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8603 
18319 
4 645 ' 

OJ991120_30.0127.C19.o2.np 
9266 
6730706 
9266. .9315, 10644. .10820 

(AC011809) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991120_30.0127.C19 

Strand + 

End 10820 

Method AAT/NAP 

End 10820 

Score 14 9 



8603 
18320 
1 

OJ991120_30.0127.C19.ol.gp 
1 

LIB34 77-003-P1-K1-E9 
1. .101 

•2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 {U31771) Ory s 1 [Oryza 
sativa] ' , c?. 



Seq. ID OJ991120_30.0127,C19 
Strand 

End 101 

Method AAT/GAP 

End 101 

Score 177 



Seq. No. 8603 

Gene No. 18321 

Start 4840 

Name OJ991120 30 . 0127 .C19 . ol . tc 



Seq. ID OJ991120_30.0127.C19 
Strand 

End • 5583 

Method TBLASTX : Cress 



9041 



start 4840 End 5583 

GI none Score 265 

Exons - 4840. .4995, 4890. .4991, 5085. .5150, 5089. .5154, 5464. .5583, 

5469. .5579 



Seq. No. 


8603 








Seq. ID 


OJ991120_30. 0127 .C19 


Gene No. 


18321 








Strand 




Start 


4840 








End 


5583 


Name 


OJ991120 30. 


0127. 


C19.02. 


. tm 


Method 


TBLASTX: Maize 


Start 


4840 








End 


4986 


GI 


none 








Score 


195 


Exons 


4840. .4986, 


4842. 


.4985 








Seq. No. 


8603 








Seq. ID 


OJ991120_30.0127.C19 


Gene No. 


18322 








Strand 




Start 


6843 








End 


7534 


Name 


OJ991120 30. 


0127. 


C19.01, 


.tm 


Method 


TBLASTX: Maize 


Start 


6843 








End 


7436 


GI 


none 








Score 


70 


Exons 


6843. .6899, 


6843. 


.6896, 


6973. 


.7074, 6974. .7075, 7164. .7301, 




7165. .7299, 


7165. 


.7305, 


7392. 


.7436, 7392.. 7436 


Seq. No. 


8603 








Seq. ID 


OJ991120_30.0127.C19 


Gene No. 


18322 








Strand 




Start 


6843 








End 


7534 


Name 


OJ991120 30. 


0127. 


C19.02. 


.tc 


Method 


TBLASTX: Cress 


Start 


7218 








End 


7534 


GI 


none 








Score 


114 


Exons 


7218. .7301, 


7219. 


,7299, 


7391. 


.7534, 7392.. 7532 


Seq. No. 


8603 








Seq. ID 


OJ991120_30.0127.C19 


Gene No. 


18322 








Strand 




Start 


6843 








End 


7534 


Name 


OJ991120 30. 


0127. 


C19.01. 


.ts 


Method 


TBLASTX: Soybean 


Start 


7228 








End 


7534 


GI 


none 








Score 


119 


Exons 


7228. .7299, 


7230. 


,7301, 


7388. 


.7534, 7392.. 7532 


Seq. No. 


8604 








Seq. ID 


OJ991120_30,0127.C20 


Gene No. 


18323 








Strand 




Start 


357 








End 


1429 


Name 


OJ991120 30. 


0127. 


C20.O1. 


■ gp • 


Method 


AAT/GAP 


Start 


357 








End 


1303 


GI 


9605 1.R1084 








Score 


1624 


Exons 


357,. 1154, 1240.. 


1303 









GI Descrip. '3202030 9.0e-78 (AF069318) geranylgeranyl hydrogenase 
[Mesembryanthemum crystallinum] ' 



Seq. No. 8604 

Gene No. 18323 

Start 357 

Name OJ991120_30 , 0127 . C20 . ol . tm 

Start 687 

GI none 

Exons 687.. 734, 705.. 1151, 



Strand 
End 

Method 
End 
Score 
722.. 1150, 1228, 



Seq. ID OJ991120_30.0127.C20 



1429 

TBLASTX: Maize 

1428 

601 

.1428, 1233.. 1427 



Seq. No. 



8604 



Seq. ID OJ991120_30.0127.C20 



9042 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18323 Strand 

357 End 

OJ991120_30 .0127. C20 . ol . gs Method 

713 End 
none Score 
713. .1148, 1234. .1349 

8604 Seq. ID 

18323 Strand 

357 End 
OJ991120_30.0127.C20.ol.ts . Method 

714 End 
none Score 
714. .1010, 722. .1009, 1010. .1150, 1017, 
1233.. 1427, 1234.. 1428 



1429 
GENSCAN 
1349 
.9 



OJ991120_30.0127.C20 
1429 

TBLASTX : Soybean 

1428 

229 

.1160, 1219. .1338, 



8604 Seq. ID 

18323 Strand 

357 End 
OJ991120_30 ..0127 . C20 . ol . np Method 

716 End 

3202030 Score 
716. .1148, 1234. .1429 
'(AF069318) geranylgeranyl hydrogenase 
crystalliniam] 



OJ991120_30.0127.C20 

1429 
.AAT/NAP 
1429 
907 

[Mesembryanthemum 



Seq. No. 


8604 








Seq. ID 


OJ991120_30.0127 


.C20 


Gene No. 


18323 








Strand 






Start 


357 








End 


1429 




Name 


OJ:991120 30 


.0127 


.C20. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


720 








End 


1428 




GI 


none 








Score 


396 




Exons 


720. .1136, 


722. . 


1150, 


1233. 


-1427, 1234 


. .1428 




Seq. No. 


8605 








Seq. ID 


OJ991120_30.0127 


.C21 


Gene No. 


18324 








Strand 






Start 


93 








End 


258 




Name 


OJ991120 30 


.0127 


.C21. 


ol . gs 


Method 


GENSCAN 




Start 


93 








End 


258 




GI 


none 








Score 


.58 




Exons 


93. .258 














Seq. No. 


8606 








Seq. ID 


OJ991120_30.0127 


.C22 


Gene No. 


18325 








Strand 






Start 


94 








End 


235 




Name 


OJ991120 30 


.0127 


.C22. 


ol . gs 


Method 


GENSCAN 




Start 


94 








End 


235 




GI 


none 








Score 


.59 




Exons 


94. ,235 














Seq. No. 


8607 








Seq. ID 


OJ991120_30.0127 


.C23 


Gene No. 


' 18326 








Strand 


+ 




Start 


1 








End 


167 




Name 


OJ991120 30 


.0127 


.C23. 


ol .np 


Method 


AAT/NAP 




Start 


1 








End 


167 




GI 


6598797 








Score 


184 




Exons 


1. .167 















9043 



GI Descrip. (AF024504) putative acyl-CoA synthetase [Arabidopsis thaliana] 



Seq. No. 


8607 








Seq. ID 


OJ991120_30. 0127. 023 


Gene No. 


18326 








Strand 


+ 


Start 


1 








End 


167 


Name 


OJ991120 30 


.0127 


.C23.01. 


,tc 


Method 


TBLASTX:Oress 


Start 


5 








End 


166 


GI 


none 








Score 


196 


Exons 


5. .166, 13. 


.162 










Seq. No. 


8607 








Seq. ID 


OJ991120_30. 0127. 023 


Gene No. 


18326 








Strand 


+ 


Start 


1 








End 


167 


Name 


OJ991120 30 


.0127 


.023. ol. 


,ts 


Method 


TBLASTX: Soybean 


Start 


5 








End 


166 


GI 


none 








Score 


202 


Exons 


5. .166, 13. 


.162 










Seq. No. 


8607 








Seq. ID 


OJ991120_30l0127.O23 


Gene No. 


18326 








Strand 


+ 


Start 


1 








End 


167 


Name 


OJ991120 30 


.0127 


,C23.ol. 


gs 


Method 


GENSOAN 


Start 


23 








End 


136 


GI 


none 








Score 


.92 


Exons 


23. .136 












Seq. No. 


8608 








Seq. ID 


OJ991120_30. 0127. 025 


Gene No. 


18327 








Strand 


+ 


Start 


505 








End 


13186 


Name 


OJ991120 30 


.0127 


.C25.01. 


gs 


Method 


GENSOAN 


btart 


505 








End 


12400 


GI 


none 








Score 


.89 


Exons 


505. .616, 1364.. 


1647, 2355.. 


2529, 3870 


..3992, 4043. .4215, 




4636. .4782, 


4880 


. .5032, 


5131 


..5381, 5854. .6026, 6109. .6233, 




6383. .6419, 


6505 


. .6617, 


6675 


..6788, 6863. .6976, 7265. .7351, 




7447. .7624, 


8156 


. .8289, 


8572 


..8670, 8744. .8857, 8895. .9035, 




9117. .9197, 


9438 


. .9528, 


9649 


,.9674, 9775. .9813, 10487. .1074' 




10875. .11016, 11140. .11235, 


11347. .11940, 12083. .12400 


Seq. No. 


8608 








Seq. ID 


OJ991120_30. 0127. 025 


Gene No. 


18327 








Strand 


+ 


Start 


505 








End 


13186 


Name 


OJ991120 30 


.0127 


.C25.02. 


np 


Method 


AAT/NAP 


Start 


3842 








End 


13186 


GI 


6523035 








Score 


1419 


Exons 


3842. .3886, 


4093 


. .4215, 


4636 


..4782, 48i 


30. .5032, 5131. .5381, 




5854. .6026, 


6109 


. .6233, 


6383 


..6419, 6505. .6596, 6675. .6770, 




7444. .7628, 


8166 


. .8312, 


8598 


..8670, 8744. .8857, 8919. .9035, 




• 9117. .9197, 


9289 


. .9360, 


9438 


..9516, 10225. .10750, 13088. .13: 


GI Descrip. 


(AL132976) ] 


kinesin-like protein [Arabidopsis thaliana] 


Seq. No. 


8608 ' 








Seq. ID 


OJ991120_30. 0127. 025 


Gene No. 


18327 








Strand 


+ 


Start 


505 








End 


13186 


Name 


OJ991120 30 


.0127 


.025. ol. 


gp 


Method 


AAT/GAP 


Start 


4138 








' End 


5193 


GI 


3760482 








Score 


786 



9044 



i'li 

1 .-Sf 



III 



Exons 


4138. .4215, 4636. .4782, 4880. .5032, 5131. .5193 




GI Descrip. 


1170659/spl P33174 |KIF4_M0USE 2.0e-19 KINESIN-LIKE PROTEIN K! 




>gi 1083417 pir A54803 microtubule-associated- motor KIF4 - 




mouse >gi 563773 dbj 


_BAA02167_ (D12646) 


KIF4 [Mus musculus] 


Seq. No. 


8608 




Seq. ID 


OJ991120 


_30 . 0127 .025 


Gene No. 


18327 




Strand 


+ 




Start 


505 




End 


13186 




Name 


OJ991120 30.0127.C25 


. o2 . gp 


Method 


AAT/GAP 




Start. 


11140 




End 


11567 




GI 


none 




Score 


570 




Exons 


11140. . 11235, 11347 . 


. 11567 








Seq. No. 


8608 




Seq. ID 


OJ991120 


_30 . 0127 .025 


Gene- No. 


18328 




Strand 


+ 




Start 


14732 




End 


17021 




Name 


OJ991120 30. 0127. 025 


.o2 .gs 


Method 


GENSOAN 




Start 


14732 




End 


17021 




GI 


none 




Score 


.42 




Exons 


14732. .14826, 15611. 


. 15759, 


16038. .16094, 16807 


. . 17021 


Seq. No, 


8608 




Seq. ID 


OJ991120 


_30. 0127. 025 


Gene No. 


18329 




Strand 


+ 




Start 


26069 




End ' 


28228 




Name 


OJ991120 30.0127.025 


.o4 .gs 


Method 


GENSOAN 




Start 


26069 




End 


28228 




GI 


none 




Score 


.53 




Exons 


26069. .26074, 26881. 


.27037, 


27666. .27800, 28170 


. .28228 


Seq. No. 


8608 




Seq. ID 


OJ991120 


_30 . 0127 .025 


Gene No. 


18330 




Strand 






Start 


17635 




End 


24511 




Name 


OJ991120 30.0127.025 


. o3.np 


Method 


AAT/NAP 




Start 


17635 




End 


21181 




GI 


4249385 




Score 


668 




Exons 


17635. .17657, 19131. 


.19421, 


20007. .20063, 20144 


. . 20185, 




20301. .20406, 20582. 


.20755, 


20851. .20904, 21045 


. .21181 


GI Descrip. 


{AO005966) T2K10.11 


[Arabidopsis thaliana] 




Seq. No. 


8608 




Seq. ID 


OJ991120 


_30 .0127 .025 


Gene No. 


18330 




Strand 






Start 


17635 




End 


24511 




Name 


OJ991120 30.0127.025 


.o3.gs 


Method 


GENSOAN 




Start 


18981 




End 


24511 




GI 


none 




Score 


.6 




Exons 


18981. .19497, 19703. 


.19758, 


20007. .20063, 20301 


. .20406, 




20582. .20755, 21045. 


.21349, 


23016. .23179, 24227 


. .24267, 




24474. .24511 










Seq. No. 


8608 




Seq, ID 


OJ991120^ 


_30. 0127. 025 


Gene No. 


18331 




Strand 






Start 


28711 




End 


29581 




Name 


OJ991120 30.0127.025 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


276 




GI 


none 




Score 


237 





Exons 



1..276, 3. .179 



9045 






Seq. No. 


8608 








Seq. ID 


OJ991120_30.0127.C25 




Gene No. 


18331 








Strand 






Start 


2o / 11 








End 


29581 




Name 


OJ991120 30 


.0127.C25.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


970 








End 


1887 




GI 


none 








Score 


172 




Exons 


970. .1314, 


1 Q n n 




1305. . 


1397, 1444. .1692, 1456. .1749, 






1768. .1887 














Seq. No. 


8608 








.Seq. ID 


OJ991120_30.0127.C25 




Gene No . 










Strand 






Start 


28711 








End 


29581 




Name 


OJ991120 30 


.0127 


.C25.03 


.ts 


Method 


TBLASTX : Soybean 




Start 


1528 








End 


2088 




GI 


none 








Score 


103 




Exons 


1528. .1755, 


1765 


. ,1875, 


1951. 


.2088 






Seq. No. 


8608 








Seq. ID 


OJ991120_30.0127.C25 




Gene No . 










Strand 






Start 


28711 








End 


29581 




Name 


OJ991120 30 


.0127 


.C25.03 


.tm 


Method 


TBLASTX: Maize 




Start 


1888 








End 


2239 




GI . 


none 








Score 


256 


'! Pi 


Exons 


1888. .2094, 


T O O O 


. . zUyi, 


2102. 


.2143, 2126. .2158, 2150. .2239 


• 

:'ri 


Seq. No. 


8608 








Seq. ID 


OJ991120_30.0127.C25 


ifi 


Gene No. 


18331 








Strand 




r-ii 
\ U 


Start 


o Q n 1 1 








End 


29581 


Q 


Name 


OJ991120 30 


.0127 


.C25.01 


.tw 


Method 


TBLASTX: Wheat 


Li! 


Start 


1900 








End 


2239 




GI 


none 








Score 


199 


■is? 


Exons 


1900. .2091, 


1 on c 

lyUo 


. . zOlo, 


1924. 


.2091, 2099.. 2206, 2122.. 2199, 


i 




2207. .2239, 


2216 


. .2239 










Seq. No. 


8608 








Seq. ID 


OJ991120_30.0127.C25 




Gene No. 










Strand 




[zit 


Start 


28711 








. End 


29581 




Name 


OJ991120 30 


.0127 


.C25.06 


. tm 


Method 


TBLASTX: Maize 




Start 


2433 








End 


2830 , 




GI 


none 








Score 


70 


Q 


Exons 


2433. .2513, 


2502 


. .2561, 


2543. 


.2830 






Seq. No. 


8608 








Seq. ID 


OJ991120_30.0127,C25 




Gene No . 










Strand 






Start 


28711 








End 


29581 




Name 


OJ991120 30 


.0127 


.C25.08 


. tm 


Method 


TBLASTX: Maize 




Start 


4122 








End 


4773 




GI 


none 








Score 


110 




Exons 


4122. .4217, 


4123 


. .4224, 


4630. 


.4761, 4635. .4772, 4636. .4773 




Seq. No. 


8608 








Seq. ID 


OJ991120_30.0127.C25 




Gene No. 


18331 








Strand 






Start 


28711 








End 


29581 




Name 


OJ991120 30 


.0127 


.C25.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


5852 








End 


6919 




GI 


none 








Score 


54 




Exons 


5852. .5893, 


5935 


. .5997, 


5936. 


.6028, 6104.. 6235, 6108.. 6233, 



9046 



6377. .6418, 6379. .6444, 6501. .6599, 6503. .6595, 6674. .6751, 
6675.. 6782, 6860.. 6919 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8608 

18331 

28711 

OJ991120_30 . 0127 . C25 . ol . tm 

8577 

none 

8577.. 8669, 8578.. 8709, 8585 
8739.. 8858, 8741.. 8860, 8887 
9112.. 9195, 9115.. 9168, 9116 
9267.. 9362, 9286.. 9363, 9438 
9647.. 9670, 9772.. 9828, 9775 
10484. .10516, 10488. .10526, 
10533. .10571, 10534.. 10575 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991120 30.0127.C25 



29581 

TBLASTX: Maize 
10575 
83 

..8668, 8736. .8858, 8737. .8805, 
..9048, 8892. .9038, 8968. .9042, 
..9199, 9117. .9200, 9235. .9363, 
..9533, 9438. .9527, 9442. .9534, 
..9831, 9833.. 9859, -9834.. 9860, 
10488. .10514, 10502.'Vl0567, 



Seq. No. 8608 
Gene No. 18331 
Start 28711 

Name OJ991 120_30 . 0127 . C25 . o4 . tm 

Start 11344 
GI none 

Exons 11344. .11433, 11345 .. 11434 , 

114 97. .11613, 11505. .11621, 
11643. .11753, 11674. .11754, 
12083. .12136, 12089. .12148, 
12265. .12330, 12266 .. 12331 , 



Seq. . ID 
Strand 
End 

Method 
End 
Score 
11347. .11436, 



OJ991120 30.0127.C25 



29581 

TBLASTX: Maize 
12413 
71 

11431 



11454, 

11510. . 11647, 11516. .11593, 
11836. .11943, 11856. .11942, 
12211. .12246, 12212. .12247, 
12304. .12402, 12309. .12413 



Seq. No. 8608 
Gene No. 18331 
Start 28711 

Name OJ991120_30 . 0127 . C25 . o5 . tm 

Start 19251 
GI none 
Exons 19251. 

19365. 

20144. 

20575. 



.19277, 19288. 

.19424, 19972, 

.20185, 20301, 

.20643, 20582, 



Seq. ID OJ991120_30.0127.C25 
Strand 

End 29581 
Method TBLASTX : Mai ze 
End 20643 
Score 38 
.19308, 19317. .19424, 19318 .. 19422, 
.20064, 20004. .20066, 20133 .. 20183, 
.20405, 20302. .20406, 20305 .. 20409, 
.20641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8608 Seq. ID 

18331 Strand 
28711 End 
OJ991120_30.0127.C25.ol.tc Method 

20566 . End 
none Score 



OJ991120_30.0127.C25 
29581 

TBLASTX: Cress 

21182 

60 



20566. .20649, 20576 .. 2064 4 , 20704 20754 , 20710 .. 20757 , 
20844. .20888, 21044 .. 21181, 21050 .. 2118 1 , 21069. .21182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8608 

18331 

28711 

OJ991120_30.0127.C25.o7.tm 
20698 
,none 



Seq. ID OJ991120_30.0127.C25 



Strand 
End 

Method 

End 

Score 



29581 

TBLASTX: Maize 

21210 

64 



20698. .20721, 20710 .. 20754 , 20717 .. 20755 , 2084 4 .. 20906, 
20850. .20903, 21044 .. 21181, 21053 .. 21181 , 21055 .. 21210, 



9047 



21069. .21182 



oeq. WO. 


O DUO 


Seq. ID 


OJ991120_30.0127 


Gene No. 


18331 


Strand 




Start 


28711 


End 


29581 


Name 


OJ991120 30.0127.C25.o2.ts 


Method 


TBLASTX : Soybean 


Start 


20701 


End 


21182 


GI 


none 


Score 


93 


Exons 


20701. .20754, 20844 .. 20888, 


21044 . .21181, 21053. .21181, 




21069. .21182 






Seq. No. 


8608 


Seq. ID 


OJ991120_30.0127 


Gene No. 


18331 


Strand 




Start 


28711 


End 


29581- 


Name 


OJ991120 30.0127.C25.o5.gs 


Method 


GENSCAN 


Start 


28711 


End 


29581 


GI 


none 


Score 


.66 


Exons 


28711. .28787, -28966 .. 29063, 


29252. .29449, 29518. .29581 


Seq. No. 


8609 




nTQQii9n ?n ni97 


Gene No. 


18332 


Q-h r-a T-»H 




Start 


273 




7 "7 fi 


Name 


OJ991120 '30.0127.C26.ol.gs 






Start 


273 




HQ 


GI 


none 


Score 


7 9 


Exons 


273. .410, 608. .778 






Seq. No. 


8610 


Seq. ID 


OJ991120_30.0127 


Gene No. 


18333 


Strand 




Start 


25 


End 


329 


Name 


OJ991120 30.0127.C28.ol.gs 


Method 


GENSCAN 


Start 


25 


End 


329 


GI 


none 


Score 


.62 


Exons 


25. .121, 241. .329 






Seq. No. 


8611 


Seq. ID 


OJ991120_30.0127 


Gene No. 


18334 


Strand 




Start 


138 


End 


864 


Name 


OJ991120 30.0127.C29.ol.gs 


Method 


GENSCAN 


Start 


138 


End 


864 


GI 


none 


Score 


.79 


Exons • 


138. .318, 457. .542, 551. .764 


, 782. .864 




Seq. No. 


8612 


Seq. ID 


OJ991120_30.0127 




18335 


Strand 




Start 


1 


End 


412 


Name 


OJ991120 30.0127.C33.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


412 


GI 


3859659 


Score 


181 


Exons 


1..234, 386. .412 






GI Descr-ip. 


(AL031394) putative potassium transporter AtKT5p {AtKT5; 




[Arabidopsis. thaliana] 






Seq. No. 


8612 


Seq. ID 


OJ991120_30.0127 


Gene No. 


18335 


Strand 




Start 


1 


End 


412 


Name 


OJ991120 30.0127.C33.ol.ts 


Method 


TBLASTX : Soybean 



9048 



start 


2 




End 


203 


GI 


none 




Score 


141 


Exons 


2. .199, 3. .203 








Seq. No. 


8613 




Seq. ID 


OJ991120_30.0127.C36 


oene lno . 


1 O JO o 




o L r cznu 


( 


Start 


104 




End 


649 


Name 


OJ991120 30.0127.C36.ol. 


gs 


Method 


GENSCAN 


Start 


104 




End 


649 


GI 


none 




Score 


.91 


Exons 


104. .155, 246. .425, 520. 


.649 






Seq. No. 


8614 




Seq. ID 


OJ991120_30.0127.C38 


Gene No. 


18337 




Strand 


+ 


Start 


1 




End 


439 


IN a 1 LLC 


OJ991120 30.0127.C38.ol. 


np 


Lie 


AAT /MAP 


Start 


1 




End 


439 


GI 


5738522 




Score 


423 


Exons 


1. .439 








GI Descrip. 


(AL109846) putative pre- 


■mrna 


splicing 


factor atp-dependent ; 




helicase [Schizosaccharomyces 


pombe] 




Seq. No. 






Seq. . ID 


OJ991120_30.0127.C38 


bene ino . 


loo J / 




o urana 


_i_ 


Start 


1 




End 


439 


Name , 


OJ991120 30.0127.C38.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


435 


GI 


none 




Score 


232 


Exons 


z..o1d, O..ZOD, /..zyl, 


O T 

zo / . . 


428, 274. 


.435 


Seq. No. 


8614 




Seq. ID 


OJ991120_30 . 0127 .C38 


oene lno . 


18337 




Strand 


+ 


Start 


1 




End 


439 


Name 


OJ991120 30.0127.C38.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3 




End 


435 


GI 


none 




Score 


170' 


Exons 


3. .233, 9. .104, 134. .238 


!, 146 


..265, 289.-435, 295. .420, 360 


Seq. No. 


8614 




Seq. ID 


OJ991120_30.0127.C38 


oene ino . 


18337 




Strand 


+ 


Start 


1 




End 


439 


Name 


OJ991120 30.0127.C38.ol. 


gs 


Method 


GENSCAN 


Start 


93 




End 


264 


GI 


none 




Score 


.53 


Exons 


93. .264 








Seq. No. 


8614 




Seq. ID 


OJ991120_30.0127.C38 


(jene no . 


18337 




Strand 


+ 


Start 


1 




End 


439 


Name 


OJ991120 30.0127.C38.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


280 




End 


435 


GI -^^ 


none 




Score 


234 


Exons 


280. .432, 289. .435, 294. 


.434' 






Seq. No. 


8615 




Seq. ID 


OJ991120_30.0127.C42 


Gene No. 


18338 




Strand 




Start 


406 




End 


1259 



9049 



Name 


OJ991120 30.0127.C42 


.ol. 


-gs 


Method 


GENSCAN 


Start 


406 






End 


1259 


GI 


none 






Score 


.56 


Exons 


406. .468, 893. .1259 










Seq. No. 


8616 






Seq. ID 


OJ991120_30.0127 .C4 4 




1 o o o y 






DUX dllU 




Start 


909 






End 


1141 


Name 


OJ991120 30.0127.C44 


.ol. 


,gs 


Method 


GENSCAN 


Start 


909 






End 


1141 


GI 


none 






Score 


■ .46 


Exons 


909. .955, 1062. .1141 










Seq. No. 


8617 






Seq. ID 


OJ991120_30.0127.C45 


Liene wo . 








o cr ana 




Start 


268 






End 


422 


Name 


OJ991120 30.0127.C45 


.ol. 


,gs 


Method 


GENSCAN 


Start 


268 






End 


422 


GI 


none 






Score 


.95 


Exons 


268. .422 










Seq. No. 


8618 






Seq. ID 


OJ991120_30.0127.C46 


bene wo - 


1 Q "5/1 1 






Strand 


_i_ 

T 


Start 


96 






End 


207 


Name 


OJ991120 30.0127.C46 


.ol. 


gs 


Method 


GENSCAN 


Start 


96 






End 


207 


GI 


none 






Score 


.93 


Exons 


96. .207 










Seq. No. 


8619 






Seq. ID 


OJ991120_30.0127 .C47 


uene ino . 


1 O o Z 






0+- r-a r»H 


J. 

T 


Start 


250 






End 


506 


Name 


OJ991120 30.0127.C47 


.ol. 


gs 


Method 


GENSCAN 


Start 


250 






End 


506 


GI 


none 






Score 


.48 


Exons 


250. .441, 496.. 506 










Seq. No. 


8620 






Seq. ID 


OJ991120_30.0127.C48 


Gene No. 


18343 






Strand 


+ 


Start 


473 






End 


536 




OJ991120 30.0127.C48 


.ol. 


np 


Method 


AAT/NAP 


Start 


473 






End 


536 


GI 


2498930 






Score 


44 


Exons 


473. .536 










GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 


(U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


8621 






Seq. ID 


OJ991120_30.0127.C49 


Gene No. 


18345 






Strand 




Start 


368 






End 


423 


Name 


OJ991120 30.0127.C49 


.ol. 




Method 


GENSCAN 


Start 


368 






End 


423 


GI 


none 






Score 


.65 


Exons 


368. .423 











Seq. No. 
Gene No, 



8622 
18346 



Seq. ID OJ991120_30.0127.C51 
Strand + 



9050 




start 


667 




End 


938 


Name 


OJ991120 30.0127.C51.ol 


. gs 


Method 


GENSCAN 


Start 


667 




End 


938 


GI 


none 




Score 


.74 


Exons 


667. .775, 877. .938 








Seq. No. 


8623 




Seq. ID 


OJ991210_14.0110,C1 


Gene No. 


18347 




Strand 




Start 


1 




End 


6023 


Name 


OJ991210 14. QUO. CI. ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2954 


GI 


2130067 




Score 


1528 


Exons 


1..145, 234. .393, 833.. 


1005, 


1088. .1192, 1454, .1559, 1776. 




2547.. 2632, 2763. .2954 








GI Descrip. 


aspartate transaminase 


(EC 2 


. 6 . 1 . 1 ), mitochondrial - rice 




gil 2696240 Idbj IBAA23815 


.11 (D67043) aspartate aminotransf e; 




[Oryza sativa] 








Seq. No. 


8623 




Seq. ID 


OJ991210_14.0110.C1 


Gene No. 


18347 




Strand 




Start 


1 




End 


6023 


Name 


OJ991210 14. 0110. CI. ol. 


to 


Method 


TBLASTX: Cress 


Start 


47 




End . 


2850 


GI 


none 




Score 


61 


Exons 


47. .142, 50. .148, 231.. 


401, 


241. .399, 


833.. 1000, 835.. 1002 




846. .1013, 847. .1008, 1088.. 


1198, 1089 


..1193, 1454, .1576, 




1459.. 1563, 1461.. 1577, 


1775 


..1981, 1776. .1985, 1778. .1981 




2546. .2632, 2763. .2849, 


2764 


. .2850 




Seq. No. 


8623 




Seq. ID 


OJ991210_14.0110.C1 


Gene No . 


18347 




Strand 




Start 


1 




End 


6023 


Name 


OJ991210 14. 0110. CI. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


47 




End 


2865 


GI 


none 




Score 


120 


Exons 


47. .148, 50. .148, 233.. 


394, 


234. .401, 


241. .399, 827. .1003, 




833. .1003, 834. .1007, 835. .1008, 835.. 


1008, 1081,. 1194, 




1085.. 1204, 1086.. 1193,. 


1454 


..1564, 1454, .1567, 1467. .1568 




1776.. 1985, 1777.. 1986', 


1778 


..1987, 2546;\2632, 2546.. 2632 




2763. .2864, 2764. .2865 








Seq. No. 


8623 




Seq, ID 


OJ991210_14.0110.C1 


Gene No. 


18347 




Strand 




Start 


1 




End 


6023 


Name 


OJ991210 14. 0110. CI. o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


47 




End 


2865 


GI 


none 




Score 


57 


Exons 


47. .142, 50. .148, 231.. 


395, 


241. .399, 


1775. .1981, 1776. .191 




1778. .1981, 2555. .2608, 


2609 


..2632, 2763.'. 2864, 2764. .2865 


Seq. No. 


8623 




Seq, ID 


OJ991210_14 .OllO.Cl 


Gene No. 


18347 




Strand 




Start 


1 




End 


6023 


Name 


OJ991210 14. 0110. CI. ol. 


gp 


Method 


AAT/GAP 


Start 


50 




End 


369 


GI 


173 1.R1084 




Score 


427 


Exons 


50. .145, 234. .369 









9051 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene" No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•2696238/cibj IBAA23814.il 5.0e-62 (D67042) aspartate 
aminotransferase [Oryza sativa] * 



8623 Seq. ID 

18347 Strand 

1 ,End 

OJ991210_14 . 0110 .CI . ol . gs Method 

50 End 

none Score 



OJ991210_14 .OllO.Cl 

6023 
GENSCAN 
6023 
.57 



50. .145, 234. .393, 833. .1005, 1088. .1192, 1454. .1577, 

1776. .1982, 2547. .2632, 2763. .3005, 3672. .3840, 3890. .4006, 

4049. .4187, 4237. .4381, 5889. .6023 



8623 

18347 

1 

OJ991210_14.0110.Cl.ol.ts 

830 

none 

830. .1003, 832. .1008, 862. 
1086. .1193, 1454. .1561 



Seq. ID OJ991210_14 .OllO.Cl 



Strand 
End 

Method 
End 
Score 
,1008, 1077, 



8623 
18347 
1 

OJ991210 
1904 
5005404 
1904. .1982, 



6023 

TBLASTX: Soybean 

1561 

206 

.1193, 1085. .1198, 



OJ99'1210 14. 0110. CI 



Seq. ID _ 
Strand 

End 6023 
Method AAT/GAP 
End 2 928 

Score 508 
2632, 2763. .2928 
100726/pir I I S22377 8.0e-15 aspartate transaminase (EC 
AATl precursor - proso millet >gi__20597_emb_CAA4 5022_ 
aspartate aminotransferase [Panicum miliaceum] 



14.0110.Cl.o2.gp 



2547. 



2.6.1.1) 

(X63428) 



8624 Seq. ID 

18348 Strand 

2605 End 

OJ991210_14 . 0110 . C2 . ol . np Method 

2605 End 

6498441 Score 
2605. .2671, 4713. .5311, 5633. .6086, 
(AP000815) EST C72786 (E2258 ) 



OJ991210_14.0110.C2 
+ 

7810 
AAT/NAP 
7810 
1281 

6148. .6237, 7630. .7810 



corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



8624 Seq. ID 

18349 Strand 

2544 End 

OJ991210_14 . 0110 . C2 . o2 . gs Method 

2544 End 

none Score 
2544. .3254 



OJ991210_14 .0110.C2 

3254 
GENSCAN 
3254 
.97 



Seq. No. 8624 Seq. ID 

Gene No. 18350 Strand 

Start 5518 End 

Name OJ991210_14 . 0110 . C2 . ol . tw Method 

Start 5518 End 



OJ991210_14 .0110.C2 
7668 

TBLASTX: Wheat 
7668 



9052 






GI 


none 






Score 


364 




Exons 


5518. .5655, 


5519. 


.6013, 5713. 


.5967, 6121.. 6237, 6129.. 6239, 






6133. .6255, 


7623. 


.7667, 7624. 


.7668 






Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 




Gene No. 


18351 






Strand 


+ 




Start 


655 






End 


897 




Name 


OJ991210 14 


.0110. 


C3.ol.gs 


Method 


GENSCAN 




Start 


655 






End 


897 




GI 


none 






Score 


.75 




Exons 


655. .897 












Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 




Gene No. 


18352 






Strand 






Start 


1462 






End 


3204 




Name 


OJ991210 14 


.0110. 


C3.ol.np 


Method 


AAT/NAP 




Start 


1462 






End 


3141 




GI 


3033375 






Score 


1004 




Exons 


1462. .3017, 


3057. 


.3141 








GI Descrip. 


(AC004238) : 


putative berberine 


bridge enzyme [Arabidopsis 






thaliana] 












Seq. No. 


8625 






Seq. ID 


OJ991210_14 .0110.C3 




Gene No. 


18352 






Strand 




: "i 


Start 


1462 






End 


3204 


"isf 


Name 


OJ991210 14 


.0110. 


C3.o2.gs 


Method 


GENSCAN 




Start 


1462 






End 


3129 


m 


GI 


none 






Score 


.96 




Exons 


1462. .3129 










I ! I 


Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 


hll 


Gene No. 


18352 






Strand 




i'\ s 

: s? 


Start 


1462 






End 


3204 


\i 


Name 


OJ991210 14 


.0110. 


C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


1465 






End 


2277 


*s si 
h ' 


GI 


none 






Score 


97' 


J. 


Exons 


1465. .1629, 


1466. 


.1594, 1604. 


.1687, 1609. .1704, 1738. .1980, 


J. 




2017. .2139, 


2023. 


.2139, 2200. 


.2259, 2206.. 2277 


ri 


Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 


CI 


Gene No. 


18352 






Strand 






Start 


14 62 






End 


3204 




Name 


OJ991210 14 


.0110. 


C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


1471 






End 


2172 ' 




GI 


none 






Score 


91 




Exons 


1471. .1593, 


1472. 


.1600, 1609., 


.1710, 1610. .1681, 1747. .1956, 






1975. .2172 












Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 




Gene No. 


18352 






Strand 






Start 


1462 






End 


3204 




Name 


OJ991210 14 


.0110. 


C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1474 






End 


2079 




GI 


none 






Score 


160 




Exons 


1474. .1713, 


1475. 


.1681, 1477.. 


.1704, 1747. .2079 




Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 



9053 




Gene No. 


18352 






Strand 




Start 


14 






End 


3204 


Name 


OJ991210 14. 


0110.C3.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1546 






End 


1977 


GI 


none 






Score 


49 


Exons 


1546. .1629, 


1550. .1579 


, 1598. 


.1675, 1609. .1710, 1618. .1710, 




1747. .1977 










Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 


Gene No . 








Strand 




Start 


1462 






End 


3204 


Name 


OJ991210 14. 


0110.C3.o2 


.ts 


Method 


. TBLASTX: Soybean 


Start 


2299 






End 


2964 


GI 


none 






Score 


44 


Exons 


2299. .2586, 


2312. .2416 


, 2519. 


.2578, 2596, .2634, 2734. .2964 


Seq. No. 


8625 






Seq.- ID 


OJ991210_14.0110.C3 


Gene No. 


1 Q O C O 






Strand 




Start 


1462 






End 


3204 


Name 


OJ991210 14. 


0110.C3.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


2422 






End 


2986 


GI 


none 






Score 


72 


Exons 


2422. .2586, 


2501. .2578 


, 2602. 


.2634, 2725. .2964, 2744. .2986 


Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 


Gene No. 


18352 






Strand 




Start 


14 DZ 






End 


3204 


Name 


OJ991210 14. 


0110.C3.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2527 






End 


2961 


GI 


none 






Score 


61 


Exons 


2527. .2586, 


2528. .2581 


, 2602. 


.2631, 2602. .2631, 2732. .2920, 




2734. .2961 










Seq. No. 


8625 






Seq. ID 


OJ991210_14.0110.C3 


Gene No. 


18352 






Strand 




Start 


1462 






End 


3204 


Name 


OJ991210 14. 


0110.C3.ol 


.gp 


Method 


AAT/GAP 


Start 


2739 






End 


3204 


GI 


uC-osroM202026allbl 




Score 


864 


Exons 


2739. .3204 










GI Descrip. 


'5262222/emb 


i|CAB45848. 


11 2.0e 


-15 {AL080254) reticuline 




oxidase-like 


: protein [Arabidopsis thaliana] ' 


Seq. No. 


8626 






Seq. ID 


OJ991210_14 .0110.C4 


Gene No. 


18353 






Strand 


+ 


Start 


403 






End 


7933 


Name 


OJ991210 14. 


0110.C4.ol 


.gs 


Method 


GENSCAN 


Start 


403 






End 


7933 


GI 


none 






Score 


.5 


Exons 


403.. 495, 3815.. 3892, 


4669.. 4723, 5071 


..5162, 5767. .5927, 




7141. .7249, 


7352. .7933 








Seq. No. 


8626 






Seq. ID 


OJ991210_14.0110.C4 


Gene No. 


18354 






Strand 


+ 


Start 


12056 






End 


13164 


Name 


OJ991210 14. 


0110.C4.o3 


.gs 


Method 


GENSCAN 


Start 


12056 






End 


13164 



9054 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 7 

12056. .12246, 12517 .. 12671, 13055.. 13164 



8626 Seq. ID 

18354 Strand 
12056 End 
OJ991210_14.0110.C4.o3.gp Method 
12690 End 
72524_1.R1084 Score 
12690.. 13004 

*5091496/dbj IAB023482.2IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



OJ991210_14.0110.C4 
+ 

13164 
AAT/GAP 
13004 
406 



8626 Seq. ID 

18355 Strand 
1 End 
OJ991210_14 . 0110 .C4 .ol . gp Method 
1 End 
799_3.R1084 Score 
1. .272 

'6093997/sp|O22540|RLll_ORYSA 2.0e-16 60S RIBOSOMAL PROTEIN Lll 
>gi_2570507 (AF022736) ribosomal protein [Oryza sativa] ' 



OJ991210_14.0110.C4 
272 

AAT/GAP 

272 

425 



8626 
18356 
7567 

OJ991210__14 .0110.04. ol.np 
7567 
5091513 

7567. .7792, 9921. .10045, 14529. .14654 
16504. .16584, 16775 .. 16851 , 17076. .17785 
(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210 14.0110-C4 



17785 
AAT/NAP 
17785 
1492 

15519. .16352, 



8626 

18356 

7567 

OJ991210_14 .0110.04 .o2.gp 
9655 

799_1.R1084 

9655. .9879, 9979.. 10021, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10110. .10217, 



'1172816/spl P427 95|R111_ARATH l.Oe-84 



OJ991210 14. 0110. C4 



17785 
AAT/GAP 
10344 
551 

10312. .10344 
60S RIBOSOMAL 



PROTEIN LllA 



(L16A) >gi_624 938_emb_CAA57395_ 
[Arabidopsis thaliana] ' 

8626 
18356 
7567 

OJ991210_14.0110.C4.o2.gs 
9680 
none 



{X81799) ribosomal protein L16 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991210_14.0110.C4 

17785 
GENSCAN 
10314 
.93 



9680. .9879, 9979. ,10021, 10110 10217 , 10234. .10314 



Seq. No. 8626 Seq. ID 

Gene No. 18357 Strand 

Start 18519 End 

Name OJ991210_14 . 0110 . 04 . ol . ts Method 

Start 27 End 



OJ991210_14.0110.C4 
18833 

TBLASTX : Soybean 
10251 



9055 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 165 

27. .242, 57. .146, 59. .244, 9674. .9877, 9675. .9881, 9974. .10024, 
9975.. 10022, lp;107 .. 10217, 10114.. 10251 



8626 

18357 

18519 

OJ991210_14.0110.C4.ol.tc 
45 

none 



Seq. ID OJ991210_14.0110.C4 
Strand 

End 18833 

Method TBLASTX : Cress 

End 10218 

Score 156 



45. .245, 60. .227, 208. .246, 9674. .9877, 9675. .9890, 9680. .9892, 
9974.. 10024, 9977.. 10039, 10107 .. 102 17 , 10114.. 10218 



8626 

18357 

18519 

OJ991210_14.0110.C4.ol.tw 
54 

none 



Seq. ID OJ991210_14.0110.C4 
Strand 

End 18833 

Method TBLASTX : Wheat 

End 10220 

Score 190 



54. .245, 57. .224, 58. .243, 9674. .9877, 9675. .9881, 9680. .9889, 
9974. .10024, 9975. .10022, 10107 .. 10220 , 10114. .10212 



Seq. No. 8626 

Gene No. 18357* 

Start 18519 

Name OJ991210_14 . 0110 . 04 . ol . tm 

Start 72 

GI none 
Exons 



Seq. ID OJ991210_14.0110.C4 
Strand 

End 18833 

Method TBLASTX : Mai ze. 

End 10226 

Score 67 



72. .158, 75. .146, 195. .245, 208. .246, 9674. .9877, 9675. .9734, 
9801. .9881, 9974. .10024, 9975. .10022, 9977. .10024, 10107 .. 10226, 
10117. .10197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8626 

18357 

18519 

OJ991210_14.0110.C4.o2.tm 

7637 

none 



Seq. ID OJ991210_14.0110.C4 
Strand 

End 18833 

Method TBLASTX: Maize 

End 8026 

Score 39 



7637. .7699, 7730. .8026, 7746. .7919, 7787. .8026 



8626 
18357 
18519 

OJ991210_14.0110.C4.o4.gp 
18519 

72524__1.R1084 
18519. .18833 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



Seq. ID OJ991210_14 .0110.C4 
Strand 

End 18833 

Method AAT/GAP 

End 18833 

Score 401 



8627 

18358 

101 

OJ991210_14,0110.C5.ol.tm 
95 

none 



Seq. ID OJ991210_14 .0110.C5 
Strand 

End 2333 

Method TBLASTX : Maize 

End 1690 . 

Score 70 



95. .163, 98. .157, 99. .161, 246. .386, 250. .411, 251. .391, 



9056 




800. .862, 802. .861, 942. .1004, 949. .1026, 950. .1030, 950.. 1039, 
1080. .1394, 1112. .1309, 1118. .1396, 1122. .1394, 1364. .1396, 
1462. .1521, 1466. .1525, 1470. .1529, 1503. .1556, 1619. .1690, 
1620. .1688, 1621. .1689 



Seq. No. 


8627 




Seq. ID 


OJ991210_14.0110,C5 


Gene No. 


18358 




Strand 




Start 


101 




End 


2333 


Name 


OJ991210 14.0110.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


98 




End 


1703 


GI 


none 




Score 


4 6 


Exons 


98. .157, 103. .162, 250, 


.411, 


251. .391, 


252. ,392, 800. ,862, 




802. .861, 945. .1013, 949. .1026, 950. .1027, 952. .1029, 




1118. .1402, 1121. .1309, 


1134. 


.1397, 1174. .1398, 1444. .1530 




1469.. 1531, 1470.. 1529, 


1619. 


.1702, 1626.. 1703 


Seq. No. 


8627 




Seq. ID 


OJ991210_14.0110.C5 


Gene No. 


18358 




Strand 




Start 


101 




End 


2333 


Name 


OJ991210 14.0110.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


98 




End 


1739- 


GI 


none 




Score 


110 


Exons 


-98. .157,. -250. .390, 250. 


.411, 


254 . .391, 


725. .775, 800. ,862, 




802. .861, 945. .989, 949 


..1026, 950.. 1027, 950.. 1039, 952.. 




1118.. 1402, 1121.. 1309, 


1131. 


.1394, 1465. .1530, 1470. .1529 




1619.. 1702, 1622.. 1702, 


1623. 


.1739 




Seq. No. 


8627 




Seq. ID 


OJ991210_14.0110-C5 


Gene No. 


18358 




Strand 




Start 


101 




End 


2333 


Name 


OJ991210 14.0110.C5.ol. 


np 


Method 


AAT/NAP 


Start 


101 




End 


2333 


GI 


2182029 




Score 


1025 


Exons 


101.. 154, 250.. 390, 805 


. .861, 


952. .1026, 1121.. 1393, 1470. 




1619.. 1710, 2238.. 2333 








GI Descrip. 


(Y13437) shaggy-like kinase etha (OSKetha) [Oryza sativa] 


Seq. No. 


8627 




Seq. ID 


OJ991210_14.0110.C5 


Gene No. 


18358 




Strand 




Start 


101 




End 


2333 


Name 


OJ991210 14.0110.C5.ol. 


gs 


Method 


GENSCAN 


Start 


281 




End 


2095 


GI 


none 




Score 


.86 


Exons 


281. .390, 805. .861, 952 


. ;i026 


, 1121.. 1393, 1470.. 1529, 




1619. .1708, 2060. .2095 








Seq. No. 


8627 




Seq. ID 


OJ991210_14 .0110.C5 


Gene No. 


18358 




Strand 




Start 


101 




End 


2333 


Name 


OJ991210 14.0110.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


997 . 




End 


1694 


GI 


none 




Score 


301 


Exons 


997. .1026, 1118. .1402, 


1134. . 


1394, 1138 


..1395, 1470. .1529, 




1474. .1530, 1619. .1690, 


1620. 


.1694 




Seq. No. 


8628 




Seq. ID 


OJ991210_14.0110.C7 


Gene No. 


18359 




Strand 


+ 



9057 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



227 End 
OJ991210_14.0110.C7.ol.np Method 
227 End 
5042463 Score 
227. .404, 1069. .1225, 1259. .1365 
(AC007789) unknown protein [Oryza sativa] 



1365 
AAT/NAP 
1365 
109 



8628 Seq. ID 

18360 Strand 

2533 End 

OJ991210_14 . 0110 . C7 . o2 . np Method 

2533 End 

5091513 Score 



OJ991210_14.0110.C7 
7098 

AAT/NAP. 

7098 

1348 



2533. .2755, 3883.. 5400, 6199.. 6540, 6937.. 7098 
(AB023482) Hypothetical protein [Oryza sativa] 



8629 Seq. ID 

18361 Strand 

722 End 

OJ991210_14 .0110.09. ol.gs Method 

722 End 

none Score 
722. .871 



OJ991210_14.0110.O9 
871 

GENSCAN 

871 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8630 Seq. ID 

18362 Strand 

521 End 
OJ991210_14 .0110.010. ol.gs Method 

521 End 

none Score 

521. .658, 685. .841 



OJ991210_14. 0110. 010 
+ 

841 

GENSCAN 

841 

.69 



8631 Seq. ID 

18363 Strand 
1 End 
OJ991210_14 .0110. 012. ol.gp Method 
1 End 
173_1.R1084 Score 
1..38, 125. .510 

'2696238/dbj IBAA23814.il 5.0e-62 (D67042) aspartate 
aminotransferase [Oryza sativa] ' 



OJ991210_14. 0110. 012 
+ 

510 

AAT/GAP ■ 
510 
743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



8631 Seq. ID 

18363 Strand 

1 End 

OJ991210_14 .0110. 012.01. np Method 

1 End 

2696238 Score 
1..38, 125. .194 

(D67042) aspartate aminotransferase [Oryza sativa] 



OJ991210_14. 0110.012 
+ 

510 

AAT/NAP 
194 
121 



8631 Seq. ID 

18363 Strand 

1 End 

OJ991210_14 .0110. 012. ol.gs Method 

126 End 

none Score 



OJ991210_14. 0110.012 
+ 

510 

GENSOAN 

475 

.4 



9058 






Exons 


126. .179, 299. .475 








Seq. No. 


8631 


Seq. ID 


OJ991210_14.0110.C12 






J. 0 O D** 


O L. X dllU 






Start 


639 


End 


1483 




Name 


OJ991210 14.0110.C12.o2.gs 


Method 


GENSCAN 




Start 


639 


End 


1313 




GI 


none 


Score 






Exons 


639. .848, 1068. .1313 








Seq. No. 


8631 


Seq. ID 


OJ991210_14.0110.C12 






1 ft ^fi4 

X O J D T 








Start 


639 


End 


1483 




Name 


OJ991210 14.0110.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


996 


End 


1481 




GI 


none 


Score 


50 




Exons 


996. .1064, 997. .1047, 1140.. 


1313, 1147 


..1263, 1413. .1481 




Seq. No. 


8631 


Seq. ID 


OJ991210_14.0110.C12 






1 ft ^^4 


O L. X dl 1^ 






Start 


639 


End 


1483 




Name 


OJ991210 14.0110.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


996 


End • 


1481 


; ; 


GI 


none 


Score 


43 


'pi? 


Exons 


996. .1076, 997. .1047, 1140.. 


1313, 1162 


. .1248, 1413. .1481 " 


i° f E 


Seq. No. 


8631 


Seq. ID 


OJ991210_14.0110.C12 


ni 


Gene No. 


18364 


Strand 




.so; 
'ss? 


Start 


639 


End ■ 


1483 ■ 


i . J 




OJ991210 14.0110.C12.o2.np 


Method 


AAT/NAP 


'..It 

. "! 


Start 


999 


End 


1483 




GI 


2462749 


Score 


177 


i'Ll 


Exons 


999. .1313, 1416. .1483 








GI Descrip. 


(AC002292) Putative Serine/Threonine protein kinase [Arabidopsis 






thaliana] 






:. ; 
'l: 
•J 

t 1 


Seq. No. 


8631 


Seq. ID 


OJ991210_14.0110.C12 






18364 


Strand 




. "i 


Start 


639 


End 


1483 




Name 


OJ991210 14.0110.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1125 


End 


1482 




GI 


none 


Score 


135 




Exons 


1125.. 1313, 1126.. 1263, 1131 


..1313, 1413. .1481, 1414. .1482 




Seq. No. 


8632 


Seq. ID 


OJ991210_14.0110.C13 




Gene No. 


18365 


Strand 






Start 


1 


End 


7411 




Name 


OJ991210 14.Q110.C13.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


7411 




GI 


3063699 


Score 


179 




Exons 


l.,31, 247. .528, 7392. .7411 








GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8632 


Seq. ID 


OJ991210_14.0110.C13 




Gene No. 


18365 


Strand 






Start 


1 


End 


7411 




Name 


OJ991210 14.0110.C13.ol.tm 


Method 


TBLASTX: Maize 



9059 



start 


220 






End 


516 






GI 


none 






Score 


309 






Exons 


220. .495, 


220. .516 












Seq. No. 


8632 






Seq. ID 


OJ991210 


_14 .0110. 


C13 


Gene No. 


18365 






Strand 








Start 


1 






End 


7411 






Name 


OJ991210 


14.0110.C13.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


224 






End 


540 






GI 


none 






Score 


162 






Exons 


224. .379, 


226.. 384, 376. 


.540 










Seq. No. 


8632 






Seq. ID 


OJ991210 


_14 .0110. 


013 


Gene No. 


18365 






Strand 








Start 


1 






End 


7411 






Name 


OJ991210 


14.0110.C13.ol. 


gs 


Method 


GENSCAN 






Start 


228 






End 


3364 






GI 


none 






Score 


.63 






Exons 


228. .563, 


656. .808, 877. 


.950, 


1151.. 1210, 1310. 


.1381, 






1469. .1612, 2849. .2920, 


3034. 


.3166, 3256. .3364 






Seq. No. 


. 8632 






Seq. ID 


OJ991210 


_14.0110. 


C13 


Gene No. 


1^8365 






Strand 








Start 


1 






End 


7411 






Name 


OJ991210 


14.0110.C13.ol. 


np 


Method 


AAT/NAP 






Start 


228 






End 


3364 






GI 


2462749 






Score 


616 






Exons 


228. .599, 


686.. 839, 902. 


.950, 


1310. .1381, 1469. 


.1612, 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3034.. 3166, 3256.. 3364 

(AC002292) Putative Serine/Threonine protein kinase [Arabidopsis 
thaliana] 



8632 

18365 

1 

OJ991210_14.0110.C13.ol.tc 

229 

none 



Seq. ID OJ991210_14 .01ia-C13 
Strand 

End 7411 

Method TBLASTX: Cress 

End 553 

Score 100 



229. .378, 236. .379, 376. .540, 470. .553 



8632 

18365 

1 

OJ991210_14.0110.C13.o2.tc 

1546 

none 



Seq. ID OJ991210_14.011O.C13 
Strand 

End 7411 

Method TBLASTX : Cress 

End 3292 

Score 52 



1546. .1611, 2848. .2919, 2873. .2917, 3033. .3173, 3037. .3171, 
3251. .3292 



Seq. No. 8633 

Gene No. 18366 

Start 547 

Name OJ991210_14 . 0110 . C14 . ol . gs 

Start 547 

GI none 

Exons 547.. 840 



Seq. ID OJ991210_14.01ia.C14 

Strand 

End 840 

Method GENSCAN 

End 840 

Score . 6 



9060 



Seq, No. 


8634 






Seq. ID 


OJ991210_14.0110 


.C15 


Gene No. 


18367 . 






Strand 


+ 




Start 


4297 






End 


5614 




Name 


OJ991210 14 


.0110.C15.o2 


.np 


Method 


AAT/NAP 




Start 


4297 






End 


5614 




GI 


6907088 






Score 


760 




Exons 


4297. ,4434, 


4609. .4846, 


5332 


. .5614 






GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No, 


8634 






Seq. ID 


OJ991210_14.0110 


.C15 


f^pnp No 


18368 






Strand 






start 


3772 






'WT\r\ 

tjna 


4365 




Name 


OJ991210 14 


.0110.C15.ol 


, um 


Method 


TBLASTX: Maize 




Start 


68 






hna 


390 




GI 


none 






Score 


162 




Exons 


68.. 157, 160.. 390 










Seq. No. 


o Do4 






Seq. ID 


OJ991210_14 .0110 


.C15 




18368 






Strand 






Start 


3772 






End 


4365 




Name 




.0110.C15.o2 


.gs 


Method 


GENSCAN 




Start 


"0 1 T O 






End 


4365 




GI 


.none 






Score 


.79 




Exons 


6 1 /z . . oo4o , 


4311. .4365 










Seq. No. 








Seq. ID 


OJ991210_14.0110 


.C16 


Gene No. 


18369 






Strand 






Start 


,2185 






End 


5081 




Name 


r\ TQ Q 1 9 1 fl 1 / 


-0110.C16.ol 


.np 


Method 


AAT/NAP 




Start 


zioo 






End 


5081 




GI 


A c o o n o yi 






Score 


1435 




Exons 


010C O^QO 


2741. .3160, 


3278 


..3770, 3844. .4498, 4993. .5081 


GI Descrip, 


/7VT f\ A C\ A Q""! \ 

(AL04 9487 ) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8635 






Seq. ID 


OJ991210_14.0110 


.C16 




18369 






Strand 






Start 


2185 






End 


5081 




Name 


OJ9-91210 14 


.0110.C16.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2569 






End 


2865 




GI 


none 






Score 


107 




Exons 


2569. .2733, 


2570. .2731, 


2584 


..2754, 2797. .2865 




Seq. No.. 


8635 






Seq. ID 


OJ991210_14.0110 


.C16 




18369 






Strand 






start 


2185 






End 


5081 




Name 


OJ991210 14 


.0110.C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3655 






End 


4119 




GI 


none 






Score 


294 




Exons 


3655. .4119, 


3655. .4119 










Seq. No. 


8636 






Seq. ID 


OJ991210_14.0110 


.C17 


Gene No. 


18370 






Strand 


+ 




Start 


540 






End 


630 




Name 


OJ991210 14 


.0110.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


540 






End 


630 




GI 


LIB3477-003 


TP1-K1-E9 




Score 


133 




Exons 


540. .630 













9061 



GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 8637 Seq. ID 

Gene No. 18371 Strand 

Start 232 End 

Name OJ991210_14 . 0110 . C18 . ol . gp Method 

Start 232 End 

GI 52591_1.R1084 Score 

Exons 232.. 539, 667.. 858, 1586.. 1752 

GI Descrip. ' 5453379/gb | AAD43561 . 1 | AF155124_1 7.0e-54 (AF155124) 

bacterial-induced peroxidase precursor [Gossypium hirsutum] ' 



OJ991210_14.0110.C18 
+ 

2655 
AAT/GAP 
1752 
1231 



Seq. No. 


8637 


Seq. ID 


OJ991210_14 


.0110.C18 


Gene No. 


18371 


Strand 


+ 




Start 


232 


End 


2655 




Name 


OJ991210 14.0110.C18 


.ol.gs Method 


GENSCAN 




Start 


318 


End 


2137 






none 


Score 


.88 




Exons 


318. .539, 667. .858, 


1586. .2137 






Seq. No. 


8637 


Seq. ID 


OJ991210_14 


.0110.C18 


Gene No. 


18371 


Strand 


+ 




Start 


232 


End 


2655 




Name 


OJ991210 14.0110.C18 


.ol.np Method 


AAT/NAP 




Start 


333 


End 


2134 




GI 


5453379 


Score 


1025 




Exons 


333. .539, 667. .858, 


1586. .2134 






GI Descrip - 


(AF155124) bacterial 


-induced peroxidase precursor 


[Gossypium 




hirsutum] 








Seq. No. 


8637 


Seq. ID 


OJ991210_14 


.0110. C18 


Gene No. 


18371 


Strand 


+ 




Start 


232 


End 


2655 




Name 


OJ991210 14.0110.C18 


.o2.gp Method 


AAT/GAP 




Start 


2029 


End 


2655 




GI 


none 


Score 


1094 




Exons 


.2029. .2655 








Seq. No. 


8637 


Seq. ID 


OJ991210_14 


.0110. C18 


Gene No. 


18372 


Strand 


+ 




Start 


3857 


End 


3958 




Name • • 


■ OJ991210 14.0110.C18 


. o3.gp Method ' 


AAT/GAP 




Start . 


3857 


End 


3958 




GI 


LIB3477-003-P1-K1-E9 


Score 


110 




Exons 


3857. .3958 









GI Descrip. ' 24 98586/sp | Q40638 | MPOl ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



S 1 PRECURSOR 
sativa] • 



(ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 8637 Seq. ID 

Gene No. 18373 Strand 

Start 1 End 

Name OJ991210_14 . 0110 . C18 . o2 . np Method 

Start 1 End 

GI 6721547 Score 



OJ991210_14 .0110.C18 

3269 
AAT/NAP 
3269 
73 



9062 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..32, 3185.. 3269 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



8637 

18373 

1 

OJ991210_14.0110.C18.ol.tc 

384 

none 



Seq. ID OJ991210_14 .0110.C18 
Strand 

End 3269 

Method TBLASTX : Cress 

End 2152 

Score 136 



384. .536, 661. .843, 666. .842, 1588. .1785, 1589. .1636, 
1715. .1807, 1808. .1987, 1982. .2152 



Seq. No. 8637 

Gene No. 18373 

Start 1 

Name OJ991210_14 . 0110 . C18 . ol . ts 

Start 384 

GI none 
Exons 



Seq. ID OJ991210_14 .0110.C18 
Strand 

End 3269 
Method TBLASTX : Soybean 
End 2185 
Score 160 " 

384. .539, 431. .538, 661. .861, 666. .851, 1586. .1636, 1588. .1875, 
1718. .1879, 1859. .2185, 1867. .1893, I960.. 2106 



HI 

. i 



Seq. No. 8637 

Gene No. 18373 

Start 1 

Name OJ991210_14 . 0110 .C18 . ol . tm 

Start 393 

GI none 
Exons 



Seq. ID OJ991210_14.0110.C18 
Strand 

End 3269 

Method TBLASTX : Mai ze 

End 2134 . _ 

Score 73 



393. .476, 395. .496, 483. .536, 488. .535, 661. .702, 748. .852, 
756. .851, 1577. .1630, 1579. .1617, 1657. .1869, 1715. .1870, 
1868. .2134, 1963. .2133, 2066. .2134 



'as? 
I'll 



Seq. No. 8637 

Gene No. 18373 

Start 1 

Name OJ991210_14 . 0110 . C18 . ol . tw 

Start 769 

GI none 
Exons 



Seq. ID OJ991210_14.0110.C18 
Strand 

End 3269 

Method TBLASTX : Wheat 

End 1822 

Score 108 



769. .861, 774. .860, 1585. .1821, 1586. .1822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID OJ991210_14.0110.C19 

Strand + 

End 4248 

Method AAT/GAP 

End - 4248 

Score 653 



8638 
18374 
3806 

OJ991210_14.0110.C19,ol.gp 
3806 

52102_1.R1084 
3806. .4088, 4190. .4248 

'5453379/gb|AAD43561.1 |AF155124_1 2.0e-19 {AF155124) 
bacterial-induced peroxidase precursor [Gossypium hirsutum] * 



8638 
18374 
3806 

OJ991210_14.0110.C19.ol.np 
3882 
5453379 
3882. .4088, 4190. .4248 

(AF155124) bacterial-induced peroxidase precursor [Gossypium 



Seq. ID OJ991210_14,0110.C19 

Strand + 

End ' 4248 

Method AAT/NAP 

End 4248 

Score 187 



9063 



hirsutum] 

Seq. No. 8638 

Gene No. 18374 

Start 3806 

Name OJ991210_14 . 0110 . C19 . ol . tm 

Start 3951 

GI none 
Exons 



Seq. ID OJ991210_14 .0110,C19 

Strand + 

End 4248 

Method TBLASTX : Mai ze 

End 4243 

Score 153 



3951. .4085, 3953. .4120, 4153. .4242, 4187. .4243 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991210_14.0110.C20 

Strand + 

End 1036 

Method AAT/GAP 

End 663 

Score 1265 



8639 
18375 
1 

OJ991210_14.0110.C20.ol.gp 
1 

25033_1.R1084 
1. .663 

'5453379/gb|AAD4 3561 . 1 |AF155124_1 8.0e-52 (AF155124) 
bacterial-induced peroxidase precursor [Gossypium hirsutum] ' 



Seq. ID OJ991210_14 .0110.C20 

Strand + 

End 1036 

Method AAT/NAP 

End 409 

Score 415 



8639 
18375 
1 

OJ991210_14.0110.C20.ol.np 
1 

5453379 
1. .409 

(AF155124) bacterial-induced peroxidase precursor [Gossypium 
hirsutum] 



8639 

18375 

1 

OJ991210_14.0110.C20.ol.tc 
3 

none 



Seq. ID OJ991210_14.0110-C20 

Strand + 

End 1036 

Method TBLASTX: Cress 

End 409 

Score 77 



3. .80, 8. .49, 84. .206, 209. .259, 223. .255, 319. .405, 335. .409 



8639 
18375 ' 
1 

OJ991210_14.0110.C20.ol.tw 
3 

none 

3. .149, 141. .206, 213. .260 



Seq. ID OJ991210_14 .0110.C20 

Strand + 

End 1036 

Method TBLASTX : Wheat 

End 260 

Score 139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



8639 

18375 

1 

OJ991210_14.0110.C20.ol.ts 
3 

none 



Seq. ID OJ991210_14 .0110.C20 

Strand + 

End 1036 

Method TBLASTX : Soybean 

End 409 

Score 149 



3. .146, 135. .209, 2.09. .409, 226. .399 



8639 

18375 

1 



Seq. ID OJ991210_14.0110.C20 
Strand + 
End 1036 



9064 




Name 


OJ991210 14 


.0110.C20.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


9 






End 


412 




GI 


none 






Score 


137 




Exons 


9. .152, 144 


..209, 207.. 


263, 


209. .412, 


226. .411 




Seq. No. 


8639 






Seq. ID 


OJ991210 


_14 .0110.C20 


oene ino ■ 


18375 






o ux anu. 


4. 

r 




Start 


1 






End 


1036 




Name 


OJ991210 14 


.0110.C20.ol 


.gs 


Method 


GENSCAN 




Start 


120 






, End 


1036 




GI 


none 






Score 


.65 




Exons 


120. .382, 860. .1036 










Seq. No. 


O U 1 u 






Seq. ID 


OJ991210 


_14 .0110.C22 


Gene No. 


A. O ^ f \> 






Strand 








1 

X 






End 


707 




Name 


\J*J ^ J J~ ^ J.\J X *i 


0110 r99 n1 


.np 


Method 


AAT/NAP 




Start 


1 






End 


707 




GI 


\j yvj / \j o \j 






Score 


529 




Exons 


1..463, 521 


. .707 ■ 










GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


fi fi4 1 

O D 4 X 






Seq. ID 


OJ991210 


_14 .0110-C23 


Gene No. 


X □ o / / 






Strand 








1 

X 






End 


719 




Name 


n.TQQI ? 1 0 14 


0110 ^ n1 

■ UXXU r ^ . \J 1. 


. np 


Method 


AAT/NAP 




Start 


1 ~ 
J. 






End 


719 




GI 


5091513 






Score 


872 




Exons 


1. .719 












GI Descrip. 


\ r\D \J c. ^ ri \J £^ } 




protein [Oryza 


sativa] 




Seq. No. 


R fi4 1 
O D rt X 






Seq. ID 


OJ991210 


_14.0110-C23 


uene ino . 


1 R^77 

X O J / / 






Strand 






Start- 


1 

X 






End 


719 




Name, 


n.TQQl 910 14 

L/U-7-7XZXU X4 


0110 (^9^ n1 
• UXXU .^^o. ux 


.gs 


Method 


GENSCAN 




Start 


DO 






End 


691 




GI 


none 






Score 


1 




Exons 


65. .691 












Seq. No. 


8642 






Seq. ID 


OJ991210 


_14.011O.C26 


uene ino . 


18378 






Strand 


_L 
T 




Start 


2044 






End 


2864 




Name 


OJ991210 14 


.0110.C26.ol 


.gs 


Method 


GENSCAN 




Start 


2044 






End 


2864 




GI 


none 






Score 


. 67 




Exons 


2044. .2124, 


2730. .2864 










Seq. No. 


8642^ 






Seq. ID 


OJ991210_ 


_14.011O.C26 


Gene No. 


18379 






Strand 


+ 




Start 


3162 






End 


12790 




Name 


OJ991210 14 


.0110.C26.o2 


.gs 


Method 


GENSCAN 




Start 


3162 






End 


9362 




GI 


none 






Score 


.7 




Exons 


3162. .3292, 


3404. .3711, 


4042 


..4115, 5816. .5894, 


6132. .6184, 




6712. .6840, 


6892. .6943, 


7104 


..8208, 8218. .8416, 


8447. .8709, 



8768. .9362 



9065 



Seq. No. 8642 ' Seq. ID OJ991210_14 . 0110 . C26 

Gene No. 18379 Strand + 

Start 3162 End 12790 

Name OJ991210__14 . 0110 . C26 . ol . np Method AAT/NAP 

Start 7453 End 12790 

GI 6498441 Score 4964 

Exons 7453.. 8517, 8849.. 9299, 9363.. 9736, 9920.. 10054, 10229.. lOSI 

11058. .12415, 12509.. 12790 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 8642 Seq, ID OJ991210_14, 

Gene No. 18379 Strand + 

Start 3162 End 12790 

Name OJ991210_14 . 0110 .C26 . o3 . gs Method GENSCAN 

Start 9426 End 11753 

GI none Score .73 

Exons 9426.. 10283, 10353.. 11753 



0110. C26 



Seq. No. 


8642 




Seq. ID 


OJ991210_14.0110 


.026 


Gene No. 


18380 




Strand 


- 




Start 


•13483 




End 


16658 




n=i Name 


OJ991210 14.0110.C26.o2. 


np 


Method 


AAT/NAP 




''t Start 


13483 




End 


16658 




li GI 


5803259 




Score 


1507 




Exons 


13483. .15320, 15398. .16658 








H! GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




.| Seq. No. 


8642 




Seq. ID 


OJ991210_14.0110 


.026 


Gene No. 


18381 




Strand 






;:: Start 


22218 




End 


24241 




U Name 


OJ991210 14.0110.C26.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7606 




End 


7891 




;:| GI 


none 




Score 


190 




,,i Exons 


7606. .7890, 7643. .7891 










Seq. No. 


8642 




Seq. ID 


OJ991210__14.0110 


.026 


si Gene No. 


18381 




Strand 






Start 


22218 




End 


24241 




Name 


OJ991210 14.0110.C26.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


7616 




End 


7990 




GI 


none 




Score 


229 




Exons 


7616.. 7990, 7729,. 7914 










Seq. No. 


8642 




Seq. ID 


OJ991210_14,0110 


.C26 


Gene No. 


18381 




Strand 






Start 


22218 




End 


24241 




Name 


OJ991210 14,0110,C26,o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8771 




End 


9365 




GI 


none 




Score 


366 




Exons 


8771. .8905, 8772. .9263, 


8772, 


.9191, 8927.. '9244, 9240.. 9365 



Seq. No. 8642 Seq. ID OJ991210_14 . 0110 . 026 

Gene No. 18381 Strand 

Start 22218 End 24241 

Name OJ991210 14 , 0110 .026 .ol . tw Method TBLASTX: Wheat 



9066 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9370 End 9833 

none Score 104 

9370. .9552, 9371. .9832, 9372. .9833, 9375. .9833 



8642 

18381 

22218 

OJ991210_14.0110.C26.ol.tm 

9501 

none 



Seq. ID OJ991210_14 .0110.C26 
Strand 

End 24241 

Method TBLASTX : Mai ze 

End 9857 

Score 369 



9501. .9857, 9537. .9713, 9542. .9847, 9741. .9857 



8642 

18381 

22218 

OJ991210_14.0110.C26.o2.tm 

9884 

none 



Seq. ID OJ991210_14.0110.C26 
Strand 

End 24241 

Method TBLASTX: Maize 

End 10268 

Score 338 



9884. .10141, 9885. .10268, 9885. .10154 



8642 .^^ 

18381 

22218 

OJ991210_14 .0110.C26.o2.tw 

9942 

none 

9942. .10361, 9947. .10345 

8642 

18381 

22218 

OJ991210_14.0110.C26.ol.ts 

10020 

none 

10020. .10391 



Seq. ID OJ991210_14 .0110.C26 
Strand 

End 24241 

Method TBLASTX : Wheat 

End 10361 

Score 456 



Seq. ID OJ991210_14 .0110.C26 
Strand 

End 24241 

Method TBLASTX : Soybean 

End 10391 

Score 255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



8642 

18381 

22218 

OJ991210_14.0110.C26.o5.tw 

10743 

none 



Seq. ID OJ991210_14 .0110.C26 
Strand 

End 24241 

Method TBLASTX : Wheat 

End 11192 

Score 213 



10743. .10967, 10811 .. 10987, 11040 .. 11192, 11051. .11191 



8642 

18381 

22218 

OJ991210_14.0110.C26.o8 .tw 

11195 

none 

11195. .11386, 11247. .11555 

8642 

18381 

22218 

OJ991210_14 .0110.C26.o3.tm 
11661 



Seq. ID OJ991210_14.0110.C26 
Strand 

End 24241 

Method TBLASTX : Wheat 

End 11555 

Score 185 



Seq. ID OJ991210_14 .0110.C26 
Strand 

End 24241 

. Method TBLASTX : Mai ze 

End 11995 



9067 





GI 


none 


Score 


329 






Exons 


11661. .11984, 11663. .11995, 


11780. .11971 






Seq. No. 


8642 


Seq. ID 


OJ991210_14.0110. 


C26 




Gene No . 


18381 


Strand 








Start 


22218 


End 


24241 






Name 


OJ991210 14.0110.C26.o4.tw 


Method 


TBLASTX: Wheat 






Start 


11799 


End 


12192 






GI 


none 


Score 


261 






Exons 


11799. .12023, 11810. . 12031, 


12020. .12178, 12025.. 12192 






Seq. No. 


8642 


Seq. ID 


OJ991210_14.0110. 


C26 




Gene No. 


18381 


Strand 








Start 


22218 


End 


24241 






Name 


OJ991210 14.0110.C26.o6.tw 


Method 


TBLASTX: Wheat 






Start 


12194 


End 


12781 






GI 


none 


Score 


240 






Exons 


12194. .12469, 12205 12282, 


12318. .12641, 12322. .12462, 








12655. .12777, 12656. . 12781 










Seq. No. 


8642 


Seq. ID 


OJ991210_14.0110. 


C2 6 




Gene No . 


18381 


Strand 








Start 


22218 


End 


24241 






Name 


OJ991210 14.0110.C26.o4.tm 


Method 


TBLASTX: Maize 






Start 


12650 


End 


12805 






GI 


none 


Score 


194 




i:ri 


Exons 


12650. .12805, 12655.. 12795 








rl 


Seq. No. 


8642 


Seq. ID 


OJ991210_14.0110. 


C2 6 


Gene No. 


18381 


Strand 






1 I f 


Start 


22218 


End 


24241 




Q 


Name 


OJ991210 14.0110.C26.o6.gs 


Method 


GENSCAN 




rli 


Start 


22218 


End 


24241 






GI 


none 


Score 


.74 






Exons 


22218. .22351, 22356 .. 22643, 


22911. .22946, 234 32 .. 23647 , 




1. s 

• 1 




24223. .24241 










Seq. No. 


8643 


Seq. ID 


■OJ991210 14.0110. 


C27 




Gene No. 


18382 


Strand 


+ 




Q 


Start 


341 


End 


4346 




.est 


Name 


OJ991210 14.0110.C27.ol.np 


Method 


AAT/NAP 




i, J 


Start 


341 


End 


2876 






GI 


6013267 


Score 


824 






Exons 


341. .412, 700. .794, 962. .1064, 1383. .1471, 1839. .1995, 








2102. .2176, 2289. .2347, 2492 


..2628, 2798. .2876 






GI Descrip. 


(AF184093) spermine synthase 


[Arabidopsis thaliana] 








gi|6013269|gb|AAF01312.1|AF184094 1 (AF184094) spermine 


synt 






[Arabidopsis thaliana] 










Seq. No. 


8643 


Seq. ID 


OJ991210_14.0110. 


C27 




Gene No. 


18382 


Strand 


+ 






Start 


341 


End 


4346 






Name 


OJ991210 14.0110.C27.ol.gs 


Method 


GENSCAN 






Start 


612 


End 


4346 






GI 


none 


Score 


.74 






Exons 


612. .620, 948. .1064, 1383. .1471, 1839. 


.1995, 2083. .2176, 





2289. .2347, 2492. .2628, 4124. .4176, 4201. .4271, 4290. .4346 



9068 



Seq. No. 8643 Seq. ID 

Gene No. 18382 Strand 

Start 341 End 

Name OJ991210_14 . 0110 .C27 . ol . gp Method 

Start 1153 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 1153.. 1254 

GI Descrip. '2498586/sp | Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



OJ991210_14.0110.C27 
+ 

4346 
AAT/GAP 
1254 
133 



Seq. No. 8643 Seq. ID 

Gene No. 18383 . Strand 

Start 4374 ' End 

Name OJ991210_14 . 0110 . C27 . o2 . gp Method 

Start 4374 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 4374.. 4496, 4822.. 4847 

GI Descrip. ' 2498586/sp | Q40638 | MP01__0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ991210_14.0110.C27 
+ 

4847 

AAT/GAP ' 

4847 

106 



Seq. No. 8643 

Gene No. 18384 

Start 4558 

Name OJ991210_14 . 0110 . C27 . o2 . ts 

Start 1005 

GI none 

Exons 1005.. 1064, 
2110. .2205 



Seq. ID 

Strand 

End 

Method - 

End 

Score 



OJ991210_14.0110.C27 
4864 

TBLASTX : Soybean 

2205 

81 



1374. .1460, 1837. .1995, 1872. .1991, 2109. .2177, 



Seq. No. 


8643 








Seq. ID 


OJ991210_14.0110 


.C27 


Gene No. 


18384 








Strand 






Start 


4558 








End 


4864 




Name 


OJ991210 14 


.0110. 


C27.02. 


gs 


Method 


GENSCAN 




Start 


4558 








End ' 


4812 




GI 


none 








Score 


.93 




Exons 


4558. .4812 














Seq. No. 


8643 








Seq. ID 


OJ991210_14 .0110 


.C27 


Gene No. 


18384 








Strand 






Start . 


4558 








End 


4864 




Name 


OJ991210 14 


.0110. 


C27.01. 


tm 


Method 


TBLASTX: Maize 




Start 


4558 








End 


4846 




GI 


none 








Score 


181 




Exons 


4558. .4845, 


4571. 


.4846 










Seq. No. 


8643 








Seq. ID 


OJ991210_14.0110 


.C27 


Gene No. 


18384 








Strand 






Start 


4558 








End 


4864 




Name 


OJ991210 14 


.0110. 


C27.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


4558 








End 


4852 




GI 


5677397 








Score 


93 




Exons 


4558. .4-698, 


4558. 


.4704, 


4723. 


.4851, 4724. .4852 




GI Descrip. 


129805/sp_P22195_ 


PER1_ARAHY 2 


.Oe-39 CATIONIC PEROXIDASE 


1 



PRECURSOR >gi_99872_pir_A38265 peroxidase (EC 1.11.1.7) 



9069 




precursor, cationic (clone PNCl) - peanut 



Seq. No. 


8643 








Seq. ID 


OJ991210_14.0110.C27 


Gene No. 


18384 








Strand 


- 


Start 


4558 








End 


4864 


Name 


OJ991210 14 


.0110. 


C27 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


4561 








End 


4848 


GI 


none 








Score 


63 


Exons 


4561. .4707, 


4720. 


.4848, 4721, 


. .4822 




Seq. No. 


8643 








Seq. ID 


OJ991210_14.0110.C27 


irh.y\ci. \T r\ 
oGne INO . 


J. o oo *f 








Strand 




Start 


4558 








End 


4864 


Name 


OJ991210 14 


.0110. 


C27 


. o2 . np 


Method 


AAT/NAP 


Start 


4561 








End 


4864 


GI 


5453379 








Score 


264 


Exons 


4561. .4864 












GI Descrip. 


(AF155124) 


bacterial 


"inducea 


peroxidase precursor [Gossypium 




hirsutum] 












Seq. No. 


8644 








Seq. ID 


OJ991210_14.0110.C28 


(jene ino. 


10 OO 0 








Strand 




Start 


1 








End 


354 


Name 


OJ991210 14 


.0110. 


C28 


. ol . np 


Method 


AAT/NAP 


Start 


1 








End 


333 


GI 


5453379 








Score 


257 


Exons 


1. .333 












GI Descrip. 


(AF155124) 


bacterial 


— inaucea 


peroxidase precursor [Gossypium 




hirsutum] 












Seq. No. 


8644 








Seq. ID 


OJ991210_14.0110.C28 


Gene No. 


18385 








Strand 




Start 


1 








End 


354 


Name 


OJ991210 14 


.0110. 


C28 


. ol . gs 


Method 


GENSCAN 


Start 


13 








End 


354 


GI 


none 








Score 


.64 


Exons 


13. .354 












Seq. No. 


8644 








Seq. ID 


OJ991210_14.0110.C28 


Gene No. 


18386 








Strand 




Start 


1963 








End 


2568 


Name 


OJ991210 14 


.0110. 


C28 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


254 


GI 


none 








Score 


104 


Exons 


1..153, 74. 


.232, 


198 


. .254 






Seq. No. 


8644 








Seq. ID 


OJ991210_14.0110.C28 


Gene No. 


18386 








Strand 




Start 


1963 








End 


2568 


Name 


OJ991210 14 


.0110. 


C28 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4 








End 


246 


GI 


none 








Score 


75 


Exons 


4. .90, 79.. 


246, 8 


0. .; 


157 






Seq. No. 


8644 








Seq. ID 


OJ991210_14 .0110.C28 


Gene No. 


18386 








Strand 




Start 


1963 








End 


2568 



9070 



Name 

Start 

GI 

Exons 



OJ991210_14 . 0110 . C28 . o2 , gs Method GENSCAN 

1963 End 2568 

none Score .71 
1963. .2568 



Seq. No. 8645 

Gene No. 18387 

Start 3765 

Name OJ991220_10 . 0118 .01 .o2 . gs 

Start 3765 

GI none 

Exons 3765,. 3771, 4410.. 4699 

Seq. No. 8645 

Gene No. 18388 

Start 9496 

Name OJ991220__10 . 0118 .CI .o4 .gs 

Start 9496 

GI none 

Exons 9496.. 9885 



Seq. ID OJ991220_10.0118.C1 

Strand + 

End 4699 

Method GENSCAN 

End 4699 

Score .98 



Seq. ID OJ991220_10.0118.C1 

Strand + 

End 9885 

Method GENSCAN 

End 9885 

Score .76 



Seq. No. 8645 
Gene No. 18389 
Start 1 

Name OJ991220_10 . 0118 .CI . ol . np 

Start ' 1 '■ 

GI 2130141 
Exons 1..1613, 1722.. 2315 

-GI Descrip. mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi|595816 (U14597) mudrA gene product [Zea mays] 



Seq. ID OJ991220_10.0118.C1 
Strand 

End 2893 

Method AAT/NAP 

End 2315 

Score 1296 



Seq. No. 


8645 




Seq. ID 


OJ991220_10.0118 


.CI 


Gene No. 


18389 




Strand 






Start 


1 




End 


2893 




Name 


OJ991220 10. 0118. CI. ol. 


gs 


Method 


GENSCAN 




Start 


319 




End 


2893 




GI 


none 




Score 


.76 




Exons 


319. .1613, 1725. .2775, 


2811. . 


2893 






Seq. No. 


8645 




Seq. ID 


OJ991220_10.0118 


.CI 


Gene No. 


18390 




Strand 






Start 


6341 




End 


8290 




Name 


OJ991220 10. 0118. CI. o3. 


gs 


Method 


GENSCAN 




Start 


6341 




End 


8290 




GI 


none 




Score 


.51 




Exons 


6341. .6417, 7117. .7142, 


7430. 


.7566, 8159. .8290 




Seq. No. 


8645 




Seq. ID 


OJ991220_10.0118 


.CI 


Gene No. 


18391 




Strand 






Start 


11119 




End 


11870 




Name 


OJ991220 10. 0118. CI. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


387 




End 


1166 




GI 


none 




Score 


49 




Exons 


387. .437, 400. .438, 492 


. .746, 


492. .818, 


783.,. 893, 846.. 


896, 




909. .1166, 910. .1161 










Seq. No. 


8645 




Seq. ID 


OJ991220_10.0118 


.CI 



9071 






18391 


St rand 






Start 


11119 


End 


11870 




Name 


OJ991220 10.0118.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


1218 


End 


1629 




GI 


none 


Score 


267 




Exons 


1218.. 1613, 1218,. 1613, 1225 


1. .1629 






Seq. No. 


8645 


Seq. ID 


OJ991220_10.0118 


.CI 


f^cirip No 


18391 


Strand 






Start 


11119 


End 


11870 




Name 


OJ991220 10.0118.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


1753 


End 


1983 




GI 


none 


Score 


-108 




Exons 


1753. .1983, 1755. .1982 








Seq. No. 


8645 


Seq. ID 


OJ99122Q_10.0118 


-CI 


(Zf^Ttf^ No 


18391 


Strand 






Start 


11119 . 


End 


11870 




Name 


OJ991220 10.0118.Cl.o5.gs 


Method 


GENSCAN 




Start 


11119 


End 


11870 




GI 


none 


Score 


.78 




Exons 


11119. .11400, 11630. .11663, 


11782. .11870 




Seq. No. 


8646 


Seq. ID 


OJ991220_10.0118 


.C2 




18392 


Strand 


+ 




Start 


77 


End 


1730 




Name 


OJ991220 10.0118.C2.ol.gs 


Method 


GENSCAN 




Start 


77 


End 


1318 




GI 


none 


Score 


.44 




Exons 


77. .280, 908. .1081, 1140. .1318 






Seq. No. 


8646 


Seq. ID 


OJ991220 10.0118 


.C2 


Gene No. 


18392 


Strand 






Start 


77 


End 


1730 




Name 


OJ991220 10.0118.C2.ol.np 


Method 


' AAT/NAP 




Start 


229 


End 


1730 




GI 


5295951 


Score 


153 




Exons 


229. .438, 1696. .1730 








GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene. 




partial cds. (U23857) [Oryza 


sativa] 






Seq. No. 


8646 


Seq. ID 


OJ991220_10.0118 


.C2 


Gene No. 


18392 


Strand 


+ 




Start 


77 


End 


1730 




Name 


OJ991220 10.0118.C2.o2.np 


Method 


AAT/NAP 




Start 


1113 


End 


1240 




GI 


135535 


Score 


94 




Exons 


1113. .1240 









GI Descrip. T-COMPLEX PROTEIN 1, ALPHA SUBUNIT (TCP-l-ALPHA) (CCT-ALPHA) 

gi I 322602 Ipir I IJN0448 t-complex polypeptide Tcp-1 - Arabidopsis 
thaliana gi | 217871 1 dbj | BAA01955 | (D11351) t-complex polypeptide 
l.homologue [Arabidopsis thaliana] gi I 2326265 | dbj | BAA21772 | 
(D11352) CCT aipha/TCP-1 [Arabidopsis thaliana] 

Seq. No. 8647 Seq. ID OJ991220_10 . 0118 . C4 

Gene No. 18393 Strand + 

Start 631 End 3858 

9072 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991220_10 . 0118 . C4 . ol . np Method 
631 End 
5852093 Score 
631.. 676, 2011.. 2129, 3825,. 3858 
(AL117264) zwhl6.1 [Oryza sativa] 



8647 Seq. ID 

18394 Strand 

1550 End 4154 

OJ991220_10 , 0118 . C4 . o2 , np Method AAT/NAP 

1550 End" 4154 

6539570 Score 207 

1550. .1568, 3740. .3810, 3961. .4154 

(AP000836) hypothetical protein [Oryza sativa] 



AAT/NAP 

3858 

44 



OJ991220 10. 0118. C4 



8647 

18395 

4291 

OJ991220_10.0118.C4.o3.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991220 10. 0118. C4 



4396 
AAT/NAP 
4396 
87 



4291 
6630699 
4291. .4396 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il {AP001073) hypothetical protein 

[Oryza sativa] 



OJ991220_10.0118.C5 
+ 

22186 
AAT/GAP 
22186 
642 



8648 Seq. ID 

18396 Strand 
21859 End 
OJ991220_10 . 0118 . 05 . o2 . gp Method 
21859 End 
uC-osflcyp084el0al Score 
21859. .22186 

'2618723 5.0e-15 (U49073) IAA17 [Arabidopsis thaliana] 
>gi_2921756 (AF040631) IAA17/AXR3 protein [Arabidopsis thaliana] 
>gi_4389514_gb_AAB704 51_ (AC000104) Identical to Arabidopsis 
gb_AF040632 and gb_U4 9073 IAA17/AXR3 gene. ESTs gb_H36782 and 
gb_F14074 come from this gene. [Arabidopsis thaliana]' 



Seq. No. 


8648 


Seq. ID 


OJ991220_10.0118 


Gene No. 


18397 


Strand 




Start 


6409 


End 


16017 


Name 


OJ991220 10 


.0118,05 .ol.np Method 


AAT/NAP 


Start 


6409 


End 


12143 


GI 


2462828 


Score 


975 


Exons 


6409. .6438, 


8740,-10322, 10353 ,. 10614 , 


12123. .12143 


GI Descrip. 


(AF000657) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


8648 


Seq. ID 


OJ991220_10.0118 


Gene No. 


18397 


Strand 




Start 


6409 


End 


16017 


Name 


OJ991220 10 


,0118,C5.o2.gs-. Method 


' GENSOAN 


Start 


8691 


■ " End 


10841 


GI 


none 


Score 


.98 


Exons 


8691. .10841 






Seq. No. 


8648 


Seq. ID 


OJ991220_10.0118 



9073 



Gene No. 


18397 






Strand 






Start 


6409 






End 


16017 




Name 


OJ991220 10. 


0118.C5.ol.gp 


Method 


AAT/GAP 




Start 


11588 






End 


13910. 




GI 


none 






Score 


1468 




Exons 


11588. 


.11987 


\ 12081. .12149, 


12235. .12340, 13101 


. .13156, 




13358. 


.13417 


13546. .13624, 


13872. .13910 




Seq. No. 


8648 






Seq. ID 


OJ991220 


_:10.0118.C5 


Gene No. 


18397 






Strand 






Start 


6409 






End 


16017 




Name 


OJ991220 10. 


0118.C5.o3.gs 


Method 


GENSCAN 




Start 


11925 




< 


End 


16017 




GI 


none 






Score 


.61 




Exons 


11925. 


.11987 


12123. .12149, 


12235. .12340, 13101 


. .13156, 




13358. 


.13417, 13498. .13624, 


13872. .13966, 14087 


. . 14200, 




14644. 


.14695, 15872.. 16017 








Seq. No. 


8648 






Seq. ID 


OJ991220 


_10.0118.C5 


Gene No. 


18398 






Strand 






Start 


17820 






End 


27569 




Name 


OJ991220 10. 


0118 .C5.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3690 






End 


9899 




GI 


none 






Score 


51 




Exons 


3690. . 


3722, 


3690. .3722, 3763 


..3840, 3768. .3842, 


3835. .3912, 




3837. . 


3905, 


8684.. 8731, 8691 


.,8732, 8697. .8747, 


8748. .8999, 




8748. . 


9029, 


8749.. 9006, 8859 


..9104, 8901. .9074, 


8970. 9215, 




8999. . 


9175, 


9000. . 9179, 9006 


..9185, 9007. .9180, 


9066. .9305, 




9111. . 


9275, 


9162 . . 9215, 9180 


..9449, 9180. .9215, 


9181. .9216, 




9216. . 


9371, 


9390 9425, 9414 


.,9644, 9426. .9593, 


9487. .9738, 




9489. . 


9734, 


9495 9521. 9531 


..9698, 9591. .9845, 


9595. .9759, 




9636. . 


9791, 


9741 9899 








Seq. No. 


8648 






Seq. ID 


OJ991220 


_10.0118.C5 


Gene. No. 


. 18398 






Strand 






Start 


17820 






End 


27569 




Name 


OJ991220 10. 


0118.C5.o6.tm 


Method 


TBLASTX:: 


Maize 


Start 


4487 






End 


5275 




GI 


none 






Score 


107 




Exons 


4487. . 


4537, 


4529.. 4582, 4530 


..4610, 4653. .4709, 


4845. .5000, 




4992. . 


5057, 


5144.. 5194, 5186 


. .5275 






Seq. No. 


8648 






Seq. ID 


OJ991220 


_10.0118.C5 


Gene No . 


18398 






Strand 






Start 


17820 






End 


27569 




Name 


OJ991220 10. 


0118.C5.o5. ts 


Method 


TBLASTX:, 


Soybean 


Start 


4524 






End 


5287 




GI 


none 






Score 


84 




Exons 


4524. . 


4610, 


4848.. 5000, 5034 


..5057, 5144. .5287 




Seq. No. 


864.8 






Seq. ID 


OJ991220 


_10.0118.C5 


Gene No. 


18398 






Strand 






Start 


17820 






End 


27569 




Name 


OJ991220 10. 


0118.C5.o2.tc 


Method 


TBLASTX:* 


Cress 


Start 


8739 






End 


10292 




GI 


none 






Score 


69 




Exons 


8739. . 


8969, 


8751.. 9026, 8751 


.,8948, 8754 . .8924., 


8754. .8837, 



9074 



8820.. 9029, 8859.. 9233, 8862.. 9206, 8955. 

9060.. 9254, 9061.. 9333, 9066.. 9437, 9075. 

9177. .9566, 9240. .9449, 9267. .9629, 9277. 

9390, .9734, 9427.-9735, 9468. .9698, 9489. 

9567.. 9800, 9591.. 9932, 9595.. 9933, 9672. 

9700.. 9966, 9780.. 9932, 9792.. 9932, 9960. 
10062. .10292, 10062. .10163, 10083 10292, 



.9146, 8967. .9332, 
.9266, 9135., 9335, 
.9630, 9390.. 9578, 
.9845, 9562.. 9639, 
.9908, 9696.. 9968, 
.10046, 9960.. 10052, 
10092. .10205 



Seq. No. 


8648 






Seq. ID 


OJ991220 


_10.0118 


.C5 


Gene No. 


18398 






Strand 








Start 


17820 






End 


27569 






Name 


OJ991220 10. 0118. C5. 


ol . ts 


Method . 


TBLASTX: 


Soybean 




Q4- a 


8751 






End 


10190 






GI 


none 






Score 


91 






Exons 


8751. . 


9077, 8752.. 8895, 878 


4. .9170, 8877. .9026, 


8877. .9281, 




8982. . 


9371, 9051. .9182, 9087. .9497, 9103. .9495, 


9181. ,9597, 




9192. . 


9596, 9297. .9701, 9379. .9786, 9381. .9812, 


9507. .9896, 




9604. . 


9840, 9612.. 9932, 10071.. 10190 








Seq. No. 


8648 






Seq. ID 


OJ991220 


_10.0118 


.C5 


Gene No, 


18398 






Strand 








Start ^ 


17820 






End 


27569 






Name 


OJ991220 10. 0118. C5. 


00 . tm 


Method 


TBLASTX: 


Maize 




Start 


10104 






End 


10343 






GI 


none 






Score 


162 






Exons 


10104. 


.10292,^ 10107. 




10117. . 10326 






Seq. No. 


8648 






Seq. ID 


OJ991220 


_10.0118 


.C5 


Gene No. 


18398 






Strand 








Start 


17820 






End 


27569 






Name 


OJ991220 10. 0118. C5. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


11778 






End 


14701 






GI 


none 






Score 


78 






Exons 


11778. 


.11825, 11919. 


.11984, 


11922. .11990, 12051 


. .12152, 






12076. 


.12150, 12079. 


.12156, 


12080. .12160, 12234 


. .12320, 






12235. 


.12345, 12235. 


.12342, 


13103. .13159, 13326 


. ,13415, 






13355. 


.13417, 13356. 


.13418, 


13531. .13623, 13542 


, ,13622, 






13544. 


.13624, 13868. 


.13966, 


13872. .13985, 13872 


, .13967, 






13880. 


.13987, 14082. 


.14201, 


14084. .14200, 14086 


. .14202, 






14089. 


.14202, 14637. 


.14693, 


14644. .14697, 14645 


. .14701 




Seq. No. 


8648 






Seq. ID 


OJ991220 


_10.0118 


.C5 


Gene No. 


18398 






Strand 








Start 


17820 






End 


27569 






Name 


OJ991220 10. 0118. C5. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


11925 






End 


14203 






GI 


none 






Score 


69 






Exons 


11925. 


.11987, 12051. 


.12152, 


12052. .12150, 12235 


. .12342, 






12236. 


.12343, 13355. 


.13483, 


13359. .13418, 13594 


. .13623, 






13874. 


.13966, 13880. 


.13987, 


13887. .13967, 14084 


. .14203, 






14088. 


.14195 












Seq. No. 


8648 






Seq. ID 


OJ991220 


_10.0118 


.C5 


Gene No. 


18398 






Strand 








Start 


17820 






End 


27569 






Name 


OJ991220 10. 0118. C5. 


o4 . ts 


Method 


TBLASTX:; 


Soybean 




Start 


11925 






End 


13987 







9075 



GI 


none 








Exons 


11925. . 


,11990, 


11925. 


.11987, 




12079. . 


.12156, 


12235. 


.12342, 




13356. . 


,13436, 


13534. 


.13596, 


Seq. No. 


8648 








Gene No. 


. 18398 








Start 


17820 








Nsitie 


OJ991220 10. 0118. C5. 


OZ . uW 


Start 


13877 








GI 


none 








Exons 


13877. . 


13930, 


13878. 


.13931, 




14081. . 


14113, 


14084. 


.14110, 




14103. . 


14201, 


14645. 


.14698, 


Seq. No. 


8648 








Gene No. 


18398 








Start 


17820 








Name 


OJ991220 10. 0118. C5. 


o4 . gs 


o tari. 


17820 








GI 


none 








Exons 


17820. . 


18179, 


18451. 


.18761, 




20513. . 


20605, 


21172. 


.21257, 




24260. . 


24531, 


24691. 


.24733, 




26440. . 


26577, 


26655. 


.26767, 


Seq. No. 


8648 








Gene No . 


18398 








Start 


17820 








Name 


OJ991220 10. 0118. 05. 


o3 . ts 


Start 


20476 








GI 


none 








Exons 


20476. . 


20616, 


20614. 


.20748, 


Seq. No. 


8648 








Gene No. 


18398 








Start 


17820 








Name 


OJ991220 10. 0118. C5. 


oz . um 


Start 


20494 








GI 


none 








Exons 


20494. . 


20631, 


20494. 


.20604, 




20626. . 


20895, 


20639. 


.20908, 




2104 0.. 


21192, 


21042. 


.21236, 


Seq. No. 


8648 








Gene No. 


18398 








Start 


17820 








Name 


OJ991220 10. 0118. C5. 


o2 .np 


Start 


21535 








GI 


2865394 








Exons 


21535. . 


21568, 


22776. 


.22918, 




24691. . 


24733, 


24822. 


.24899, 



Score 58 



GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991220 10. 0118. C5 



27569 

TBLASTX: Wheat 
14698 
83 

13923. .13967, 13927 .. 13968 , 
14102. .14200, 14102. .14200, 
14647. .14697 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991220 10. 0118. C5 



27569 
GENSCAN 
27569 
.68 

19415, 19910, 
22918, 23355. 
24899, 25026. 
27569 



.19968, 
.23540, 
.25100, 



Seq. ID OJ991220_10.0118.C5 
Strand 
End 

Method 
End 
Score 



27569 

TBLASTX : Soybean 

20844 

125 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991220_10.0118.C5 
27569 

TBLASTX: Maize 

21248 

196 



OJ991220 10. 0118. C5 



27569 
AAT/NAP 
26755 
761 



026.. 25192, 26459.. 26755 
(AF036949) basic leucine zipper protein [Zea mays] 



8648 

18398 

17820 



Seq. ID OJ991220_10.0118 .C5 
Strand 

End 27569 



9076 




Name 


OJ991220 10. 0118. C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


22008 




End 


25112 




GI 


none 




Score 


47 




Exons 


22008. .22052, 22101 


. .22208, 


22112. .22210, 22118. .22207, 






22211 22237 22211 


22237 , 


22775. .22921, 22775 .. 22921, 






23343. .23420, 23355 


. .23420, 


23356. .23469, 23451 .. 234 98 , 






23452. .23505, 23453 


. .23542, 


23468. .23539, 23537 .. 23575, 






23547. .23576, 24256 


. .24360, 


24260. .24406, 24260 .. 24535, 






24261. .24533, 24669 


. .24734, 


24680. .24736, 24821 .. 24 907 , 






l^^^ll. .l^mi, 25026 


. .25112, 


25026. .25100 




Seq. No. 


8648 




Seq. ID 


OJ991220_10.0118. 


C5 


Gene No. 


18398 




Strand 






Start 


17820 




End 


27569 




Name 


OJ991220 10 0118 C5 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


22772 




End 


25082 




GI 


none 




Score 


84 




Exons 


22772. .22921, 22830 


. .22931, 


23354 . .23419, 23355 23438 , 






23451. .23498, 23468 


. .23536, 


24257. .24532, 24816 24 902 , 






25026. .25082 










Seq. No. 


8648 




Seq. ID 


OJ991220_10.0118. 


C5 


Gene No. 


18398 




Strand 






Start 


17820 




End 


27569 




Name 


OJ991220 10. 0118. C5 


. o6 . ts 


Method 


TBLASTX: Soybean 




Start 


22775 




End 


25091 




GI 


none 




Score 


94 




Exons 


22775. .22921, 22793 


. .22921, 


22827. .22937, 24822 .. 24 902, 






25026. .25091 










Seq. No. 


8648 




Seq. ID 


OJ991220_10.0118. 


C5 


rip-np Mrs 


18398 




Strand 






Start 


17820 




End 


27569 




Name 


OJ991220 10. 0118. C5 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


24261 




End 


24532 




GI 


none 




Score 


107 




Exons 


24261. .24350, 24263 


. .24397, 


24263. .24532 




Seq. No. 


8648 




Seq. ID 


OJ991220_10.0118. 


C5 


f^pnp No 


18398 




Strand 






Start 


17820 




End 


27569 




Name 


OJ991220 10. 0118. C5, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


24281 




End 


25073 




GI 


none 




Score 


65 




Exons 


24281. .24532, 24822, 


. .24899, 


25029. .25073 




Seq. No. 


8648 




Seq. ID 


OJ991220_10.0118. 


C5 


Gene No. 


18398 




Strand 






Start 


17820 




End 


27569 




Name 


OJ991220 10. 0118. C5, 


, o3 . gp 


Method 


AAT/GAP 




Start 


24504 




End 


26731 




GI 


35294 1.R1084 




Score 


832 




Exons 


24504. .24531, 24691, 


. .24733, 


24822. .24899, 25026 25085, 






25272. .25331, 26440, 


. .26577, 


26655. .26731 




GI Descrip. 


'2865394 l.Oe-17 (AF036949) 


basic leucine zipper protein 


. [Zea 



mays] * 



9077 




Seq. No. 


8649 


Seq. ID 


OJ991220_10.0118 


.C6 




18399 


Strand 


+ 




Start 


1280 


End 


1636 




Name 


OJ991220 10. 0118. C6. 


ol.gs Method 


GENSCAN 




Start 


1280 


End 


1636 




GI 


none 


Score 


.98 




Exons 


1280. .1438, 1440. .1636 






Seq. No. 


8650 


Seq. ID 


OJ991220_10.0118 


.08 


Gene No. 


18400 


Strand 


+ 




Art 


1 


End 


1314 




Name 


OJ991220 10. 0118. C8. 


ol .np Method 


AAT/NAP 




Start 


1 


End 


1314 




GI 


4678^47 


Score 


466 




Exons 


1 ?9 Af)9 fi7n Qft7 


\ .1314 






GI Descrip. 




protein [Arabidopsis thaliana] 




Seq. No. 




Seq. ID 


OJ991220_10.0118 


.C8 




18400 


Strand 


+ 




Start 


1 


End 


1314 




Name 




ol.gs Method 


GENSCAN 




Start 


*3 ^ Z, 


End 


1286 




GI 




Score 


.77 




Exons 


499 f^lO Qft7 1 9ft 








Seq. No. 


O O O U 


Seq. ID 


OJ991220_10.0118 


.C8 




18401 


Strand 






Start 


1819 


End 


3078 




Name 




ol.ts Method 


TBLASTX: Soybean 




Start 


40^ ~ 

*i U J 


End 


1271 




GI 




Score 


70 




Exons 


40^ Sft9 40^ fiOO 


404. .583, 984. .1271, 1001. ,1264 




Seq. No. 


ft fiSO 
O D J U 


Seq. ID 


OJ991220_10.0118 


.C8 




18401 


Strand 






Start 


1819 


End 


• 3078 




Name 


OlT0Q1990 10 0118 CR 


ol.tc Method 


TBLASTX: Cress 




Start 


47 ~ 


End 


1318 




GI 




Score 


76 




Exons 




995. .1318, 996..: 


1277 




Seq. No. 


ft fiRO 
O O J u 


Seq. ID 


OJ991220_10.0118 


.C8 


osne iNo . 


1 ft 4 01 

X O fi U X 


Strand 






Start 


1819 


End 


3078 




Name 


OJ991220 10. 0118. C8. 


ol.tm Method 


TBLASTX: Maize 




Start 


524 


End 


1282 




GI 


none 


Score 


77 




Exons 


524. .640, 963. .1274, 


975. .1277, 989..: 


L282 




Seq. No. 


8650 


Seq. ID 


OJ991220_10.0118 


.C8 


Gene No. 


18401 


Strand 






Start 


1819 


End 


3078 




Name 


OJ991220 10. 0118. C8. 


o2.gs Method 


GENSCAN 




Start 


1819 


End 


3078 




GI 


none 


Score 


1 




Exons 


1819. .3078 









9078 




Seq. No. 


8650 








Seq. ID 


OJ991220_10.0118.C8 




J. o 4 U X 








Q1- r-a nr? 




Start 


1819 








End 


3078 


Name 


OJ991220 10. 


0118. 


C8.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


2839 








End 


3066 


GI 


none 








Score 


179 


Exons 


2839. .3066 












Seq. No. 


8651 








Seq. ID 


OJ991220 10. 0118. CIO 


Gene No. 


18402 








Strand 


+ 


Start 


1247 








End 


3710 




OJ991220 10. 


0118. 


ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


1247 








End 


2596 


GI 


5360179 








Score 


1750 


Exons 


1247. .1554, 


1660. 


.1721, 


1972. 


.2012, 2101.. 2596 


GI Descrip. 


5360180/gb|AAD42896.1|AF159883 1 1 . Oe- 


94 (AF159883) Cen-like 




protein FDRl [Oryza sativa] 






Seq. No. 


fi R i 








Seq. ID 


OJ991220_10. 0118. CIO 


ucriic LNVJ • 


1 O ft VJ ^ 








Strand 


+ 


Start 


1247 








End 


3710 


Name 


OJ991220_10. 


0118. 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


1 ft 








End 


3710 


GI 


none 








Score 


.47 


Exons 


UD4 . . 1304/ 


jZU / . 


. o / 1 U 








Seq. No. 


o dD 1 








Seq. ID 


OJ991220_10. 0118. CIO 


Gene No. 


1 o 4 U J 








Strand 




Start 


7935 








End 


9250 


Name 


OJ991220_10. 


0118. 


C10.O3 


.tm 


Method 


TBLASTX: Maize 


Start 


lo4 / 








End 


2302 


GI 


none 








Score 


87 


Exons 


1'5/l'7 

XOH 1 . . iobz f 


1 "3 /I T 




1 "5 /I Q 


.1563, 1659.. 1721, 1660. .1722, 




1664 . . 1759, 


1972. 


.2016, 


1973. 


.2017, 2099.. 2209, 2100. .2210, 




2208. .2300, 


2210. 


.2266, 


2213. 


.2302 




Seq. No. 


8651 








Seq. ID 


OJ991220_10. 0118. CIO 


Gene No. 


.18403 








Strand 




Q+- -r-h 
O L.d.X C 


7935 








■ End 


9250 


Name 


OJ991220 10. 


0118. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1359 








End 


2300 


GI 


none 








Score 


230 


Exons 


1359. .1562, 


1363. 


.1563, 


1659. 


.1721, 1660. .1722, 1972. .2016, 




1973. .2017, 


2099. 


.2197, 


2100. 


.2198, 2178.. 2300, 2192. .2266 


Seq. No. 


8651 








Seq. ID 


OJ991220_10. 0118. CIO 




18403 








Strand 




Start 


7935 








End 


9250 


Name 


OJ991220 10. 


0118. 


C10.O4 


.ts 


Method 


TBLASTX : Soybean 


Start 


1366 








End 


1563 


GI 


none 








Score 


121 


Exons 


1366. .1461, 


1368. 


.1454, 


1461. 


.1562, 1462. .1563 ' 


Seq. No. 


8651 








Seq. ID 


OJ991220_10. 0118. CIO 


Gene No. 


18403 








Strand 




Start 


7935 








End 


9250 


Name 


OJ991220 10. 


0118. 


C10.O3 


.ts 


Method 


TBLASTX : Soybean 



9079 




start 


1660 








End 


2311 


GI 


none 








Score 


106 


Exons 


1660. .1722, 


1662 


. .1721, 


1972. 


.2013, 1973. .2017, 2099.. 2266, 




2100. .2300, 


2116 


. .2304, 


2117. 


.2311 




Seq. No. 


8651 








Seq. ID 


OJ991220_10 . 0118 . CIO 




1 ft 40"^ 
i O 4 U O 








Strand 




start 


7935 








End 


9250 


Name 


OJ991220 10 


.0118 


.ClO.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


7926 








End 


8594 


GI 


none 








Score 


43 


Exons 


7926. .8186, 


8002 


. .8172, 


8205. 


.8594, 8248. .8490 


Seq. No. 


8651 








Seq. ID 




Gene No. 


18403 








Strand 




o L. o. J. y— 


7935 








End 




Name 


OJ991220 10 


.0118 


.ClO.ol 


.np 


Method 


AAT /WAP 


Start 


7935 








End 




GI 


4416302 








Score 


1376 


Exons 


7935. .9250 












GI Descrip. 


(AF105716) 


copia 


-type pol polyprotein 


L ijcci iUdyo J 


Seq. No. 


8651 








Seq. ID 


\J\J^^ L^c.\J XU.UXXo.^XU 


taene wo . 


1 p 4 n 

lO ^ U J 








Strand 




Start 


7935 








End 


y z o u 


Name ■ 


OJ991220 10 


.0118 


.C10.O3 


.gs 


Method 


P M Q r* A M 


Start 


7935 








End 


9107 


GI 


none 








Score 


.52 


Exons 


7935. .9107 












Seq. No. 


8651 








Seq. ID 


nTQQi99n in mift pi n 

\JO^y±^^KJ XU.UXXO.V^XU 


oene ino . 


1 R 4 n 

1 0 fi U J 








Strand 




Start 


7935 








End 




Name 


OJ991220 10 


.0118 


.ClO.ol 


.tm 


Method 


1 rsxi/io i A . lYia X z e 


Start 


7956 








End 


8612 


GI 


none 




' i ' 




Score 


145 


Exons 


7956. .8612, 


7971 


. .8324, 


7987. 


.8604 




Seq*. No. 


8651 








Seq. ID 


ATQQioon in m 1 fi pi n 
ujyyx^<iU xu.uxio.uxu 




X O 4 U O 








Strand 




Start 


7935 








End 


9250 


Name 


OJ991220 10 


.0118 


.C10.O2 


.to 


Method 


TBLASTX: Cress 


Start 


8001 








End 


8321 


GI 


none 








Score 


90 


Exons 


8001. .8168, 


8190 


. .8321 








Seq. No. 


8651 








Seq. ID 


OJ991220_10. 0118. CIO 


^asne iNO . 


1 Q / n "5 

1 0 4 U J 








Strand 




Start 


7935 








End 


9250 


Name 


OJ991220 10 


.0118 


.C10.O3. 


.tw 


Method 


TBLASTX: Wheat 


Start 


8001 








End 


8321 


GI 


none 








Score 


67 


Exons 


8001. .8192, 


8001 


. .8177, 


8196. 


.8321 




Seq. No. ■ 


8651 








Seq. ID 


OJ991220_10. 0118. CIO 


Gene No. 


18403 








Strand 




Start 


7935 








End 


9250 



9080 




Name 


OJ991220 10.0118.C10.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8358 


End 


8789 


GI 


none 


Score 


93 


Exons 


8358. .8615, 8640. .8789 






Seq. No. 


8651 


Seq. ID 


OJ991220_10. 0118. CIO 


oene ino . 




o crana 




Start 


7935 


End ' 


9250 


Name 


OJ991220 10.0118.C10.o2.tm 


Method 


TBLASTX: Maize 


. Start 


8727 


End 


9165 




none 


Score 


193 


Exons 


8727.. 9164, 8730.. 9161, 8929 


. .9165 




Seq. No. 


8651 


Seq. ID 


OJ991220_10. 0118. CIO 


Gene No. 


18403 


Strand 










;? ^ J u 


Name 


OJ991220 10.0118.C10.o2.ts 


Method 


TBLASTX : Soybean 


Start 


8965 


End 


9249 


GI 


5509260 


Score 


237 


Exons 


8965. .9249, 8970. .9248 






GI Descrip. 


- 






Seq. No. 


8651 


Seq. ID 


OJ991220_10. 0118. CIO 


J- oene lno . 


1 O 4 U J 


Strand 




start 


7935 


End 


9250 


'i:! Name 


OJ991220 10.0118.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8973 


End 


9249 


ry GI 


none 


Score 


100 


jJJi Exons 


8973.. 9152, 8978.. 9181, 8979 


..9248, 8989. .9159, 9181. .9249 


i : I 

Seq. No. 


8 652 


Seq. ID 


OJ991220_10.0118.C11 


Gene No. 


18404 


Strand 


+ 


i U Start 


5390 


End 


5647 


13 Name 


OJ991220 10.0118.Cll.o4.np 


Method 


AAT/NAP 


n start 


5390 


End 


5647 




862343 


Score 


86 


J Exons 


5390.. 5647 






GI Descrip. 


(L10908) Gcapl gene product 


[Mus musculus] 




gi|1092097|prf 1 I2022314A granule cell 


marker protein [Mus 




musculus] gi|1092098|prf 1 I2022315A granule cell marker prot 




[Mus musculus] 






Seq. No. 


8652 


Seq. ID 


OJ991220_10.0118.C11 


Gene No. 


18405 


Strand 


• + 


Start 


13230 


End 


18870 


Name 


OJ991220 10.0118.Cll.o4.gs 


Method 


GENSCAN 


Start 


13230 


End 


18870 


GI 


none 


Score 


.57 


Exons 


13230. .13588, 14209 .. 14472,, 


14675. .14931, 15042 .. 15180, 




15722. .15748, 16402 .. 16603, 


17658. .1784 9, 18175. .1838 6, 




18792. .18870 






Seq. No. 


8652 


Seq. ID 


OJ991220_10.0118 .Cll 


Gene No. 


18406 


Strand 


+ 


Start 


21101 


End 


30175 


Name 


OJ991220 10.0118.Cll.o8.np 


Method 


AAT/NAP 


Start 


■ 21101 


End 


30175 




9081 







GI 


220578 


Score 


74 




Exons 


21101.. 21151, 23833. .24032, 30071.. 30175 




GI Descrip. 


(D00570) open reading frame (251 AA) 


[Mus musculus] 




Seq. No. 


Q ^; RO 
O DOZ 


beq. lU 




0118. Cll 


Gene No. 


lo4U / 


o urana 








1 


ttilO. 


5212 




Name 


O TQQ1 99n in 


. uiio . v^ii . oi . np MennoQ 


AAT/NAP 




Start 


J. 


iLnu, 


1569 




GI 


4 f± X D 0 U Z 


Score 


606 




Exons 


1. .1569 








GI Descrip. 


(AF105716) 


copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


8652 


Seq. ID 


OJ991220_10. 


0118. Cll 


Gene No. 


18407 


Strand 






o car u 


1 


■ End 


5212 




Name 


OJ991220 10 


. 0118 . Cll . ol . gs Method 


GENSCAN 




Start 


249 


End 


4766 




GI 


none 


Score 


.45 




Exons 


249. .506, 620. .724, 1459. .1626, 1789. 


.1986, 2929. .3039, 




3138. .3244, 


4306. .4437, 4709. .4766 






Seq. No. 


8652 


Seq. ID 


OJ991220_10. 


0118.C11 


Gene No. 


18407 


Strand 






q-t- -a -r-t- 

o Ldi. U 


1 


End 


5212 




"Name 


OJ991220 10 


.0118.Cll.o3.np Method 


AAT/NAP 




Start 


4159 


End 


5212 




GI 


6539588 


Score 


267 




Exons 


4159. .4475, 


5190.. 5212 






GI Descrip. 


(AP000837) 


hypothetical protein [Oryza sativa] 




Seq. No. 


8652 


Seq. ID 


OJ991220_10. 


0118. Cll 


Gene No. 


18408 


Strand 






Start 


5430 


End 


5517 




Name 


OJ991220 10 


.0118.Cll.ol.gp, Method 


AAT/GAP 




O CclX l_ 


5430 


End 


5517 . 




GI 


LIB3477-003 


-P1-K1-E9 Score 


129 




Exons 


5430. .5517 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


8652 


Seq. ID 


OJ991220_10. 


0118. Cll 


oene ino . 


18409 


Strand 






Start 


6072 


End 


7104 




Name 


OJ991220 10 


,0118 .Cll. o2.gs Method 


GENSCAN 




Start 


6072 


End 


7104 




GI 


none 


Score 


.97 




Exons 


6072. .6197, 


6590. .6665, 6863. .7104 






Seq. No. 


8652 


Seq. ID 


OJ991220_10. 


0118-Cll 


Gene No. 


18410 


Strand 






Start 


10027 


End 


13343 




Name 


OJ991220 10 


. 0118.Cll.o5.np Method 


AAT/NAP 




Start 


9900 


End 


11404 




GI 


6579198 


Score 


581 




Exons 


9900. .9938, 


10694. .11404 







9082 




GI Descrip. 


(AC011438) T23G18 . 14 


[Arabidopsis thaliana] 


Seq. No. 


8652 




Seq. ID 


OJ991220_10. 0118 .Cll 


Gene No, 


18410 




Strand 




Start 


10027 




End 


13343 


Name 


OJ991220_10.0118.C11 


. o3 . QS 


Method 


GENSCAN 


Start 


10027 




End 


11836 


GI 


none 




Score 


.89 


Exons 


10027. .10086, 10664. 


.11369, 


11442. .118 


36 


Seq. No. 


8652 




Seq. ID 


OJ991220_10. 0118. Cll 


Gene No. 


18410 




Strand 




Start 


lUU^ / 




End 


13343 


Name 


OJ991220 10.0118.C11 


. o2 . gp 


Method 


AAT/GAP 


Start 


10418 




End 


11103 


GI 


68965 1.R1084 




Score 


1324 


Exons 


10418. .11103 








GI Descrip. 


'5360180/gb|AAD42896 


.1|AF159883_1 l.Oe 


-94 (AF159883)^ Ceh-like 



protein FDRl [Oryza sativa] ' 





Seq. No. 


8652 


Seq. ID 


OJ991220_10. 0118. Cll 




Gene No. 


18410 


Strand 






Start 


10027 


End 


13343 




Name 


OJ991220 10. 0118. Cll. 06. np 


Method 


AAT/NAP 




Start 


10772 


End 


13343 




GI 


5926740 


Score 


191 


i" ri 

is! t 


Exons 


10772. .10801, 13075.. 13343 






ri ! 
; U 


GI Descrip. 


(AB025310) asparaginyl endopeptidase 


[Oryza sativa] 


; _ i 


Seq. No. 


8652 


Seq. ID 


.OJ991220_10. 0118. Cll 




Gene No. 


18411 


Strand 




: "i 


Start 


19565 


End 


20669 


jn: E 

1 


Name 


OJ991220 10.0118.Cll.o7.np 


Method 


AAT/NAP 




Start 


19565 


End 


20669 




GI 


6642652 


Score 


520 


Q 
H 


Exons 


19565. .20669 






GI Descrip. 


(AC012395) putative purple 


acid phosphatase [Arabidopsis 






thaliana] 






Q 


Seq. No. 


8652 


Seq. ID 


OJ991220_10. 0118. Cll 


n 


Gene No. 


18412 


Strand 






Start 


23651 


End 


25424 




Name 


OJ991220 10. 0118. Cll. 06. gs 


Method 


GENSCAN 




Start 


23651 


End 


25424 




GI 


none 


Score 


.81 




Exons 


23651. .23752, 24605 .. 24 633, 


24772. .24 


945, 25079.. 25424 




Seq. No. 


8652 


Seq. ID 


OJ991220_10. 0118. Cll 




Gene No. 


18413 


Strand 






Start 


26331 


End 


30175 




Name 


OJ991220 10.0118.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


348 


End 


28670 




GI 


none 


Score 


85 




Exons 


348. .476, 599. .808, 654. .788, 28194..: 


28670, 28297.. 28668 




Seq. No. 


8652 


Seq. ID 


OJ991220_10. 0118. Cll 




Gene No. 


18413 


Strand 





9083 






O Lair U 


Z OO J J. 




End 


30175 






Name 


OJ991220 10.0118.C11 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


348 




End 


28847 






GI 


none 




Score 


51 






Exons 


348. .500, 517. .576, 


518. .577 


, 626. .892 


, 657. .854, 915.. 


980, 






28209. .28778, 28480. 


.28779, 


28779. .28847 






Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 




Gene No. 


18413 




Strand 










Z O J J J. 




End 


30175 






Name 


OJ991220 10.0118.C11 


. o4 . tc 


Method 


TBLASTX: Cress 






Start 


349 




End 


28655 






GI 


none 




Score 


73 






Exons 


349. .486, 354. .485, 


668. .790, 28206. .28637, 28211 .. 28465, 






28212. .28655 












Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 




Gene No. 


18413 




Strand 










^.\} J O X 




End 


30175 






Name 


OJ991220 10.0118.C11 


.o2.tw 


Method 


TBLASTX: Wheat 






Start 


414 




End 


28904 






GI 


none 




Score 


89 






Exons 


414. .497, 517. .573, 


665. .874 


, 879. .1022, 28272. .28367, 








28332. .28433, 28443. 


.28904, 


28455. .28772, 28456.. 28839 




Q 


Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 




(aene jno . 


1 0 fl U 




Strand 






fy 


Start 


26331 




End 


30175 






Name 


OJ991220 10.0118.C11 


o7 t c; 


Method 


TBLASTX : Soybean 




: ; 


Start 


879 




End 


29039 






GI 


none 




Score 


84 




rii 


Exons 


879. .1022, 888. .1022 


, 28707. 


.29039, 28717. .29007, 28866 


. .28 




Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 




Vjcllc LNO • 






Strand 








Start 


26331 




End 


30175 






Name 


OJ991220 10.0118.C11 


.06. ts 


Method 


TBLASTX : Soybean 






Start 


10688 




End 


10912 






GI 


none 




Score 


146 






Exons 


10688. .10912, 10779. 


.10898 










Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 






±o*± J. o 




Strand 








Start 


26331 




End 


30175 






Name 


OJ991220 10.0118.C11 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


10700 




End 


11044 






GI 


none 




Score 


197 






Exons 


10700. .11044, 10779. 


.10979 










Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 




Gene No. 


18413 




Strand 








Start 


26331 




End ■ 


30175 






Name 


OJ991220 10.0118.C11 


.oS'.ts 


Method 


TBLASTX : Soybean 






Start 


10991 




End 


11272 






GI 


none 




Score 


128 






Exons 


10991. .11029, 11051. 


.11152, 


11165. .11272 





9084 




Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 


Gene No . 


18413 




Strand 






Start 


26331 




End 


30175 




Name 


OJ991220 10.0118.C11 


.06. tm 


Method 


TBLASTX: Maize 




Start 


11432 




End 


11617 




GI 


none 




Score 


202 




Exons 


11432. .11617 










Seq. No. 


8652 




Seq. ID 


OJ991220_10. 0118 


.Cll 


Gene No. 


18413 




Strand 






Start 


26331 




End 


30175 




Name 


OJ991220 10.0118.C11 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19609 




End 


20739 




GI 


none 




Score 


159 




Exons' 


19609. .19860, 19616. 


.19840, 


19867. .20166, 19970 .. 20119, 






20129. .20167, 20164. 


.20220, 


20239. .20535, 2024 0 .. 20485, 






20518. .20685, 20662. 


.20739 








Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 


Gene No. 


18413 




Strand 






Start 


26331 




End 


30175 




Name 


OJ991220 10.0118.C11 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


19666 . 




End 


20685 




GI 


none 




Score 


118 




Exons 


19666. .19839, 19688. 


.19840, 


19855. .20142, 20239. . 20331, 






20335,. .20463, 20503. 


.20685 








Seq. No. 


8652 




Seq. ID 


OJ991220_10.0118 


.Cll 


Gene No. 


18413 




Strand 






Start 


26331 * 




End 


30175 




Name 


OJ991220 10.0118.C11 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


19666 




End 


20571 




GI 


none 




Score 


125 




Exons 


19666. .19839, 19688. 


.19840, 


19858. .20142, 20234 .. 20332, 






20239. .20331, 20335. 


.20466, 


20336. .20467, 20407.. 20571 




Seq. No. 


8652 




Seq.' ID 


OJ991220_10.0118 


.Cll 


Gene No. 


18413 




Strand 






Start 


26331 




End 


30175 




Name 


OJ991220 10.0118.C11 


.olO.np 


Method 


AAT/NAP 




Start 


26331 




End 


30175 




GI 


4006831 




Score 


1657 




Exons 


26331. .26652, 26800. 


.26960, 


27015. .27325, 27458 29737, 





29817. .30175 

GI Descrip. (AC005970) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 8652 Seq. ID OJ991220_10 . 0118 . Cll 

Gene No. 18413 Strand 

Start 26331 End 30175 

Name OJ991220_10. 0118 .Cll. o9.np Method AAT/NAP 

Start 26376 ^ End 30175 

GI 4335731 Score 2594 

Exons 26376. .28654, 28685 .. 29614 , 29682.. 30175 

GI Descrip. (AC006248) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



9085 



Seq. No. 


8652 




Gene No. 


18413 










Name 


OJ991220 10.0118.C11 


.o2.tc 


Start 


26391 




GI 


none 




Exons 


26391. .26621, 26437. 


.26622, 




26865. .27050 




Seq. No. 


8652 






X O *i J. O 




Start 


26331 




Name 


OJ991220 10.0118.C11 


. o2 . tm 


Start 


26391 




GI 


none 




Exons 


26391. .26609, 26533. 


.26601, 


Seq. No. 


8652 






1 fid 1 

± 0 X J 




Start 


26331 




Name 


OJ991220 10.0118.C11 


. o3. tw 


Start 


26421 




GI 


none 




Exons 


26421. .26618, 26533. 


.26619, 


Seq. No. 


8652 






1 fid 1 

J. 0 ** i. o 




Start 


26331 




Name 


OJ991220 10.0118.C11 


. o5 . ts 


Start 


26514 




GI 


none 




Exons 


26514. .26831, 26517, 


.26708, 


Seq. No, 


8652 




oclic LNO. 


1 fid 1 

X O 4 X o 




start 


26331 




Name 


OJ991220 10.0118.C11 


.o4 .ts 


Start 


26844 




GI 


none 




Exons 


26844. .27251, 26845. 


.27252 


Seq. No. 


8652 






1 fi d 1 

X 0 4 X J 




Start 


26331 




Name 


OJ991220 10.0118.C11 


. ol . tw 


Start 


27081 




GI 


none 




Exons 


27081. .27179, 27192. 


.27398, 


Seq. No. 


8652 




Gene No. 


18413 




Start 


26331 




Name 


OJ991220 10.0118.C11 


. o5 . tm 


Start 


27273 




GI 


none 




Exons 


27273. .27737, 27430. 


.27579, 



Seq. ID OJ991220_10.0118.C11 
Strand 

End 30175 

Method TBLASTX : Cress 

End 27050 

Score 66 
26628. .26753, 26766 .. 2684 9, 



Seq, ID OJ991220_10.0118.C11 
Strand 

End 30175 

Method TBLASTX : Mai ze 

End 27038 

Score 42 
26634. ,27038, 26635. .26841 

Seq. ID OJ991220_10.0118.C11 
Strand 

End 30175 

Method TBLASTX : Wheat 

End 26897 

Score 38 " 
26632. .26871, 26634.. 26897 

Seq. ID OJ991220_10. 0118 -Cll 
Strand 

End 30175 

Method TBLASTX : Soybean 

End 26832 

Score 115 
26524, ,26832 

Seq, ID OJ991220_10.0118-C11 
Strand 

End 30175 

Method TBLASTX : Soybean 

End 27252 

Score 300 



Seq. ID OJ991220_10. 0118. Cll 
Strand 

End 30175 

Method TBLASTX : Wheat 

End 27738 

Score 85 
27393. .27737, 27607.. 27738 

Seq. ID OJ991220_10. 0118. Cll 
Strand 

End 30175 

Method TBLASTX : Mai ze 

End 27738 

Score 68 
27601,, 27738 



9086 




Seq. No. 


8652 


Seq. ID 


OJ991220_10.0118 


.Cll 


Gene No. 


18413 


Strand 






Start 


26331 


End 


30175 








Method 


TBLASTX : Soybean 




Start 


27402 


End 


27914 




GI 


5509260 


Score 


64 




Exons 


27402. .27914, 27430 27486, 


27504. .27587, 27553 .. 27906, 






27627. .27911 








GI Descrip. 


- 








Seq. No. 


8652 


Seq. ID 


OJ991220_10.0118 


.Cll 


uene no . 


lO ft X O 


Strand 


- 




Start 


26331 


End 


30175 




Name 


OJ991220 10.0118.Cll.o3.tc 


Method 


TBLASTX: Cress 




Start 


27519 


End 


27792 




GI 


none 


Score 


119 




Exons 


27519. .27791, 27553.-27792 








Seq. No. 


8653 


Seq. ID 


OJ991220_10.0118 


.C12 


Gene No. 


18414 


Strand 


+ 




o Lar L 


O 4 X 


End 


1337 




Name 


OJ991220 10.0118.C12.ol.np 


Method 


AAT/NAP 




Start 


841 


End 


1337 




GI 


6939224 


Score 


313 




Exons 


841. .1110, 1226. .1337 








GI Descrip. 


(AC020579) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


8653 


Seq. ID 


OJ991220_10.0118 


.C12 


Gene No . 


1 Q /t 1 /I 


Strand 


+ 




Start 


841 


End 


1337 




Name 


OJ991220 10.0118.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


855 


End 


1276 




GI 


none 


Score 


321 




Exons 


855. .1103, 895. .1101, 1223. 


.1276 






Seq. No. 


8653 


Seq. ID 


OJ991220_10.0118 


.C12 


oene ino . 


X 0 f± ± fi 


Strand 


+ 




Start 


841 


End 


1337 




Name 


OJ991220 10.0118.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


907 


End 


1336 




GI 


none 


Score 


222 




Exons 


907. .1068, 915. .1076, 948.. 


1076, 1226.. 


.1336, 1232. .1297 




Seq. No. 


8653 


Seq. ID 


OJ991220_10.0118 


.C12 


(asne iNO . 


1 O 4 Ifi 


Strand 






Start 


841 


End 


1337 




Name 


OJ991220 10.0118.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


913 


End 


1336 




GI 


none 


Score 


227 




Exons 


913.. 1101, 915.. 1055, 1223. 


.1336 






Seq. No. 


8653 


Seq. ID 


OJ991220_10.0118 


.C12 


Gene No. 


18414 


Strand 


+ 




Start 


841 


End 


1337 




Name 


OJ991220 10.0118.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


937 


End 


1336 




GI 


none 


Score 


172 





9087 






Exons 


937. .1098, 945. .1097, 1224. .1277, 1226. 


, .1336 




Seq. No. 


8654 


Seq. ID 


OJ991210_10.0110.C1 




Gene No. 


18415 


Strand 








O X o 


una 






Name 




Mennoa 


TBLASTX: Cress 




Start 


O U D 




823 




GI 


none 


Score 


135 




Exons 


^Ofi ^99 441 "^^"^ 4'^'^ 


Ri 1 fi'^n 


512. .577, 514. .633, 






71 Q R9'^ 








Seq. No.'- 


ft R4 


oeq . X u 


OJ991210_10.0110.C1 




Gene No. 


1 R4 1 ^=1 
± 0 fi J. J 


Strand 


- 




Start 


316 


. End 


2364 




Name 


OJ991210 lO.pllO.Cl.ol.tm 


Method 


TBLASTX: Maize 




O U alTL. 




End 


2358 




GI 


none 


Score 


174 




Exons 


■^07 A"^^ '^nP il'^Q "^fift 4'^Q 


492. .626, 


511. .630, 512. .580, 








737. .847, 


1160. .1282, 1170. .1 






1171 1 9Q'5 IzlftP 1R44 1 ^;^P 


.1759, 1663. .1746, 1926. .2084, 






1 Q9Q OC\QA 1 0*50 9^0^ 1 QT^ 


.2088, 2311. .2358 




Seq. No. 


8654 


Seq. ID 


OJ991210_10:0110.C1 




Gene No. 


18415 


Strand 






o Udl. L 


316 


End 


2364 


tar 


Name 


OJ991210 lO-.OllO.Cl.ol.np 


Method 


AAT/NAP 




Start 


310 


End . 


594 


m 


GI 


4262230 


Score 


212 




Exons 


310. .432, 514. .594 






i I i 


GI Descrip. 


(AC006200) unknown protein [Arabidopsis thaliana] 


. =i 

== = F 


Seq. No. 


8654 


Seq. ID 


OJ991210_10.0110.C1 


ry 


Gene No. 


18415 


Strand 




IE 


o car L. 


316 


End 


2364 




Name 


OJ991210 10.0110. CI. ol.ts 


Method 


TBLASTX : Soybean 


''^•! 


Start 


310 


End 


880 




GI 


none 


Score 


113 




Exons 


310. .435, 323. .439, 332. .439, 


511. .630, 


512. .571, 514. .633, 






737. .841, 737. .880, 762. .845 






K A 


Seq. No. 


8654 


Seq. ID 


OJ991210_10.0110.C1 




Gene No. 


18415 


Strand 






o tar L. 


316 


End 


2364 




Name 


• OJ991210 lO.OllO.Cl.ol.gs 


Method 


GENSCAN 




Start 


316 


End 


2364 




GI 


none 


Score 


.91 




Exons 


316. .432, 514. .624, 737. .891, 


1172. .1281, 1658. .1754, 






1929.. 2082, 2311.. 2364 








Seq. No. 


8655 


Seq. ID 


OJ991210_10.0110.C2 




Gene No. 


18416 


Strand 


+ 




Start 


1015 


End 


2075 




Name 


OJ991210 10.0110.C2.o2.gs 


Method 


GENSCAN 




Start 


1015 


End 


2075 




GI 


none 


Score 


.67 




Exons . 


1015. .1030, 1137. .1247, 1375. 


.1543, 2054.. 2075 



9088 




Seq. No. 


8655 




^ Seq. ID 


OJ991210_10.0110. 


C2 


Gene No. 


18416 




Strand 


+ 




Start 


1015 




End 


2075 




Name 


OJ991210 10.0110. 


C2.o2.np 


Method 


AAT/NAP 




Start 


1157 




End 


1553 




GI 


2129575 




Score 


255 




Exons 


1157. .1247, 1375. 


.1553 








GI Descrip. 


DNA repair protein homolog 


XPBara - Arabidopsis thaliana 


Seq. No. 


8655 




Seq. ID 


OJ991210_10.0110. 


C2 


Gene No. 


18417 




Strand 






Start 


1 




End 


706 




Name 


OJ991210 10.0110. 


C2.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


706 




GI 


4262229 




Score 


248 




Exons 


1..53, 146. .227, 


389. .487, 


617. .706 






GI Descrip. 


(AC006200) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


8655 




Seq. ID 


OJ991210_10.0110. 


C2 




1 ft d 1 7 

J. O *i X / 




Strand 






Start 


1 
J. 




End 






Name 


o.TQQi 910 in min 


C2.ol.gs 


Method 


O Hi LM O V^rtlN 




Start 






End 


7n? 




GI 






Score 






Exons 


'^Q 997 '^ftQ dft7 


617. .703 








Seq. No. 


8655 




Seq. ID 


OJ991210_10.0110. 


C2 




1 ft 4 1 p 

X O ft J. o 




Strand 






Start 






End 


z o o o 




Name 


riTQQi9in in niin 


C2.o2.tc 


Method 






Start 


7 ~ 

/ 




End 


791 




GI 


none 




Score 


Qn 




Exons 


7 R1 1 '^ft 1 ft^ 


386. .505, 


387. .482, ( 


p;i 7 791 fil 7 791 

OX/. . f ^ L f OX/. • /ZX 




Seq. No. 


8655 




Seq. ID 


OJ991210_10.0110. 


C2 


riiprip Mn 


18418 




Strand 






Start 


2563 




End 


2663 




Name 


OJ991210 10.0110. 


C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


1355 




End 


1556 




GI 


none 




Score 


284 




Exons 


1355.. 1405, 1383. 


.1556, 1451. .1543 






Seq. No. 


8655 




Seq. ID 


OJ991210_10.0110. 


P9 


rifanp Mo 


18418 




Strand 






Start 


2563 




End 


2663 




Name 


OJ991210 10.0110. 


C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1373 




End 


1556 




GI 


none 




Score 


257 




Exons 


1373.. 1543, 1377. 


.1556 








Seq. No. 


8655 




Seq. ID 


OJ991210_10.0110. 


C2 


Gene No. 


18418 




Strand 






Start 


2563 




End 


2663 




Name 


OJ991210 10.0110. 


C2 .ol .gp 


Method 


AAT/GAP 




Start 


2563 




End 


2663 




GI 


69953 1.R1084 




Score 


120 




Exons 


2563. .2663 











9089 



GI Descrip. ' 5295936/cibj I AB02 6295 . 2 | AB026295 7 . Oe-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



Seq. No. 8656 Seq. ID 

Gene No. 18419 Strand 

Start 214 End 

Name OJ991210_10 . 0110 . C3 , ol . tm Method 

Start 187 End 

GI none Score 

Exons 187,. 339, 188.. 340, 190.. 345 



OJ991210_10.0110.C3 
378 

TBLASTX: Maize 

345 

116 



Seq. No. 8656 Seq. ID 

Gene No. 18419 Strand 

Start 214 End 

Name OJ991210_10 . 0110 . C3 . ol . gs Method 

Start 214 End 

GI none Score 

Exons 214.. 378 



OJ991210_10.0110.C3 
378 

GENSCAN 

378 

.53 



Seq. No. 8657 

Gene No. 18420 

Start 41 

Name OJ991210_10 . 0110 . C4 . ol . gs 

Start 41 

GI none 

Exons 41.. 112, 142.. 288 



Seq. ID OJ991210_10.0110.C4 

Strand + 

End 288 

Method GENSCAN 

End 288 

Score . 92 



hi: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8658 Seq. ID 

18421 Strand 

1 End 

OJ991210_10.0110.C5.ol.np Method 

1 End 

2586083 Score 



OJ991210_10.0110.C5 

2953 
AAT/NAP 
2953 
1247 



1..155, 252. .1143, 1285. .1783, 1859. .2487, 2563. .2953 
(U72725) receptor kinase-like protein [Oryza longistaminata] 



8658 
18421 

1 -V;. 

OJ99i210_10.0110 
25 

none 

25. .156, 253. .47 

1069.. 1257, 1072 

1075.. 1200, 1285 

1477. .1644, 1483 

1621.. 1740, 1640 

1642. .1767, 1642 

1858. .2268, 1861 

1861.. 2280, 1862 

2290.. 2493, 2296 

2494.. 2640, 2500 
2515.. 2625 



Seq. ID OJ991210_ 
Strand' 



10. 0110. 05 



,C5.ol. ts 



End 

Method 

End 

Score 



2953 
TBLASTX: 
2640 
114 



Soybean 



1, 320. 
. .1257, 
. .1482, 
. .1620, 
. .1750, 
. .1761, 
. .2280, 
. .1972, 
. .2634, 
. .2634, 



607, 

1072. 

1285. 

1486. 

1642. 

1714, 

1861, 

1934, 

2296, 

2501. 



508. .624, 508. .633, 1012. .1290, 

.1287, 1075. .1290, 1075.. 1284, 

.1479, 1288. .1485, 1288. .1413, 

.1611, 1489. .1638, 1615... 1728, 

.1761, 1642. .1782, 1642. .1782, 

.1782, 1852. .2238, 1852. .2196, 

,2187, 1861. .2244, 1861. .2490, 

,2239, 1994. .2188, 2041. .2154, 

,2505, 2296.. 2592, 2369.. 2392, 

.2629, 2515. .2640, 2515, .2625, 



Seq. No. 
Gene No. 
Start 



8658 

18421 

1 



Seq. ID 

Strand 

End 



OJ991210 10. 0110. C5 



2953 



9090 





Name 


OJ991210 10 


.0110. 


C5.01. 


gs 


Method GENSCAN 








Start 


29 








End 2757 








GI • 


none 








Score . 62 








Exons 


29.. 155, 252.. 963, 1068 


:. .1093, 1230. .2757 • 








Seq. No. 


8658 








Seq. ID OJ991210 


10. 0110. C5 




Rpne No . 


18421 








Strand - 








Start 


1 








End 2953 








Name 


OJ991210 10 


.0110. 


C5 . o2 . 


tc 


Method TBLASTX: 


Cress 






Start 


52 








End 2948 








GI 


none 








Score 59 








Exons 


52. .156, 253. .31£ 


t, 316. 


.801, 


2874. .2948 








Seq. No. 


8658 








Seq. ID OJ991210 


10. 0110. C5 




f!pr|P No 


18421 








Strand 








Start 


1 








End 2953 








Name 


OJ991210 10 


.0110. 


C5 .ol . 


tm 


Method TBLASTX: 


Maize 






Start 


55 








End 807 








GI 


none 








Score 84 








Exons 


55.. 156, 62 


. .157, 


253. . 


471, 493.. 807 








Seq. No. 


8658 








Sea ID OJ991210 


10. 0110. C5 






18421 








strand — 








Start 


1 








End 2 953 








Name 


OJ991210 10 


.0110. 


C5.01. 






Wheat 






Start 


346 








End 655 






m 


GI 


none 








^pnyfa 1 n '^ 

fcJ^LJi-C J. U »J 








Exons 


346.. 621, 346.. 654, 500 


. . U .J ^ 










Seq. No. 


8658 










10.0110.'C*5 


Ui 


Gene No. 


18421 








Strand - 








Start 


1 








End 2953 






■.s t I 

Ui 


Name 


OJ991210 10 


.0110. 


C5.01. 


tc 


Method TBLASTX: 


Cress 






Start 


1030 








End 2634 








GI 


none 








Score 116 






f 


Exons 


1030. .1173, 


1033. 


.1200, 


1049. 


.1183, 1069. .1284, 


1070. 


.1252, 






1072. .1269, 


1072. 


.1221, 


1103. 


.1222, 1132. .1281, 


1148'. 


.1261, 






1172. .1282^ 


1188. 


.1304, 


1241. 


.1288, 1283. .1477, 


1288. 


.1485, 


'j si 




1288. .1413, 


1291. 


.1482, 


1296. 


.1484, 1354. .1485, 


1360. 


.1428, 






1486. .1626, 


1486. 


.1626, 


1553. 


.1627, 1569. .1628, 


1636. 


.1713, 






1639. .1698, 


1642. 


.1752, 


1643. 


.1702, 1691. .1777, 


1699. 


.1779, 






1708. .1776, 


1861. 


.2181, 


1862. 


.2116, 1918. .2061, 


1933. 


.2259, 






2005. .2133, 


2062. 


.2223, 


2146. 


.2280, 2149. .2205, 


2221. 


.2346, 






2290. .2523, 


2293. 


.2367, 


2335. 


.2634, 2500.. 2625, 


2509. 


.2634, 






2515. .2634 
















Seq. No. 


8658 








Seq. ID OJ991210 


10. 0110. C5 




Gene No. 


18421 








Strand 








Start 


1 








End 2953 








Name 


OJ991210 10 


.0110. 


C5.02. 


tm 


Method TBLASTX: 


Maize 






Start 


1072 








End 2840 








GI 


none 








Score 98 








Exons 


1072. .1278, 


1072. 


. 1185, 


1075. 


.1290, 1075. .1284, 


1075. 


.1332, 






1168. .1284, 


1285. 


.1455, 


1288. 


.1536, 1288. .1479, 


1288. 


.1485, 






1486. .1641, 


1612. 


.1752, 


1636. 


.1773, 1639. .1782, 


1642. 


.1782, 






1642. .1767, 


1852. 


.2280, 


1852. 


.2262, 1861. .2280, 


1861. 


.2205, 






1861. .2268, 


1862. 


.2116, 


1882. 


.2259, 1931. .2044, 


2032. 


.2277, 



9091 



2141. .2254, 2290. .2493, 2290. .2463, 2293. .2415, 2296. .2478, 
2296. .2487, 2296. .2487, 2296. .2499, 2297. .2389, 2314. .2472, 
2515. .2640, 2515. .2640, 2722 ... 2748, 2754 .. 2840 



Seq. No. 8658 
Gene No. 18421 
Start 1 

Name OJ991210_10 . 0110 . C5 . o2 . tw 

Start 1075 
GI none 

Exons 1075.. 1290, 1075.. 1200, 1078. 

1375.. 1485, 1852.. 2127, 2296. 
2506.. 2634, 2512.. 2625, 2512. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991210 10. 0110. C5 



2953 

TBLASTX: Wheat 
2725 
64 

1257, 1291.. 1485, 1303.. 1482, 
2487, 2299. .2493, 2383. .2493, 
2625, 2519. .2626, 2681. .2725 



Seq. No. - 8659 Seq. ID 

Gene No. 18422 Strand 

Start 1 End 8668 

Name OJ991210_10 . 0110 .C7 .*ol .np Method AAT/NAP 

Start 1 End 8668 

GI 6714302 Score 407 

Exons 1..113, 401. .460, 947. .1031, 1314. .1381, 1608.. 

2315.. 2391, 5742.. 5913, 8626.. 8668 

GI Descrip. (AC013354) F15H18.8 [Arabidopsis thaliana] 



OJ991210_10.0110'.C7 
+ 



1681, 2186. .2244, 



Seq. No. 8659 

Gene No. 18422 

Start 1 

Name OJ991210_10 . 0110 . C7 . ol . gs 

Start 239 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



Seq. ID 

Strarid 

End 

Method 

End 

Score 



OJ991210_10.0110.C7 
+ 

8668 
GENSCAN 
2190 
.76 



239. .460, 947. .1021, 1608. .1659, 2186. .2190 



8659 Seq. ID 

18422 Strand 

1 End 

OJ9912 10_10 . 01 10 . C7 . ol . gp Method 

1473 End 

uC-osflcyp023b02bl Score 



OJ991210_10.0110.C7 

4- 

8668 
AAT/GAP 
2760 
894 



1473. .1519, 1608. .1681, 2186. .2244, 2315. .2391, 2500. .2760 
'2499987/sp|P96386|PTH_MYCTU 5.0e-16 PEPTIDYL-TRNA HYDROLASE 
(PTH) >gi_1870014_emb_CAB06865_ (Z92539) pth [Mycobacterium 
tuberculosis] ' 



Seq. No. 8659' Seq. ID 

Gene No. 18422 Strand 

Start 1 End 

Name OJ9912 10__10 . 01 10 . C7 . o2 . np Method 

Start 4770 End 

GI 4850369 Score 
Exons 4770.. 6368 

GI Descrip. (AB027151) threonine synthase [Arabidopsis thaliana] 

gi|4914408|emb|CAB43659.1| (AL050352) threonine synthase 
[Arabidopsis thaliana] 



OJ991210_10.0110-C7 
+ 

8668 
AAT/NAP 
6368 
1858 



Seq. No. 
Gene No. 
Start 



8659 

18422 

1 



Seq. ID' OJ991210_10.0110.C7 
Strand -f- 
End 8668 



9092 



Name 


OJ991210 10 


.0110 


.07 .o2: 


gs 


Method 


GENSCAN 


Start 


4785 






End 


6362 


GI 


none 








Score 


.68 


Exons 


4785. .6362 












Seq. No. 


8659 








Seq. ID 


OJ991210_10.0110.C7 


Gene No . 


10 4Z J 








Strand 




Start 


7642 








End 


7837 


Name 


OJ991210 10 


.0110 


.C7.04. 


tm 


Method 


TBLASTX: Maize 


Start 


2179 








End 


2409 


■GI 


none 








Score 


59 


Exons 


2179. .2244, 


2187 


. .2249, 


2189. 


.2248, 2313. .2393, 2314. .2409 


Seq. No. 


8659 








Seq. ID 


OJ991210_10.0110.C7 


Gene No . 


1 0 4 ZO 








Strand 




Start 


7642 








End 


7837 


Name 


OJ991210 10 


.0110 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4821 








End 


5363 


GI 


none 








Score 


46 


Exons 


4821. .4865, 


4925 


. .5038, 


4953. 


.5024, 4959. .5363, 5064. .5363 


Seq. No. 


8659 








Seq. ID 


OJ991210_10.0110.C7 


Gene No. 


18423 








Strand 




oTiar u 


/ tD4 Z 








End 


7837 


Name 


OJ99121Q 10 


.0110 


.C7.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


■ 4953 








End 


6357 


GI 


none 








Score 


57 


Exons 


4953. .5000, 


5067 


. .5327, 


5099. 


.5320, 5313. .5423, 5336. .5434, 




5337. .5441, 


5436 


. .6356, 


5453. 


.6337, 5538.. 6356, 6106.. 6357 


Seq. No. 


8659 








Seq. ID 


OJ991210__10.0110.C7 


Gene No. 


18423 








Strand 




o nar L 


1 fiAO 
/ DftZ 








End 


7837 


Name 


OJ991210 10 


.0110 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5067 








End 


6356 


GI 


none 








Score 


402 


Exons 


5067. .5336, 


5088 


. .5327, 


5099. 


.5335, 5327. .5434, 5337. .5441, 




5435. .6334, 


5436 


. .6347, 


5529. 


.6356 




Seq. No. 


8659 








Seq. ID 


OJ991210_10.0110.C7 


Gene No . 


1 Q / O "3 
1 0 41 Z O 








Strand 




Start 


7642 








End 


7837 


Name 


OJ991210 10 


.0110 


.C7.o3. 


tm 


. Method 


TBLASTX: Maize 


Start 


5364 








End 


5636 


GI 


• none 








Score 


371 


Exons 


5364. .5636, 


5364 


. .5426, 


5366. 


.5611, 5532. .'5636 


Seq. No. 


8659 








Seq. ID 


OJ991210_10.0110.C7 


Gene No . 










Strand 




Start 


7642 








End 


7837 


Name 


OJ991210 10 


.0110 


.C7.01. 


tm 


Method 


TBLASTX: Maize 


Start 


5637 








End 


6371 


GI 


none 








Score 


1070 


Exons 


5637. .6371, 


5637 


. .5957, 


5639. 


.6370 




Seq. No. 


8659 








Seq. ID 


OJ991210_10.0110.C7 


Gene No. 


18423 








Strand 





9093 



start 
Name 
Start 
GI 

Exons 



7642 End 

OJ991210_10 . 0110 . C7 . ol . tw Method 

5756 End 

none Score 



7837 

TBLASTX: Wheat 

6365 

794 



5756. .6250, 5757. .6251, 5757. .6251, 6252. .6365, 6279.-6362, 
6281.. 6364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8659 

18423 

7642 

OJ991210_10.0110.C7,o3.gs 

7642 

none 

7642. ,7710, 7742. .7837 



Seq. ID OJ991210_10.0110.C7 
Strand 

End 7837 

Method GENSCAN 

End 7837 

Score .8 



Seq. ID OJ991210_10.0110.C8 
Strand + 

1871 
AAT/NAP 
130 
138 



8660 
18424 
1 

OJ991210_10.0110.C8.ol.np 

1 ■ 

128191 
1. .130 

NITRATE REDUCTASE- [NAD{P)H] gi | 66210 | pir | | RDBHNP nitrate 
reductase (NAD{P>H) (EC 1.6.6.2) - barley gi | 19065 | emb | CAA42739 | 
(X60173) nitrate reductase (NAD{P)H) [Hordeum vulgare] 



End 

Method 

End 

Score 



Seq. No. 


8660 






Seq. ID 


OJ991210 


Gene No. 


18424 






Strand 


+ 


Start 


1 






End 


1871 


Name 


OJ991210 10 


,0110 


.C8.o2,np 


Method 


AAT/NAP 


Start 


1 






End 


1847 


GI 


4680191 






Score 


71 


Exons 


1..61, 810. 


.853, 


1766. .1847 






GI Descrip. 


(AF111710) 


putative myb-related protein [Oryza 




indica] 










Seq. No. 


8660 






Seq. ID 


OJ991210 


Gene No. 


18424 






Strand 


+ 


Start 


1 






End 


1871 


Name 


OJ991210 10 


.0110 


.C8.ol.gs 


Method 


GENSCAN 


Start 


5 






End 


1871 


GI 


none 






Score 


.82 


Exons 


5. .97, 601. 


.798, 


1281. .1871 






Seq. No. 


8660 






Seq. ID 


OJ991210 


Gene No. 


18425 






Strand 




Start 


2175 






End 


2244 


Name 


OJ991210 10 


.0110 


.C8.o2.gs 


Method 


GENSCAN 


Start . 


2175 




End 


2244 


GI 


none 






Score 


.99 


Exons 


2175. .2244 










Seq. No. 


8661 






Seq. ID 


OJ991210 


Gene No. 


18426 






Strand 




Start 


208 ■ 






End 


256 


Name 


OJ991210 10 


.0110 


.C9.ol.gs 


Method 


GENSCAN 


Start 


208 




End 


256 



9094 



GI 

Exons 



none 

208. .256 



Score 



,42 



Seq. No. 8662 

Gene No. 18427 

Start 861 

Name OJ991210_10 . 0110 .CIO . ol . tm 

Start 860 

GI none 
Exons 



Seq. ID OJ991210_10. 0110. CIO 

Strand + 

End 1357 

Method TBLASTX : Maize 

End 1355 

Score 167 



860. .967, 862. .960, 867. .968, 1030. .1137, 1030. .1137, 
1032. .1139, ■ 1135. .1185, 1137. .1181, 1253. .1348, 1283. . 1348, 
1293. .1355 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq, No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



8662 

18427 

861 

OJ991210_10. 0110. CIO. ol.gp 
861 

67501 1.R1084 



Seq. ID OJ991210_10. 0110. CIO 

Strand + 

End 1357 

Method AAT/GAP 

End 1357 

Score 518 



861. .958, 1033. .1185, 1295. .1357 

M335719/gb|AAD17397| 5.ae-22 (AC006248) putative RING-H2 finger 
protein RHGla [Arabidopsis thaliana] ' 



8662 

18427 

861 

OJ991210_10. 0110. CIO. ol.np 
863 

6692739 



Seq. ID OJ991210_10. 0110. CIO 

Strand + 

End 1357 

Method AAT/NAP 

End 1357 

Score > 153 



863. .958, 1033. .1185, 1295. .1357 

{AC012679) putative RING zinc finger protein [Arabidopsis 
thaliana] 



8662 

18427 

861 

OJ991210_10. 0110. CIO. ol.gs 

899 

none 

899. .958, 1033. .1185 



Seq. ID OJ991210_10. 0110. CIO 

Strand + 

End 1357 

Method GENSCAN 

End 1185 

Score . 65 



8663 
18428 
1 

OJ991210_10. 0110. Cll. ol.np 
1 

2072393 
1..268, 460. .483 

(U29168) similar to hioman Xeroderma pigmentosum group B DNA 
repair protein, Swiss-Prot Accession Number P19447 [Arabidopsis 
thaliana] 



Seq. ID OJ991210_10. 0110. Cll 

Strand 

End '^483 

Method AAT/NAP 

End 483 

Score 305 



Seq. No. 8663 

Gene No. 18428 

Start 1 

Name OJ991210_10 . 0110 . Cll . ol . tc 

Start 35 



Seq. ID OJ991210_10. 0110. Cll 

Strand 

End 483 

Method TBLASTX: Cress 

End 268 



9095 



GI 


none 


Score 


143 






Exons 


35. .136, 39. .137, 40. .144, 


136. .267, 


137. .265, 


167. .268 




Seq. No. 


8663 


Seq. ID 


OJ991210 


_10.0110. 


Gil 




18428 


Strand 








Start 


1 


End 


483 






Name 


OJ991210 lO.OllO.Cll.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


50 


End 


268 






GI 


none 


Score 


100 






Exons 


50. .136, 51. .137, 136. .267, 


137. .265, 


152. .268 






Seq. No. 


8664 


Seq. ID 


OJ991210 


_10.0110. 


C13 


Gene No. 


18429 


Strand 


+ 






Start 


352 


End 


1880 






Name 


OJ991210 10.0110.C13.ol.gp 


Method 


AAT/GAP 






Start 


352 


End 


878 






GI 


14116 1.R1084 


Score 


477 






Exons 


352. .542, 779. .878 










GI Descrip. 


•1143511/emb|CAA87385| l.Oe 


-55 (Z47076) Ser/Thr 


protein 





phosphatase homologous to PPX [Malus domestical 

>gi_1586034_prf 2202340A Ser/Thr protein phosphatase [Malus 

domestical * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8664 

18429" 

352. 

OJ991210_10.0110.C13.ol.tm 

402 

none 



Seq. ID OJ991210_10. 0110.C13 

Strand + 

End 1880 

Method TBLASTX : Maize 

End 1846 

Score 34 



402. .440, 456. .545, 461. .544, 764. .859, 766. .894, 848. .940, 
850. .945, 852. .926, 853. .945, 1038. .1109, 1038. .1109, 
1039. .1110, 1039. .1113, 1040. .1111, 1769. .1846, 1780. .1842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8 664 

18429 

352 

OJ991210_10.0110.C13.ol.tc 

461 

none 



Seq. ID OJ991210_10.0110.C13 

Strand + 

End 1880 

Method TBLASTX : Cress 

End 1846 

Score 123 



461. .544, 462. .545, 766. .894, 848. .940, 852. .926, 1038. .1106, 
1039. .1110, 1769. .1846, 1780. .1842 



Seq. No. 8664 _^ Seq. ID OJ991210_10 . 0110 . C13 

Gene No. 18429 Strand + 

Start 352 End 1880 

Name OJ991210_10 . 0110 . C13 . ol , ts Method TBLASTX : Soybean 

Start 461 End 1846 

GI none Score 121 

Exons 461. .544, 462. .545, 766. .843, 852. .926, 853. .927, 854. ,940, 
1038. .1103, 1038. .1109, 1039. .1110, 1769. .1846, 1780. ,1842 



Seq. No. 8664 Seq. ID OJ991210_10 . 0110 . C13 

Gene No. 18429 Strand + 

Start 352 End 1880 

Name OJ991210_10 . 0110 . C13 . ol . gs Method GENSCAN 

Start 462 End 1106 

GI none Score .55 



9096 



Exons 



462. .542, 779. .926, 1022. .1106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8664 Seq. ID 

18429 Strand 

352 End 

OJ991210_10 . 0110 . C13 . ol . np Method 

4 62 End 

1143511 Score 



OJ991210_10.0110.C13 
+ 

1880 
AAT/NAP 
1880 
402 
1880 



462. .542, 779. .926, 1039. .1106, 1783, 
(Z47076) Ser/Thr protein phosphatase homologous to PPX [Malus 
domestical gi 1 1586034 I prf I I 2202340A Ser/Thr protein phosphatase 
[Malus domestical 



8665 

18430 

1 

OJ991210_10.0110.C14.ol.np 
1 

1143511 



Seq. ID OJ991210_10.0110.C14 
Strand + 
End 1554 
Method AAT/NAP 
End 1373 
Score 585 
1..60, 191. .352, 471. .566, 682. .753, 1293. .1373 
(Z47076) Ser/Thr protein phosphatase homologous to PPX [Malus 
domestical gi | 1586034 | prf | | 2202340A Ser/Thr protein phosphatase 
[Malus domestical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8665 Seq. ID 

18430 ' Strand 

1 End 

OJ991210_10.0110.C14 .ol.gp Method 

28 End 

60137 1.R1084 Score 



OJ991210_10.011p.C14 
+ 

1554 
AAT/GAP 
1554 
1058 
1293. .1554 



28. .65, 176. .352, 471. .566, 682. .753, 
•1143511/emb|CAA87385| 6.0e-87 (Z47076) Ser/Thr protein 
phosphatase homologous to PPX [Malus domestical 

>gi_1586034_prf 2202340A Ser/Thr protein phosphatase [Malus 

domestical * 



Seq. No. 8665 

Gene No. 18430 

Start 1 

Name OJ991210_10 . 0110 . C14 . ol . gs 

Start 209 

GI none 

Exons 209.. 352, 471.. 566, 682.. 900 



Seq. ID OJ991210_10.0110.C14 

Strand + 

End 1554 

Method GENSCAN 

End 900 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8665 Seq. ID 

18431 Strand 

1143 End 

OJ991210_10.0110.C14.ol.tm Method 

190 End 

none Score 



OJ991210_10.0110.C14 
2057 

TBLASTX: Maize 

1573 

293 



190. .366, 191. .352, 468. .569, 470. .568, 673. .759, 682. .753, 
683. .793, 684. .764, 1291. .1380, 1292. .1381, 1293. .1379, 
1371. .1403, 1372. .1404, 1379. .1411, 1381. .1404, 1391. .1501, 
1404. .1499, 1404. .1502, 1408. .1503, 1414. .1506, 1489. .1536, 
1490. .1534, 1541. .1573 



Seq. No. 



8665 



Seq. ID OJ991210 10.0110.C14 



9097 






18431 




tj ±. 0.1.X\Ji 




start 


1143 




End , . 


2057 


Name 


OJ991210 10.0110.C14.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


191 




End 


747 


GI 


none 




Score 


173 


Exons 


191.. 352, 220.. 333, 468 


. .554, 


682. .747 




Seq. No. 


8665 




Seq. ID 


OJ991210_10.0110.C14 




18431 




Strand 




Start 


1143 




End 


2057 


Name 


OJ991210 10.0110.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


191 




End 


753 


GI 


none 




Score 


174 


Exons , 


191. .352, 194. .352, 467 


. .529, 


468. .539 


, 682.. 753 


Seq. No. 


8665 




Seq. ■ ID 


OJ991210_10.0110.C14 


Gene No. 


18431 




Strand 




Start 


1143 




End 


2057 


Name 


OJ991210 10.0110.C14.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


191 




End 


1397 


GI 


none 




Score 


280 


Exons 


191.. 352, 196.. 384, 468 


. .569, 


470. .568 


, 681. .755, 682. .753, 




684. .755, 1284. .1397, 1284. .1370, 1292 


. .1372 


Seq. No. 


8665 




Seq. ID 


OJ991210_10.0110.C14 




18431 ... . 




Strand 




Start 


1143 




End 


2057 


Name 


OJ991210 10.0110.C14.o2 


.gs 


Method 


GENSCAN 


Start 


1143 




End 


2057 


GI 


none 




Score 


.56 


Exons 


1143.. 1280, 1335.. 1414, 


2003. 


.2057 




Seq. No. 


8665 




Seq. ID 


OJ991210_10.0110.C14 


Gene No. 


18431 




Strand 




Start 


1143 




End 


2057 


Name 


OJ991210 10.0110.C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1284 




End 


1555 


GI 


none 




Score 


144 


Exons 


1284.. 1379, 1292.. 1378, 


1296. 


.1382, 1383. .1412, 1385. .1456, 




1385.. 1423, 1407.. 1457, 


1481. 


.1555, 1500. .1553, 1501. .1554 


Seq. No. 


8666 




Seq. ID 


OJ991210_10.0110.C15 


Gene No, 


18432 




Strand 


+ 


Start 


9132 




End 


14288 


Name 


OJ991210 10.0110.C15.o5 


.gs 


Method 


GENSCAN 


Start 


9132 




End 


14071 


GI 


none 




Score 


.55 


Exons 


9132. .9254, 9256. .9444, 


9890. 


.9992, 10548. .10593, 10724. .11 




11985. .12158, 12305.. 14071 






Seq. No. 


8666 




Seq. ID 


OJ991210_10.0110.C15 


Gene No. 


18432 




Strand 


+ 


Start 


9132 




End 


14288 


Name 


OJ991210 10.0110.C15.ol 


.gp 


Method 


AAT/GAP 


Start 


10905 




End 


11163 


GI 


none 




Score 


499 


Exons ^ 


10905. .11163 









9098 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8666 Seq. ID 

18432 Strand 
9132 End 
OJ991210_10 . 0110 . CIS . o3 . gp Method 
13663 End 
12340_1.R1084 Score 
13663. .14288 

M18548/sp|P32698|YJBQ_ECOLI 7.0e-16 HYPOTHETICAL 15.7 KD 
PROTEIN IN APHA-UVRA INTERGENIC REGION (0138) >gi_396391 
(U00006) No definition line found [Escherichia coli] >gi_1790491 
(AE000479) orf, hypothetical protein [Escherichia>coli] ' 



OJ991210_10.0110.C15 
+ 

14288 
AAT/GAP 
14288 
1153 



8666 

18433 

16960 

OJ991210_10.0110.C15.o7.gs 

16960 

none 



Seq. ID OJ991210_10.0110.C15 

Strand + 

End 21616 

Method GENSCAN 

End 21616 

Score .86 



16960. .17353, 17386 .. 17477 , 18531 19229, 19325 .. 19427 , 
19829. .19960, 20357 .. 20527 , 21047 2114 7 , 21521. .21616 



8666 
18433 
16960 

OJ9912i0_10.0110,C15.o3.np 
17048 
5103806 

17048. .17310, 17400. .17477, 
19619. .19714, 19790. .19960, 
(AC007591) EST gb|F14271 comes from this gene, 
thaliana] 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18531. .19229, 
20357. .20538 



OJ991210_10.0110.C15 
+ 



21616 
AAT/NAP 
20538 
1206 

19325, 



.19427, 
[Arabidopsis 



Seq. No. 8666 Seq. ID 

Gene No. 18433 Strand 

Start 16960 End 

Name OJ991210_10 . 0110 .C15 . o4 . np Method 

Start 21040 End 

GI 6899652 Score 

Exons 21040. .21147, 21219.. 21275 

GI Descrip. (AC012189) Contains similarity to unknown stress inducible 

protein product from Hordeum vulgare gb|AJ000230. [Arabidopsis 
thaliana] 



OJ991210_10.0110.C15 
+ 

21616 
AAT/NAP 
21275 
195 



Seq. No. 8666 Seq. ID 

Gene No. 18434 Strand 

Start 2552 End 

Name OJ991210_10 . 0110 . C15 . o2 . gs Method 

Start 2552 End 

GI none Score 

Exons 2552.. 3049 



OJ991210_10.0110.C15 

3049 
GENSCAN 
3049 
.89 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8666 

18435 

4837 

OJ991210 
4837 



10.0110.C15.o3.gs 



Seq. ID 

Strand 

End 

Method 
End 



OJ991210_10.0110.C15 

5182 

GENSCAN 

5182 



9099 






GI 


none 








Score 


.83 




Exons 


4837. .4901, 


5038 


. ,5182 










Seq, No. 


8666 








Seq. ID 


OJ991210_10.0110.C15 




Gene No. 


18436 








Strand 






Start 


5560 








End 


8537 




Name 


OJ991210 10 


,0110 


.015. o4 


.gs 


Method 


GENSOAN 




Start 


5560 








End 


8537 




GI 


none 








Score 


.69 




Exons 


5560. .5937, 


6054 


. .6480, 


7024. 


,.7131, 7656. .7831, 7837. .8124, 






8202. .8537 














Seq. No. 


8666 








Seq. ID 


OJ991210_10. 0110, 015 




Gene No. 


18436 








Strand 






Start 










End 


8537 




Name 


OJ991210 10 


.0110 


.015. ol 


.np 


Method 


AAT/NAP 




Start 


5572 








End 


6377 




GI 


2190992 








Score 


633 




Exons 


5572. .5930, 


6047 


. .6377 










GI Descrip. 


(AF004358) 


glutathione 


S-transferase TSI-1 [Aegilops tauschii] 




Seq. No. 


8666 








Seq. ID 


OJ991210_10, 0110. 015 




Gene No. 


18436 








Strand 






Start 


5560 








End 


8537 




Name 


OJ991210 10 


.0110 


.015.02 


.np 


Method 


AAT/NAP 


i. '1 


Start 


7759 








End 


8528 


rfi 


GI 


2190992 








Score 


586 




Exons 


7759. .8124, 


8202 


. .8528 










GI Descrip. 


(AF004358) 


glutathione 


S-transferase* TSI-1 [Aegilops tauschii] 


Ul 


Seq. No. 


8666 








Seq. ID 


OJ991210_10, 0110. 015 


'is? 


Gene No.^ 


18437 








Strand 






Start 


11219 








End 


11781 




Name 


OJ991210 10 


.0110 


.015.02 


.gp 


Method 


AAT/GAP 




Start 


11219 






End 


11781 


■'3 E? 
'HI 


GI 


none 








Score 


1078 


M= 


Exons 


11219. .11781 










;. : 
3 =f 


Seq. No. 


8666 








Seq. ID 


OJ991210_10, 0110.015 




Gene No. 


18438 








Strand 




i"i 


Start 


14941 








End 


16333 


=:3f 


Name 


OJ991210 10 


.0110 


.015.01 


.tm 


Method 


TBLASTX: Maize 




Start 


5535 








End 


84 95 




GI 


none 








Score 


312 




Exons 


5535. .5636, 


5569 


. .5856, 


5569. 


.5733, 5733. .5756, 5812. .5940, 






6060. .6362, 


6144 


. .6227, 


6151. 


,6342, 6299.. 6364, 6300.. 6365, 






7755. .7829, 


7756 


. .8064, 


7756. 


,8112, 8203.. 8265, 8205. .8267, 






8205. .8267, 


8206, 


. .8268, 


8263. 


.8295, 8265. .8381, 8265. .8495, 






8272, .8493 














Seq. No. 


8666 








Seq, ID 


OJ991210__10. 0110.015 




Gene No. 


18438 








.Strand 






Start 


14941 








End 


16333 




Name 


OJ991210 10 


.0110, 


.015.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


5566 








End 


8492 




GI 


none 








Score 


90 




Exons 


5566. ,5733, 


6144 , 


. .6362, 


7750. 


,8082, 7760. .7951, 7768. .8040, 



9100 






8205. .8282, 


8289. 


.8492, 


8290. 


.8379 






Seq. No. 


8666 








Seq. ID 


OJ991210 


_10.0110.C15 












our ana 






Start 


14941 








End 


16333 




Name 


OJ991210 10. 


.0110. 


C15.02, 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5617 








End 


8082 




GI 


none 








Score 


188 




Exons 


5617. .5715, 


5809. 


.5940, 


7798. 


.8082 






Seq. No. 


8666 








Seq. ID 


OJ991210 


_10.0110.C15 


Gene No. 


18438 








Strand 






Start 


14941 








End 


16333 




Name 


OJ991210 10. 


.0110. 


C15.01, 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


5749 








End 


8484 




GI 


none 








Score 


110 




Exons 


5749. .5865, 


5804. 


.5941, 


5812. 


.5940, 604 


8. .6086, 


6144. .6227, 




6144. .6332, 


6154. 


.6333, 


6196. 


.6333, 7921.. 8112, 


7936. .8049, 




7991. .8113, 


8205. 


.8285, 


8205. 


.8273, 8265.. 8483, 


8272. .8484, 



8398. .8484 



m 



Seq. No. 8666 

Gene No. 18438 

Start 14941- 

Name OJ991210_10 . 0110 . C15 . ol . tc 

Start 6060 

GI none 
Exons 



Seq. ID OJ991210_10.0110.C15 
Strand 

End 16333 

Method TBLASTX: Cress 

End 8492 

Score 52 



6060. .6086, 6144. .6362, 8205. .8273, 8206. .8274, 8277. .8492, 
8286. .8381 



i-u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



If Seq. No. 
:| Gene No. 

Start 

Name 

Start 

GI 

Exons 



8666 Seq. ID 

18438 Strand 

14941 End 

OJ991210_10 . 0110 . C15 . o2 . tm Method 

12707 End 

none Score 



12707. .12763, 12836 13003, 13111, 



8666 A- Seq. ID 

18438 Strand 

14941 End 

OJ991210_10.0110.C15.o4.ts Method 

12887 , End 

none Score 



OJ991210_10.0110.C15 
16333 

TBLASTX: Maize 
13162 
82 

13161, 13115.. 13162 

OJ991210 10.0110.C15 



16333 

TBLASTX : Soybean 

13369 

66 



12887. .12976, 13115 .. 13369, 13129. .13368 



Seq. No. 8666 

Gene No. 18438 

Start 14941 

Name OJ991210_10 . 0110 . C15 . o6 . gs 

Start 14941 

GI none 
Exons 



Seq. ID OJ991210_10.0110.C15 
Strand 

End 16333 

Method GENSCAN 

End 16333 

Score .52 



14941. .15504, 15680. .15812, 16116. .16333 



Seq. No. 
Gene No. 
Start 



8666 

18439 

17408 



Seq. ID 

Strand 

End 



OJ991210 10.0110.C15 



19405 



9101 



Name 

Start 

GI 

Exons 



OJ9912 10_10 . 0110 . C15 . o2 . ts Method TBLASTX : Soybean 

17408 End 19405 

none Score 103 

17408. .17473, 17409 17489, 18459 18476, 18528 .. 18617, 

18533. .18634, 18819 19232, 18830 .. 19231, 1904 1 .. 19238 , 

19322. .19405 



Seq. No. 8666 

Gene No. 18440 

Start 19359 

Name OJ991210_10 . 0110 .C15 . o3 . tm 

Start 19359 

GI none 

Exons 19359 
19364 



OJ991210 10.0110.C15 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

19427, 19359. .19427, 19360 .. 19428 , 19361 1942 9, 
19429, 19585. .19677, 19608 .. 19706, 19609 19710 , 



19895 

TBLASTX: Maize 

19895 

89 



19617. .19712, 19785. .19895, 19786 19893, 19800. .19895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8666 
18441 
20338 
OJ991210 
20338 
none 
20338 
21015 
21219 



10.0110.C15.o3.ts 



20523, 20358. .20522, 
21032, 21042. .21158, 
21272 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20358. ,20537, 20359 
21046. ,21144, 21218 



OJ991210_10.0110.C15 
21289 

TBLASTX : Soybean 
21272 
80 

20523, 
21256, 



Seq. No. 8666 

Gene No. 18441 

Start 20338 

Name OJ991210_10 . 0110 . C15 . o3 . tc 

Start 20394 

GI none 

Exons 20394. .20537, 20395 .. 20523, 
21063. ;21149, 21218. .21268, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
21042. .21158, 
21219. .21269 



OJ991210 10,0110.C15 



21289 

TBLASTX: Cress 
21269 
164 

21046. .21144, 



Q 
Q 



Seq. No. 8666 Seq. ID 

Gene No. ' 18441 Strand 

Start 20338 End 

Name OJ991210_10 . 0110 .C15 . o4 . tm Method 

Start 21030 End 

GI none Score 

Exons 21030. .21146, 21043 .. 21147, 21212 .. 2 1256, 21219 ,. 21257, 
21263. .21289 



OJ991210_10.0110.C15 
21289 . 

TBLASTX: Maize 
21289 
185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 
Name 



8667 Seq. ID 

18442 Strand 
1158 End 
OJ991210_10.0110.C16.o2.gs Method 
1158 End 
none Score 
1158. .1740, 4229. .4446, 4702. .4953 

8667 Seq. ID 

18443 Strand 
11142 End 
OJ991210_10.0110.C16.ol.np Method 



OJ991210_10.0110.C16 
+ 

4953 
GENSCAN 
4953 
, 61 



OJ991210_10,0110.C16 
+ 

15113- 
AAT/NAP 



9102 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11142 


End 


15113 




5430765 


Score 


298 




11142. .11181, 12043. .12132, 


14191. .14452, 14495. .15113 




(AC007504) Hypothetical Protein [Arabidopsis thaliana] 




ODD/ 


oeq. lu 




.C16 


J. O fl ft J 


Q-H r*=i nrl 






1 1 1 A 9 




X O X X o 




ujyyiziu lu . u i lu . D . oo . gs 








14148 


End 


15098 




none 


Score 


.52 




14148. .15098 








8667 


Seq. ID 


OJ991210_10.0110 


.C16 


18444 


Strand 


+ 




16957 


End 


22473 




OJ991210 10.0110.C16.o2.np 


Method 


AAT/NAP 




16664 


End 


17175 




119110 


Score 


108 





16664.. 17175 

EBNA-1 NUCLEAR PROTEIN gi | 73987 | pir | IQQBE31 probable nuclear 
antigen - human herpesvirus 4 (strain B95-8) 



gil 1334880|emb|CAA24816. 1 | 
protein, latent cycle gene, 



(V01555) BKRFl encodes EBNA-1 
[Human herpesvirus 4] 



Seq. No. 


8667 




Seq. ID 


OJ991210_ 


10.0110. 


C16 


Gene No. 


18444 




Strand 


+ 






Start 


16957 




End 


22473 






Name 


OJ991210 10.0110.C16 


. o6 . gs 


Method 


GENSCAN 






Start 


16957 




End 


22278 






GI 


none 




Score 


.4 






Exons 


16957. .17211, 17822. 


.17900, 


18637. .18690, 18786. 


.18807, 






19861. .20139, 20407. 


.20650, 


20741. .20828, 21419. 


.21460, 






21536. .21608, 21640. 


.21665, 


22085. .22278 






Seq. No. 


8667 




Seq. ID 


OJ991210_ 


10.0110. 


C16 


Gene No. 


18444 




Strand 


+ 






Start 


16957 




End 


22473 






Name 


OJ991210 10.0110.C16 


. o2 . gp 


Method - 


AAT/GAP 






Start 


20037 




End 


20650 






GI 


2310357 




Score 


780 






Exons 


20037. .20144, 20341. 


.20650 










Seq. No. 


8667 




Seq. ID 


OJ991210_ 


10.0110. 


C16 


Gene No. 


18444 




Strand 


+ 






Start 


16957 




End 


22473 






Name 


OJ991210 10.0110.C16 


. o3 . np 


Method 


AAT/NAP 






Start 


20429 




End 


21907 






GI 


5103807 




Score 


810 






Exons 


20429. .20650, 20741. 


.20828, 


20917. .21026, 21133. 


.21226, 






21419. .21596, 21719. 


.21907 










GI Descrip. 


(AC007591) Contains 


similarity to gb|AF014403 type-2 





phosphatidic acid phosphatase alpha-2 (PAP2_a2) from Homo 
sapiens. ESTs gb|T88254 and gb|AA394 650 come from this gene 
[Arabidopsis thaliana] 



Seq. No. 



8667 



Seq. ID OJ991210_10.0110.C16 



9103 



strand 


+ 


End 


22473 


Method 


AAT'/GAP 


End 


22473 


Score 


1293 



Gene No. 18444 
Start 16957 

Name OJ991210_10.0110.C16.o3.gp 

Start 21147 

GI 5771042 

Exons 21147. .21226, 214 19 21608 , 21730 .. 21789, 22085.. 22473 

GI Descrip. 5103807/gb | AAD39637 . 1 1 AC007591_2 2.0e-37 (AC007591) Contains 

similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana] 



Seq. No. 8667 Seq. ID OJ991210_10 . 0110 . C16 

Gene No. 184 45 Strand 

Start 458 End 174 6 

Name OJ991210_10 . 0110 .C16 . ol . gp Method AAT/GAP 

Start 458 End 1746 

GI 67501_1.R1084 Score 205 

Exons 458.. 511, 1657.. 1746 

GI Descrip. ' 4335719/gb | AAD17397 | 5.0e-22 (AC006248) putative RING-H2 finger 
protein RHGla [Arabidopsis thaliana] ' 





Seq. No. 


8667 


Seq. ID 


OJ991210_10.0110 


.C16 




Gene No. 


18445 


Strand 








Start 


458 


End 


1746 




Q 


Name 


OJ991210 10.0110.C16.ol.gs 


Method 


GENSCAN 






Start 


. 458 


End 


753 




I'Ji 


GI 


none 


Score 


.78 




fli 


Exons 


458. .634, 745. .753 








.sst. 
i- .! 


Seq. No. 


8667 


Seq. ID 


OJ991210_10.0110 


.C16 


ui 


Gene No. 


18446 


Strand 








Start 


5711 


End 


7603 




rii 


Name 


OJ991210 10.0110.C16.o3.gs 


Method 


GENSCAN 






Start 


5711 


End 


7603 






GI 


none 


Score 


.67 




•ssr 
■". I 


Exons 


5711.. 5819, 5922.. 6000, 7399 


. .7603 






"-■l 


Seq. No. 


8667 


Seq. ID 


OJ991210_10-0110 


.C16 




Gene No. 


18447 


Strand 








Start 


20464 


End 


21791 




•S Of 


Name 


OJ991210 10.0110.C16.ol.tm 


Method 


TBLASTX: Maize 






Start 


20464 


End 


21495 






GI 


none 


Score 


215 






Exons 


20464 . .20652, 204 65 .. 20653, 


20743. .20826, 20783 20830 , 





20904. .21020, 20912 .. 21028 , 20924 .. 21028, 21123 21227, 
21123. .21224, 21124 21228 , 21448. .21495 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8667 

18447 

20464 

OJ991210_10.0110.C16.o2.ts 

20464 

none 



Seq. ID OJ991210_10.0110.C16 
Strand 

End 21791 

Method TBLASTX : Soybean 

End 21004 

Score 70 



20464 . .20649, 204 65 20512, 20470 .. 20643, 20561 . ;'20653, 
20761. .20823, 20783 20830, 20904 .. 21002 , 20915 21004 , 
20924 . .21004 



9104 



Seq. No. 8667 

Gene No. 18447 

Start 20464 

Name OJ991210_10 . 0110 . C16 . ol . tw 

Start 21169 

GI none 

Exons 21169.'. 21225, 214 11 21608 , 
21728. .21769, 21729.. 21770 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210_10.0110.C16 
21791 

TBLASTX: Wheat -v' 

21770 

87 



21423, .21587, 21544 21648, 



Seq. No. 


8667 




Seq. ID 


OJ991210_10.0110. 


.C16 


Gene No . 


18447 




Strand 






Start 


20464 




End . 


21791 




Name 


OJ991210 10.0110.C16 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


21447 




End 


21791 




GI 


none 




Score 


83 




Exons 


21447. .21638, 21448. 


.21495, 


21489. .21593, 2154 4 21609, 






21729. .21791 










Seq. No. 


8668 




Seq. ID 


OJ991210_10.ailO, 


X18 


Gene No. 


18448 




Strand 


+ 




Start 


507 




End 


817 




Name 


OJ991210 10.0110.C18 


. ol . gs 


Method 


GENSCAN 




Start 


507 




End 


817 




GI 


none 




Score 


.47 




Exons 


507. .606, 723. .817 










Seq. No. 


8669 




Seq. ID 


OJ991210_10.0110. 


.C19 


Gene No. 


18449 




Strand 


+ 




Start 


.. 214 




End 


625 




Name 


OJ991210 10.0110.C19 


.ol.gs 


Method 


GENSCAN 




Start 


214 




End 


625 




GI 


none 




Score 


.63 




Exons 


214. .271, 468. .625 











Seq. No. 


8670 


Seq. ID 


OJ991210 


Gene No. 


18450 


Strand 




Start 


744 


End 


1283 


Name' 


OJ991210. ip..0110vC21.ol.np 


Method 


AAT/NAP . 


Start 


7'44 ' . • f:^'- ' 


^End - ^ 


1283 


GI 


6539585 


Score 


150 


Exons 


744. .815, 1112. .1283 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


8671 


Seq. ID 


OJ991210 


Gene No. 


18451 


Strand 




Start 


1259 


End 


2003 


Name 


OJ991210 10. 0110. C22. ol.gs 


Method 


GENSCAN 


Start 


1259 


End 


2003 


GI 


none 


Score 


.79 


Exons 


1259. .1406, 1565. .1641, 1946. 


.2003 





Seq. No. 8672 Seq. ID OJ991210_10 . 0110 . C23 

Gene No. 18452 ' Strand 

Start 1222 End 2203 

Name OJ991210_10 . 0110 . C23 . ol . gs Method GENSCAN 

Start 1222 End 2203 

GI none Score .44 



9105 




Exons 


1222. ,1336, 


1621 


. .1665, 


2158. 


.2203 










Seq. No. 


8673 








Seq. ID 


OJ991210_ 


10. 


Olio 


.C24 


Gene No. 


18453 








Strand 


+ 








Start 


110 








End 


1315 








Name 


OJ991210 10, 


.0110 


.C24.01 


.gs 


Method 


GENSCAN 








Start 


110 








End 


1315 








GI 


none 








Score 


.76 








Exons 


110. .847, 914. .1315 














Seq. No. 


8674 








Seq. ID 


6j991210_ 


10. 


0110 


.025 


Gene No . 


T Q /I C /I 
lo <i D ft 








Strand 










Start 










End 


218 








Name 




m 1 n 


O O C ^1 

. LZD . Oi 


.gs 


Method 


GENSCAN 








Start 










End 


218 








GI 


none 








Score 


.86 








Exons 


^ C O 1 Q 


















Seq. No. 


8675 








Seq. ID 


OJ991210_ 


10. 


0110 


.C27 


Gene No. 


1 Q yl C C 








Strand 










Start 


lUoU 








End 


1838 








Name 


ojyyi-^iu lu. 


, UllU 


. CZ 1 . Ol 


.gs 


Method 


GENSCAN 








Start 


1 r\ c n 








End 


1838 








GI 


none 








Score 


.94 








Exons 


lUoU . . lzU4 , 


1 o ^ o 

1 Jo J 


. .14 40, 


1763. 


.1838 










Seq. No. 


8676 








Seq. ID 


OJ991210_ 


10. 


0110 


.C28 


Gene No . 


T Q /I c 
lo 4 0 D 








Strand 


+ 








Start 


O O iC 

zoo 








End 


484 








Name 


ojyyizio lu . 


. (JllU 


. Czo . Ol 


.gs 


Method 


GENSCAN 








Start 


O "3 i:; 








End 


484 








GI 


none 








Score 


.88 








Exons 


Zoo . , 4 o4 


















Seq. No. 


8676 








Seq. ID 


OJ991210_ 


10. 


0110 


.C28 


Gene No . 


18457 








Strand 


+ 








Start 


2825 








End 


3320 








Name 


'OJ991210 10, 


,0110 


.C28.01 


.gp. 


Method 


AAT/GAP 








Start 


2710 








End 


3320 








GI 


2310236 








Score 


559 








Exons 


2710. .2971, 


3269 


. .3320 














Seq. No. 


8676 








Seq. ID 


OJ991210_ 


10. 


0110 


.C28 


Gene No. 


18457 








Strand 


+ 








Start 


2825 








End 


3320 








Name 


OJ991210 10, 


,0110 


.C28.01 


.np 


Method 


AAT/NAP 








Start 


2825 








End 


3320 








GI 


3868859 








Score 


303 








Exons 


2825. .2994, 


3049. 


. .3320 















GI Descrip. (AB013887) RAV2 [Arabidopsis thaiiana] 

gi I 6358760 I gb I AAF07342.il AC011665_1 (AC011665) putative 
DNA-binding protein (RAV2-like) [Arabidopsis thaiiana] 
gi|6524177|gb|AAF15062.1|AC011914_4 (AC011914) RAV2 [Arabidopsis 
thaiiana] 

Seq. No. 8676 Seq. ID OJ991210_10 . 0110 . 028 

Gene No. 18457 Strand + 



9106 



start 
Name 
Start 
GI 

Exons 



2825 End 
OJ991210_10.0110.C28.ol.tw Method 
2825 End 
none Score 
2825.. 2992, 3050.. 3115, 3052.. 3114 



3320 

TBLASTX: Wheat 

3115 

129 



Seq. No. 8676 

Gene No. 18457 

Start 2825 

Name ^. OJ991210_10 . 0110 .C28 . o2 , 

Start 2825 

GI none 

Exons 2825.. 3301 



gs 



Seq. ID OJ991210_10.0110.C2^ 

Strand + 

End 3320 

Method GENSCAN 

End 3301 

Score .99 



Seq. No. 8676 

Gene No. 18457 

Start 2825 

Name OJ991210_10 . 0110 . C28 . ol , 

Start 2930 

GI none 

Exons 2930.. 2965, 3047.. 3196, 



ts 



Seq. ID OJ991210_10.0110-C28 

Strand + 

End 3320 

Method TBLASTX : Soybean 

End 3229 

Score 4 9 



3049. .3222, 3050. .3229 



Seq. No. 8676 

Gene No. 18457 

Start 2825 

Name OJ991210_10 . 0110 . C28 . ol . tc " 

Start • 3047 

GI none 

Exons 3047.. 3187, 3049.. 3222, 3050. 



Seq. ID OJ991210_10.01ia-C28 

Strand + 

End 3320 

Method TBLASTX: Cress 

End 3229 

Score 282 
.3229 



Seq. No. 8677 

Gene No. 18458 

Start 588 

Name OJ991210_10 . 0110 . C30 . ol . 

Start 588 

GI none 

Exons 588.. 680 



Seq. ID OJ991210_10.0110.C30 

Strand + 

End 680 

gs Method GENSCAN 

End' 680 



Score 



.74 



Seq. No. 8678 

Gene No. 18459 

Start 192 

■-^ Name OJ991210_10 . 0110 . C31 . ol , 

Start 165 

GI none 

Exons 165.. 308, 192.. 305, 387, 
536. .700, 542. .712, 543, 



tc 



.446, 
.701 



Seq. ID OJ991210_10.011O:C31 
Strand 

End 712 

Method TBLASTX : Cress 

End 712 

Score 98 

388. .432, 427. .465, 534 . . 692, 



Seq. No. 8678 

Gene No. 18459 

Start , 192 

Name OJ991210_10 . 0110 . C31 . ol . 

Start 165 

GI none 

Exons 165.. 308, 192.. 305, 387, 
536. .703, 536. .700 



Seq. ID OJ991210_10.011O.C31 
Strand 

End 712 

tm Method TBLASTX: Maize 

End 7 03 

Score 142 
.440, 388. .432, 440. .466, 534. .686, 



Seq. No. 



8678 



Seq. ID OJ991210_10.011O.C31 



9107 



Gene No. 


18459 


Strand 




Start 




bna 




Name 


OJ991210 10.0110.C31.ol.ts 


Method 


TBLASTX : Soybean 


Start 


171 


End 


700 


GI 


none 


Score 


111 


Exons 


171. .308, 192. .305, 387. .446, 


427. .465, 


440. .466, 534. .692, 




536.. 700, 536.. 700 






Seq. No. 


8678 


Seq. ID 


OJ991210_10.0110.C31 


Gene No . 




Strand 




Start 


192 


End 


712 


Name 


OJ991210 10.0110.C31.ol.gs 


Method 


GENSCAN 


Start 


192 


End 


461 


GI 


none 


Score 


.72 


Exons 


192.. 305, 390.. 461 






Seq. No. 


8678 


Seq. ID 


OJ991210_10.0110.C31 


Gene No. 


18459 


Strand 




Start 


192 


End 


712 


Name 


OJ991210 10.0110.C31.ol.np 


Method 


AAT/NAP 


Start 


192 


End 


700 


GI - 


2072393 


Score 


412 


Exons 


192. .305, 390. .463, 534. .700 






GI Descrip. 


(U29168) similar to human Xeroderma pigmentosum group B DNA 




repair protein, Swiss-Prot Accession Number P19447 [Arabidop; 




thaliana] 






Seq. No. 


8679 


Seq. ID 


OJ991210_I3.0110.C2 


Gene No. 


18460 


Strand 




Start 


682 


End 


1095 


Name 


OJ991210 13.0110.C2.ol.gp 


Method 


AAT/GAP 


Start 


682 


End 


1095 


GI 


none 


Score 


770 


Exons 


682. .1095 






Seq. No. 


8680 


Seq. ID 


OJ991210_13.0110.C3 


Gene No. 


18461 


Strand 




Start 


272 


End 


3158 


Name 


OJ991210 13.0110..C3.ol.gs. 


Method 


'GENSCAN 


Start 


272 


End 


3113 


GI 


none 


Score 


.63 


Exons 


272. .357, 907. .1048, 1457. .1512, 1705.. 


1880, 2572.. 2845, 




3109. .3113 






Seq. No. 


8680 


Seq. ID 


OJ991210_13.0110.C3 


Gene No. 


18461 


Strand 




Start 


272 


End 


3158 


Name 


OJ991210 13.0110.C3.ol.np 


Method 


AAT/NAP 


Start 


2345 


End 


3158 


GI 


2623307 


Score 


419 


Exons 


2345. .2472, 2568. .2845, 3109. 


.3158 




GI Descrip. 


(AC002409) putative ubiquitin 


carboxyl 


terminal hydrolase 




[Arabidopsis thaliana] 






Seq. No, 


8680 


Seq. ID 


OJ991210_13.0110.C3 


Gene No. 


18461 


Strand 




Start 


272 


End 


3158 



9108 






Name 


OJ991210 13.0110.C3.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


2369 


End 


3158 






GI 


none 


Score 


70 






Exons 


2369. .2458, 2575.-2844, 2583 


1..2798, 2675. .2842, 


2692. .2847 






2694. .2846, 3108. .3158 










Seq. No. 


8680 


Seq. ID 


OJ991210 


_13.0110.C3 




Gene No. 


18461 


Strand 








91- A ri- 


272 


End 


3158 






Name 


OJ991210 13.0110.C3.Ql.tm 


Method 


TBLASTX: 


Maize 




Start 


2372 


End 


2758 






GI 


none 


Score 


76 






Exons 


2372. .2458, 2376.. 2474, 2575 


..2757, 2577. .2735, 


2587. .2736 






2684. .2758 










Seq. No. 


8680 ' 


Seq. ID 


OJ991210 


_13.0110.C3 




Gene No. 


18461 


Strand 










272 


End 


3158 






Name 


OJ991210 13.0110.C3.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


2372 


End 


3149 






GI 


none 


S.core 


66 






Exons 


2372. .2458, 2376. .2459, 2575 


..2844, 2585. .2845, 


2675. .2845 






2686. .2880, 3106. .3147, 3108 


. .3149 ' 






Q 


Seq. No. 


8681 


Seq. ID 


OJ991210 


_13.0110.C4 




Gene No. 


18462 


Strand 


+ 






Start 


16524 


End 


29700 






Name 


OJ991210 13.0110.C4.o4.np 


Method 


AAT/NAP 




; M 


Start 


16524 


End 


26675 






GI 


5777621 


Score 


105 




Ul 


Exons 


16524. .16540, 20168 20429, 


20950. .21004, 26649 


. .26675 


ill 

:i ; t 


GI Descrip. 


(AJ245900) CAA30379.1 protein [Oryza sativa] 




t 1 : 
t s? 


Seq. No. 


8681 


Seq. ID 


OJ991210 


_13.0110.C4 




Gene No. 


18462 


Strand 


+ 






Start 


16524 


End 


29700 




''I 


Name 


OJ991210 13.0110.C4.o5.gs 


Method 


GENS CAN 




iia: 


Start ■ 


17864 


. End 


29700 




i. i 


GI 


none 


Score 


.67 




:p? 




17864. .17961, 18952 19016, 


19597. .19731, 19737 




1 -i 




20168. .20429, 20548 20600, 


20629. .20759, 20912 


. .21001, 






21079. .21148, 21264. .21544, 


21665. .218 


09, 22481 


. .23131, 






24720. .24854, 24895 .. 24 990 , 


26531. .26576, 26720 


. .26864, 






26916. .27275, 27669 27962 , 


27992. .28271, 28908 


. .29097, 






29201. .29233, 29508. .29700 










Seq. No. 


8681 


Seq. ID 


OJ991210 


_13.0110.C4 




Gene No. 


18462 


Strand 


+ 






Start 


16524 


End 


29700 






Name 


OJ991210 13.0110.C4.o5.np 


Method 


AAT/NAP 






Start 


19886 


End 


22208 






GI 


6721512 


Score 


80 






Exons 


19886. .19916, 22108.. 22208 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8681 


Seq. ID 


OJ991210 


_13.0110.C4 




Gene No. 


18462 


Strand 







-9109 



start 


16524 




End 


29700 






Name 


OJ991210 13. 0110. C4, 


. o7 . np 


Method 


AAT/NAP 






Start 


26745 




End 


28294 






GI 


4455246 




Score 


779 






Exons 


26745. .26864, 26943. 


. .27069, 


27100. .27228, 27676. .28294 




GI Descrip. 


(AL035523) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


8681 






OJ9Q1210 1 


0110, 


.C4 




±. \j t \j ^ 












Start 


50156 




End 


51200 






Name 


OJ991210 13. 0110. C4, 


-oll.gs 


Method 


GENSCAN 






Start 


50156 




End 


51200 






GI 


none 




Score 


.58 






Exons 


50156. .50211, 51023. 


. .51200 










Seq. No. 


8681 




Seq. ID 


OJ991210_13. 


0110, 


.C4 


Gene No. 


18464 




Strand 


+ 






Start 


54697 




End 


57958 






Name 


OJ991210 13. 0110. C4, 


. o7 . gp 


Method 


AAT/GAP 






Start 


54697 




End 


55437 






GI 


3762748 




Score 


700 






Exons 


54697. .54774, 54882, 


, .55170, 


55399. .55437 







m 

rii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8681 Seq. ID 

18464 Strand 

54697 End 

OJ991210_13 . 0110 . C4 . ol3 . gs Method 

55298 End 

none Score 



OJ991210_13.0110.C4 
+ 

57958 
GENSCAN 
57958 
.86 



55298. .55360, 55399.-55572, 55653 56510, 56613 56765, 
57542. .57958 



OJ991210_13.0110.C4 
+ 



Seq. No. 8681 Seq. ID 

Gene No. 184 65 Strand 

Start 59633 End 59931 

Name OJ991210_13 . 0110 . C4 . ol2 . np Method AAT/NAP 

Start 59633 End 59931 

GI 2864614. Score 181 

Exons . 59633.-59931 

GI Descrip. (AL021811)" putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8681 Seq. ID 

18466 Strand 

1 End 

OJ991210_13.0110.C4 .ol.np Method 

1 End 

6648604 Score 



OJ991210_13.0110.C4 

4787 
AAT/NAP 
3012 
698 



1..207, 303. .614, ,695. .870, 2973. .3012 

{AF048705) ubiquitin-specif ic protease; UBP5 [Arabidopsis 
thaliana] 



Seq. No. 8681 Seq. ID 

Gene No. 18466 Strand 

Start 1 End 

Name OJ991210_13 . 0110 . C4 . ol . gs Method 

Start 72 End 

GI none Score 



OJ991210_13.0110.C4 

4787 
GENSCAN 
4787 
.64 



9110 




Exons 72.. 207, 303.. 614, 695.. 991, 1274.. 1333, 1420,-1546, 1836.. 1948, 

4359.. 4787 



Seq. No. 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18467 


Strand 


- 




Start 


7701 


End 


7991 




Name 


OJ991210 13.0110.C4.ol.gp 


Method 


AAT/GAP 




Start 


7701 


End 


7991 




GI 


3762721 


Score 


531 




Exons 


7701. .7991 








Seq. No. 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18468 


Strand 






Start 


7956 


End 


8427 




Name 


OJ991210 13.0110.C4.o2.np 


Method 


AAT/NAP 




Start 


7956 


End 


8427 




GI 


4115916 


Score 


324 




Exons 


7956. .8427 








GI Descrip. 


(AF118222) F3H7.9 gene product [Arabidopsis thaliana] 






gil 4539441 lemb ICAB40029.il 


(AL049523) 


putative protein 






[Arabidopsis thaliana] 








Seq. No, 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18469 


Strand 






Start 


8410 


End 


8602 




Name 


OJ991210 13.0110.C4,o2,gp 


Method 


AAT/GAP 




Start 


8410 


End 


8602 




GI 


none 


Score 


312 




Exons 


8410. .8602 








Seq, No, 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No, 


18470 


Strand 






Start 


10346 


End 


13117 




Name 


OJ991210 13.0110.C4.o3,gp 


Method 


AAT/GAP 




Start 


10100 


End 


13117 




GI 


none 


Score 


1434 




Exqns 


10100, . 10453, 10596. .10753, 


12719. . 12E 


J20, 12946,-13117 




Seq, No, 


8681 


Se"3. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18470 


Strand 






Start 


10346 


End 


13117 




Name 


OJ991210 13.0110.C4.o3,gs 


Method 


GENSCAN 




Start 


10346 


End 


13036 




GI 


none 


Score 


.99 




Exons 


10346. .10453, 10596 .. 10753, 


12719. .12820, 12946. .13036 




Seq, No. 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18470 


Strand 






Start 


10346 


End 


13117 




Name 


OJ991210 13.0110.C4.o3.np 


Method 


AAT/NAP 




Start 


10349 


End 


13036 




GI 


6671934 


^ Score 


326 




Exons 


10349, ,10453, 10596 ., 10753, 


12719. .12820, 12946.. 13036 




GI Descrip. 


{AC016795) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18471 


Strand 







9111 




start 


14836 




End 


16645 






Name 


OJ991210 13. 0110. C4. 


o4 .gs 


Method 


GENSCAN 






Start 


14836 




End 


16645 






GI 


none 




Score 


.49 






Exons 


14836. .15161, 15653. 


.15764, 


15804. .15907, 16561.. 16645 




Seq. No. 


8681 




Seq. ID 


OJ991210_13. 


0110 


.C4 


Gene No.. 


18472 




Strand 








Start 


22510 




End 


24828 






Name 


OJ991210 13. 0110. C4. 


o6.np 


Method 


AAT/NAP 






Start 


22510 




End 


24828 






GI 


3702333 




Score 


190 






Exons 


22510. .22992, 24730. 


.24828 










GI Descrip. 


(AC005397) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8681 




Seq. ID 


OJ991210_13. 


0110 


.C4 


Gene No. 


18473 




Strand 








Start 


30969 




End 


31260 






Name 


OJ991210 13. 0110. C4. 


o8 .np 


Method 


AAT/NAP 






Start 


30969 




End 


31260 






GI 


4510378 




Score 


178 






Exons 


. 30969. .31260 












GI Descrip. 


(AC007017) putative 


RING zinc finger protein [Arabidopsis 




thaliana] 












Seq. No. 


8681 




Seq. ID 


OJ991210_13. 


0110 


.C4 


Gene No. 


18474 




Strand 








Start 


35341 




End 


37176 






Name 


OJ991210 13. 0110. 04, 


o9.np 


Method 


AAT/NAP 






Start 


35341 




End 


37176 






GI 


6721512 




Score 


95 






Exons 


35341. .35391, 36896. 


.37035, 


37063. .37176 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


. 8681 




Seq. ID 


OJ991210_13. 


0110 


.C4 


Gene No. 


18475 




Strand 








Start 


39896 




End 


40924 






Name 


OJ991210 13. 0110. C4. 


olO.np 


Method 


AAT/NAP 






Start 


39881 




End ■ V 


.•4 0016 






GI 


4263819 




Score 


65 






Exons 


39881. .40016 












GI Descrip. 


(AC006067) putative 


serpin 


[Arabidopsis thaliana] 






Seq. No. 


8681 




Seq. ID 


OJ991210_13. 


0110 


.C4 


Gene No. 


18475 




Strand 








Start 


39896 




End 


40924 






Name 


OJ991210 13. 0110. C4. 


o8 . gs 


Method 


GENSCAN 






Start 


39896 




End 


40924 






GI 


none 




Score 


.97 






Exons 


39896. .40819, 40922. 


.40924 










Seq. No. 


8681 




Seq. ID 


OJ991210_13. 


0110 


.C4 


Gene No. 


18476 




Strand 








Start 


41119 




End 


41582 






Name 


OJ991210 13. 0110. C4. 


o9.gs 


Method 


GENSCAN 






Start 


41119 




End 


41582 






GI 


none 




Score 


.6 







9112 



Exons 



41119. .41288, 41522.. 41582 



Seq. No. 8681 Seq. ID OJ991210_13 . 0110 . C4 

Gene No. 18477 Strand 

Start 42245 End 47399 

Name OJ991210_13. 0110.C4 .o5.gp Method AAT/GAP 

Start 42245 End 43881 

GI 111_8.R1084 Score 1087 

Exons 42245. .42733, 43772.. 43881 

GI Descrip. ' 5734616/dbj | AP000391 . 1 | AP000391 6.0e-60 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


8681 


Seq. ID 


OJ991210_ 


13.0110. 


C4 


Gene No. 


18477 


Strand 








Start 


42245 


End 


47399 






Name 


OJ991210 13.0110.C4.ol0.gs 


Method 


GENSCAN 






Start 


42611 


End 


47399 






GI 


none 


Score 


.85 






Exons 


42611. .42682, 43601 .. 43653, 
44715. .44873, 44939. . 45180, 


43772. .43917, 44154. 
47258. .47399 


.44710, 




Seq. No. 


8681 


Seq. ID 


OJ991210_ 


13.0110. 


C4 




18478 


Strand 








Start 


49253 


End 


54012 






Name 


OJ991210 13.0110.C4.oll.np 


Method 


AAT/NAP 






Start 


49253 


End 


54012 






GI 


6016874 


Score 


2203 






Exons 


49253. .49300, 51109 .. 51366, 


51835. .52175, 52293. 


.52472, 






52866. .53025, 534 16 .. 53648 , 


53713. .53850, 53934. 


.54012 




GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R311 6) correspond 


to a 




.region of the predicted gene 


. ; Similar 


to putative AC9 






transposase. (P03010) [Oryza 


sativa] 








Sea No 


8681 


Seq. ID 


OJ991210_ 


13.0110. 


C4 


Gene No. 


18478 


Strand 








Start 


49253 


End 


54012 






Name 


OJ991210 13.0110.C4.ol2.gs 


Method 


GENSCAN 






Start 


51832 


End 


54012 






GI 


none 


Score 


.68 






Exons 


51832. .52472, 52866 .. 53025, 


53416. .54012 






Seq. No. 


8681 


Seq. ID 


OJ991210_ 


13.0110. 


C4 


Gene No. 


18478 


Strand 








Start 


49253 


End 


54012 






Name 


OJ991210 13.0110,C4.o6.gp 


Method 


AAT/GAP 






Start 


52815 


End 


53323 






GI 


uC-osflcypll0c07bl 


Score 


966 






Exons 


52815. .53323 










GI Descrip. 


M680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy 


type Retrosat 




retrotransposon, complete sequences; and unknown 


genes * 




Seq. No. 


8681 


Seq. ID 


OJ991210_ 


13,0110. 


C4 


Gene No. 


18479 


Strand 








Start 


57742 


End 


58247 






Name 


OJ991210 13.0110.C4 .o8.gp 


Method 


AAT/GAP 






Start 


57742 


End 


58247 







9113 



GI none Score 997 

Exons 57742,. 58247 



Seq. No. 8681 Seq. ID 

Gene No. 18480 Strand 

Start 58950 End 

Name OJ991210_13 .0110 . C4 . ol . tm Method 

Start 25 , End 

GI none Score 

Exons 25.. 210, 26.. 208, 28., 210, 303.. 539, 
' 312. .557 



OJ991210_13.0110.C4 
59866 

TBLASTX: Maize 

557 

187 

304. .555, 304. .546, 



Seq. No. 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18480 


Strand 






Start 


58950 


End 


59866 




Name 


OJ991210 13.0110.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


85 


End 


606 




GI 


none 


Score 


135 




Exons 


. 85. .207, 86. .208, 303. .572, 


304. .606, 


341. .598 




Seq. No. 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18480 


Strand 






Start 


58950 


End 


59866 




Name 


OJ991210 13.0110.C4.o3.ts 


Method 


TBLASTX : Soybean 




Start 


8028 


End 


8436 




GI 


none 


Score 


80 




Exons 


8028.. 8096, 8145.. 8231, 8256 


..8435, 8284. .8436 




Seq. No. 


8681 


Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18480 


Strand 






Start 


58950 


End 


59866 




Name 


OJ991210 13.0110.C4.o7.tm 


Method 


TBLASTX: Maize 




Start 


10188 


End 


12964 




GI 


none 


Score 


41 




Exons 


10188. .10226, 10199. .10225, 


10352. .10453, 10353 .. 104 54 , 






10370. .10465, 10590. .10760, 


10597. .10755, 127 12 .. 12804 , 






12720. .12812, 12941.. 12964 








Seq. No. 


8681 


Seq. ID 


OJ991210_13.011G 


.C4 


Gene No. 


18480 


Strand 






Start 


58950 


End 


59866 




Name 


OJ991210 13.0110.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10400 


End 


12818 




GI 


none 


• Score 


117 




Exons 


10400. .10453, 10590. .10760, 


10596. .10745, 10597 .. 10755, 






12712. .12774, 12720 .. 12773, 


12765. .12818, 12766. .12798 





Seq. No. 8681 

Gene No. 18480 

Start 58950 

Name OJ991210_13 . 0110 . C4 . o5 ,-tm 

Start 15211 

GI none 

Exons 15211. .15324, 
15333. .15737, 



15213. .15371, 
15362. .15415, 



Seq. ID 

Strand 

End 

Method 
End- 
Score 



15225. . 15308, 15310 
15411. . 15734 



OJ991210_13.0110.C4 
59866 

TBLASTX: Maize 

15737 

63 

15414, 



Seq. No. 



8681 



Seq. ID OJ991210_13.011O.C4 



9114 



Gene No. 18480 Strand 

Start 58950 End 

Name OJ991210_13 . 0110 . C4 . o5 . ts Method 

Start 20685 End 

GI none Score 

Exons 20685. .20732, 20690 20761, 20900 

21260. .21355, 21356 .. 21547 , 21403 



59866 

TBLASTX : Soybean 
21547 
73 

21004, 21259. .21339, 
21486 



Seq. No. 8681 
Gene No, 18480 
Start 58950 

Name OJ991210_13 . 0110 . C4 . o2 . tm 

Start 26721 
GI none 

Exons 26721. .26849, 26792.-26848, 

27008. .27055, 27096 .. 27158 , 
27681. .27857, 27695 .. 27829, 
27870. .28115, 27933 .. 28112 , 
27935. .28150 



Seq. ID 
Strand 
End 

Method 

End 

Score 
26943. .27044, 
27110. .27169, 
27858, .27932, 
27934, .28137, 



OJ991210 13. 0110. C4 



59866 

TBLASTX: Maize 
28150 
99 

26948, ,27052, 
27119. .27172, 
27863.-27955, 
27934. .28149, 



Seq. No. 8681 
Gene No. 18480 
Start 58950 

Name OJ991210_13 . 0110 .C4 . ol . tc 

Start 2'6790 
GI none 
Exons 26790, 

26947. 

27107. 

27934. 



Seq. ID OJ991210_13.0110.C4 
Strand 

End ' 59866 
Method TBLASTX: Cress 
End 28176 
Score 73 

,26849, 26794. .26820, 26798 .. 26848, 2 6943 ,. 27047 , 
.27042, 26954. .27046, 27078 .. 27158, 27105 .. 27152, 
,27166, 27669. .27932, 27677 ,. 27 955, 27933,-28088, 
,28086, 27934,-28176, 27935.. 28153 



Seq. No. 8681 Seq. ID 

Gene No. 18480 Strand 

Start 58950 End 

Name OJ991210_13 . 0110 . C4 . o2 . tw Method 

Start 26790 End 

GI none Score 

Exons 26790. .26849, 26792 .. 26839, 

27096.. 27155, 27110.. 27163 



OJ991210_13.0110.C4 
59866 

TBLASTX: Wheat 
27163 
69 

26948.-27043, 2694 9 .. 2704 4", 



Seq. No. 8681 Seq, ID 

Gene No. 18480 Strand 

Start 58950 End 

Name OJ991210_13 - 0110 - C4 - o4 . ts Method 

Start 26792 End 

GI none Score 
Exons 



OJ991210_13.0110.C4 
59866 

TBLASTX: Soybean 

27755 

78 



26792. .26854, 26796,-26855, 26951 .. 27052, 26952 .. 27083, 
27102,-27158, 27113,-27163, 27197 ., 27274 , 27690.. 27755 



Seq. No. 8681 Seq, ID 

Gene No. 18480 Strand 

Start 58950 End 

Name OJ991210_13 , 0110 . C4 . ol . tw Method 

Start 27666 End 

GI none Score 

Exons 27666,-27902, 27695,-27901 



OJ991210_13.0110.C4 
59866 

TBLASTX: Wheat 

27902 

301 



9115 




Seq. No. 


8681 




Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18480 




Strand 






Start 


58950 




End 


59866 




Name 


OJ991210 13.0110.C4 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


27756 




End 


28153 




GI 


none 




Score 


145 




Exons 


27756. .27884, 27759 


. .27875, 


27770. .27877, 27887 .. 27 955, 






27888. .27932, 27934 


. .28146, 


27935. .28153, 27956.. 28153 




Seq. No. 


8681 




Seq. ID 


OJ991210_13.0110 


.04 


Gene No. 


18480 




Strand 






Start 


58950 




End 


59866 




Name 


OJ991210 13. 0110. C4 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


51898 




End 


52141 




GI 


none 




Score 


97. 




Exons 


51898, .52131, 51983 


. .52141 








Seq. No. 


8681 




Seq. ID 


OJ991210_13.0110 


.C4 


Gene No. 


18480 




Strand 






Start 


58950 




End 


59866 




Name 


OJ991210 13. 0110. C4 


.08. tm 


Method 


TBLASTX: Maize 




Start 


52253 




End 


52605 




GI 


none 




Score 


136 




Exons 


52253. .52594, 52324 


. .'52605 








Seq. No. 


8681 




Seq. ID 


OJ991210_13.0110 


.C4 


Gene No . 


18480 




Strand 






Start 


58950 




End 


59866 




Name 


OJ991210 13. 0110. C4 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


52810 




End 


53124 




GI 


none 




Score 


106 




Exons 


52810. .53037, 52811 


. .53029, 


53050. .53124 




Seq. No. 


8681 




Seq. ID 


OJ991210_13.0110 


.C4 


Gene' No. 


18480 




Strand 






Start 


58950 




End 


59866 




Name 


OJ991210 13. 0110. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


53218 




End 


53664 




GI 


none 




Score 


110 




Exons 


53218. .53256, 53251 


. .53307, 


53344. .53592, 53384.-53593, 






53578. .53664 










Seq. No. 


8681 




Seq. ID 


OJ991210_13.0110 


.C4 


Gene No . 


18480 




Strand 






Start 


58950 




End 


59866 




Name 


OJ991210 13. 0110. C4, 


.ol4 .gs 


Method 


GENS CAN 




Start 


58950 




End 


59866 




GI 


none 




Score 


.48 




Exons 


58950. .59064, 59115, 


. .59228, 


59279". .59866 




Seq. No. 


8682 




Seq. ID 


OJ991210_13.0110 


.C5 


Gene No. 


18481 




Strand 


+ 




Start 


1 




End 


558 




Name 


OJ991210 13. 0110. C5. 


, 0 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


555 




GI 


4678935 




Score 


509 




Exons 


1..30, 64. .555 











9116 




GI Descrip. 


(AL049711) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8682 


Seq. ID 


OJ991210_13.0110 


.C5 


Gene No. 


18481 


Strand 


+ 




Start 


1 


End 


558 




Name 


OJ991210 13.0110.C5.ol.gs 


Method 


GENSCAN 




Start 


112 


End 


558 




GI 


none 


Score 


. 64 




Exons 


112. .558 








Seq. No. 


8682 


Seq. ID 


OJ991210_13.0110 


.C5 


Gene No. 


18482 


Strand 


+ 




Start 


5287 


End 


10047 




Name 


OJ991210 13.0110.C5.o3.gs 


Method 


GENSCAN 




Start 


5287 


End 


10047 




GI 


none 


Score 


.79 




Exons 


5287., 5310, 5489.. 5603, 5642 


..5834, 5984. .6111, 9005. .9058 




9469.. 9632, 9982". .10047 








Seq. No. 


8682 


Seq. ID 


OJ991210 13.0110 


. C5 


Gene No. 


18483 


■ Strand 






Start 


1385 


End 


4873 




Name 


OJ99121Q 13.0110.C5.o2.gs 


Method 


GENSCAN 




Start 


1385 


End 


4873 




GI 


none 


Score 


.76 




Exons 


1385.. 1447, 3604.. 3688, 4665 


.'.4873 






Seq. No. 


8682 


Seq. ID 


OJ991210_13. 0110 


.C5 


Gene No. 


18484 


Strand 






Start 


8860 


End 


10958 




Name 


OJ991210 13.0110.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


79 


End 


327 




GI 


none 


Score 


237 




Exons 


79. .327, 84. .275 








Seq. No. 


8682 


Seq. ID 


OJ991210_13.0110 


.C5 


Gene No. 


18484 


Strand 






Start 


8860 


End 


10958 




'Name 


OJ991210 13.01l6.C5.ol.'ts 


Method 


TBLASTX : Soybean 




Start 


106 


End 


453 




GI 


none 


Score 


393 




Exons 


106. .453, 132. .398 








Seq; No. 


8682 


Seq. ID 


OJ991210_13.0110 


.C5 


Gene No. 


18484 


Strand 






Start 


8860 


End 


10958 




Name 


OJ991210 13.0110.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


121 


End 


584 




GI 


none 


Score 


190 




Exons 


121. .273, 123. .272, 277. .453, 


, 285. .407, 


457. .561, 462... 


584 


Seq. No. 


8682 


Seq. ID 


OJ991210_13.0110 


.C5 


Gene No. 


18484 


Strand 






Start 


8860 


End 


10958 




Name 


OJ991210 13.0110.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


327 


End 


558 




GI 


none 


Score 


139 





9117 




Exons 


327. ,407, 331. .453, 457. .558, 


474. .557 




Seq. No. 


8682 


Seq. ID 


OJ991210_13.0110.C5 


Gene No. 


18484 


Strand 






8860 


End 


10958 


Name 


. C)J991210 13.0110.C5.o2,np 


Method 


AAT/NAP 


Start 


8860 


End 


10958 


GI 


4584355 


Score 


212 


Exons 


8860. .9106, 10925. .10958 






GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 


Seq. No. 


8682 


Seq. ID 


OJ991210_13.0110.C5 


Gene No. 


18484 


Strand 




Start 


8860 


End 


10958 


Name 


OJ991210 13.0110.C5.ol.gp 


Method 


AAT/GAP 


Start 


9674 


End 


9762 


GI 


uC-o.sflM202097dl0bl 


Score 


101 


Exons 


9674. .9762 






GI Descrip. 


M062935/dbj 1 AB0034 95.il AB0034 95 3.0e- 


14 Oryza sativa DNA for 



dihydrof lavonol 4-reductase, complete cds ' 



Seq. No. 8683 
Gene No. 184-85 
Start 50 

Name OJ991210_13 . 0110 . C6 . ol . gp 

Start 50 

GI LIB3477-003-P1-K1-E9 
Exons 50.. 138 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ991210_13.0110.C6 

Strand 

End 138 

Method AAT/GAP 

End 138 

Score 111 



ri| Seq. No. 


8684 




Seq. ID 


OJ991210 


Gene No. 


18486 




Strand 


+ 


start 


9 




End 


294 


Name 


OJ991210 13. 0110. C7, 


.ol.gs 


Method 


GENSCAN 


'M' Start 


9 




End 


294 


M; GI 


none 




Score 


.46 


K=i Exons 


9.. 169, 243. .294 








:!j Seq. No. 


8685 




Seq. ID 


OJ991210 


Gene No. 


18487 




Strand 




Start 


1 




End 


447 


Name 


OJ991210 12. 0112. 01. 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


447 


GI 


6714302 




Score 


150 


Exons 


1..153, 378.-447 








GI Descrip. 


(AC013354) F15H18.8 


[Arabidopsis thaliana] 



Seq. No. 8685 Seq. ID 

Gene No. 18487 Strand 

Start 1 End 

Name OJ991210_12 . 0112 . CI . ol . gs Method 

Start 13 End 

GI none Score 

Exons 13. .153, 378. .422 



OJ991210_12.0112.C1 
447 

GENSCAN 

422 

.44 



9118 



Seq. No. 8686 Seq. ID 

Gene No. 18488 Strand 

Start 181 End 

Name OJ991210_12 . 0112 . C3 . ol . gs Method 

Start 181 End 

GI none Score 

Exons 181.. 246 



OJ991210_12.0112.C3 
+ 

246 

GENSCAN 

246 

.69 



Seq. No. 8686 Seq. ID 

Gene No. 18489 Strand 

Start 592 End 

Name OJ991210_12 . 0112 . 03 . ol . gp Method 

Start 592 End 

GI none Score 

Exons 592.. 890 



OJ991210_12.0112.C3 
890 

AAT/GAP 

890 

530 



Seq. No. 8687 Seq. ID 

Gene No. 18490 Strand 

Start 158 End 

Name OJ991210_12 . 0112 . C4 . ol . gp Method 

Start 158 End 

GI 4879981 Score 

Exons 158.. 213, 434.. 542 



OJ991210_12.0112.C4 

1573 
AAT/GAP 
542 
200 



Seq. No. 8687 

Gene No. 18490 

Start 158 

Name OJ991210_12 . 0112 . C4 . ol . tc ■ 

Start 392 

GI none 

Exons 392.. 571, 422.. 571, 429.. 578, 
827. .868 



Seq. ID OJ991210_12.0112.C4 
Strand 
End 

Method 
End 
Score 
430. .591, 



1573 

TBLASTX: Cress 
868 
140 

692. .745, 699. .758, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8687 
18490 
158 

OJ991210_12.0112.C4.ol.ts 
430 
none 

430. .570, 433. .591, 434. .592, 692. .724 



Seq. ID OJ991210_12.0112.C4 
Strand 

End 1573 

Method TBLASTX : Soybean 

End 724 

Score 101 



Seq. No. 8687 Seq. ID 

Gene No. 184 90 Strand 

Start 158 End 

Name OJ991210_12 . 0112 . C4 . ol . tm Method 

Start 472 End 

GI none Score 
Exons 



OJ991210_12.0112.C4 
1573 

TBLASTX: Maize 

1573 

137 



472. .570, 476. .571, 489. .575, 692. .745, 696. .758, 827. .931, 
846. .932, 985. .1059, 1002. .1061, 1025. .1063, 1137. .1226, 
1149. .1244, 1150. .1236, 1300. .1344, 1304. . 1345, 1312. .1347, 
1484. .1573, 1485. .1562, 1490. .1570 



Seq. No. 8688 Seq. ID 

Gene No. 18491 Strand 

Start 2022 End 

Name ' OJ991210_12 . 0112 . 05 . ol . gp Method. 

Start 2022 End 



OJ991210_12.0112.O5 
+ 

2396 

AAT/GAP 

2396 



9119 



GI 

Exons 



none 

2022. .2396 



Score 



722 



in ; : 
: : t 

a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8688 

18492 

383 

OJ991210_12.0112.C5.ol.gs 

383 

none 



Seq. ID OJ991210_12.0112.C5 
Strand 

End 1357 

Method GENSCAN 

End 1357 

Score .59 



383. .521, 1075. .1262, 1297. .1357 



8688 

18493 

1848 

OJ991210_12.0112.C5.o2.gs 

1848 

none 

1848. .1946, 2197, .2409, 3002. 
3918. .4436, 8951. .9412 

8688 

18493 

1848 

OJ991210_12.0112.C5.ol.np 

2158 

3080433 



OJ991210_12.0112.C5 

11598 
GENSCAN 
9412 
.46 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3127, 3367,. 3499, 3594. ,3829, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210 12, 0112. C5 



11598 
AAT/NAP 
11588 
1281 

.3829, 



3918, ,4436, 



2158. .2409, 2990. .3127, 3229. .3499, 3594, 
8936.. 9193, 11505.. 11588 

{AL022605) putative gamma-glutamyltransf erase [Arabidopsis 
thaliana] 



Seq, No, 8688 Seq, ID 

Gene No, 18493 Strand 

Start 1848 End 

Name 0 J991210_12 . 0112 . C5 , o3 . gp Method 

Start 10861 End 

GI 4715034 Score 

Exons 10861. .11112 



OJ991210_12.0112.C5 

11598 
AAT/GAP 
11112 
409 



Seq. No. 8688 Seq. ID 

Gene No. 184 93 Strand 

Start 1848 End 

Name OJ9912 10_12 . 01 12 . C5 , o3 . gs Method 

Start ' 11188 End 

GI none Score 

Exons 11188. .11598 



OJ991210_12.0112.C5 

11598 
GENSCAN 
11598 
.55 



Seq. No. 8688 Seq. ID 

Gene No. 184 94 Strand 

Start 11957 End 

Name OJ991210_12 . 0112 . C5 . ol . tc Method 

Start 2161 End 

GI none Score 
Exons 



OJ991210_12.0112.C5 
22325 

TBLASTX: Cress 

13393 

166 



2161. .2244, 2257. ,2421, 2990. .3133, 3221. .3502, 3229. .3498, 
3587, .3778, 3612. .3779, 3916. .4050, 3954. .4286, 4290. .4439, 
4291. .4434, 8954. .9040, 9012. .9050, 9023. .9196, 9039. .9173, 
11980. .12123, 12200. .12277, 12202 .. 1227 6, 12262 .. 12465, 



9120 




12263. .12469, 12561 .. 12737 , 12616 .. 12738 , 12785 .. 13240, 
12825. .13154, 13244 .. 13393, 13245.. 13388 



Seq. No. 


8688 




Seq. ID 


OJ991210_12.0112.C5 


Gene No. 


18494 




Strand 




Start 


11957 




End 


22325 


Name 


OJ991210 12. 


0112.C5.o4 .tm 


Method 


TBLASTX: Maize 


Start 


2251 




End 


12121 


GI 


none 




Score 


151 


Exons 


2251. .2421, 


2254.. 2421, 2985 


. .3083,-. -2990. .3130, 2990. .3130, 




11386 . , 11544 


, 11388 . . 11546, 


11975. . 12121,' 11980. .*12120 


Seq. No. 


8688 




Seq. ID 


OJ991210_12.0112.C5 


Gene No. 


18494 




Strand 




Start 


11957 




End 


22325 


Name 


OJ991210 12. 


0112.C5.o4.ts 


Method 


TBLASTX: Soybean 


Start 


3229 




End 


12411 


GI 


none 




Score 


62 


Exons 


3229. .3285, 


3328. .3444, 3341 


..3442, 12200. .12409, 12202. .12411 


Seq. No. 


8688 




Seq. ID 


OJ991210_12^:;0112.C5 


Gene No. 


18494 




Strand 




Start 


11957 




End 


22325 


Name 


OJ991210 12. 


0112.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3445 




End 


13171 


GI 


none 




Score 


52 


Exons 


3445. .3501, 


3446.. 3508, 3587 


..3829, 3612. .3785, 3916. .4053, 




3954. .4217, 


12412. .12468, 12413 12469, 


12561. .12794, 




-12571. .12744 


, 12869. .13171, 


12870. .13151 


Seq. No. 


8688 




Seq. ID 


OJ991210_12.0112.C5 


Gene No. 


18494 




Strand 




Start 


11957 




End • 


22325 


Name 


OJ991210 12. 


0112.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


3650 




End 


13066 


GI 


none 




Score 


192 


Exons 


3650. .3829, 


3651.. 3830, 3724 


..3831, 3922. .4053, 3954. .4079, 




4083. .4112, 


12609. .12788, 1261,0 .. 12786, 


12869. .13033, 




12876. .13034 


, 13037.-. 13066, 


13037.. 13066 


Seq. No. 


8688 




Seq. ID 


OJ991210_12.0112.C5 


Gene No. 


18494 




Strand 




Start 


11957 




End 


22325 


Name 


OJ991210 12. 


0112.C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


4119 




End 


13334 


GI 


none 




Score 


117 


Exons 


4119. .4280, 


4120. .4317, 4290 


..4397, 4291. .4380, 13073 .. 13234 , 




13074. .13151 


, 13076. .13180, 


1324 4. .13333, 13245. .13334 


Seq. No. 


8688 




Seq. ID 


OJ991210_12.0112.C5 


Gene No. 


18494 




Strand 




Start 


11'957 




End 


22325 


Name 


OJ991210 12. 


0112.C5.o4.gs 


Method 


GENSCAN 


Start 


11957 




End 


22232 


GI 


none 




Score 


.84 


Exons 


11957. .12436 


, 12594. .12788, 


12872. .13390, 15035 .. 1554 1, 



15865. .15900, 1617 9 .. 16227, 17125 .. 17303, 17708 .. 17 908 , 



9121 



18479. .18508, 19313 19436, 19511 19660, 19815 .. 19918 , 
20017. .20049, 20673 ., 20746, 20973 .. 21033, 2124 1 .. 21315, 
21407. .21517, 21939.. 22232 



Seq. No. 


8688 


Seq. ID 


OJ991210_12.0112.C5 


Gene No. 


18494 


Strand 


- 


Start 


11957 


End 


22325 


Name 


OJ991210 12.0112.C5.o4.gp 


Method 


AAT/GAP 


Start 


15239 


End 


15576 


GI 


4715033 


Score 


664 


Exons 


15239. .15576 






Seq. No. 


8688 


Seq. ID 


OJ991210_12.0112.C5 


Gene No. 


18494 


Strand 




Start 


11957 


End 


22325 


Name 


OJ991210 12.0112.C5.o5.gp 


Method 


AAT/GAP 


Start 


18452 


End 


19645 


GI 


13573 1.R1084 


Score 


1497 


Exons 


18452. .18853, 19019. . 19161, 


19313. . 19436, 19511. .19645 


GI Descrip. 


•2231046/emb|CAA73179| l.Oe- 


■15 (Y12618) 


PPF-1" protein [Pisum 




sativiom] * 







Seq. No. 

Gene No. 
='5^ Start 

Name 
rfs Start 

m GI ■ 

Exons 



GI Descrip. 



Seq. No. 
""''i Gene No. 

Start- 
:.j Name 

Start 

Exons 



8688 

18494 

11957 

OJ991210 

19066 

2209332 

19066. .1 

20017. .2 

21241. .2 

(U89272) 

thaliana 

membrane 

8688 
18494 
11957 
OJ991210 
19391 
none 
19391. .1 
19814 
19963 
20491 
20628 
21239. .2 
21405. .2 



_12.0112.C5.o2.np 



9157, 19309. .19436, 
0124, 20491. .20595, 
1315, 21407. .21517, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991210 12. 0112. C5 



22325 
AAT/NAP 
22164 
1146 

19511. .19660, 19815. .19918, 
20673. .20746, 20973 .. 21033, 
21939. .22012, 22046.. 22164 
chloroplast membrane protein ALBIN03 [Arabidopsis 
] gil 3927828 |gb|AAC79585. II (AC005727) chloroplast 
protein {ALBIN03) [Arabidopsis thaliana] 



12.0112.C5.o2.tc 



9438, 19508. 

9921, 19815. 

0124, 20021. 

0598, 20491. 

0753, 20673. 

1316, 21241. 

1512, 21936. 



.19660, 
.19919, 
.20125, 
.20607, 
.20756, 
.21318, 
.22004 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19510 

19857 

20489 

20574 

20966 

21241 



OJ991210 12. 0112. C5 



22325 

TBLASTX: Cress 
22004 
132 

19656, 19513 
19925, 19862 



20596, 20489. 

20627, 20617. 

21037, 20971, 

21315, 21392. .21535, 



19662, 
19927, 
20596, 
20748, 
21033, 



Seq. No. 8688 

Gene No. 18494 

Start 11957 

Name OJ991210_12 . 0112 . C5 . o2 . ts 

Start 19391 

GI none 

Exons 19391. .19438, 19508 .. 19660, 
19510. .19662, 19510. .19659, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991210 12. 0112. C5 



22325 

TBLASTX : Soybean 
20143 
135 ■ 

19509. .19661, 19509. .196.49, 
19805. .19912, 19815. .19913, 



9122 



20017. .20133, 20017. .20133, 20021. .20143 



Seq. No. 8688 
Gene No. 18494 
Start 11957 

Name OJ991210_12 . 0112 . C5 . o2 . tin 

Start 19412 
GI none 
Exons 19412, 

19530. 

20017. 



.19438, 
.19661, 
.20124, 
20489. .20596, 
20491. .20607, 
20966. .21034, 
21240. .21311, 
21405. .21452 



19525-. 
19805. 
20021. 
20489. 
20628, 
20971, 
21241, 



.19659, 
.19921, 
.20125, 
.20596, 
.20753, 
.21033, 
.21315, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19526 

19815 

20021 

20490 

20629 

20972 



OJ991210 12. 0112. C5 



22325 

TBLASTX: Maize 
21454 
188 

19660, 19529 
19919, 19861 
20125, 20022 
20597, 20491 
20754, 20672 
21034, 20973 



21248. .21316, 21392. 



19660, 
19920, 
20126, 
20598, 
20788, 
21050, 
21-454, 



Seq. No. 8688 

Gene No. 18494 

Start 11957 

Name OJ991210_12 . 0112 . C5 . o6 . gp 

Start 20064 

GI uC-osroM202021b01bl 

Exons 20064. .20124, 20491 
21241. .21315, 21407 

GI Descrip. 



OJ991210 12. 0112. C5 



Seq. ID 
Strand 

End 22325 
Method AAT/GAP 
End 22027 
Score 978 
20673. .20746, 20973 .. 2 1033, 
21939. .22027 

'2209332 6.0e-76 (U89272) chloroplast membrane protein ALBIN03 
[Arabidopsis thaliana] >gi_3927828 {AC005727) chloroplast 
membrane protein ALBIN03 [Arabidopsis thaliana] * 



20595, 
21517, 



Seq, No. 


8688 




Seq. ID 


OJ991210 


_12.0112 


.C5 


Gene No. 


18494 




Strand 








Start 


11957 




End 


22325 






Name 


OJ991210 12.0112.C5.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


21244 




End 


22004 






GI 


none 




Score 


79 






Exons 


21244 


..21315, 21248. .21316, 


21392. .21535, 21405 


. .21518, 






21437 


..21535, 21936.. 22004 










Seq. No. 


8688 




Seq. ID* 


OJ991210 


_12.0112 


.C5 


Gene No. 


18494 




Strand 








Start 


11957 




End 


22325 






Name 


OJ991210 12.0112.C5.o7.gp 


Method 


AAT/GAP 






Start 


22088 




End 


22325 






GI 


none 




Score 


440 






Exons 


22088 


. .22325 










Seq. No. 


8689 




Seq. ID 


OJ991210 


_12.0112 


.C6 


Gene No. 


18495 




Strand 


+ 






Start 


500 




End 


1622 






Name 


OJ991210 12.0112.C6.ol.gs 


Method 


GENSCAN 






Start 


500 




End 


1622 






GI 


none 




Score 


.54 






Exons 


500. . 


562, 1213.. 1286, 1499. 


.1622 








Seq. No. 


8689 




Seq. ID 


OJ991210 


_12.0112 


.C6 


Gene No. 


18496 




Strand 








Start 


3872 




End 


4080 







9123 




Name 


OJ991210 12.0112.C6.ol.gp 


Method 


AAT/GAP 




Start 


3872 


End 


4080 . 




GI 


none 


Score 


370 ■ ' 




Exons 


3872. ,4080 








Seq. No. 


8689 


Seq. ID 


OJ991210_12 


0112 


Gene No. 


18497 


Strand 


+ 




Start 


4965 


End 


5044 




Name 


OJ991210 12.0112.C6.o2.gp 


Method 


AAT/GAP 




Start 


4965 


End 


5044 




GI 


38012 1.R1084 


Score 


99 




Exons 


4965. .5044 








GI Descrip. 


•4097947/gb|U72255|OSU72255 2 


.Oe-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds * 



Seq. No. 


8689 






Seq. ID 


OJ991210_12. 0112. C6 


Gene No. 


18498 






Strand 




Start 


2218 






End 


4549 


Name 


OJ991210_12 


.0112. 


C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2218 






End 


3534 


GI 


none 






Score 


393 


Exons 


2218 . . 2253, 


- 2254. 


.2823, 2255. 


.2815, 2E 


J39,,2877, 2860, ,3342 




2914 . . 3324, 


2942. 


.3334, 3337. 


.3453, 3338. .3451, 3493.-3534 


Seq. No. 


8689 






Seq. ID 


OJ991210_12.0112.C6 


Gene No . 


18498 






Strand 




Start 


2218 






End 


4549 


Name 


OJ991210 12 


.0112. 


C6.o2.gs 


Method 


GENSCAN 


Start 


2218 






End 


4549 


GI 


none 






Score 


.58 


Exons 


2218 . . 3814, 


3911. 


.4134, 4454. 


.4549 




Seq. No. 


8689 






Seq. ID 


OJ991210_12.0112,C6 


Gene No . 


18498 






Strand 




Start 


2218 






End 


4549 


Name 


OJ991210 12 


.0112. 


C6 . ol .np 


Method 


AAT/NAP 


Start 


2221 






End 


3825 


GI 


3236240 






Score 


1568 


Exons 


2221. .3483, 


3514. 


.3674, 3750. 


.3825 




GI Descrip. 


(AC004684) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


8689 






Seq. ID 


OJ991210_12.0112.C6 


Gene No. 


18498 






Strand 




Start 


2218 






End 


4549 


Name 


OJ991210 12 


.0112. 


C6.o2. tm 


Method 


TBLASTX: Maize 


Start 


2251 






End 


2562 


GI 


none 






Score 


273 


Exons 


2251. .2562, 


2252. 


.2560 






Seq. No. 


8689 






Seq. ID 


OJ991210_12.0112.C6 


Gene No. 


18498 






Strand 




Start 


2218 






End 


4549 


Name 


OJ991210 12 


.0112. 


C6.o2.tc 


Method 


TBLASTX: Cress 


Start 


2254 






End 


2646 


GI 


none 






Score 


53 


Exons 


2254. .2298, 


2255. 


.2299, 2279. 


.2641, 2290. ,2646, 2291. .2635 



"9124 



Seq. No. 


8689 








Seq. ID 


OJ991210_12.0112.O6 


Gene No. 


18498 








Strand 




Start 


2218 








End 


4549 


Naine 




r> 1 1 9 


. . 01 . 


um 


Method 


TBLASTX: Maize 


Start 


2565 








End 


3590 


GI 


none 








Score 


66 


Exons 


2565. ,2621, 


2566 


. .2880, 


2567. 


.2866, 2568. .2906, 2661. .2885, 




2889. .3485, 


2891 


. .3487, 


2893. 


.3522, 2942. .3451, 3457. .3576, 




3460. .3576, 


3476 


. .3589, 


3477. 


.3590 




Seq. No. 


8689 








Seq. ID 


OJ991210_12.0112.O6 


Gene No. 


18498 








Strand 




o Lart 


z ^ X 0 








End 


4549 


Name 


OJ991210 12. 


0112 


.06. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2839 








End 


.3244 


GI 


none 








Score 


99 


Exons 


2839. .2868, 


2892 


. .3236, 


2895. 


.2912, 2904. .3020, 2911. .3240, 




2911. .3240, 


2948 

•■ 


. .3244 








Seq. No. 


8689 








Seq. ID 


OJ991210_12.0112.O6 


Gene No. 


18498 








Strand 




04. — „j- 
btar t 










End 


4549 


Name 


OJ991210 12. 


0112 


.C6.0I. 


tc 


Method 


TBLASTX: Cress 


Start 


2945 








End 


3558 


GI 


none 








Score 


52 


Exons 


2945. .2998, 


2950 


. .3000, 


2992. 


.3078, 3002. .3052, 3055. .3339, 




3056. .3340, 


3325 


. .3456, 


33-26. 


.3451, 3514. .3558 


Seq. No. 


8690 








Seq. ID 


OJ991210_12.0112.C7 


uene ino . 


1 Q /I QQ 








Strand 




Start 


5556 








End 


6222 


Name 


OJ991210 12. 


0112 


.07. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3765 








End 


4237 


GI 


none 








Score 


96 


Exons 


3765. .3818, 


3826 


. .4071, 


3908. 


.4069, 4099. .4236, 4127. .4237 


Seq. No. 


8690 








Seq. ID 


OJ991210_12.0112.C7 




± 0 *i y y 








Strand 




Start 


5556 








End 


6222 


Name 


OJ991210 12. 


0112 


.07.02. 


tm 


Method 


TBLASTX: Maize 


Start 


4898 








End 


5161 


GI 


none 








Score 


77 


Exons 


4898. .4999, 


4997 


. .5161, 


5016. 


.5144 




Seq. No. 


8690 








Seq. ID 


OJ991210_12.0112.C7 


Gene No . 


1 Q / QQ 

Xo 4 y y 








Strand 




Start 


5556 








End 


6222 


Name 


OJ991210 12. 


0112, 


.07.02. 


gs 


Method 


GENSCAN 


Start 


5556 








End 


6222 


GI 


none 








Score 


.49 


Exons 


5556. .5666, 


5789, 


. .5888, 


5981. 


.6222 




Seq. No. 


8691 








Seq. ID 


OJ991210_12.0112.C8 


Gene No. 


18500 








Strand 


+ 


Start 


2375 








End 


13387 


Name 


OJ991210 12. 


0112, 


.O8.0I. 


gs 


Method 


GENSCAN 


Start 


2375 








End 


6556 



9125 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

2375.. 3635, 5350.. 5396, 5747.. 6556 

8691 Seq. ID 

18500 Strand 

2375 End 
OJ991210_12.0112.C8.ol.gp Method 

6015 End 

705_7.R1084 Score 
6015. .6390, 



.52 



OJ991210_12.0112.C8 
+ 

13387 
AAT/GAP 
13387 
1457 



13003. .13387 



'1362183/pirl IS56684 l.Oe-39 histone H2B-6 - wheat 
>gi_531056_dbj_BAA07156_ (D37942) protein H2B-6 [Triticuiu 
aestivum] ' 



8691 Seq. ID 

18500 Strand 

2375 End 

OJ991210_12.0112.C8.ol.np Method 

6095 End 

3913804 Score 
6095. .6553 

HISTONE H2B.3 .gi|577825|emb|CAA49584 I {X69960) H2B histone [Zea 
mays] 



OJ991210_12.0112.C8 
+ 

13387 
AAT/NAP 
6553 
679 



8691 Seq. ID 

18500' Strand 

2375 End 

OJ991210_12 . 0112 . C8 . o3 . gs Method 

12708 End 

none Score 
12708. .13169 



OJ991210_12.0112.C8 
+ 

13387 
GENSCAN 
13169 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8691 . 
18501 
21671 

OJ991210_12.0112.C8.o3.gp 
21671 

17718_1.R1084 
21671. .21947, 22326 
»6015437/dbj IAB008112 
complete cds* 



Seq. ID 
Strand 
End 

Method 
End 
Score 
22532, 25251. 
1IAB008112 8 



OJ991210_ 
+ 

25389 
AAT/GAP 
25389 
1041 



12. 0112. C8 



25389 
Oe-10 



Homo sapiens PEXl mRNA, 



8691 Seq. ID 

18501 Strand 

21671 End 

OJ9912 10_12 .0112 . C8 . o5 . gs Method 

22327 End 

none Score 

22327. .23100, 23192 .. 23353, 23437 .. 23532 , 23619 
24542. .25140 



OJ991210_12.0112.C8 
+ 

25389 
GENSCAN 
25140 
.46 

24087, 



Seq. No. 8691 . Seq. ID 

Gene No. 18502 Strand 

Start 7939 End 

Name OJ991210_12 . 0112 . C8 . o2 . np Method 

Start 7939' End 

GI 2586083 Score 



OJ991210_12.0112.C8 

20905 
AAT/NAP 
20905 
1860 



9126 




Exons 7939.. 8318, 8470.. 9426, 9499.. 10541, 20286.. 20905 

GI Descrip. {U72725) receptor kinase-like protein [Oryza longistaminata] 





Seq. No. 


8691 


Seq. ID 


OJ991210_12.0112 


.C8 




Gene No. 


18502 


Strand 








Start 


7939 


End 


20905 






Name 


OJ991210 12. 


0112.C8.o4.gs Method 


GENSCAN 






Start 


14135 


End 


20890 






GI 


none 


Score 


.73 






Exons 


14135, .14214 


, 15332. .15566, 16205 .. 16328 , 16347 .. 16416, 








16520. .16880 


^ 17622. .17992, 18139.. 20890 






Seq. No. 


8691 


Seq. ID 


OJ991210_12.0112 


.C8 




Gene No. 


18503 


Strand 








Start 


21149 


■ End 


21243 . 






Name 


OJ991210 12. 


0112.C8.o2.tw Method 


TBLASTX: Wheat 






Start 


5982 


End 


13318 






GI 


none 


Score 


58 






Exons 


5982. .6047, 


6277. ,6549, 6281. .6385, 6281. .6550, 6296.-6385 






6506. .6550, 


12893. .13162, 12893.. 13033 


1, 12894 , .12998, 








12894 . . 13163 


, 13262 , . 13318 








Seq. No. 


8691 


Seq. ID 


OJ991210_12.0112 


.C8 




Gene No. 


18503 


Strand 


- 






Start 


21149 


End 


21243 






Name 


OJ991210 12. 


0112.C8.ol.tc Method 


TBLASTX: Cress 




'-J f 


Start 


6277 


End 


13169 




[11 


GI 


none 


Score 


432 






Exons 


6277 . . 6546, 


6281. .6577, 12893 .. 13165, 


12894. .13169 




lu 


Seq. No. 


8691 


Seq. ID 


OJ991210_12.0112 


.C8 




Gene No. 


18503 


Strand 






rii 


Start 


21149 


End 


21243 






Name 


OJ991210 12. 


0112.C8,ol.ts Method 


TBLASTX : Soybean 






Start 


6277 


End 


13175 




'-.ST 


GI 


none 


Score 


424 




M= 


Exons 


6277 . . 6546, 


6281.. 6556, 12893 .. 13165, 


12894. .13175 






Seq. No. 


8691 


Seq. ID 


OJ991210_12.0112 


.C8 


Q 


Gene No. 


18503 


Strand 






:. -t 


Start 


21149 


End 


21243 






Name 


OJ991210 12. 


0112.C8.o2.tm Method 


TBLASTX: Maize 






Start 


6277 


End 


13172 






GI 


none 


Score 


456 






Exons 


6277. .6546, 


6281. .6565, 12893 .. 13159, 


12894. ,13172 






Seq. No. 


8691 


Seq. ID 


OJ991210_12,0112 


.C8 




Gene No. 


18503 


Strand 








Start 


21149 


End 


21243 






Name 


OJ991210 12. 


0112.C8.o4.tm Method 


TBLASTX: Maize 






Start 


7954 


End . 


17994 






GI 


none 


Score 


119 






Exons 


7954. .8319, 


8123. ,8320, 14829, .14951, 


15100. .15192, 








15102. .15191 


, 17634. .17753, 17811 .. 17993, 17821. .17994 






Seq. No. 


8691 


Seq. ID 


OJ991210_12,0112 


.C8 




Gene No. 


18503 


Strand - 







9127 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



21149 

OJ991 

8197 

none 

8197. 

8915. 

9338. 

9749. 

9770. 

10112 

10253 

10378 

10451 

10731 

15090 

15690 

16217 

16384 

16521 

18140 

18500 

19016 

19424 

19541 

19925 

20108 

20111 

20195 

20414 



210 12.0112.C8.o2.ts 



End 21243 

Method TBLASTX : Soybean 

End 20683 

Score 66 



.8319, 
.9025, 
.9583, 
.10192, 
.10114, 
. .10243 
. .10681 
. .10434 
. .10819 
. .10781 
. .15191 
. .15782 
. .16408 
. .16485 
. .16796 
. .18187 
. .18568 
. .19414 
. ,19786 
. .19672 
. .20356 
. .20320 
. .20350 
. .20350 
, .20677 



8540, .8719, 8541. .8717, 8741. .8812, 8831. .8923, 
9273,-9572, 9281. .10114, 9282:. 9380, 9329. .9742, 
9344. .9742, 9344. .9745, 9344. .9856, 9486. .9869, 
9749. .10021, 9752. .10192, 9752. ,10090, 9770. .10120, 
9777.. 9872, 9780.. 9869, 9869., 10000, 9897.. 10001, 



8691 

18503 

21149 

OJ9912 

8221 

none 

8221, , 

9338. . 

9341, . 

9392. . 

9608. . 

9746. . 

9752. . 

9771. . 

9906, , 

10244 . 

10436. 

10442. 

10730. 

10733. 

15390, 

16214 . 

16506. 

16512, 

16665, 

18224. 

19010. 



10 12. ( 



10247. 


.10435, 


10247 . 


.10432, 


10250. 


.10357, 


10262. 


.10381, 


10269. 


.10400, 


10305, 


.10391, 


10437. 


.10694, 


10442. 


.10903, 


10442. 


.10684, 


10451. 


.10687, 


10668. 


.10709, 


10730. 


.10897, 


10733. 


.11017, 


10733. 


.10996, 


10733. 


.10906, 


15331, 


. 15354, 


15402 . 


. 15566, 


15606. 


. 15674, 


16208, 


.16285, 


16214. 


,16408, 


16214. 


.16414, 


16220, 


.16399, 


16274 . 


,16414, 


16302. 


,16412, 


16506. 


.16718, 


16506. 


,16688, 


16512. 


,16790, 


16521. 


.16775, 


17871. 


.17993, 


18138. 


,18155, 


18218. 


.18388, 


18234. 


.18374, 


18416, 


.18484, 


18593. 


.18694, 


18953. 


.19786, 


19016. 


.19528, 


19016. 


.19414, 


19017, 


.19415, 


19424 . 


.19864, 


19424. 


.19846, 


19442, 


.19786, 


19452. 


.19679, 


19637. 


.19789, 


19919, 


,20095, 


19919. 


.20104, 


19931. 


.20053, 


19994 . 


,20095, 


20108. 


.20356, 


20108. 


.20293, 


20109. 


,20354, 


20111. 


.20350, 


20114. 


.20350, 


20123. 


,20350, 


20184, 


.20366, 


20408. 


.20677, 


20408. 


.20512, 


20414. 


,20683, 


20414. 


.20683, 


20414 . 


,20680, 


20609. 


,20668 






Seq. 


ID OJ991210 


12.0112 






Strand 










End 


21243 




12. C8. 


o2. tc 


Method TBLASTX : Cress 






End 


20725 








Score 45 







8319, 8549. .8767, 9281. .9454, 9293. .9742, 9296. .9742, 
9526, 9338. .9742, 9338. .9745, 9338.. 9742, 9341, .9742, 
9670, 9342.. 9440, 9344., 9742, 9344,. 9682, 9347,. 9742, 
9745, 9417. .9659, 9489, ,9644, 9491. .9565, 9560. .9745, 
9748, 9617. .9688, 9629. .9745, 9635. .9742, 9743. .10117, 
10138, 9746.. 9961, 9749. ,10105, 9752.. 10120, 9752.. 10033, 
10036, 9752. ,10114, 9752. ,10120, 9770.. 10138, 9770.. 10114, 
10079, 9771. .9875, 9774, .9863, 9774. .10007, 9782. .10105, 
10079, 9974.. 10117, 9977,, 10093, 10088 .. 10243, 
.10408, 10247. .10432, 10248 ., 10340, 10253 .. 10408, 
.10633, 10436. .10684, 10439 .. 10681, 10442 .. 1068 1, 
.10678, 10452. .10715, 10648 10710, 10730 .. 11008, 
.10795, 10730. .10996, 10733 .. 11005, 10733 .. 10996, 
.10996, 10742. .10996, 10805 ,. 10903, 15063 .. 15191, 
,15566, 16208. .16414, 16214 ,, 16420 , 16214 .. 16396, 
,16414, 16214 . .16426, 16232 ., 164 14 , 164 11 ., 16473, 
.16823, 16506, .16787, 16509 .. 16574 , 16512 ,, 16787, 
.16775, 16536, ,16775, 16584 .. 16775, 16602 ,, 16784 , 
.16790, 16803. ,16835, 17895 .. 17 993, 18218 .. 18391, 
.18328, 18953. ,19084, 18965 .. 194 14 , 18 968 .. 194 14 , 
.19417, 19016. .19414, 19016 ., 19414 , 19016 .. 19354 , 



9128 



19016. 

19160. 

19415. 

19424. 

19452. 

19649. 

19919. 

20114. 

20186. 

20408. . 

20414. . 

20537. , 



19414, 
19417, 
19810, 
19786, 
19679, 
19786, 
20098, 
20359, 
20359, 
20668, 
20677, 
20656, 



19016, 
19244. 
19415. 
19424. 
19454. 
19808. 
19919. 
20114, 
20196. 
20408. 
20414. 
20699. 



.19414, 

.19420, 

.19633, 

.19786, 

.19789, 

.19921, 

.20080, 

.20350, 

.20366, 

.20596, , 

.20677, 

.20725 



19019. 
19395. 
19424 . 
19442. 
19578. 
19910. 
20108. 
20114 . 
20331. 
20414 . 
20414. 



. 19414, 
.19703, 
.19789, 
.19810, 
.19760, 
,20095, 
,20233, 
,20356, 
,20366, 
,20671, 
,20683, 



19083. 
19412. 
19424. 
19442. 
19592. 
19916. 
20111. 
20123. 
20355. 
20414 . 
20477. 



.19316, 
.19645, 
.19777, 
.19786, 
.19786, 
.20080, 
.20350, 
.20356, 
.20588, 
.20683, 
.20668, 



Seq. No. 8691 

Gene No. 18503 

Start 21149 

Name OJ991210_12 . 0112 . C8 . ol . tm 

Start 8477 

GI none 
Exons 



Seq. ID OJ991210_12.0112.C8 
Strand 

21243 

TBLASTX: Maize 
18595 
263 



End 

Method 
End 
Score 

8477. .8917, 8477. .8926, 8481. .8924, 15343 .. 15558 , 15378 .. 15569, 
15491.-15589, 15609 .. 15782, 15612 .. 15767, 15619 .. 15783, 
18137. .18565, 18165 .. 18479, 18169 .. 18537, 18185 .. 18595, 
18219.. 18593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.8691 Seq. ID 

18503 Strand 

21149 End 

OJ991210_12 . 0112 . C8 . o3 . tc Method 

8768 End 

none Score 



OJ991210_12.0112,C8 
21243 

TBLASTX: Cress 

18730 

122 



8768. .9073, 8772. .9014, 15606 15821, 15625 .. 15837 , 
18422. .18730, 18435.. 18701 



8691 

18503 

21149 

OJ9912 

9338 

none 

9338. . 

9362. . 

9752. . 

9800. . 

10247. 

10442. 

10668. 

16208, 

16509. 

19010, 

19415, 

19442, 

19472. 

19919. 

20114. 

20403. 

20477. 



10 12.0112.C8.o3.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991210 12. 0112. C8 



9745, 

9742, 

10138, 

10090, 

.10408 

.10681 

.10697 

.16399 

.16784 

.19417 

.19633 

,19486 

.19792 

.20080 

.20356 

.20462 

.20521 



9338. .97 
9509. ,97 
9752, ,1 
9869, ,1 
, 10293. 
, 10442. 
, 10719, 
16214, 
16515, 
19016, 
19424. 
19446. 
19662. 
20111. 
20114. 
20408. 
20507. 



42, 9338. 
45, 9746, 



21243 

TBLASTX: Maize 
20683 
79 

9526, 9339.. 9512, 9344.. 9742, 
10138, 9746.. 9961, 9749.. 10105, 
0120, 9752. .10036, 9761. .10120, 9774. .10007, 
0105, 10244. .10399, 10247 .. 104 08 , 
10400, 10436. .10633, 10439 .. 1068 4 , 
10682, 10643. 
11008, 10733. 
16703, 16506. 
16772, 19010. 
19414, 19415. 
19540, 19434. 
19777, 19452, 
20098, 19919. .20026, 
.20350, 20112. .20309, 20114 20350 , 
.20356, 20120. ,20350, 20181 20354 , 
.20671, 20414 . .20683, 204 14 .. 20524 , 
.20647 



,10681, 10494. 

.10832, 10730, 

.16414, 16497, 

.16754, 16614, 

.19414, 19034. 

,19705, 19433. 

.19679, 19451. 

.19751, 19919, 



.10684, 
,10996, 
16787, 
19414, 
19810, 
19679, 
19679, 



9129 



Seq. No. 

Gene No^ 

Start 

Name 

Start 

GI 

Exons 



8691 
18503 
21149 

OJ991210_12.0112.C8.ol.tw 
9341 



Seq. ID OJ991210_12.0112.C8 
Strand 

21243 

TBLASTX: Wheat 
20683 
69 - 



End 

Method 
End 

none Score 
9341. .9463, 9362. .9607, 9381. .9572, 9530. .9847, 9770. .9976, 
9824. .10042, 9869. .10294, 9870. .10268, 10045 10296, 
10253. .10426, 10439 .. 10642 , 10470 10799, 10472 .. 10822, 
10541. .10687, 10.805. .10894, 16218 16388 , 19106 .. 19375, 
19202. .19519, 19250. ,19408, 19289 .. 19375, 1954 1 ,. 19966, 
19542. .19952, 19712 .. 19966, 19994 .. 20083, 20069 .. 20314 , 
20477. .20683 



Seq. No. 8691 

Gene No. 18503 

Start 21149 

Name OJ991210_12 . 0112 .C8 . o3 . tw 

Start 16411 

GI none 

Exons 16411. .16485, 16427 .. 16474 , 
20318. .20476, 20319. .20477 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210_12.0112.C8 
21243 

TBLASTX: Wheat 

20477 

52 



16491. .16706, 16510. .16617, 



OJ991210 12. 0112. C8 



Seq. No. 8691 Seq. ID _ 

Gene No. 18503 ■ Strand 

Start 21149 End 21243 

Name OJ991210_12 . 0112 . C8 . o2 . gp Method AAT/GAP 

Start 21149 End 21243 

GI LIB3477-003-P1-K1-E9 Score 121 

Exons 21149.. 21243 

GI Descrip. • 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 8692 Seq. ID 

Gene No. 18504 Strand 

Start 84 End 

Name OJ99l210_12.0112.C9.ol.gs Method 

Start 84 End 

GI none Score 

Exons 84.. 176 



OJ991210_12.0112.C9 
+ 

176 

GENSCAN 

176 

.6 



Seq. No. 8692 Seq, ID OJ991210_12 . 0112 . C9 

Gene No.' 18505 Strand + 

Start 4464 End 5027 

Name OJ991210_12 . 0112 . C9 . ol . gp Method AAT/GAP 

Start 4464 End 5027 

GI 705_1.R1084 Score 894 

Exons 4464.. 5027 

GI Descrip. * 1362184/pir | | S56685 2.0e-37 histone H2B-8 - wheat 

>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 
aestivum] * 



Seq. No. 8692 Seq. ID 

Gene No. 18505 Strand 

Start 4 4 64 End 

Name OJ991210_12 . 0112 . C9 . ol . np Method 



OJ991210_12.0112.C9 
+ 

5027 
AAT/NAP 



9130 




start 


4497 


End 


4955 




GI 


3913804 


Score 


676 




Exons 


4497. .4955 








GI Descrip. 


HISTONE H2B.3 gi | 577825 | emb | CAA4 9584 | 


{X69960) H2B 


histone [Ze 




mays] 








Seq. No. 


8692 


Seq. ID 


OJ991210_12 


.0112. C9 


Gene No . 


18506 


Strand 


+ 




Start 


8639 


End 


10018 




Name 


OJ991210 12.0112.C9.o3.gs 


Method 


GENSCAN 




Start 


. 8639 


End 


10018 




GI 


none 


Score 


.82 




Exons 


8639. .10018 








Seq. No. 


8692 


Seq. ID 


OJ991210_12 


.0112. C9 


Gene No . 


18507 


Strand 


+ 




Start 


20349 


End 


20741 




Name 


OJ991210 12.0112.C9.o6.gs 


Method 


GENSCAN 




Start 


20349 


End 


20741 




GI 


none 


Score 


.69 




Exons 


2034 9 . . 20741 








Seq. No. 


8692 


Seq. ID 


OJ991210_12 


.0112. C9 


Gene No. 


18508 


Strand 






btart: 


20937 


End 






Name 


bJ991210 12.0112.C9.o5.np 


Method 


AAT/NAP 




Start 


20937 


End 


22288 




GI 


3025870 


Score 


343 




Exons 


20937. .21229, 22248.. 22288 








GI Descrip. 


(Af555706) ribosomal protein 


S4 [Oryza 


sativa] 




Seq. No, 


8692 


Seq. ID 


OJ991210_12 


.0112. C9 


Gene No. 


18509 


Strand 








9834 


End 


13829 




Name 


OJ991210 12.0112.C9.o2.np 


Method 


AAT/NAP 




Start 


9834 


End 


13829 




GI 


6522590 


Score 


1799 




Exons 


9834.. 9856, 10633 .. 10980, 11081 .. 12090, 12166 .. 13829^ 


GI Descrip. 


(AL133292) receptor kinase-like protein [Arabidopsis thaliana] 


Seq. No. 


8692 


Seq. ID 


OJ991210_12 


.0112. C9 


Gene No. 


18510 


Strand 






Start 


15320 


End 


15380 




Name 


OJ991210 12.0112.C9.o2.gp 


Method 


AAT/GAP 




Start 


15320 


End 


15380 




GI 


2312838 


Score 


67 




Exons 


15320. .15380 








GI Descrip. 


1420932/gb|U61383|ORU61383 7, 


, Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


8692 


Seq. ID 


OJ991210_12 


.0112.09 


Gene No. 


18511 


Strand 






Start 


.17742 


End 


20811 




Name 


OJ991210 12.0112.C9.o3.np. 


Method 


AAT/NAP 




Start 


17186 


End 


20811 




GI 


6522540 


Score 


175 




Exons 


17186. .17641, 20715. .20811 









9131 



GI Descrip, (AL132955) receptor-kinase like protein (Arabidopsis thaliana] 



Seq. No. 8692 Seq. ID 

Gene No. 18511 Strand 

•Start 17742 End 

Name OJ9912 10_12 . 01 12 . C9 . o5 . gs Method 

Start 17742 End 

GI none Score 

Exons 17742. .19282, 19490.. 19553 



OJ991210_12.0112.C9 

20811 
GENSCAN 
19553 
. 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8692 Seq. ID 

18511 Strand 

17742 End 

OJ991210_12.0112.C9.o4.np Method 

17809 End 

6730729 Score 
17809. .19157 

{AC018849) unknown protein [Arabidopsis thaliana] 



OJ991210_12.0112.C9 

20811 
AAT/NAP 
19157 
530 



8692 

18512 

21722 

OJ9912 

3518 

none 

3518. . 

11898. 

11955. 

11961. 

11962. 

12250. 

12369. 

12387. 

12388. 

12397. 

12502. 

12741. 

13053. 

13071. 

13216. 

13347. 

13353. 

13425. 

13641. 



Seq. ID Oj991210_ 
Strand 



12. 0112. C9 



10 12.0112.C9.o2.tc 



End 

Method 

End 

Score 



24521 

TBLASTX: Cress 

17441 

75 



3598, 

.12026 

.12143 

.12287 

.12117 

.12381 

.12731 

.12758 

.12675 

.12498 

.12624 

. 12830 

.13178 

.13202 

.13335 

.13544 

.13625 

.13616 

.13676 



10883. .1 
11910. 
11958. 
11961. 
11964. 
12363. 
12369. 
12387. 
12396. 
12399. 
12514. 
12922. 
13059. 
13200. 
13326. 
13347. 
13353. 
13431. 
17307. 



0981, ] 
.12305, 
.12317, 
.12224, 
.12314, 
.12722, 
.12728, 
.12734, 
.12542, 
.12737, 
.12711, 
.13017, 
.13196, 
.13334, 
.13619, 
.13616, 
.13616, 
.13625, 
.17441 



1112. .11378, 11583. . 
11913. .12314, 11955 
11958. .12314 
11961. .12317 
12012. .12317 
12363. .12551 



12369. .12653 
12387. .12722 



12397. 
12466. 
12537. 
13053. 
13059. 
13200. 
13345. 



.12711 
.12708 
.12731 
,13214 
,13187 
,13334 
,13446 



13347. .13472 
13353. .13616 
13487. ,13537 



11958 
11961 
12177 
12366 
12378 
12388 
12397, 
12478 
12544 
13053 
13071 
13200 
13347 
13350 
13362 
13488 



11672, 
. .12314, 
. .12287, 
. .12317, 
. .12245, 
. . 12755, 
. .12731, 
. .12561, 
■. .12711, 
. .12708, 
. .12702, 
. .13199, 
. .13178, 
. .13343, 
. .13625, 
. .13628, 
. .13646, 
. .13601, 



Seq. No. 8692 Seq. ID 

Gene No. 18512 Strand 

Start 21722 End 

Name OJ99121.0_12 . 0112 . 09 . o2 . ts Method 

Start 3521 End 

GI none ^ Score 

Exons 3521. .3598, 5714. .5818, 5900. .6031, 10598 .. 1074 4 , 107 99 .. 10981 , 

10884. .10982, 11082 .. 11147 , 11115 .. 11336, 1117 6 .. 11325, 

11367. ,11564, 11371.. 11565, 11592.. 11672, 17292 .. 17 4 14 , 
17307. .17435, 17464.. 17628 



OJ991210_12.0112.C9 
24521 

TBLASTX : Soybean 

17628 

83 



Seq. No. 



8692 



Seq. ID OJ991210 12. 0112. 09 



.9132 




Gene No. 


18512 


Strand 






Start 


21722 


End 


24521 




Name 


OJ991210 12,0112,C9.o6.tm 


Method 


TBLASTX: 


Maize 


Start 


3521 


End 


10982 




GI 


none 


Score 


79 




Exons 


3521.. 3598, 5726.. 5848, 5865 


..6029, 5891. .6031, 


10643. . 




10644. .10739, 10773. .10982, 


10799. .10981 




Seq. No. 


8692 


Seq. ID 


OJ991210 


_12.0112 


Gene No. 


18512 


Strand 






Start 


21722 


End 


24521 




Name 


OJ991210 12.0112.C9.ol.tc 


Method 


TBLASTX : 


Cress 


Start 


4682 


End 


4979 




GI 


none 


Score 


441 




Exons 


4682... 4948, 4683.. 4979 









Seq. No. 8692 

Gene No. 18512 

Start 21722 

Name OJ991210_12 . 0112 . C9 . ol . tw 

Start 4 682 

GI none 
Exons 



Seq. ID OJ991210_12.0112.C9 



Strand 
End 

Method 

End 

Score 



24521 

TBLASTX: Wheat 

4952 

159 



4682. .4951, 4682. .4822, 4683. .4787, 4683. .4952, 4908. .4952 



Seq. No. 8692 Seq. ID 

Gene No. 18512 Strand 

Start 21722 End 

Name OJ991210_12 . 0112 . C9 . ol . ts Method 

Start 4 682 End 

GI none Score 

Exons 4682.. 4948, 4683.. 4961 



OJ991210_12.0112,C9 
24521 

TBLASTX: Soybean 

4961 

428 



Seq. No. 8692 Seq. ID 

Gene No. 18512 Strand 

Start 21722 End 

Name OJ9912 10_12 . 0112 . C9 . o3 . tm Method 

Start 4 682 End 

GI none Score 

Exons 4682. .4963, 4683.. 4964 



OJ991210_12.0112.C9 
24521 

TBLASTX: Maize 

4 964- 

448 



Seq. No. 8692 
Gene No. 18512 
Start 21722 

Name OJ991210_12 . 0112 . C9. o2 . tm 

Start 11088 
GI none 

Exons 11088. .11537, 11089 .. 11535, 

17235. .17270, 17307 .. 17429, 
17509. .17628, 17513.. 17629 



Seq. ID 
Strand 
End 

Method- 
End 
Score 

11162 

17313 



OJ991210 12. 0112. C9 



24521 

TBLASTX: Maize 
17629 
448 

11536, 17234. .17278, 
17426, 17314. .17433, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8692 

18512 

21722 

OJ991210_12.0112.C9.o5.tc 

11379 

none 



.Seq. ID OJ991210_12.0112.C9 
Strand 
End 

Method 
End 
Score 



24521 

TBLASTX: Cress 

17628 

103 



11379. .11576, 11383. .11571, 17509.. 17628 



9133 




Seq. No. 


8692 








Seq. ID 


OJ991210 


_12.0112 


.C9 


Gene No. 


18512 








Strand 








Start 


21722 








End 


24521 






Name 


OJ991210 12. 0112. 09. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


11913 








End 


13649 






GI 


none 








Score 


72 






Exons 


11913. 


.12308, 


11913. 


.12032, 


11950. .12189, 11955 


. .12317, 






11955. 


.12314, 


11955. 


.12080, 


11961. .12305, 12019 


. .12162, 






12363. 


.12722, 


12366. 


. 12743, 


12369. .12737, 12369 


. . 12728, 






12378. 


.12731, 


12391. 


.12711, 


12391. .12624, 12397 


. .12717, 






12471. 


.12731, 


12532. 


.12708, 


12537. .12731, 13053 


. .13178, 






13053. 


.13214, 


13062. 


.13202, 


13065. .13220, 13071 


. .13187, 






13200. 


.13334, 


1-3200. 


.13334, 


13200. .13343, 13204 


. .13311, 






13308. 


.13562, 


13326. 


.13619, 


13347. .13625, 13353 


. .13616, 






13359. 


.13649 














Seq. No. 


8692 








Seq. ID 


OJ991210 


_12.0112 


.C9 


Gene No. 


18512 








Strand 








Start 


21722 








End 


24521 






Name 


OJ991210 12. 0112. C9. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


11955 








End 


13628 






GI . 


none 








Score 


76 






Exons 


11955. 


.12317, 


11955. 


.12314, 


11955. .12143, 11956 


. .12129, 






11958. 


.12314, 


11961. 


. 12287, 


11982. .12314, 12051 


. . 12305, 






1225.0. 


.12345, 


12363. 


.12722, 


12366. .12755, 12369 


. .12653, 


- 




12387. 


.12734, 


12387. 


.12728, 


12387. .12722, 12391 


. .12624, 






12391. 


.12624, 


12414. 


.12710, 


12427. .12507, 12486 


. .12737, 






13059. 


.13196, 


13200. 


.13334, 


13326. .13604, 13338 


. .13544, 






13347. 


.13625, 


13350. 


.13628, 


13353. .13616, 13425 


. .13469, 






13455. 


.13601 














Seq. No. 


8692 








Seq. ID 


OJ991210 


_12.0112 


.C9 


Gene No. 


18512 








Strand 








Start 


21722 








End 


24521 






Name 


OJ991210 12. 0112. C9. 


o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


12003 








End 


13559 






GI 


none 








Score 


73 






Exons 


12003. 


.12224, 


12034. 


.12189, 


12177. .12248, 12234 


. .12314, 






12240. 


.12314, 


12369. 


.12539, 


12387. .12551, 12438 


. .12659, 






12486. 


.12911, 


12526. 


.12900, 


12660. .12911, 13089 


. .13214, 






13263. 


.13340, 


13308. 


.13559, 


13377. .13412 






Seq. No. 


8692 








Seq. ID 


OJ991210 


12 . 0112 


.C9 


Gene No. 


18512 








Strand 








Start 


21722 








End 


24521 






Name 


OJ991210 12. 0112. C9. 


o3 . tc 


Method 


TBLASTX : 


Oress 




Start 


17922 








End 


18533 






GI 


none 








Score 


328 






Exons 


17922. 


.18122, 


17961. 


.18533, 


18147. .18452 






Seq. No. 


8692 








Seq. ID 


OJ991210^ 


_12.0112 


.C9 


Gene No. 


18512 








Strand 








Start 


21722 








End 


24521 






Name 


OJ991210 12. 0112. C9. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


17955 








End 


18599 






GI 


none 








Score 


148 







9134 




Exons 


17955. .18116, 18147. 


.18452, 


18150. .18 


350, 18159 


. .18560, 






18198. .18269, 18264. 


.18599 










Seq. No. 


8692 




Seq. ID 


OJ991210 


_12.0112 


.C9 


Gene No. 


18512 




Strand 








Start 


21722 




End 


24521 






Name 


OJ991210 12. 0112. C9. 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


18150 . 




End 


18791 






GI 


none 




Score 


72 






Exons 


18150. .18560, 18150. 


.18467, 


18183. .18 


644, 18606 


. .18791 




Seq. No. 


8692 




Seq. ID 


OJ991210 


_12.0112 


.C9 


Gene No. 


18512 




Strand 








Start 


21722 




End 


24521 






Name 


OJ991210 12. 0112. C9. 


o4 . tm 


Method 


TBLASTX:; 


Maize 




Start 


18783 




End 


19196 






GI 


none 




Score 


255 






Exons 


18783. .19061, 18784. 


.18990, 


18902. .19060, 19125 


. .19196' 




Seq. No. 


8692 




Seq. ID 


OJ991210 


_12.0112 


-C9 


Gene No. 


18512 




Strand 








Start 


21722 




End 


24521 






Name 


OJ991210 12. 0112. C9. 


o7 . gs 


Method 


GENSCAN 






Start 


21722 




End 


24445 






GI 


none 




Score 


.94 






Exons 


21722. .21892, 22460. 


.22538, 


22623. .22776, 22872 


. .22951, 






23072. .23303, 24328. 


.24445 










Seq. No. 


8692 




Seq. ID 


OJ991210 


_12.0112 


.C9 


Gene No. 


18512 




Strand 








Start 


21722 




End 


24521 ■ 






Name 


OJ9yi2io i^.oii^.cy. 


o6 . np 


Method 


AAT/NAP 






Start 


21725 




End 


24445 






GI 


3236237 




Score 


893 






Exons 


21725. .21892, 22026. 


.22072, 


22209. .22293, 22460 


. .22538, 






22623. .22776, 22872. 


.22951, 


23072. .23303, 24328 


. .24445 




GI Descrip. 


(AC004 684) putative 


oxidoreductase [Arabidopsis 


thaliana] 


Seq. No. 


8692 




Seq. ID 


OJ991210 


_12.0112 


.C9 


Gene No. 


18512 




Strand 








Start 


21722 




End 


24521 






Name 


OJ991210 12. 0112. C9. 


ol . tm 


Method 


TBLASTX:! 


Maize 




Start , 


21735 




End 


24521 






GI 


none 




Score 


208 






Exons 


21735. .21893, 21735. 


.21893, 


21761. .21895, 22024 


. .22071, 






22025 .. 22072, 22026. 


.22085, 


22208. .22294, 22209 


. .22295, 






22210. .22296, 22210. 


.22326, 


22455. .22541, 22459 


. .22536, 






22460. .22537, 22611. 


.22778, 


22619. .22783, 22619 


. .22777, 






22620. .22784, 22870. 


.22950, 


22871. .22954, 23068 


. .23307, 






23069. .23308, 23072. 


.23308, 


23104. .23310, 24254 


. .24445, 






24287. .24481, 24327. 


.24521 










Seq. No. 


8692 




Seq. ID 


OJ991210_ 


_12.0112 


.C9 


Gene No. 


18512 




Strand 








Start 


21722 




End 


24521 






Name 


OJ991210 12. 0112. 09. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


21785 




End 


22724 







9135 



GI 

Exons 



none , Score 73 

21785. ,21895, 21787 21879, 21792.-21893, 22026 .. 22085, 

22192. .22326, 22209 22295, 22210 .. 22296, 224 4 3 .. 22541, 

22460. .22537, 22611 22724 , 22619. .22723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8692 Seq. ID 

18512 Strand 

21722 End 

OJ991210_12 . 0112 . C9 . o3 . gp Method 

22209 End 

4879983 Score 



OJ991210_12.0112.C9 

24521 
AAT/GAP 
22896 
576 



22209. .22293, 22460 .. 22538, 22623 .. 2277 6, 22872. .22896 
629592/pir I IS42651 5.0e-25 hypothetical protein - rape 
>gi_6065752_emb_CAB58175.1_ (X74225) putative pod-specific 
dehydrogenase SAC25 [Brassica napus] 



Seq. No. 8692 Seq. ID 

Gene No. 18512 Strand 

Start 21722 End 

Name OJ991210_12 . 0112 . C9 . o4 . ts Method 

Start 22210 ^ End 

GI none Score 
Exons 



OJ991210_12.0112.C9 
24521 

TBLASTX : Soybean 

24445 

87 



22210. .22296, 22211 .. 22297 , 22460 .. 22537, 22473 22529, 
22619. .22777, 22626 .. 22778 , 22870 .. 22950, 22871 .. 22954 , 
23069. .23308, 23104 .. 23310, 24215 .. 24 445, 24327. .24443 



Seq. No. 8692 Seq. ID 

Gene No. 18512 Strand 

Start 21722 End 

Name OJ991210_12 . 0112 . C9 . o4 . tc Method 

Start 22460 End 

GI none Score 
Exons 



OJ991210_12.0112.C9 
24521 

TBLASTX: Cress 

23348 

62 



22460. .22537, 22473.-22538, 22611 .. 22778 , 22619 .. 22777, 
22870. .22950, 22871 -. 22954 , 23068 .. 23307 , 23069 23308, 
23104. .23310, 23214. .23348 



Seq. No. 8693 Seq. ID 

Gene No. 18513 Strand 

Start 1 End 

Name OJ991210_12 . 0112 . Cll . ol . np Method 

Start 1 End 

GI 3080433 Score 

Exons 1..180, 270.. 548 

GI Descrip. (AL022605) putative gamma-glutamyltransf erase [Arabidopsis 
thaliana] ' 



OJ991210_12. 0112. Cll 
+ 

548 

AAT/NAP 
548 
321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8693 

18513 

1 

OJ991210_12. 0112. Cll. ol.ts 
1 

none 



Seq. ID OJ991210_12. 0112. Cll 

Strand -f 

End 548 

Method TBLASTX : Soybean 

End 512 

Score 135 



1..144, 6. .182, 270. .512, 314. .487 



Seq. No. 
Gene No. 
Start 



8693 

18513 

1 



Seq. ID OJ991210_12. 0112. Cll 
Strand + 
End 548 



9136 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991210_12 . 0112 .Cll . ol . to Method 

1 End 

none Score : 
1..144, 6. .182, 320. .487, 321. .512 

8693 Seq. ID 

18513 Strand 

1 End 

OJ991210_12. 0112. Cll. ol.tm Method 

18 End 

none Score 

18. .176, 19. .144, 269. .448, 270. .449 



TBLASTX: Cress 

512 

109 



OJ991210_12. 0112. Cll 
+ 

548 

TBLASTX:Maize 

449 

139 



8693 

18513 

1 

OJ991210_12. 0112. Cll. ol.gs 

106 

none 

106. .180, 270. .515 



Seq. ID OJ991210_12. 0112. Cll 

Strand + 

End 54 8 

Method GENSCAN 

End 515 

Score .79 



8694 
18514- 
1 

OJ991210_12.0112.X12.ol.np 
1 

2231046 

1..101, 281. .390, 489. .596, 681. .710 
(Y12618) PPF-1 protein [Pisum sativiim] 



Seq. ID OJ991210_12.0112.C12 

Strand + 

End 710 

Method AAT/NAP 

End 710 

Score 227 



8694 

18514 

1 

OJ991210_12. 0112. C12. ol.gs 
66 

none 
66. .311 



Seq. ID OJ991210_12.0112.C12 

Strand + 

End 710 

Method GENSCAN 

End 311 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



8694 Seq. ID 

18514 Strand 

1 End 

OJ991210_12 . 0112 . C12 . ol . tc Method 

285 End 

none Score 



OJ991210_12.0112.C12 
+ 

710 

TBLASTX: Cress 

593 

174 



285. .386, 286. .444, 480. .545, 482. .550, 486. .593, 488. .592 



8694 

18514 

1 

OJ991210_12.0112.C12.ol.ts 

285 

none 



Seq. ID OJ991210_12.0112.C12 

Strand + 

End 710 

Method TBLASTX : Soybean 

End ■ 602 

Score 163 



285. .386, 286. .390, 304. ,390, 494. .592, 495. .602 



8694 

18514 

1 



Seq. ID OJ991210_12.0112.C12 
Strand + 
End 710 



9137 



Name 

Start 

GI 

Exons 



OJ991210_12 .0112 . C12 . ol . tm Method TBLASTX: Maize 

285 End 602 

none Score 169 

285, .386, 285,-386, 286. .390, 304. ,390, 486. .602, 487. .546, 
488. ,592 



Seq. No, 8695 

Gene No. 18515 

Start 211 

Name OJ991020_10 , 0119 .CI . ol . gp 

Start 211 

GI 986_1.R1084 

Exons 211., 303, 535.. 756 

GI Descrip. ' 571443/gb | U16257 | OSU16257 l.Oe-105 Oryza sativa clone SR3 
sucrose-regulated mRNA, 3' '-end sequence' 



Seq. ID OJ991020_10.0119.C1 

Strand + 

End 756 

Method AAT/GAP , 

End 756 

Score 590 



Seq. No, 8696 Seq, ID 

Gene No, 18516 Strand 

Start 287 End 

Name OJ991020_10 . 0119 . C2 . ol . gs Method 

Start 287 End 

GI none Score 

Exons 287.. 323, 1303,, 1490 



OJ991020_10.0119.C2 

1490 
GENSCAN 
1490 
.87 



Seq, No, 8697 
Gene No. 18517 
Start 190 

Name OJ991020_10 . 0119 . C3 . ol . tc 

Start 166 
GI none 
Exons 166. 

423. 

814. 

1033 

1299 

1455 



267, 316.. 
761, 508.. 
1005, 814. 
.1218, 104 
.1529, 137 
,1601, 150 
1779., 2153, 182 
1986. ,2345, 204 
2196., 2555, 225 



663, 316 
867, 576 
,891, 82 
1, .1196, 
1724, 
1615, 
2060, 
2237, 
2512, 



456 
875 
0. .11 
1105 
1401 
1530 
1877 
2079 
2265 



Seq, ID OJ991020_10.0119.C3 

Strand + 

End ' 2612 

Method TBLASTX: Cress 

End 2555 

Score 61 

316. .477, 318. .668, 421. .762, 
, 631. .972, 733. .1086, 733. .993, 
94, 895. .1092, 937. .1224, 942. .1196, 
..1197, 1236. .1385, 1280. .1402, 
.,1616, 1422, .1838, 1448. .1777, 
..1736, 1623. .1841, 1671. .2039, 
,,2050, 1881. ,2237, 1950. .2135, 
..2450, 2087. ,2449, 2160. .2381, 
..2462, 2331. ,2447 



Seq. No. 8697 Seq. ID 

Gene No, 18517 Strand 

Start 190 End 

Name OJ991020_10 , 0119 , C3 . ol , gs Method 

Start 190 End 

GI none Score 

Exons 190,, 1256, 1616,, 2438 



OJ991020_10.0119.C3 
+ 

2612 

GENSCAN 

2438 



Seq, No, 8697 

Gene No, 18517 

Start 190 

Name OJ991020_10 . 0119 . C3 . ol . tm 

Start 313 

GI none 
Exons 



OJ991020_10.0119,C3 
+ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

313. .867, 409, .987, 435. .881, 469. .1092, 523. ,1200, 1227, .1607, 
1248. .1811, 1329, .1811, 1458. .2126, 1632. .2351, 1734. ,2444, 
1983. ,2447, 2016, ,2393, 2067. .2603, 2262. .2537 



2612 

TBLASTX: Maize 

2603 

219 



9138 






Seq. No. 


8697 


Seq. ID 


OJ991020_10,0119.C3 




Gene No. 


18517 


Strand 


+ 




Start 


190 ■ 


End 


2612 




Name 


OJ991020 10.0119.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


316 


End 


2612 




GI 


none 


Score 


148 




Exons 


316. .747, 316. .645, 328. .663, 


328. .852 


, 336.-524, 433. .1191, 






436. .552, 466. .654, 499. .1191 


, 585. .761, 640. .819, 712. .1167, 






880. .1197, 931. .1221, 940. .1074, 1047. 


.1187, 1060. .1191, 






1245. .1784, 1263.. 1412, 1377. 


.2231, 1451.. 1783, 1452.. 2321, 






1485.. 1658, 1617.. 1715, 1782. 


.2603, 1926.. 2543, 1986.. 2603, 






2085.. 2609, 2096.. 2242, 2184. 


.2555, 2199.. 2447, 2235.. 2315, 






2262.-2393, 2265.. 2414, 2294. 


.2449, 2298. .2612, 2325. .2498 




Seq. No. 


8698 


Seq. ID 


OJ991020__10.0119-C4 




Gene No. 


18518 


Strand 


+ 




Start 


3147 


End 


5106 




Name 


OJ991020 10.0119.C4.o2.gs 


Method 


GENSCAN 




Start 


3147 


End 


3767 




GI 


none 


Score 


.99 




Exons 


3147. .3767 








Seq. No. 


8698 


Seq. ID 


OJ991020_10.0119.C4 




Gene No . 


18518 


Strand 


+ 


,s ax 


Start 


3147 


End 


5106 




Name 


OJ991020 10.0119.C4.ol.np 


Method 


AAT/NAP 


rii 


Start 


3180 


End 


5106 




GI 


1769907 


Score 


850 




Exons 


3180.. 3715, 4755.. 5106 








GI Descrip. 


(X92975) xyloglucan endo-transglycosylase [Arabidopsis thaliana 


; af 


Seq. No. 


8698 


Seq. ID 


OJ991020_10.0119.C4 




Gene No. 


18519 


Strand 


+ 




o nar u 


7724 


End 


8419 




Name 


OJ991020 10.0119.C4.ol.gp 


Method 


AAT/GAP 




Start 


7724 


End 


8419 




GI 


986 1.R1084 


Score 


844 




Exons 


7724^.7816, 8057. .8419 








GI Descrip. 


'571443/gb|U16257|OSU16257 1. 


Oe-105 Oryza sativa clone SR3 






sucrose-regulated mRNA, 3' '-end sequence* 




Seq. No. 


8698 


Seq. ID 


OJ991020_10.0119.C4 




Gene No. 


18520 


.Strand 


-i- 




Start 


8589 


End 


8718. 




Name 


OJ991020 10.0119.C4.o2.gp 


Method 


AAT/GAP 




Start 


8589 


End 


8718 




GI 


none 


Score 


204 




Exons 


8589. .8718 








Seq. No. 


8698 


Seq. ID 


OJ991020_10.0119.C4 




Gene No. 


18521 


Strand 






Start 


8504 


End 


11388 




Name 


OJ991020 10.0119.C4.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1167 


End 


1461 




GI 


none 


Score 


71 




Exons 


1167. .1247, 1168. .1248, 1309. 


.1461, 1320. .1460 






9139 









Seq. No. 


8698 








Seq, ID 


OJ991020_10.0119.C4 




Gene No. 


18521 








Strand 






Start 


8504 








End 


11388 




Name 


OJ991020 10 


.0119. 


C4.01. 


tc 


Method 


TBLASTX: Cress 




Start 


3248 








End 


5106 




GI 


none 








Score 


79 




Exons 


3248. .3322, 


3249. 


.3323, 


3365. 


.3613, 3366.. 3614, 3627.. 3716, 






3629. .3712, 


4731. 


.4778, 


4750. 


.4779, 4827. .4955, 4831. .4989, 






5002. .5106, 


5019. 


.51.05 










Seq. No. 


8698 








Seq. ID 


OJ991020_10.0119.C4 




Gene No. 


18521 








Strand 






Start 


8504 








End 


11388 




Name 


OJ991020 IQ 


.0119. 


C4.ol. 


tm 


Method 


TBLASTX:Maize 




Start 


3249 








End 


5108 




GI 


none 








Score 


82 




Exons 


3249.-3323, 


3366. 


.3614, 


3368. 


.3613, 3627.. 3716, 3629.. 3700, 






4750. .4779, 


4827. 


.4958, 


4831. 


.4980, 4993. .5106, 4995. .5108 




Seq. No. 


8698 








Seq. ID 


OJ991020_10.0119.C4 




Gene No. 


18521 








Strand 






Start 


8504 








End 


11388 


U - J 


Name 


OJ991020 10 


.0119. 


C4 .ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3249 








End 


5108 


Q 


GI 


. none 








Score 


77 




Exons 


3249. .3323, 


3366. 


.3614, 


3368. 


.3613, 3627.. 3716, 3629.. 3700, 






4750. .4779, 


4827. 


.4958, 


4831. 


.4980, 4993.. 5106, 4995.. 5108 


Q 


Seq. No. 


8698 








Seq. ID 


OJ991020_10.0119.C4 




Gene No. 


18521 








Strand 






Start 


8504 








End 


11388 




Name 


OJ991020 10 


.0119. 


C4.04. 


ts 


Method 


TBLASTX : Soybean 


is 


Start 


8465 








End 


8716 


rl 


GI 


none 








Score 


151 




Exons 


8465. .8584, 


8588. 


.8716 










Seq. No. 


8698 








Seq. ID 


OJ991020_10.0119.C4 




Gene No. 


18521 








Strand 




[If 


Start 


8504 








End 


11388 


'r\ 


Name 


OJ991020 10, 


.0119. 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8466 








End 


10601 




GI 


none 








Score 


55 




Exons 


8466.. 8540," 


'8504. 


.8575, 


8570. 


.8815, 8586. .8816, 8592. .8816, 






8752. .8808, 


8992. 


.9057, 


8992. 


.9060, 8993.. 9058, 10485. .1059 






10485. .10601 












Seq. No. 


8698 








Seq. ID 


OJ991020_10,0119.C4 




Gene No. 


18521 








Strand 






Start 


8504 








End 


11388 




Name 


OJ991020 10. 


.0119. 


C4 .o2. 


tc 


Method 


TBLASTX: Cress 




Start 


8492 








End 


8779 




GI 


none 








Score 


107 




Exons 


8492. ,8779, 


8592. 


.8777 










Seq. No. 


8698 








Seq. ID 


OJ991020_10.0119.C4 




Gene No. 


18*521 








Strand 





9140 



start 


8504 


End 


11388 


Name 


OJ991020 10.0119.C4.o4.gs 


Method 


GENSCAN 


Start 


8504 


End 


11311 


GI 


none 


Score 


.87 


Exons 


8504.. 8803, 8992.. 9056, 10487 .. 10716, 


10809.. 11311 


Seq. No. 


8698 


Seq. ID 


OJ991020_10.0119.C4 


Gene No. 


18521 


Strand 




Start 


8504 


End 


11388 


Name 


OJ991020 10.0119.C4.o2.np 


Method 


AAT/NAP 


Start 


8507 


End 


11305 


GI 


6630734 


Score 


925 


Exons 


8507.. 8803, 8992.. 9056, 1046 


(7. .10716, 


10809. .11305 


GI Descrip. 


{AL132958) caffeic acid 0-methyltransf erase-like protein 




[Arabidopsis thaliana] 






Seq. No. 


8698 


Seq. ID 


OJ991020_10.0119.C4 


Gene No. 


18521 


Strand 




Start 


8504 


End 


11388 


IN diUC 


OJ991020 10.0119.C4.o2.ts 


Method 


TBLASTX: Soybean 


Start 


8992 


End 


10961 


GI 


none . 


Score 


79 


Exons 


8992. .9054, 8993. .9055, 10488 .. 10640, 


10489. .10584, 




10^74 infi4^ 10641 in7is 


10814 . .10843, 10874 .. 10960, 




10878. .10961 






Seq. No. 


8698 


Seq. ID 


OJ991020_10.0119.C4 


Gene No. 


18521 


Strand 






8504 


End 


11388 


Name 


OJ991020 10.0119.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


10602 


End 


10913 


GI 


none 


Score 


65 


Exons 


10602. .10634, 10629. .10718, 


10657. .10725, 10808 .. 10912 , 




10812. .10913 






Seq. No. 


8698 


Seq. ID 


OJ991020_10.0119.C4 


ociic In (J. 


18521 


Strand 




Start - 


8504 


'End 


11388 


Name 


OJ991020 10.0119.C4.o3.gp 


Method 


AAT/GAP 


Start 


11018 


End 


11388 


GI 


none 


Score 


742 


Exons 


11018. .11388 






Seq. No. 


8699 


Seq. ID 


OJ991020_10.0119.C5 


Gene No. 


18522 


Strand 




Start 


202 


End 


566 


Name 


OJ991020 10.0119.C5.ol.gp 


Method 


AAT/GAP 


Start 


202 


End 


566 


GI 


986 1.R1084 


Score 


681 


Exons 


202. .566 






GI Descrip. 


'571443/gb|U16257 IOSU16257 1 


.Oe-105 Oryza sativa clone SR3 




sucrose-regulated mRNA, 3''- 


end sequence' 


Seq. No. 


8700 


Seq. ID 


OJ991020_10.0119.C7 


Gene No. 


18523 


Strand 




Start 


15 


End 


516 


Name 


OJ991020 10.0119.C7.ol.gs 


Method 


GENSCAN 



9141 




start 


15 End 


516 


GI 


none Score 


.93 


Exons 


15. .312, 370. .516 




Seq. No. 


8701 Seq. ID 


OJ991020 10. 0119. CIO 


Gene No. 


18524 Strand 


+ 


Start 


1380 End 


2991 


Name 


OJ991020 10.0119.C10.ol.np Method 


AAT/NAP 


Start 


1380 End 


2991 


GI 


4204278 Score 


638 


Exons 


1380. .2991 




GI Descrip. 


(AC004146) putative Cytochrome P450 protein [Arabidopsis 




thaliana] 





Seq. No. 8701 Seq. ID 

Gene No. 18524 Strand 

Start 1380 End 

Name OJ991020_10. 0119. CIO. ol .gs Method 

Start 1398 End 

GI none Score 

Exons 1398.. 2075, 2087.. 2680 



OJ991020_10. 0119. CIO 
+ 

2991 
GENSCAN 
2680 
.96 



Seq. No. 


8701 








Seq. ID 


OJ991020_10. 0119. CIO 


Gene No. 


18524 








Strand 


+. 


Start 


1380 








End 


2991 


Name 


OJ991020 10 


.0119 


.C10.O2 


.tc 


Method 


TBLASTX: Cress 


Start 


1476 








End 


2045 


GI 


none 








Score 


58 


Exons 


1476. .1559, 


1614 


. .1724, 


1661. 


.1726, 1811. .1945, 1812. .1946, 




2001. .2045 












Seq. No. 


8701 








Seq. ID 


OJ991020_10. 0119. CIO 


Gene No. 


18524 








Strand 


+ 


Start 


1380 








End 


2991 


Name 


OJ991020 10 


.0119 


.ClO.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1614 








End 


2985 


GI 


none 








Score 


68 


Exons 


1614. .1724, 


1803 


. .1988, 


2345. 


.2509, 2513. .2584, 2677.. 2754, 




2761. .2985 










Seq. No. 


8701 








Seq. ID 


OJ991020_10. 0119. CIO 


Gene No. 


18524 








Strand 


+ 


Start 


1380 








End 


2991 


Name 


OJ991020 10 


.0119 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1629 








End 


2976 


GI 


none 








Score 


48 


Exons 


1629. .1724, 


1803 


. .1946, 


2345. 


.2626, 2680. .2754, 2761. .2976 


Seq. No. 


8701 








Seq. ID 


OJ991020_10. 0119. CIO 


Gene No. 


18524 








Strand 


+ 


Start 


1380 








End 


2991 


Name 


OJ991020 10 


.0119 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2677 








End 


2970 


GI 


none 








Score 


95 


Exons 


2677. .2754, 


2761 


. .2970 








Seq. No. 


8702 








Seq. ID 


OJ991020_10.0119.C12 



9142 





1 o c 9 c 




onrana 


J. 


start 


1484 




End 


1992 


Name 


OJ991020 10.0119.C12 


.ol.gp 


Method 


AAT/GAP 


Start 


1484 




End 


1992 


GI 


none 




Score 


990 


Exons 


1484. .1992 








Seq. No. 


8702 




Seq. ID 


OJ991020 


Gene No. 


18526 




Strand 


+ 


oTiar L 


1 U J DO 




End 


11424 


Name 


OJ991020 10.0119.C12 


.o2 .gs 


Method 


GENSCAN 


Start 


10365 




End 


11424 


GI 


none 




Score 


-.8 


Exons 


10365. .10476, 10675. 


.10740, 


10830. .10917, 11028 




11224 . .11424 








Seq. No. 


8702 




Seq. ID 


OJ991020 


Gene No. 


18527 




Strand 




Start 


13714 




End 


15136 


Name 


OJ991020 10.0119.C12 


. o3.gp 


Method 


AAT/GAP 


Start 


13714 




End 


14940 


GI 


287027 




Score 


418 


Exons 


13714. .13789, 13986. 


.14066, 


14859. .14940 



,11109, 



10.0119.C12 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3892056/gb|AAC78269.1|AAC78269 6.0e-41 
vacuolar ATPase [Arabidopsis thaliana] 



(AC002330) putative 



8702 Seq. ID 

18527 Strand 

13714 End 

OJ991020_10.0119.C12.o2.np Method 

14004 End 

3892056 Score 
14004. .14066, 14859. .15136 

(AC002330) putative vacuolar ATPase [Arabidopsis thaliana] 



OJ991020_10.0119.C12 
+ 

15136 
AAT/NAP 
15136 
133 



8702 - 

18528 

1 

OJ991020_10.0119.C12.ol.np 
1 

6633838 



Seq. ID OJ991020_10.0119-C12 
Strand 

End 15136 

Method AAT/NAP 

End 15136 

Score 367 



1..81, 1903. .2028, 2275. .2436, 2876. .3007, 3683. .3754, 

4346. .4446, 4504. .4597, 12606 .. 12667, 13026 .. 13158, 15107. .15136 

(AC008047) F2K11.15 [Arabidopsis thaliana] 



8702 

18528 

1 

OJ991020_10.0119.C12.ol.gs 

1801 

none 

1801. .2028, 
7171. .7278, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_10.0119.C12 

15136 
GENSCAN 
9747 
.73 



2275. .2436, 2876. .3007, 3683. .3750, 4354. .4888, 
7873. .7980, 9502.. 9563, 9582.. 9747 



Seq. No. 
Gene No. 
Start 



8702,, 
1852-8^ 
1 



Seq. ID 
Strand. 
End 



OJ991020 10.0119.C12 



15136 



9143 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ991020_10.0119.C12.o3.tm 

1961 

none 

1961.. 2029, 1972.. 2028, 2266. 

8702 

18528 

1 

OJ991020_10.0119.C12.pl.tm 

2891 

none 

2891.. 3016, 2892.. 3020, 2892. 
3681.. 3758, 3683.. 3760, 3683. 
4354. .4452, 4441. .4515, 4449. 
4601. .4642, 4700. .4819, 4702. 
4874. .4960, 5083. .5127, 5086. 

8702 

18528 

1 

OJ991020_10.0119.C12.ol.tw 

6082 ~ 

none 

6082.. 6159, 6166.. 6219, 6256. 

8702 

18528 

1 

OJ991020_10.0119.C12.o2.gp 
7657 

72459 1.R1084 



Method TBLASTX: Maize 
End 2448 
Score 92 
.2439, 2266. .2448 

Seq. ID OJ991020_10.0119.C12 
Strand 

End 15136 

Method TBLASTX : Mai ze 

End 5220 

Score 168 
.3023, 3022. .3087, 3678. .3758, 
.3763, 4349. .4414, 4353. .4451, 
.4523, 4535. .4558, 4536. .4598, 
.4953, 4703. .4951, 4785. .4961, 
.5115, 5181. .5213, 5182. .5220 

Seq. ID .OJ991020_10.0119.C12 
Strand 

End 15136 

Method TBLASTX : Wheat 

End 6396 

Score 58 
.6396, 6288.. 6374 

Seq. ID OJ991020_10.0119.C12 
Strand 

End 15136 

Method AAT/GAP 

End 9765 

Score 777 



7657.. 7980, 9502.. 9563, 9690.. 9765 

'3892056/gb|AAC78269.1|AAC78269 6.0e-41 {AC002330) putative 
vacuolar ATPase [Arabidopsis thaliana] * 



8702 

18528 

1 

OJ991020_10 . 0119 . C12 . ol . tc 

11026 

none 



Seq. ID OJ991020_10.0119.C12 
Strand 

End 15136 

Method TBLASTX : Cres s 

End 11415 

Score 91 



11026. .11109, 11215. .11415, 11274.. 11327 



8702 

18528 

1 

OJ991020_10.0119.C12.ol*.ts 

11026 

none 

11026. .11109, 11215. .11415 

8702 

18528 

1 

OJ991020_10.0119.C12.o2.tm 

11026 

none 



Seq. ID OJ991020_10.0119.C12 
Strand 

End 15136 

Method TBLASTX : Soybean 

End 11415 

Score 87 



Seq. ID OJ991020_10.0119.C12 
Strand 

End 15136 

Method TBLASTX :Maize 

End ■ 11424 ' 

Score 90 



9144 




Exons 11026. .11109, 11215 11424 , 11274.. 11417 



Seq. No. 


^'^?-8702 




Seq. ID 


OJ991020_10.0119 


.C12 


Gene No. 


18528 




Strand 






Start 


1 




End 


15136 




Name 


OJ991020 10.0119.C12.o3 


.gs 


Method 


GENSCAN 




Start 


12445 




End 


13468 • 




GI 


none 




Score 


.65 




Exons 


12445. .12833, 12835 12937 , 13062 13247 , 13334.. 13468 




Seq. No. 


8703 




Seq. ID 


OJ9910Z0_10.0119 


.C13 


Gene No. 


18529 




Strand 


+ 




Start 


1 0*^4 






1 OR 




Name 


n.TQQi (190 in ni 1 Q n oi 


. gp 




AflT /nap 




Start 


XU Jfi 




£jnu. 


1 OR 




GI 


OU O X U DZ 




Score 


RR 

D O 




Exons 


XUj^ . • XUOD 










O • IN \ J . 


8703 




Seq. ID 


OJ991020_10.0119 


- C13 


Gene No. 


18530 




Strand 






Start 


41 J D 




Cjna. 


1 (T^l 
X U J X 




Name 


ATQQinon in miQ pi /^i 
vjjyyxuzu xu.uxxy.uxj.ox 




lYie unoa 


i oLirio i A . wnea U 




Start 






bna 


7 Q9 

/ yz 




GI 


none 




Score 


00 




Exons 


A'^A AOO A'^f^ AQQ A'^1 


. . 41 y y , 


c 714 
ODD. . / Xfi, 


71R R79 
ODD../XO, Did.** 


715, 




711 T7 Q T 1 Q nin TIP 
/XX. /XO..//// / lO 


. . / y z 








Seq. No. 


8703 




Seq. ID 


OJ991020_10.0119 


.C13 


Gene No. 


1 fi ^ '^n 

X O O 




Strand 






Start 






End 


1031 




Name 


nTQQinon in ni i q pi /-\i 
ujyyxuzu xu . uxxy . ux j . ox 


. gs 


Method 


GENSCAN 




Start 






End 


1031 




GI 


none 




Score 


.74 




Exons 


JD . . XU jX 










Seq. No. . 


8704 




Seq. ID 


OJ991020_10.0119 


.C14 


Gene No. 


18531 




Strand 






Start' 






End 


2212 




Name 


r>TQQTnon in ni 1 q pi >i i^i 
ujyyxuzu xu.uxxy.^^x4.ox 


.gs 


Method 


GENSCAN 




Start 


oy 




End 


2212 




GI 


none 




Score 


.72 




Exons 


RQ T1Q yion om im^ 
oy..llo, 4oU..oUo, lU/J 


1 7 c; T 


, 2177. .2212 






8704 




Seq. ID 


OJ991020_10.0119 




Gene No. 


18531 




Strand 






Start 


59 




End 


2212 




Name 


OJ991020 10.0119.C14.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


415 




End 


761 




GI 


none 




Score 


48 




Exons 


415. .486, 549. .698, 549 


. .698, 


550. .699, 


551. .706, 565.. 


699, 




687. .761 










Seq. No. 


8705 




Seq. ID 


OJ991020_10.0119 


.C15 


Gene No. 


18532 




Strand 






Start " 


1048 




End 


2353 




Name 


OJ991020 10.0119.C15.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1037 




End 


1407 ■ 





9145 



GI none Score 57 

Exons 1037. .1120, 1048. .1110, 1117. .1161, 1183. .1326, 1183. .1326, 

1199. .1327, 1200. .1334, 1330. .1407, 1345. .1389 



Seq. No. 


8705 




Seq. ID 


Oj991020_ 


Gene No. 


18532 




Strand 


- 


Start 


1048 




End 


2353 


Name 


OJ991020 10.0119.C15.ol 


.gs 


Method 


GENSCAN 


Start 


1048 




End 


2353 


GI 


none 




Score 


.45 


Exons 


1048. .1491, 1772. .2353 








Seq. No. 


8706 




Seq. ID 


OJ991020__: 


Gene No. 


18533 




Strand 




Start 


129 




End 


2610 


Name 


OJ991020 10.0119,C16.o2 


.np 


Method 


AAT/NAP 


Start 


129 




End 


2568 


GI 


6503308 




Score 


78 


Exons 


129. .165, 2310. .2568 








GI Descrip. 


(AC011713) Contains PF| 


00646 


F-box domain. ESTs 




gb|Z26675, gb|AI993239 


and gb|AA585907 


come from 



10.0119.C15 



10.0119.C16 



[Arabidopsis thaliana] 



Seq. No. 


8706 


Seq. ID 


OJ991020_10.0119. 


C16 


Gene No. 


18533 


Strand 






Start 


129 


End 


2610 




Name 


OJ991020 10.0119.C16.ol.np 


Method 


AAT/NAP 




Start 


509 


End 


2152 




GI 


3776023 


Score 


74 




Exons 


509. .673, 2085. .2152 








GI Descrip. 


(AJ010473) RNA helicase [Arabidopsis 


thaliana] 




Seq. No. 


8706 


Seq. ID 


OJ991020_10.0119. 


C16 


Gene No. 


18533 


Strand 






Start 


129 


End 


2610 




Name 


OJ991020 10.0119.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start ' 


926 


End 


1284 




GI 


none 


Score 


64 




Exons 


926. .1000, 928. .990, ■ 1057. .1206, 1058 


..1207, 1079. .1207, 






1210. .1284, 1228. .1284 








Seq. No. 


8706 


Seq. ID 


OJ991020_10.0119. 


C16 


Gene No. 


18533 


Strand 






Start 


129 


End 


2610 




Name 


OJ991020 10.0119.C16.ol.gs 


Method 


GENSCAN 




Start 


928 


End 


2610 




GI 


none 


Score 


.85 




Exons, 


928. .1464, 1552. .2475, 2575.. 


.2610 






Seq. No. 


8706 


Seq. ID 


OJ991020_10.0119. 


C16 


Gene No. 


18533 


Strand 






Start 


129 


End 


2610 




Name 


OJ991020 10.0119.C16.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2054 


End 


2439 




GI 


none 


Score 


78 




Exons 


2054, .2242, 2089. .2241, 2344. 


. .2439 







9146 



Seq. No. 8707 Seq. ID 

Gene No. 18534 Strand 

Start 2706 End 

Name OJ991020_10 . 0119 .C17 . o2 . np Method 

Start 2706 End 

GI 6503308 Score 
Exons 2706.. 2788, 3764.. 3956 

GI Descrip. (AC011713) Contains PF| 00646 F-box domain. ESTs gb|AA586135, 

gbl 226675, gb|AI993239 and gb|AA585907 come from this gene. 
[Arabidopsis thaliana] 



OJ991020_10.0119.C17 
+ 

7412 
AAT/NAP 
3956 
58 



Seq. No. 8707 Seq. ID 

Gene No. 18534 Strand 

Start 2706 End 

Name OJ991020_10.0119.C17.o2.gs Method 

Start 3638 End 

GI none Score 

Exons' 3638.. 3673, 3785.. 4684, 4789.. 5325 



OJ991020_10.0119.C17 
+ 

7412 
GENSCAN 
5325 
.78 



Seq. No. 


8707 


Seq. ID 


OJ991020_10. 


0119. C17 


Gene No. 


18534 


Strand 


+ 




Start 


2706 


End 


7412 




Name 


OJ991020 10.0119.C17.o3.np 


Method 


AAT/NAP 




Start 


5093 


End 


7412 




GI 


4160402 


Score 


59 




Exons 


5093.. 5134, 7237.. 7412 








GI Descrip. 


(AJ132240) eukaryotic translation initiation factor 


5 [Zea mays] 


Seq. No. 


8707 


Seq. ID 


OJ991020_10. 


0119. C17 


Gene No. 


18535 


Strand 


+ 




Start 


7968 


End 


8392 




Name 


OJ991020 10.0119.C17.ol.gp 


Method 


AAT/GAP 




Start 


7968 


End 


8392 




GI 


none 


Score 


774 




Exons 


7968. .8392 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8707 
18536 
19040 
OJ991020 
19040 
none 
19040. 
22201. 
25453. 



_10.0119.C17.o4.gs 



19048, 19784. 
22536, 22559. 
26004, 26101. 



.19802, 
.23104, 
.26887, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21418 

23413 



OJ991020_ 
+ 

27974 
GENSCAN 
27974 
.5 

21438, 21453, 
24484, 24845. 



10.0119.C17 



26999. .27546, 27714, 



.21559, 
.25413,- 
.27974 



8707 Seq. ID 

18536 Strand 
19040 End 
OJ991020_10.0119.C17.o4.gp Method 
21416 End 
1631463 Score 
21416. .21628 

4680178/gb|AF111709. 1 IAF111709 5.0e-81 Oryza sativa subsp." 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ991020_10.0119.C17 
+ 

27974 
AAT/GAP 
21628 ■ 
291 



9147 




Seq. No. 


8707 


Seq. ID 


OJ991020_10.0119.C17 


Gene No. 


18536 


Strand 


+ 




19040 


End 




Name 


OJ991020 10.0119.C17.o5.np 


Method 


AAT/NAP 


Start 


23413 


End 


27076 


GI 


5042447 


Score 


5997 


Exons 


23413. .27076 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


8707 


Seq. ID 


OJ991020_10.0119.C17 


Gene No. . 


18536 


Strand 


+ 




19040 


End 




Name 


OJ991020 10. 0119. 017. 06. np 


Method 


AAT/NAP 


Start 


27112 


End 


27537 


GI 


1435070 


Score 


190 


Exons 


27112. .27537 






GI Descrip. 


(X99085) integrase [Ascobolus 


immersus 


] 


Seq. No. 


8707 


Seq. ID 


OJ991020_10.0119.C17 


Gene No. 


18537 


Strand 




0 rar L 


166 


End 


Zo / 4 


Name 


OJ991020 10.0119.C17.ol.gs 


Method 


GENSCAN 


Start 


166 


End 


2874 


GI 


none 


Score 


.47 


Exons 


166. .289, 739. .842, 1085. .1208, 1445.. 


1632, 1844. .2149, 




2325.. 2591, 2839. .2874 






Seq. No. 


8707 


Seq. ID 


OJ991020_10.0119.C17 


Gene No. 


18537 


Strand 






166 


End 




Name 


OJ991020 10.0119.C17.ol.np 


Method 


AAT/NAP 


Start 


1378 


End 


2445 


GI 


1885350 


Score 


296 


Exons 


1378. .1864, 1902. .2177, 2311. 


.2445 




GI Descrip. 


(Y11485) serpin [Triticum aestivum] 




Seq. No. 


8707 


Seq. ID 


OJ991020_10.0119.C17 


Gene No. 


18538 


Strand 




Start 


7169 


End 


17684 


Name 


OJ991020 10.0119.C17.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1397 


End 


2563 


GI 


none 


Score 


52 


Exons 


1397. .1480, 1496. .1609, 1504. 


.1605, 1639. .1746, 1640. .1732, 




1760. ,1837, 1765. .1857, 1904. 


.1966, 2039.. 2173, 2325.. 2363, 




2379. .2477, 2525. .2563 






Seq. No. 


8707 


Seq. ID 


OJ991020_10.0119.Ci7 


Gene No. 


18538 


Strand 




0 uar C 


7169 


End 


17684 


Name 


OJ991020 10.0119.C17.o7.tm 


Method 


TBLASTX: Maize 


Start 


1415 


End 


2182 


GI 


none 


Score 


67 


Exons 


1415. .1477, 1490. .1609, 1504. 


.1605, 1589. .1738, 1639. .1737, 




1768. .1854, 1904. .1954, 1904. 


.1954, 2039.. 2182, 2052.. 2162 


Seq. No. 


8707 


Seq. ID 


OJ991020_10.0119.C17 


Gene No. 


18538 


Strand 





9148 



start 


7169 




End 17684 


Name 


OJ991020 10. 


0119.C17.o9.tw 


Method TBLASTX : Wheat 


Start 


3815 




End 418 9 


GI 


none 




Score 135 


Exons 


3815. .3961, 


3871.. 3960, 3980 


..4177, 3983. .4189, 3994.-4188 


Seq. No. 


8707 




Seq. ID OJ991020_10.0119.C17 


Gene No. 


18538 




Strand 


Start 


7169 




End 17 684 


Name 


OJ991020 10. 


0119. C17. oil. tw 


Method, TBLASTX : Wheat 


Start 


4966 




End 5327 


GI 


none 




Score 53 


Exons 


4966. .5028, 


4966.. 5028, 5039 


..5173, 5047. .5190, 5047. .5190, 




5212. .5256, 


5253.. 5327, 5262 


..5324, 5263. .5325 


Seq. No. 


8707 




Seq. ID OJ991020_10.0119.C17 


Gene No. 


18538 




Strand 


Start 


7169 




End 17684 


Name 


OJ991020 10. 


0119.C17.o3.gs 


Method GENSCAN 


Start 


7169 




End 17684 


GI 


none 




Score .8 


Exons 


7169, .7509, 


9027.. 9063, 9785 


..9861, 10282. .10456, 10597 .. 1074 3, 




11357. .11412 


, 11921. .12004, 


13341. .13435, 135 96 .. 13693, 




13745. .13900, 14 138 .. 14274 , 


14335. .14 344, 14383 .. 14 4 72 , 




14863. .15436 


, 16474. .16561, 


17409. .17465, 17561. .17684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8707 Seq. ID OJ991020_10 . 0119 . C17 

18538 Strand 

7169 End 17684 

OJ991020_10 . 0119 . 017 . o2 . gp Method AAT/GAP 

8404 End 8852 

uC-osflcyp065d05bl Score 882 

8404. .8852 

'6041757/gb|AC011806.1|AC011806 2.0e-12 Genomic Sequence For. 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8707 

18538 

7169 

OJ991020_10. 0119. C17. oil. tm 

10586 

none 



Seq. ID OJ991020_10. 0119. 017 
Strand 

End 17684 

Method TBLASTX: Maize 

End 10850 

Score 112 



10586. .10687, 10588 .. 10689, 10595 .. 10678, 10597 .. 10683, 
10793. .10849, 10793 .. 10849, 10794 .. 10850, 10797. .10850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



8707 Seq. ID 

18538 Strand 
7169 End 17684 

OJ991020_10 . 0119 . 017 . o4 . np Method AAT/NAP 
10589 End 12331 

6691218 Score 95 

10589. .10689, 10800 10859, 12278.. 12331 
(AC007508) F1K23.6 [Arabidopsis thaliana] 



OJ991020 10.0119.017 



8707 
18538 



Seq. ID OJ991020_10. 0119.017 
Strand 



9149 



start 7169 End 

Name OJ991020_10 . 0119-. C17 . o3 . gp Method 

Start 10593 End - 

GI 17389_1.R1084 Score 

Exons 10593. . 10675 

GI Descrip. ' 6006869/gb | AAF00645 . 1 | AC009540_22 2 

cationic amino acid transporter [Arabidopsis thaliana] • 



17684 
AAT/GAP 
10675 
95 

,0e-34 (AC009540) putative 



Seq. No. 8707 

Gene No. 18538 

Start 7169 

Name OJ991020_10 . 0119.C17 . o6 . tm 

Start 12249 

GI none 

Exons 12249. .12338, 12287 12340, 
12764. .12886, 12765.. 12860 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_10.0119.C17 
17684 

TBLASTX: Maize 

12886 

80 



12455. . 12604, 12477 12602 , 



Seq. No. 8707 

Gene No. 18538 

Start 7169 

Name OJ991020_10 . 0119 . C17 . 65 . ts 

Start 12251 

GI none 

Exons 12251. .12340, 12285 .. 1234 1 , 
12475. .12591, 12477 .. 12593, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020 10.0119.C17 



17684 

TBLASTX: Soybean 
12886 
70 

12288, .12338, 12455. .12604, 
12764. .12886 



Seq. No. 8707 Seq. ID 

Gene No. 18538 Strand 

Start 7169 End 

Name OJ991020_10 . 0119. C17 . ol . tc Method 

Start 14132 End 

GI none Score 

Exons 14132. .14266, 14133 .. 14267, 

14386. .14466, 14386. .14466 



OJ991020_10.0119.C17 
17684 

TBLASTX: Cress 
14466 
152 

14136. .14267, 14138. .14269, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8707 

18538 

7169 

OJ991020_10.0119.C17.o8.tm 

14132 

none 

14132. .14275, 14136 .. 14276, 
14391. .14420, 14406. .14474, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_10.0119.C17 
17684 

TBLASTX: Maize 

15007 

153 



8707 
18538 
7169 

OJ991020_10.0119.C17.o4.ts 
14132 
none 
14132 
14863 



14383. .14466, 14 383 .. 14 4 66, 
14863. .14928, 14948.. 15007 



OJ991020 10.0119.C17 



Seq. ID 
Strand 
End 

Method 
End 

Score 

14275, 14139. .14276, 14383 .. 14454 , 14 383 .. 144 66, 
14937 



17684 

TBLASTX : Soybean 
14937 
160 



Seq. No. 8707 Seq. ID 

Gene No. 18538 Strand 

Start 7169 End 

Name OJ991020 10 . 0119 . C17 . olO . tw ..Method 



OJ991020_10.0119.C17 
17684 

TBLASTX: Wheat 



9150 




start 


14135 




End 


14928 




GI 


none 




Score 


147 




Exons 


14135. .14275, 14136. 


.14276, 


14383. .14466, 14 383 .. 14 4 66, 






14391. .14474, 14863. 


.14928 








Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


Gene No. 


1 o c o ri 

looiy 




Strand 






Start 


23680 




End 


24216 




Name 


OJ991020 10.0119.C17 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


23680 




End 


24039 




GI 


none 




Score 


308 




Exons 


23680. .24039, 23706. 


.23780, 


23805. .24038 




Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


Gene No. 






Strand 






Start 


23680 




End 


24216 




Name 


OJ991020 10.0119.C17 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


23920 




End 


24216 




GI 


none 




Score 


210 




Exons 


23920. .24216, 23920. 


.24204, 


23937. .24107 




Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


Gene No. 


18540 




Strand 






Start 


24556 




End 


24972 




Name 


OJ991020 10.0119.C17 


. o8 . tw 


Method 


TBLASTX: Wheat 




Start 


24556 




End 


24972 




GI 


none 




Score 


153 




Exons 


24556. .24765, 24573. 


.24704, 


24790. .24972, 24816 .. 24 971 ' 




Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


Gene No. 


loo41 




Strand 






Start 


25135 




End 


26004 




Name 


OJ991020 10.0119.C17 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


25135 




End 


25617 




GI 


none 




Score 


532 




Exons 


25135. .25617, 25239. 


.25574, 


25246. .25614 




Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


Gene No. 


1 0 0 4 1 




-Strand' 






Start 


25135 




End 


26004 




Name 


OJ991020 10.0119.C17 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


25147 




End 


25436 




GI 


none 




Score 


322 




Exons 


25147. .25434,. 25245. 


.25436 








Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


Gene No. 


lo54 1. 




Strand 






Start 


25135 




End 


26004 




Name 


OJ991020 10.0119.C17 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


25504 




End 


26004 




GI 


none 




Score 


161 




Exons 


25504. .2:&683, 25669. 


.26004, 


25755. .25886, 25911. .25961 




Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


Gene No. 


18541 




Strand 






Start 


25135 




End 


26004 




Name 


OJ991020 10.0119.C17 


. ol . ts 


Method 


TBLASTX : Soybean 





9151 



Q 



start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gerie No. 
Start 
Name ■ 
Start 

m GI 

ry Exons 

Seq. No. 

Gene No. 

Start 
FLe Name 
:i Start 
Q GI 
h'i Exons 

=nlf Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



25558 
none 

25558. .25590, 25558 .. 25602 , 
25689. .25952 

8707 

18541 

25135 

OJ991020_10.0119.C17.o5.tw 

25666 

none 

25666. .25962, 25686.. 25967 



End 25953 
Score 57 
25594 . .25953, 25594 . .25674 , 



Seq. ID OJ991020_10.0119.C17 
Strand 

End 26004 

Method TBLASTX : Wheat 

End 25967 

Score 398 



8707 
18542 
25968 

OJ991020_10.0119.C17.o2.tw 
25968 
none 

25968. .26381, 25969 .. 26478 , 26001 .. 2 6387 , 26047. .26394 



Seq. ID OJ991020_10.0119.C17 
Strand 

26478 

TBLASTX: Wheat 
26478 
192 



End 

Method 

End 

Score 



8707 

18542 

25968 

OJ991020_10.0119.C17.o6.ts 

25975 

none 

25975.. 26220 



8707 

18542 

25968 

OJ991020_10.0119.C17. 

26041 

none 

26041. .26394, 26043., 
26095. .26406 



Seq. ID OJ991020_10.0119.C17 
Strand 

End 26478 

Method TBLASTX : Soybean 

End 26220 

Score 198 



Seq. ID OJ991020_10.0119.C17 
Strand 

26478 

TBLASTX: Maize 
26406 
481 



End 

Method 
End 
Score 



o2.tm 

26387, 26061. .26399, 26093 .. 26404 , 



8707 

18543 

26482 

OJ991020_10.0119.C17, 

26482 

none 

26482. .26961, 26527., 

8707 

18543 

26482 

OJ991020_10.0119.C17. 

26749 

none 

26749. .27009, .26754. , 

8707 

18543 

26482 



Seq. ID OJ991020_10.0119.C17 
Strand 

27947 

TBLASTX: Wheat 
26961 
563 



End 

Method 
End 
Score 



o3. tw 
26928, 26706.. 26960 



o2.ts 

27008 



Seq. ID OJ991020_10.0119.C17 
Strand 

End 27947 

Method TBLASTX : Soybean 

End 27009. 

Score 270 



Seq. ID OJ991020_10.0119.C17 
Strand 

End 27947 



9152 




Name 


OJ991020 10.0119.C17 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


26808 




End 


27099 




GI 


none 




Score 


360 




Exons 


26808. .27095, 26809. 


.27099 








Seq. No. 


8707 




Seq. ID 


OJ99ia20_10.0119 


.C17 




18543 




Strand 






Start 


26482 




End 


27947 




Name 


OJ991020 10.0119.C17 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


26970 




End 


27594 




GI 


none 




Score 


731 




Exons 


26970. .27593, 26971. 


.27594 








Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


Gene No. 


18543 




Strand 








26482 




End 


27947 




Name 


OJ991020 10.0119.C17 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


27148 




End 


27746 




GI 


none 




Score 


227 




Exons 


27148. .27309, 27151. 


.27264, 


27152. .27298, 27156 .. 27302 , 






27307. .27639, 27309. 


.27608, 


27552. .27746, 27626.. 27733 




Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 


V3t^iiC? IN • 


18543 




Strand 






Start 


26482 




End 


27947 




Name 


OJ991020 10.0119.C17 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


27595 




End 


27926 




GI 


none 




Score 


72 




Exons 


27595. .27645, 27608. 


.27802, 


27609. .27926 




Seq. No. 


8707 




Seq. ID 


OJ991020_10.0119 


.C17 




18543 




Strand 






Start 


26482 




End 


27947 




Name 


OJ991020 10.0119.C17 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


27750 




End 


27947 




GI 


none 




Score 


197 




Exons 


27750.. 27947 










Seq. No. 


8708 




Seq. ID 


OJ991020_10.0119 


.C18 




18544 




Strand 






Start 


1549 




End 


2171 




Name 


OJ991020 10.0119.C18 


. ol.gs 


Method 


GENS CAN 




Start 


1549 




End 


2119 




GI 


none 




Score 


.94 ■ 




Exons 


1549. .2119 










Seq. No. 


8708 




Seq. ID 


OJ991020_10.0119 


.C18 


Gene No. 


18544 




Strand 






Start 


1549 




End 


2171 




Name 


OJ991020 10.0119.C18 


. ol.np 


Method 


AAT/NAP 




Start 


1552 




End 


2171 




GI 


2346972 


^ V' 


Score 


252 




Exons 


1552.. 1617, 1660.. 2171 








GI Descrip. 


(AB006598) ZPT2-11 [Petunia 


X hybrida] 






Seq. No. 


8709 




Seq. ID 


OJ991020_10.0119 


.C19 


Gene No. 


18545 




Strand 







9153 




start 


3739 


End 


4689 


Name 


OJ991020 10.0119.C19.o2.gs 


Method 


GENSCAN 


Start 


3739 


End 


4689 


GI 


none 


Score 


.41 


Exons 


3739.. 3808, 4323. .4487, 4628. 


.4689 




Seq. No. 


8710 


Seq. ID 


OJ991020_10.0119.C21 


Gene No. 


18546 


Strand 




Start 


4 o J 


End 


697 


Name 


OJ991020 10.0119.C21.ol.np 


Method 


AAT/NAP 


Start 


483 


End 


697 


GI 


3892056 ' 


Score 


73 


Exons 


483. .697 






GI Descrip. 


(AC002330) putative vacuolar 


ATPase [Arabidopsis thaliana] 


Seq. No. 


8710 


Seq. ID 


OJ991020_10.0119.C21 


Gene No. 


18547 


Strand 




Start 


625 


End 


697 


Name 


OJ991020 10.0119.C21.ol.gp 


Method 


AAT/GAP 


Start 


625 


End 


697 


GI 


287027 


Score 


134 


Exons 


625. .697 






GI Descrip. 


38 92056/gb|AAC78269.1|AAC78269 6.0e-41 


(AC002330) putative 




vacuolar ATPase [Arabidopsis 


thaliana] 




Seq. No. 


8711 


Seq. ID 


OJ991210_16.0121.C2 


Gene No. 


18548 


Strand 




Start 


1 


End 


376 


Name 


OJ991210 16.0121.C2.ol.tm 


Method 


TBLASTX: Maize ' 


Start 


1 


End 


376 


GI 


none 


Score 


177 


Exons 


1. .162, 1. .237, 163. .261, 164 


..262, 179. .262, 275. .376, 286 


Seq. No. 


8712 


Seq. ID 


OJ991210_16.0121.C4 


Gene No. 


18549 


Strand 


+ 


Start 


6487 


End 


12564 


Name 


OJ991210 16.0121.C4.o2.gs 


Method 


GENSCAN 


Start 


6487 


End 


12325 


GI 


none 


Score 


.77 


Exons 


6487.. 6642, 6675.. 7239, 7392. 


.8038, 8075.. 8516, 8676. .8923, 



9055. .9470, 9567. .10057, 10065 .. 10532 , 10858 .. 10963, 
11041. .12325 



Seq. No. 8712 Seq. ID OJ991210_16 . 0121 . C4 . 

Gene No. 18549 Strand + 

Start 6487 End 12564 

Name OJ991210_16 . 0121 . C4 . o2 . np Method AAT/NAP 

Start 6487 End 12564 

GI 5922631 Score 6429 

Exons 6487. .6610, 6869. .7115, 7421. .7604, 7650. .8235, 8278. .8426, 

8553. .9478, 10083. .12564 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi|6016864|dbj IBAA85207.il {AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 



9154 




Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


8712 


Seq. ID 


OJ991210_16.0121.C4 




18550 


Strand 




Start 


1544 


End 


5862 


Name 


OJ991210 16.0121.C4.ol.np 


Method 


AAT/NAP 


Start 


822 


End 


3547 


GI 


4567251 


Score 


738 


Exons 


822. .868, 1833. .1964, 2105.. 


2176, 2264 


..2333, 2421. .2518, 




2715. .2810, 3170. .3547 






GI Descrip. 


(AC007070) unknown protein [Arabidopsis thaliana] 


Can Nn 


8712 


Seq. ID 


OJ991210_16.0121.C4 


Gene No. 


1 ft Rsn 

J. O J o w 


Strand 




Start 


1 Rd4 


End 


5862 


Name 


nTQQ19in 1^ 0191 OA o1 rrc! 


Method 


GENSCAN 


Start 


± J 4 fl 


End 


5862 


GI 


none 


Score 


.59 


Exons 


11=1/14 im^^ ipRi 1 Q*^4 9in^ 


..2176, 2264. .2333, 3000. .3067, 




"^170 "^(^10 R*^Q7 RRf^9 






Q^irt Kirs 

o e q . lnu . 


8712 


Seq. ID 


OJ991210_16.0121.C4 


Gene No. 


1-8 551 


Strand 




Start 


12871 


End 


17030 


Name 


OJ991:210 16.-0121. C4.o3.gs 


Method 


GENSCAN 


Start 


1287'r^ 


End 


15603 


GI 


none 


Score 


.86 


Exons 


12871. .13379, 134 53 .. 13565, 


14003. .14081, 14159. .14517, 




14600. .14750, 14986. .15067, 


15143. .15409, 15598.. 15603 


Seq. No. 


8712 


Seq. ID 


OJ991210_16.0121.C4 


Gene No. 


18551 


Strand 




Start 


12871 


End 


17030 


Name 


OJ991210 16.0121.C4.o3.np 


Method 


AAT/NAP 


Start 


12931 


End 


17030 


GI ' 


6691716 


Score 


1281 


Exons 


12931. .13379, 13453 13565, 


13716. .13819, 13894. .14081, 




14159. .14334, 144 11 14517 , 


14600. .14745, 16961.. 17030 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi 1 6691717 | dbj | BAA89397 . 1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


8712 


Seq. ID 


OJ991210_16.0121.C4 


Gene No. 


18552 


Strand 




q-j- 3-^4- 

O Ldl. U. 


17020 


End 


18408 


Name 


OJ991210 16.0121.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


1848 


End 


3373 


GI 


none 


Score 


122 


Exons 


1848.. 1973, 1849.. 1965, 1911 


..1982, 2103. .2180, 2104. .2178, 




2117.. 2182, 2264.. 2332, 2264 


..2332, 2418. .2507, 2420. .2512, 




2420.. 2512, 2706.. 2915, 2713 


..2907, 2715. .2915, 2996. .3070, 




2999.. 3070, 3170.. 3283, 3174 


..3284, 32'78..3373, 3279.. 3371 


Seq. No. 


8712 


Seq. ID 


OJ991210_16.0121.C4 


Gene No. 


18552 


Strand 




Start 


17020 


End 


18408 


Name 


OJ991210 16.0121.C4.ol.ts 


Method 


TBLASTX : Soybean 



9155 




O uaXT L. 


1 ft 4 Q 

-L O 4 -7 








End 


3374 


GI 


none 








Score 


135 


Exons 


1849. .1947, 


1849 


. .1971, 


1911. 


,1982, 2103. .2180, .2117. ,2182 




2264. .2332, 


2403 


. .2507, 


2420, 


,2512, 2< 


120. .2512, 2704. ,2928 




2710. .2898, 


2715 


. .2915, 


2993, 


,3070, 2999., 3070, 3170.. 3277 




3174. .3278, 


3266 


. .3373, 


3267, 


,3374 




Seq. No. 


8712 








Seq. ID 


OJ991210_16.0121.O4 


Gene No. 


18552 








Strand 




Start 


17020 








End 


18408 


Nsme 




m 91 


CA. n1 




Method 


TBLASTX: Maize 


Start 


2444 








End 


3484 ■ 


GI 


none 








Score 


107 


Exons 


2444. .2521, 


2444 


. ,2521, 


2706. 


.2915, 2716. ,2910, 2741, .2917 




2741. .2917, 


2993 


. ,3070, 


2999. 


,3070, 3170.. 3391, 3174,. 3392 




3446. .3484, 


3452 


. .3484 








Seq. No. 


8712 








Seq. ID 


OJ991210_16.0121.C4 




1 o c; c o 








Strand 




Start 


17020 








FnH 


18408 

X O 1 w o 


Name 


OJ991210 16. 


0121 


.04. o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


7840 








End 


8242 


GI 


none 








Score 


269 


Exons 


7840. .8109, 


7841 


. .8242 








Seq. No. 


8712 








Seq. ID 


OJ991210_16.0121.C4 




1 ft 








Strand 




Start 


17020 








FnH 


1 ft 4 nfi 

X O rl VJ O 


Name 


OJ991210 16. 


0121 


.04, o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8905 








End 


9228 


GI 


none 








Score 


302 


Exons 


8905. .9228, 


8908 


, ,9216, 


8916. 


,9224 




Seq. No. 


8712 








Seq. ID 


OJ991210_16.0121.C4 


VjJtrliti iNvj . 


1 ft S ^^9 








Strand 


- 


Start . 


17020 








End 


18408 


Name 


OJ991210 16. 


0121.C4.ol. 


tw 


Method 


T-BLASTX: Wheat 


Start 


9496 








End 


9951 


GI 


none 








Score 


478 


Exons 


9496. .9951, 


9523 


. .9921, 


9531. 


,9950 




Seq. No. 


8712 








Seq. ID 


OJ991210_16. 0121.04 


ocllp INU . 


1 ft'=^'=19 








Strand 




Start 


17020 








End 


18408 


Name 


OJ991210 16. 


0121 


.04.03. 


ts 


Method 


TBLASTX : Soybean 


Start 


9535 








End 


9900 


GI 


none 








Score 


122 


Exons 


• 9535. .9759, 


9766 


. .9900 








Seq, No. 


8712 








Seq. ID 


OJ991210_16. 0121.04 


Gene No. 


18552 








Strand 




Start 


17020 








End 


18408 


Name 


OJ991210 16, 


0121 


.04.03, 


tm 


Method 


TBLASTX: Maize 


Start 


9625 








End 


9981 


GI 


none 








Score 


366 


Exons 


9625.. 9981, 


9666. 


. .9971 









9156 



# • 



Seq. No. 


8712 




Seq. ID 


OJ991210_16.0121 


.04 


Gene No. 


T Q c C o 




Strand 






Start 


17020 




End 


18408 




Name 


OJ991210 16. 0121. C4. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


10064 




End 


10450 




GI 


none 




Score 


354 




Exons 


10064. .10450, 10108. 


.10446 








Seq. No. 


8712 




Seq. ID 


OJ991210_16.0121 


.C4 


Gene No. 


18552 




Strand 






Start 


17020 




End 


18408 




Name 


OJ991210 16. 0121. C4. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


10112 




End 


10453 




GI 


none 




Score 


223 




Exons 


10112. .10453, 10159. 


.10317 • 









Seq. No. 8712 

Gene No. 18552 

Start 17020 

Name OJ991210_16 . 0121 . C4 . o4 . tm 

Start 10210 

GI none 

Exons 10210. .10449, 10211 .. 10450, 
10629. .10655 



Seq. ID OJ991210_16.0121.C4 
Strand 

End 18408 

Method TBLASTX : Maize 

End 10655 

Score 250 
10488, .10631, 10503. .10619, 



rfi 
i 's i 

Q 



Seq. No. 8712 

Gene No. 18552 

Start 17020 

Name OJ991210_1 6 . 0121 . C4 . o7 . tw 

Start 10455 

GI none 

Exons 10455. .10742 



Seq. ID OJ991210_16.0121.C4 
Strand 

End. 18408 

Method TBLASTX : Wheat 

End 10742 

Score 265 



Q 
u 



Seq. No. 8712 '-^ 

Gene No. 18552 

Start 17020 

Name OJ991210_16. 0121 .C4 . o4 . tw 

Start 10779 

GI none 

Exons 10779. .10889, 10782 .. 10877 , 
10927.. 11124 



Seq. ID OJ991210_16.0121.C4 
Strand 

End 18408 

Method TBLASTX: Wheat 

End 11209 

Score ' 130 
10784. .10969, 10925 .. 11209, 



Seq. No. 8712 

Gene No. 18552 

Start 17020 

Name OJ991210_16. 0121 .C4 . o9 . tw 

Start 11216 

GI none 

Exons 11216. .11350, 11219 11359, 



Seq. ID OJ991210_16.0121.C4 
Strand 

End 18408 

Method TBLASTX : Wheat 

End 11515 

Score 134 
11250. .11363, 11417. .11515 



Seq. No. 8712 

Gene No. 18552 

Start 17020 

Name OJ991210_16 . 0121 .04 . o2 . tm 

Start 11512 

GI none 

Exons ^ 11512. .11823, 11513 11824', 



Seq. ID OJ991210_16. 0121.04 
Strand 

End 18408 

Method TBLASTX : Mai ze 

End 11875 

Score 427 
11828. .11875 



9157 






8712 




Seq. ID 


OJ991210_16.0121 


. C4 


Gene No. 


18552 




Strand 






Start 


17020 




End 


18408 




Name 


OJ991210 16. 0121. C4. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11518 




End 


11907 




GI 


none 




Score 


408 




Exons 


11518. .11829, 11519. 


.11905, 


11720. .11905, 11860.. 11907 






8712 




• Seq. ID 


OJ991210_16.0121 




Gene No. 


18552 




Strand 






Start 


17020 




End 


18408 




Name 


OJ991210 16. 0121. C4. 


o8. tw 


Method 


TBLASTX: Wheat 




•Start 


12020 




End 


12585 




GI 


none 




Score 


261 




Exons 


12020. .12289, 12040. 


.12126, 


12175, .12279, 12451.. 12585 




Seq. No. 


8712 




Seq. ID 


OJ991210_16.0121 


.C4 


Gene No. 


18552 




Strand 






Start 


17020 




End 


18408 . 




Name 


OJ991210 16. 0121. C4. 


o4 .gs 


Method 


GENSCAN 




Start 


17020. 




End 


18408 




GI 


none 




Score 


.64 




Exons 


17020. .17120, 17157. 


.17354, 


17667. ,1774 


4, 18213. ,18290, 





18361, .18408 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8713 Seq. ID OJ991210_16 . 0121 . C6 

18553 Strand 
1 End 13007 

OJ991210_16.0121.C6.ol,np Method AAT/NAP 

1 End 7913 

5441880 Score 772 

l,.lll, 1613. ,1874, 6426,-6470, 6912. .7835, 7863. .7913 
(AP000367) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8713 Seq, ID 

18553 Strand 

1 End 

OJ991210_16 . 0121 . C6 . ol . tw Method 

6658 End 

none Score 



OJ991210_16. 0121. C6 
13007 

TBLASTX: Wheat 

7044 

88 



6658.. 6858, 6745.. 6858, 6755.. 6859, 6871.. 7044, 6901.. 7020 



8713 

18553 

1 

OJ991210_16.0121.C6.o2.gs 

6721 

none 



Seq. ID OJ991210_16.0121,C6 
Strand 

End 13007 

Method GENSCAN 

End 13007 

Score .44 



6721, .7486, 7630. .7945, 8245. .8412, 10174. . 10270, 111 64 .. 114 98 , 
11519. .12071, 12863.-13007 



Seq. No, 
Gene No. 
Start 



8713 

18553 

1 



Seq. ID OJ991210_16.0121.C6 
Strand 

End 13007 



9158 




Name 


OJ991210 16.0121 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6769 






End 


7356 


GI 


none 






Score 


36 


Exons 


6769.. 6849, 6806 


, .6850, 


6889. 


.7125, 6889.. 7179, 6980.. 7180 




7234. .7356, 7238 


. .73-51 








Seq. No. 


8713 






Seq. ID 


OJ991210 16. 0121. C6 


Gene No. 


18553 






Strand 


_ 


Start 


1 






End 


13007 


Name 


OJ991210 16.0121 


.C6.02. 


np 


Method 


AAT/NAP 


Start 


11155 






End 


. 11921 


GI 


5902448 






Score 


1093 


Exons 


11155. .11921 










GI Descrip. 


(AB030283) orf3 


[Oryza 


sativa 


] 




Seq. No. 


8713 






Seq. ID 


OJ991210_16.012i.C6 


Gene No. 


18553 






Strand 


- 


Start 


1 






End 


13007 


Name 


OJ991210 16.0121 


.C6.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


11547 






End 


11819 


GI 


none 






Score 


193 


Exons 


11547. .11819 










Seq. No. 


8714 






Seq. ID 


OJ991210_16.0121.C7 


Gene No. 


18554 






Strand 


+ 


Start . 


1764 






End 


3127 


Name 


OJ991210 16.0121 


.C7.01. 


gs 


Method 


GENS CAN 


Start 


1764 






End 


3127 


GI 


none 






Score 


.44 


Exons 


1764.. 1807, 2068 


. .2098, 


2888. 


.3127 




Seq. No. 


8715 






Seq. ID 


OJ991210_16.0121.C8 


Gene No. 


18555 






Strand 




Start 


51 






End 


7278 


Name 


OJ991210 16.0121 


.C8.01. 


gs 


Method 


GENSCAN 


Start 


51 






End 


6069 


GI 


none 






Score 


.41 


Exons 


51. .167, 385. .551, 838. 


.1045, 


2084.. 2111, 2153.. 2231, 




2680.. 2823, 3005 


. .3259, 


3601. 


.3901, 4438. .4570, ^6059. . 6069 


Seq. No. 


8715 






Seq. ID 


OJ991210_16.0121.C8 


Gene No. 


18555 






Strand 




Start 


51 






End 


7278 


Name 


OJ991210 16.0121 


.08. ol. 


np 


Method 


AAT/NAP 


Start 


1382 






End 


7278 


GI 


5430765 






Score 


187 


Exons 


1382.. 1636, 2434 


. .2560, 


3585. 


.3696, 4E 


101. .4892, 7236. .7278 


GI Descrip. 


(AC007504 ) Hypothetical 


Protein [Arabidopsis thaliana] 


Seq. No. 


8715 






Seq. ID 


OJ991210_16.0121.C8 


Gene No. 


18556 






Strand 




Start 


7202 






End 


14910 


Name 


OJ991210 16.0121, 


.C8.02. 


gs 


Method 


GENSCAN 


Start 


7202 






End 


14910 


GI 


none 






Score 


.6 


Exons 


7202.. 7392, 7735, 


. .7868, 


10024 


. .10133, 


10343. .-10462, 



10560. .10654, 11565. .11669, 12372 .. 12586, 13104 .. 13168 , 



9159 



14278. .14910 



Seq. No. 


8715 


Seq. ID 


OJ991210 


_16.0121 


.C8 


Gene No. 


18557 


Strand 


_ 






Start 


16028 


End 


16775 






Name 


OJ991210 16.0121.C8.ol. tm 


Method 


TBLASTX:; 


Maize 




Start 


14311 


End 


14547 






GI 


none 


Score 


136 






Exons 


14311. .14409, 14312. .14404, 


14464. .145^ 


17, 14465 


. .14545 




Seq-. No. 


8715 


Seq. ID 


OJ991210 


16. 0121 


. C8 


Gene No. 


18557 


Strand 








Start 


16028 


End 


16775 






Name 


OJ991210 16.0121.C8.o3.gs 


Method 


GENSCAN 






Start 


16028 


End 


16775 






GI 


none 


Score 


• .58 






Exons 


16028. .16113, 16137. .16340, 


16355. .16593, 16631 


. .16670, 






16691. .16775 










Seq. No. 


8716 


Seq. ID 


OJ991210 


_16.0121 


.C9 


Gene No. 


18558 


Strand 


+ 






Start 


2822 


End 


8289 






Name 


OJ991210 16.0121.C9.ol.gs 


Method 


GENSCAN 






Start 


2822 


End 


8289 






GI 


none 


Score 


. 67 






Exons 


2822.. 2946, 3068.. 3288, 3361 


..3517, 3685. .3916, 


8125. .8289 


Seq. No. 


8716 


Seq. ID 


OJ991210 


_16.0121 


.C9 


Gene No. 


18559 


Strand 








Start 


2885 


End 


3514 






Name 


OJ991210 16.0121.C9.ol.np 


Method 


AAT/NAP 






Start 


2885 


End 


3514 






GI 


6006381 


Score 


221 






Exons 


2885.. 3056, 3243.. 3514 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8716 


Seq. ID 


OJ991210 


_16.0121 


.C9 


Giene No. 


18560 


Strand * 








Start 


9574 


End 


12883 






Name 


OJ991210 16.0121.C9.o2.gs 


Method 


GENSCAN 






Start 


9574 


End 


12883 






GI 


none 


Score 


.71 






Exons 


9574. .9772, 10803 .. 10881 , 11338 .. 114 8 6, 


12109. . 


12258, 






12798. .12883 










Seq. No. 


8717 


Seq. ID 


OJ991210 


_16.0121 


.CIO 


Gene No. 


18561 


Strand 


+ 






Start 


1133 


End 


3458 






Name 


OJ991210 16.0121.C10.ol.np 


Method 


AAT/NAP 






Start 


1133 


End 


2866 






GI 


6721512 


Score 


64 






Exons 


1133. .1250, 1278. .1415, 2772 


. .2866 








GI Descrip. 


(AP001072) hypothetical/ protein [Oryza 


sativa] 






Seq. No. 


8717 


Seq. ID 


OJ991210^ 


_16.0121 


.CIO 


Gene No. 


18561 


Strand 


+ 






Start 


1133 


End 


3458 







9160 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991210_16 . 0121 . CIO . ol . gs Method 
1315 End 
none Score 



GENSCAN 
3408 
,.82 



1315. .1399, 1584. .1656, 1983. .2179, 2400. .2738, 2906. .3030, 
3143. .3277, 3350. .3408 



8717 

18561 

1133 

OJ991210_16. 0121. CIO. o2.np 
2080 
6721558 
2080. .2179, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3145. .3327 

(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ991210 
+ 

3458 
AAT/NAP 
3327 
233 



16. 0121. CIO 



2906. .3055, 



8717 

18561 

1133 

OJ991210_16. 0121. CIO. o3.np 

2163 

6721561 

2163. .2232, 3099. .3277, 3350. 



Seq. ID OJ991210_16. 0121. CIO 
Strand + 
End 3458 
Method AAT/NAP 
End^. 3458 
Score 193 
.3458 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (012976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

8718 Seq. ID OJ991210_16 . 0121 . Cll 

18562 Strand + 

1 End 557 

OJ991210_16. 0121. Cll. ol.np Method AAT/NAP 

1 End 557 

6721561 Score 588 

1..557 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene,; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


8718 




Seq. ID 


OJ991210 


Gene No. 


18563 




Strand 


+ 


Start 


2878 




End 


7765 


Name 


OJ991210 16. 0121. Cll. o3, 


.np 


Method 


AAT/NAP 


Start 


2878 




End 


7765 


GI 


6721512 




Score 


72 


Exons 


2878.. 2908, 6805.. 6848, 


7629. 


.7765 




GI Descrip. 


{AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8718 




Seq. ID 


OJ991210 


Gene No. 


18564 




Strand 




Start 


2041 




End 


8147 


Name 


OJ991210 16. 0121. Cll. o2, 


.gs 


Method 


GENSCAN 


Start 


2041 




End 


8147 



9161 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 61 

2041.. -2847, 2983.-4497, 4802.. 4963, 5022.. 5050, 5253.. 6749, 
7166. .7439, 7524. .7702, 8024. .8147 



8718 

18564 

2041 

OJ991210_16.0121.Cll.o2.np 

2077 

5922631 



OJ991210 16.0121.C11 



Seq. ID 
Strand 

End 8147 
Method AAT/NAP 
End 6341 
Score 2692 
2077. .3285, 3325. .5367, 5491. .5745, 5788. .6341 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121 


.Cll 


Gene No. 


18565 








Strand 






Start 


8591 








End 


9071 




Name 


OJ991210 16. 


0121 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2053 








End 


2661 




GI 


none 








Score 


69 




Exons 






. . z i / y , 


zzuy . 


.2661, 2405. .2512 




Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121 


.Cll 


Gene No. 


18565 








Strand 






Start 


8591 








End 


9071 




Name 


OJ991210 16. 


0121 


.C11.04 


.tm 


Method 


TBLASTX: Maize 




Start 


2089 








End 


2355 




GI 


none 








Score 


153 




Exons 


2089. .2163, 


2147 


. .2188, 


2173. 


.2355 






Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121 


.Cll 


Gene No. 


18565 








Strand 






Start 


8591 








End 


9071 




Name 


OJ991210 16. 


0121 


.C11.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


2785 








End 


3168 




GI 


none 








Score 


194 




Exons 


2785. .3168, 


2786 


. .3160 










Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121 


.Cll 


Gene No. 


18565 








Strand 






Start 


8591 








End 


9071 




Name 


OJ991210 16. 


0121 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2863 








End 


3168 




GI 


none 








Score 


177 




Exons 


2863. .3168, 


2864 


. .3145 










Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121 


.Cll 


Gene No. 


18565 








Strand 






Start 


8591 








End 


9071 




Name 


OJ991210 16. 


0121 


.C11.04 


.tw 


Method 


TBLASTX: Wheat 




Start 


3670 








End 


4077 . 




GI 


none 








Score 


59 





9162 




Exons 


3670. .3741, 


3670 


. .3825, 


3853. 


.4077 




Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121.C11 


Gene No. 


18565 








Strand 




Start 


8591 








End 


9071 


Name 


OJ991210 16. 


0121 


.C11.06 


.tw 


Method 


TBLASTX: Wheat 


Start 


4078 








End 


4399 


GI 


none 








Score 


67 


Exons 


4078. .4146, 


4138 


. .4398, 


4160. 


.4399 




Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121.C11 


Gene No. 


18565 








Strand 




Start 


8591 








End 


9071 


Name 


OJ991210 16. 


0121 


.C11.02 


.tm 


Method 


TBLASTX: Maize 


Start 


4153 








End 


4456 


GI 


none 








Score 


122 


Exons 


4153. .4293, 


4225 


. .4455, 


4229. 


. 4456 




Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121.C11 


Gene No. 


18565 








Strand 




Start 


8591 








End 


9071 


Name 


OJ991210 16. 


0121 


.C11.03 


.tw 


Method 


TBLASTX: Wheat 


Start 


4426 








End 


5187 


GI 


none 








Score 


127 


Exons 


4426. .4677, 


4427 


. .4588, 


4737. 


.4895, 47^ 


18. .4894, 4892. .4966, 




4894 . .4968, 


5005 


. .5187, 


5078. 


.5179 




Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121.C11 


Gene No. 


18565 








Strand 




Start 


8591 








End 


9071 


Name 


OJ991210 16. 


0121 


.C11.05 


.tw 


Method 


TBLASTX: Wheat 


Start 


5818 








End 


6216 


GI 


none 








Score 


83 


Exons 


5818. . 6093, 


5819 


. .6046, 


6052. 


.6165, 6104.. 6154, 6166.. 6216 


Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121.C11 


Gene No. 


18565 








Strand 




Start 


8591 








• End 


9071 


Name 


OJ9912iO 16. 


0121 


.C11.03 


.tm 


Method 


TBLASTX: Maize 


Start 


5932 








End 


6171 


GI 


none 








Score 


186 


Exons 


5932. .6171 












Seq. No. 


8718 








Seq. ID 


OJ991210_16.0121.C11 


Gene No. 


18565 








Strand 




Start 


8591 








End 


9071 


Name 


OJ991210 16. 


0121 


.C11.03 


. QS 


Method 


GENSCAN 


Start 


8591 








End 


9071 


GI 


none 








Score 


.61 


Exons 


8591. .8645, 


8771 


. .8957, 


9062. 


.9071 




Seq. No. 


8719 








Seq. ID 


OJ991210_16.0121.C12 


Gene No. 


18566 








Strand 


+ 


Start 


5 








End 


3418 


Name 


OJ991210 16. 


0121 


.012. ol 


.gs 


Method 


GENSCAN 


Start 


5 








End 


3338 


GI 


none 








Score 


.7 



9163 



Exons 



5. .70, 99. .134, 1257. .1343, 1439. .1528, 2100. .2180, 2315. .2509, 
2855.. 3338 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8719 Seq. ID OJ991210_1 6 . 0121 . C12 

18566 Strand + 

5 End 3418 

OJ991210_16 . 0121 . C12 . ol . np Method AAT/NAP 

1209 End 3418 

6665545 Score 724 

1209. .1343, 1439. .1528, 2100. .2180, 2315. .2509, 2893. .3418 
(AC013289) putative regulator of ■ chromosome condensation 
[Arabidopsis thaliana] 

8719 Seq. ID OJ991210_16 . 0121 . C12 

18566 Strand + 

5 End 3418 

OJ991210_16 . 0121 . C12 . ol . ts Method TBLASTX : Soybean 
1281 End 3394 

none Score 101 

1281. .1343, 1295. .1339, 1415. .1537, 2100. .2156, 2315. .2416, 
3025.. 3150, 3224.. 3394, 3235.. 3324 



Seq. No. ' 8719 Seq. ID ,OJ991210_1 6 . 0121 . C12 

Gene No. 18566 Strand + 

Start -5 End 3418 

Name OJ991210_16 . 0121 . C12 . o2 . tm Method TBLASTX : Maize 

Start 2400 End 3010 

GI none Score 96 

Exons 2400.. 2510, 2402.^^2509, 2409.. 2510, 2410.. 2511, 2846.. 3010, 
2854.. 3009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8719 
18566 

5 End 
OJ991210_16.0121.C12.ol.tc Method TBLASTX : Cress 

3140 End . 3406 

none Score 

3140. .3406, 3141. .3398, 3221. .3400 



Seq. ID OJ991210_16. 0121.012 
Strand + 

3418 



83 



Seq, ID OJ991210_16.0121.C12 
Strand + 
End 3418 



8719 
18566 
5 

OJ991210_16 . 0121 . 012 . ol . tm Method TBLASTX :Maize 
3190 End 3406 

none Score 151 

3190. .3312, 3191. .3406, 3221. .3400, 3236. .3343 



8720 
18567 
565 

OJ991210_16. 0121. 018 .ol.gs Method GENSCAN 



Seq. ID OJ991210_16. 0121.018 
Strand + 
End 729 



565 
none 

565. .729 



End 
Score 



729 
.4 



Seq. No. 
Gene No. 



8721 
18568 



Seq. ID OJ991210_16. 0121.019 
Strand + 



9164 




start 


270 




End 


684 




Name 


OJ991210 16.0121.C19.ol 


.gs 


Method 


GENSCAN 




Start 


270 


End 


684 




GI 


none 




Score 


.82 




Exons 


270. .424, 476. .684 










Seq. No. 


8722 




Seq. ID 


OJ991210_16.0121 


.C20 


.Gene No. 


18569 




Strand 






btart 


i 










Name 


OJ991210 16.0121.C20.ol 


.np 


Method , 


AAT/NAP 




Start 


1 




End 


339 




GI 


5902447 




Score 


236 




Exons 


1. .339 










GI Descrip. 


(AB030283) orf4 [Oryza 


sativa 


] 






Seq. No. 


8722 




Seq. ID 


OJ991210_16.0121 


.C20 


Gene No. 


18569 




Strand 






Start 


1 




End 


339 




Name 


OJ991210 16.0121.C20.ol 


.gs 


Method 


GENSCAN 




Start 


81 




End 


231 




GI 


none 




Score 


.94 




Exons 


81. .231 










Seq. No. 


8723 




Seq. ID 


OJ991210_16.0121 


.C21 


Gene No. 


18570 




Strand 


+ 




Start 


2873 




End 


0 n ^ 




Name 


OJ991210 16.0121.C21.ol 


.np 


Method 


AAT/NAP 




Start 


2873 




End 


3956 




GI 


882341 




Score 


440 




Exons 


2873. .3145, 3185. .3528, 


3635. 


.3956 






GI Descrip. 


(U24702) LRPl [Arabidopsis thaliana] 






Seq. No. 


8723 




Seq. ID 


OJ991210_16.0121 


.C21 


Gene No. 


18570 




Strand 


+ 




Start 


2873 




End 


3956 




Name 


OJ991210 16.0121.C21v.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3196 




End 


3902 




GI 


none 




Score 


235 




Exons 


3196.. 3342, 3206.. 3349, 


3491. 


.3523, 3641. .3811, 3645. .3812, 




3867. .3902 










Seq. No. 


8723 




Seq. ID 


OJ991210_16.0121 


.C21 


Gene No. 


18570 




Strand 


+ 




btart 


2873 




End 


3956 




Name 


OJ991210 16.0121.C21.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3199 




End 


3349 




GI 


4301121 




Score 


254 




Exons 


3199.. 3348, 3209.. 3349 










GI Descrip. 


882341 3.0e-21 (U24702) 


LRPl 


[Arabidopsis thaliana] 




Seq. No. 


8723 




Seq. ID 


OJ991210_16.0121 


.C21 


Gene No. 


18570 




Strand 


+ 




Start 


2873 




End 


3956 




Name 


OJ991210 16.0121.C21.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


3491 




End 


3812 




GI 


none 




Score 


39 




Exons 


3491. .3523, 3632. .3760, 


3636. 


.3728, 3707. .3811, 3711. .3812 



9165 



Seq. No. 


8724 




Seq. ID 


OJ991220_11.0120.C1 


Gene No. 


18571 




Strand 




Start 


1 




End 


705 


Name 


OJ991220 


_11.0120.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


705 


GI 


6815107 




Score 


459 


Exons 


1. .705 








GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA chromosome 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa 


Seq. No. 


8724 




Seq. ID 


OJ991220_11 . 0120 .CI 


Gene No. 


18571 




Strand 


*" 


Start 


1 




End 


705 


Name 


OJ991220_ 


_11.0120.Cl.ol. tw 


Method 


TBLASTX: Wheat 


Start 


19 




End 


446 


GI 


none 




Score 


53 


Exons 


19. .168, 


188. .445, 230. .385, 


285. .446 




Seq. No. 


8724 




Seq. ID 


OJ991220_11 . 0120. CI 


Gene No. 


18571 




Strand 




Start 


1 




End 


705 


Name 


OJ991220 


_11.0120.Cl.ol.ts 


Method' 


TBLASTX : Soybean 


Start 


82 




End 


619 


GI 


none 




Score 


94 


Exons 


82. .168, 


296. . 619, 336. . 581 






Seq. No. 


8724 




Seq. ID 


OJ991220_11 .0120.C1 


Gene No. 


18571 




Strand 


— 


Start 


1 




End 


705 


Name 


OJ991220 


_11.0120.Cl.ol.gs 


Method 


GENSCAN 


Start' 


185 




End 


601 


GI 


none 




Score 


.53 


Exons 


185. .372, 


520. .601 






Seq. No. 


8724 




Seq. ID 


OJ991220_11 . 0120. CI 


Gene No. 


18571 




Strand 


— 


Start 


1 




End 


705 


Name 


OJ991220 


ll.0120.Cl.ol. tm 


Method 


TBLASTX: Maize 


Start 


296 




End 


679 


GI 


none 




Score 


56 


Exons 


296. .382, 


296. .679, 417. .578, 


422. . 631 




Seq. No. 


8724 




Seq. ID 


OJ991220_11.0120.C1 


Gene No. 


18571 




Strand 




Start 


1 




End 


705 


Name 


OJ991220 


11.0120.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


341 




End 


679 


GI 


none 




Score 


98 


Exons 


341. .679, 


369. .581 






Seq. No. 


8725 




Seq. ID 


OJ991220_11.0120.C2 


Gene No. 


18572 




Strand 


+ 


Start 


1 




End 


1690 


Name 


OJ991220 


11.0120.C2.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1378 . 


GI 


2632252 




Score 


713 



9166 




Exons 1..114, 220. ,327, 676. ,789, 919. .975, 1056. .1130, 1304. .1378 

GI Descrip. (Y12464) serine/threonine kinase [Sorghum bicolor] 



Seq. No. 


8725 Seq. ID 


OJ991220_11.0120.C2 


Gene No. 


18572 Strand 


+ 


Start 


1 End 


1690 


Name 


OJ991220 ll,0120.C2.ol.gs Method 


GENSCAN 


Start 


220 End 


1148 


GI 


none Score 


.9 


Exons 


220. .327, 676. .789, 1056. .1148 




Seq. No. 


8725 Seq. ID 


OJ991220_11.0120.C2 


Gene No. 


18572 Strand 


+ 


Start 


1 End 


1690 


Name 


OJ991220 11.0120.C2.ol.gp Method 


AAT/GAP 


Start 


909 End 


1690 


GI 


28059 1.R1084 Score 


969 


Exons 


909.. 975, 1056. .1130, 1304. .1690 




GI Descrip. 


•6005956/ref |NP 009171 . 1 | pYVHl | 2.0e- 


15 S. cerevisiae YVHl 



protein-tyrosine phosphatase ortholog 
>gi_5764 099_gb_AAD51134.1_AF119226_l (AF119226) dual-specificity 
tyrosine phosphatase YVHl [Homo sapiens] ' 





Seq. No. 


8725 




Seq. ID 


OJ991220_11.0120.C2 




t- el 


Gene No. 


18573 




Strand 






hi) 


Start 


1349 




End 


2435 






Name 


OJ991220 ll.0120.C2.ol. 


tm 


Method 


TBLASTX: Maize 




ni 


Start 


1 




End 


1371 






GI 


none 




Score 


195 




i i\ 


Exons 


1..114, 1..114, 5. .118, 


205. . 


249, 208.. 


327, 219.. 248, 220. 


.252, 


. ~i 




237.. 368, 237. .329, 668 


. .787, 


672. .788, 


673. .792, 673. .789 








911. .961, 913. .966, 916 


. .981, 


918. .974, 


1038. .1139, 1045.. 


1128, 






1053. .1130, 1301. .1369, 


1303. 


.1371, 1303. .1362 




h 


Seq. No. 


8725 




Seq. ID 


OJ991220_11.0120.C2 






Gene No. 


18573 




Strand 








Start 


1349 




End 


2435 




e; 


Name 


OJ991220 11 .0120.02.02. 


ts 


Method 


TBLASTX : Soybean 




I J 


Start 


1 ' 




End 


1357 




■n z: 
t 1 
er 


GI 


none 




Score 


142 






Exons 


1..114, 3. .116, 16. .51, 


193. . 


246, 208.. 


327, 219. .248, 237. 


.326, 






263.. 331, 672.. 788, 673 


. .792, 


673. .792, 


916. .978, 921. .974 


f 






1053.. 1130, 1055.. 1123, 


1301. 


.1357 








Seq. No. 


8725 




Seq. ID 


OJ991220_11.0120. C2 






Gene No. 


18573 




Strand 








Start 


1349 




End 


2435 






Name 


OJ991220 ll.0120.C2.o2. 


gs 


Method 


GENSCAN 






Start 


1349 


End 


2374 






GI 


none 




Score 


.73 






Exons 


1349. .1455, 1807. .1931, 


2178. 


.2374 








Seq. No. 


8725 




.Seq. ID 


OJ991220_11.0120.C2 






Gene No. 


18573 




Strand 








Start 


1349 




End 


2435 






Name 


OJ991220 ll.0120.C2.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


2177 




End 


2392 





9167 



GI 

Exons 



none Score 38 

2177. .2392, 2177. .2371, 2181. .2216, 2280. .2390 



Seq. No. 8725 Seq. ID OJ991220_11 . 0120 . C2 

Gene No. 18573 Strand 

Start 1349 End 2435 

Name OJ991220_11.0120.C2.o2.np Method AAT/NAP 

Start 2177 End 2435 

GI 1168749 Score 263 

Exons 2177.. 2435 

GI Descrip. CALMODULIN-6 gi 1 1076298 I pir | | S35187 calmodulin 6 - Arabidopsis* 
thaliana gi 1 16227 | emb I CAA78059 I. (Z12024) calmodulin [Arabidopsis 
thaliana] 



Seq. No. 


8725 • 








Seq. ID 


OJ991220_11.0120.C2 


Gene No. 


18573 








Strand 


- 


Start 


1349 








End 


2435 


Name 


OJ991220_11, 


.0120 


.C2.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


2177 








End 


2392 


GI 


none 








Score 


143 


Exons 


2177. .2392, 


2177 


. .2371, 


2181. 


.2390 




Seq. No'.:'y;- 


8725 








Seq. ID 


OJ991220_11.0120.C2 


Gene No. 


18573 








Strand 




Start 


1349 








End 


2435 


Name 


OJ991220_11, 


.0120 


.C2.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


2177 








End 


2392 


GI 


none 








Score 


132 


Exons 


2177. .2392, 


2177 


. .2371, 


2181. 


.2390 




Seq. No. 


8725 








Seq. ID 


OJ991220__11.0120.C2 


Gene No. 


18573 








Strand 




Start 


1349 








End 


2435 


Name 


OJ991220 11, 


.0120 


.C2.02. 


tm 


Method 


TBLASTX: Maize 


Start 


2177 








End 


2392 


GI 


none 








Score 


143 


Exons 


2177. .2392, 


2177 


. .2392, 


2177. 


.2371, 2177. .2371, 2181. .2390, 




2181. .2390 












Seq. No. 


8726 








Seq. ID 


OJ991220_11.0120.C3 


Gene No. 


18574 








Strand 




Start 


1670 








End 


4180 


Name 


OJ991220 11, 


.0120 


.C3.01. 


gs 


Method 


GENSCAN 


Start 


1670 








End 


4180 


GI 


none 








Score 


.77 


Exons 


1670. .4180 












Seq. No. 


8726 








Seq. ID 


OJ991220_11.0120.C3 


Gene No. 


18574 








Strand 




Start 


1670 








End 


4180 


Name 


OJ991220 11. 


.0120, 


.C3.01. 


np 


Method 


AAT/NAP 


Start 


1691 








End 


4162 


GI 


1346396 








Score 


1961 


Exons 


1691. .4162 













GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE ZMPKl PRECURSOR 

gi 1 100913 Ipir I IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 224 32 | emb | CAA36611 | (X52384) 



9168 



precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf M 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 


8726 








Seq. ID 


OJ991220 


_11.0120.C3 


Gene No. 


18574 








Strand 






Start 


1670 








End 


4180 




Name 


OJ991220 11 


.0120. 


C3.01. 


tc 


Method 


TBLASTX : 


Cress 


Start 


1706 








End 


3916 




GI 


none 








Score 


75 




Exons 


1706. .1855, 


1946. 


.2071, 


1961. 


.2056, 2081.. 2293, 


2087. .2263, 




2294 2473 


2310 . 


. 2474 , 


24 93 . 


.2528, 3185.. 3385, 






3806. .3916 














Seq. No. 


8726 








Seq. ID 


OJ991220 


_11.0120.C3 


Gene No. 


18574 








Strand 






Start 


1670 








End 


4180 




Name 


OJ991220 11 


.0120. 


C3.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1952 








End 


2627 




ox 


1 iUilC 








Score 


65 




Exons 


1952. .2062, 


2081. 


.2446, 


2316. 


.2444, 2456.-2536, 


2460. .2537, 




2586. .2627 














Seq. No. 


8726 








Seq. ID 


OJ991220 


_11.0120.C3 


Gene No. 


18574 








Strand 






Start 


1670 








End 


4180 




Name 


OJ991220 11 


.0120. 


C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 












End 


2423 




GI 


none 








Score 


167 




Exons 


2000. .2287, 


2001. 


.2258, 


2102, 


.2260, 2291.. 2422, 


2292. .2423 


Seq. No. 


8726 








Seq. ID 


OJ991220 


_11.0120.C3 


Gene No. 


18574 








Strand 






Start 


1670 








End 


4180 




Name 


OJ991220_11 


.0120. 


C3.01. 


ts 


Method 


TBLASTX : 


Soybean 


O L.CIX u 


^ J. J. *i 








End 


2551 




GI 


none 








Score 


68 




Exons 


2114 . .2266, 


2143. 


.2244, 


2175. 


.2252, 2294.. 2551, 


2304. .2534 


Seq. No. 


8727 








Seq. ID 


OJ991220 


_11.0120.C4 


Gene No. 


18575 








Strand 


+ 




Start 


8243 








End 


9343 




Name 


OJ991220 11, 


.0120. 


C4.02. 


gs 


Method 


GENSCAN 




Start 


8243 








End 


' 9343 




GI 


none 








Score 


.78 




Exons 


8243. .8300, 


8338. 


.8470, 


9011. 


.9150, 9297.. 9343 




Seq. No. 


8727 








Seq. ID 


OJ991220 


_11.0120.C4 


Gene No. 


18576 








Strand 






Start 


530 








End 


7681 




Name 


OJ991220 11, 


.0120. 


C4.01. 


gs 


Method 


GENSCAN 




Start 


530 








End 


7681 




GI 


none 








Score 


.53 




Exons 


530. .764, 890. .1232, 1268. .18 


11, 1959. 


.2334, 2358.. 2506, 




2934. .3166, 


3297. 


.3480, 


3486. 


.3600, 3714.. 3911, 


4327. .4480, 




4644. .4712, 


4943. 


.5012, 


5670. 


.6332, 7058.. 7356, 


7602. .7681 



9169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8727 Seq. ID OJ991220_11 . 0120 . C4 

18576 Strand 

530 End 7681 

OJ991220_11 . 0120 . C4 . ol . np Method AAT/NAP 

5668 End 6537 

1346396 Score 802 

5668. .6537 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPKl PRECURSOR 
gi 1 100913|pir| I S10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb| CAA36611 | (X52384) 
precursor protein {AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 I prf | 1 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8727 

18576 

530 

OJ991220_11.0120.C4.ol.tc 

5683 

none 

5683.-5823, 5689. .5808, 5927, 
6043. .6246, 6077. .6229, 6274. 



Seq. ID OJ991220_11.0120.C4 
Strand 

End 7681 
Method TBLASTX : Cress 
End ; 6546 
Score 55 

.6040, 5929.. 6051, 5937. .6068, 
.6453, 6290.. 6412, 6469. .6546 



Seq. No. 8727 

Gene No. 18576 

Start 530 

Name OJ991220_11. 0120.C4 .ol. ts 

Start 5683 

GI none 

Exons 5683.. 5832, 5927.. 6052, 5929. 

6262. .6417, 6421. .6510 



Seq. ID OJ991220_11.0120.C4 
Strand 

End 7 681 

Method TBLASTX : Soybean 

End 6510 

Score 82 

.6075, 6058.. 6243, 6074.. 6223, 



Seq. No. 8727 

Gene No. 18576 

Start 530 

Name OJ991220_11 . 0120 . C4 . ol . tm 

Start 5915 

GI none 

Exons 5915.. 6034, 5929.. 6051, 6058, 
6281. .6412, 6421. .6510 



Seq. ID OJ991220_11.0120'.C4 
Strand 

End 7 681 

Method TBLASTX : Mai ze 

End 6510 

Score 76 

.6240, 6073. .6162, 6274. .6417, 



Seq. No. 8727 

Gene No. 18576 

Start 530 

Name OJ991220_11 . 0120 . C4 . ol . tw 

Start 5977 

GI none 

Exons 5977.. 6246, 6059.. 6238, 6090. 
6284. .6403 



Seq. ID OJ991220_11.0120.C4 
Strand 

End 7681 

Method TBLASTX : Wheat 

End 6403 

Score 165 

.6245, 6268.. 6402, 6284.. 6403, 



Seq. No. 8728 Seq. ID 

Gene No. 18577 Strand 

Start 2579 End 

Name ■ OJ991220_11 . 0120 . C5 . ol . gs Method 

Start 2579 End 



OJ991220_11.0120.C5 

5065 

GENSCAN 

5065 



9170 



GI 

Exons 



none 

2579. .5065 



Score 



.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8728 Seq. ID OJ991220_11 . 0120 .C5 

18577 Strand 

2579 End 5065 

OJ991220_1 1 . 0120 . C5 . ol . np Method AAT/NAP 

2582 End 5059 

1346396 Score 1704 

2582. .3647, 3689. .5059. 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPKl PRECURSOR 
gi|100913|pir I IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 224 32 | emb | CAA36611 | {X52384) 
precursor protein (AA' -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] 



8728 
18578 
5824 

OJ991220_11.0120.C5.ol.tc 
2588 



none 
2588. 
2957. 
4532. 



Seq. ID OJ991220_11.0120.C5 
Strand 

End 6550 
Method TBLASTX : Cress 
End 4816 
Score 5.6 

.2737, 2603. .2746, 2837. .2965, 2838. .2963, 2851. ,2982, 
.3160, 2990. .3139, 3185. .3328, 3201. .3329, 4082. .4282, 
.4660, 4545. .4673, 4706. .4816 



i;j Seq. No. 
hi Gene No. 



hs'r 



Start 
Name 
Start 
GI 

Exons 



8728 

18578 

5824 

OJ991220_11.0120.C5.ol.ts 

2597 

none 

2597. .2746, 
2988. .3143 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991220_11.0120.C5 
6550 

TBLASTX : Soybean 

3424 

51 



2607. .2753, 2835. .2966, 2843. .2989, 2972. .3424, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



8728 - 
18578 
5824 

OJ991220_11.0120.C5.ol.tm 

2829 

none 

2829.. 2960, 2843.. 2965, 2972. 

8728 

18578 

5824 

OJ991220_11.0120.C5.ol.tw 

2891 

none 

2891. .3160, 2915. .3145, 2973. 
3185. .3307, 3189. .3314, 3195. 

8728 

18578 

5824 



Seq. ID OJ991220_11.0120,C5 
Strand 

End 6550 

Method TBLASTX: Maize 

End 3424 

Score 7 6 

.3424, 2987. .3076, 3099.. 3335 

Seq. ID OJ991220_11.0120.C5 
Strand 

End 6550 

Method TBLASTX: Wheat 

End 3314 

Score 142 

.3152, 3004. .3159, 3182.. 3313, 
.3314 

Seq. ID OJ991220_11.0120.C5 
Strand 

End 6550 



9171 



Name 


OJ991220 11 


.0120. 


C5.o2.np 


Method 


AAT/NAP 


Start 


5812 






End 


6550 


GI 


5262797 






Score 


415 


Exohs 


5812. .6550 










GI Descrip. 


(AL080282) 


putative protein 


(fragment) 


[Arabidopsis thaliana] 


Seq. No, 


8728 






Seq. ID 


OJ991220_11.0120.C5 


Gene No. 


18578 






Strand 




Start 


5824 






End 


6550 


Name 


ojyyizzu 11 


. UlzU . 


Lb . oz . zc 


Method 


TBLASTX: Cress 


Start 


5815 






End 


6300 


GI 


none 






Score 


63 


Exons 


5815. .5937, 


5822. 


.6109, 5827 


..6111, 5827. .6003, 5935. .6006, 




5968. .6006, 


A O "3 

6023 . 


.6118, 6121 


..6210, 6121. .6201, 6124. .6201, 




6196. .6300, 


6199 . 


. 6297 






Seq. No. 


8728 






Seq. ID 


OJ991220_11.0120.C5 


Gene No . 


1 O C "7 O 

loD /O 






Strand 




Start 


5824 






End 


6550 


Name 


OJ991220 11 


.0120. 


C5.o2.gs 


Method 


GENSCAN 


Start 


5824 






End 


6537 


GI 


none 






Score 


. 1 


Exons 


5824. .6537 










Seq. No. 


8728 






Seq. ID 


OJ991220_11.0120.C5 


Gene No . 


loo /o 






Strand 




Start 


5824 






End 


6550 


Name 


OJ991220 11 




C5 . o2 .tw 


Method 


TBLASTX: Wheat 


Start 


5827 






End 


6300 


GI 


none 






Score 


92 


Exons 


5827. .6111, 


5918. 


.6109, 6124 


. .6210, 6223. .6300 


Seq. No. 


8729 






Seq. ID 


OJ991220_11.0120.C6 


Gene No. 


18579 






Strand 


+ 


Start 


1 






End 


1825 


Name 


OJ991220 11 


.0120. 


C6 . ol . gp 


Method 


AAT/GAP 


Start 


1 






End 


953 


GI 


LIB3477-011 


-Pl-Kl 


-D4 


Score 


619 


Exons 


1,.124, 746 


. .953 









GI Descrip. ' 1698774/gb | U70311 | CVU70311 8.0e-19 Filamentous phage display 

expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence* 



Seq. No. 

Gene No . • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8729 Seq. ID 

18579 Strand 

1 End 

OJ991220_11.0120.C6.ol.np Method 

750 End 

4153896 Score 



OJ991220_11.0120.C6 
+ 

1825 
AAT/NAP 
1614 
203 



750. .783, 1006. .1290, 1359. .1614 

(AB022209) ribonucleoprotein F [Rattus norvegicus] 



Seq. No. 8729 Seq. ID 

Gene No. 18579 Strand 

Start 1 End 

Name OJ991220_11 . 0120 . C6 . o2 . gp Method 

Start 1312 ^ End 



OJ991220_11.0120.C6 
+ 

1825 

AAT/GAP 

1825 



9172 




GI 2798881 Score 759 

Exons • 1312. . 1825 

GI bescrip. 1698774/gb | 070311 | CVU70311 8.0e-19 Filamentous phage display 

expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 



Seq. No. 


8729 


Seq. ID 


OJ991220_11.0120 


.C6 


Gene No. 


18580 


Strand 


— 




Start 


3222 


End 


3972 




Name 


OJ991220 ll,0120.C6.ol.ts , 


Method 


TBLASTX : Soybean 




Start 


675 


End • 


1577 




GI 


none 


Score 


70 




Exons 


675. .788, 742. .786, 786. .842, 788. .844, 


795. .845, 991.. 


125^ 




992. .1270, 998. .1270, 999.. 


1289, 1359.. 


1439, 1452.. 1577 




Seq. No. 


8729 


Seq. ID 


OJ991220_11.0120 


.C6 


Gene No. 


18580 


Strand 


— 




Start 


3222 


End 


3972 




Name 


OJ991220 11.0120.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


740 


End 


1705 




GI 


none 


Score 


104 




Exons 


740. .808, 744. .806, 775. .807, 791. .162" 


, 803. .880, 804. 


. 16: 




804. .1631, 811. .1704, 1343. 


.1705 






Seq. No. 


8729 


Seq. ID 


OJ991220_11.0120 


.C6 


Gene No. 


18580 


Strand 


- 




Start 


3222 


End 


3972 




Name 






TBLASTX • Cress 




Start 


789 


End 


1220 




GI 


none 


Score 


62 




Exons 


789. .842, 999. .1166, 1001.. 


1165, 1188.. 


1220, 1190.. 1219 




Seq. No. 


8729 


Seq. ID 


OJ991220__11.0120 


.C6 


Gene No. 


18580 


Strand 


- 




Start 


3222 


End 


3972 




Name 


OJ991220 11.0120.C6.o2.gs 


Method 


GENSCAN 




Start 


3222 


End 


3972 




GI 


none 


Score 


.83 




Exons 


3222.. 3413, 3907. .3972 








Seq. No. 


8730 


Seq. ID 


OJ991220_11.0120 


-C7 


Gene No. 


18581 


Strand 


+ 




Start 


58 


End 


529 




Name 


OJ991220 11.0120.C7.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


529 




GI 


none 


Score 


. 81 




Exons 


58. .385, 513. .529 








Seq. No. 


8731 


Seq. ID 


OJ991220_11.0120 


.C8 


Gene No. 


18582 


Strand 


+ 




Start 


2407 


End 


4892 




Name 


OJ991220 11.0120.C8.ol.gs 


Method 


GENSCAN 




Start 


2407 


End 


4488 




GI 


none 


Score 


.64 




Exons 


2407. .4488 








Seq. No. 


8731 


Seq. ID 


OJ991220_11.0120 


.C8 



9173 



Gene No. 18582 Strand + 

Start 2407 End 4892 

Name OJ991220_11.0120.C8.ol.np Method AAT/NAP 

Start 2419 End 4892 

GI 1346396 Score 1858 

Exons 2419.. 4892 

GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE ZMPKl PRECURSOR 

gi|100913|pir| IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi I 22432 | emb | CAA36611 1 (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi I 226927 |prf M 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 


8731 








Seq. ID 


OJ991220_11.0120.C8 


Gene No. 


18582 








Strand 


+ 


Start 


2407 








End 


4892 


Name 


OJ991220 11 


.0120 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2815 








End 


4877 




none 








Score 


91 


Exons •■* 


2815.. 2919, 


2968 


. .2991, 


3205. 


.3405, 3994. .4095, 4111. .4290, 




4161. .4274, 


4300 


. .4458, 


4338. 


.4409, 4455. .4502, 4512. .4637, 




4520. .4636, 


4665 


. .4712, 


4749. 


.4877, 41 


321. .4877 


Seq. No. 


8731 








Seq. ID 


OJ991220_11.0120.C8 


Gene No. 


18582 








Strand 


+ 


Start 


2407 








End 


4892 


Name 


OJ991220_11 


.0120 


.C8.01. 


ts 


Method 


TBLASTX : Soybean 


o car u 


4 U JO 








End 


4458- 


GI 


none • 








Score 


286 


Exons 


4033. .4290, 


4042 


. .4278, 


4306. 


.4458, 4318. .4440, 4340. .4441 


Seq. No. 


8731 








Seq. ID 


OJ991220_11.0120.C8 


Gene No. 


18582 








Strand 


+ 


Start 


2407 








End 


4892 


Name 


OJ991220 11 


.0120 


.C8.01. 


tm 


Method 


TBLASTX: Maize 


Start 


4048 








End 


4646 


GI 


none 








Score 


91 


Exons 


4048. .4128, 


4141 


. .4458, 


4446. 


.4502, 4515. .4646, 4526. .4645 


Seq. No. 


8731 








Seq. ID 


OJ991220_11.0120.C8 


Gene No. 


18582 








Strand 


+ 


Start 


2407 








End 


4892 


Name 


OJ991220 11 


.0120 


.C8.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


4161 








End 


4583 


GI 


none 








Score 


81 


Exons 


4161. .4232, 


4162 


. .4293, 


4162. 


.4278, 4318. .4458, 4324. .4440, 




4448. .4582, 


4449 


. .4583 








Seq. No. 


8731 








Seq. ID 


OJ991220_11.0120.C8 


Gene No. 


18582 








Strand 


+ 


Start 


2407 








End 


4892 


Name 


OJ991220 11 


,0120 


.C8 .o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


4515 








End 


4877 


GI 


none 








Score 


121 


Exons 


4515. .4643, 


4526 


. .4642, 


4725. 


.4877 





9174 



# • 



Seq, No. 


8732 




Seq. ID 


OJ991220_11 


.0120. C9 




18583 




Strand 






Start 


592 




End 


2257 




Name 


OJ991220 ll.0120.C9.ol. 


gs 


Method 


GENSCAN 




Start 


592 




End 


2257 




GI 


none 




Score 


.42 




Exons 


592. .766, 940. .1356, 1540. .1570, 1849. 


.1877, 2132. 


.2257 


Seq. No. 


o / ^ ^ 




Seq. ID 


OJ991220_11 


.0120. C9 


Gene No. 


X O J O *i 






+ 






4520 




End 


7560 




Name 


OJ991220 ll.0120.C9.o2. 


gs 


Method 


GENSCAN 




Start 


4520 




End 


7560 




GI 


none 




Score 


.79 




Exons 


4520. .4667, 5195. .5285, 


5709. 


.5802, 64J 


36. .6569, 6843. .6915,, 




7073. .7274, 7383. .7560 










Seq. No. 


8732 




Seq. ID' 


OJ991220_11 


.0120. C9 


Gene No. 


18585 




Strand 


+ 




Start 


8183 




End 


18751 




Name 


OJ991220 ll.0120.C9.o3. 


gs 


Method 


GENSCAN 




Start 


8183 




End 


18751 




GI 


none 




Score 


.57 





Exons 8183. .8378, 8404. .8512, 8607. .8908, 9083. .9851, 9978. .10434, 

10585. .10921, 11076. .11284, 1131 9 .. 114 43, 1217 1 .. 124 19, 
12450. .12567, 13020 .. 13307, 13533 .. 13684 , 13959 .. 14565, 
14940. .15086, 15359 .. 15454 , 17113 .. 17336, 17503 .. 17563, 
17621. .18751 



Seq. No. 


8732 


Seq. ID 


OJ991220_11.0120.C9 


Gene No. 


18585 


Strand 


+ 


Start 


8183 


End 


18751 


Name 


OJ991220 11.0120.C9.ol.np 


Method 


AAT/NAP 


Start 


12480 


End 


14625 


GI 


629693 


Score 


295 


Exons 


12480. .13250, 14596.. 14625 






GI Descrip. 


probable integrase - common 


tobacco (fragment) 




gi| 530742 |emb|CAA56791| (X80830) integrase [Nicotiana tabacum; 


Seq. No. 


8732 


Seq. ID 


OJ991220_11.0120.C9 


Gene No . 


18585 


Strand 


+ 


Start 


8183 


End 


18751 


Name 


OJ991220 11.0120.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


12624 


End 


13010 


GI 


none 


Score 


189 


Exons 


12624. .13010, 12716.. 12910 






Seq. No. 


8732 


Seq. ID 


OJ991220_11.0120.C9 


Gene No. 


18585 


Strand 


+ 


Start 


8183 


End 


18751 


Name 


OJ991220 11.0120.C9.ol.gp 


Method 


AAT/GAP 


Start 


15517 


End 


15585 


GI 


572383 


Score 


82 


Exons 


15517. .15585 






GI Descrip. 


2244771/emb|CAB10194.1| 1 . Oe 


-51 (Z97335) kinesin like protein 



[Arabidopsi's thaliana] 



9175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8733 

18586 

1 

OJ991220_11.0120.Cll.ol.np 
1 

5902385 



Seq. ID OJ991220_11.0120.C11 



Strand 
End 

Method 

End 

Score 



+ 

9865 
AAT/NAP 
2095 
216 



1..112, 877. .991, 1630. .1807, 1865. .2095 

(AC009322) Hypothetical protein [Arabidopsis thaliana] 



8733 Seq. ID 

18586 Strand 

1 End 

OJ991220_11.0120.Cll.o2.np Method 

1 End 

4680183 Score 



OJ991220_11.0120.C11 
+ 

9865 
AAT/NAP 
5599 
193 



1..113, 2377. .2484, 4806. .4903, 5510. .5599 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



8733 Seq. ID 

18586 Strand 

1 End 
OJ991220_11.0120.Cll.ol.gs Method 

48 End 

none Score 

48. .158, 890. .991, 1601. .2098 

8733 



OJ991220_11.0120.C11 
+ 

9865 
GENSCAN 
2098 
.59 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3306. .3340, 7556. .7617, 8405. .8546, 9488. .9865 
(AC004521) hypothetical protein [Arabidopsis thaliana] 



18586 
1 

OJ991220_11.0120.Cll.o4.np 

3306 

3128169 



OJ991220_11.0120.C11 
+ 

9865 
AAT/NAP 
9865 
131 



Seq. No. 


8733 


Seq. ID 


OJ991220 


Gene No. 


18586 ^ 


Strand 


+ 


Start 


1 


End 


9865 


Name 


OJ991220 11.0i20.Cll.o3, 


. np Method 


AAT/NAP 


Start 


4759 


End 


9252 


GI 


6815109 


Score 


68 


Exons 


4759. .4807, 6314. .6876, 


9221... 9252 




GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


8733 


Seq. ID 


OJ991220 


Gene No.. 


18586 


Strand 


+ 


Start 


1 


End 


9865 


Name 


OJ991220 ll.0120.Cll.o3. 


. gp Method 


AAT/GAP 


Start 


7546 


End 


8055 


GI 


5867 1.R1084 


Score 


113 


Exons 


7546.. 7569, 7967.. 8055 







GI Descrip. ' 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) {UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 



9176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



ubiquitin conjugating enzyme [Arabidopsis * 

8733 Seq. ID OJ991220_11 . 0120 . Cll 

18587 Strand + 
11431 End 12547 
OJ991220_11 . 0120 . Cll . o5 . np Method AAT/NAP 
11431 End 12547 
6692684 Score 516 
11431. .12547 

(AC007592) F12K11.21 [Arabidopsis thaliana] 

8733 • ' Seq. ID OJ991220_11 . 0120 . Cll 

18588 Strand + 
14724 End 16024 
OJ991220_11. 0120. Cll. o6.np Method AAT/NAP 
14724 End 16024 
1346396 Score 1304 
14724. .16024 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPKl PRECURSOR 
gi 1 100913 Ipir I I S10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| {X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf M 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8733 

18589 

3212 

OJ991220_11. 0120. Cll. ol.gp 
2993 

35428 1.R1084 



OJ991220 11. 0120. Cll 



Seq. ID _ 
Strand 

End . 3777 
Method AAT/GAP 
End 3756 
_ Score 1072 

2993. .3468, 3592. .3647, 3720. .3756 

'4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 


8733 


Gene N6. 


18589 


Start 


3212 


Name 


OJ991220 11 


Start 


3212 


GI 


none 


Exons 


3212. .3223, 


Seq. No. 


8733 


Gene No. 


18590 


Start 


4228 


Name 


OJ991220 11 


Start 


4228 


GI 


none 


Exons 


4228. .4551 


Seq. No. 


8733 


Gene No. 


18591 


Start 


6308 


Name 


OJ991220 11 



Seq-. ID 

Strand 

End 

Method 

End 

Score 



OJ991220_ai. 0120. Cll 

3777 
GENSCAN 
3777 
.71 



3212.. 3223, 3303.. 3437, 3592.. 3647, 3720.. 3777 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ991220_11. 0120. Cll 

4551 
GENSCAN 
4551 
.8 



OJ991220_11. 0120. Cll 

7368 
AAT/GAP 



9177 




start 5961 * End 6032 

GI 1631463 . Score 76 

Exons 5961. .6032 

GI Descrip. 4680178/gb | AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 - 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


8733 


Seq. ID 


OJ991220_11.0120. 


.Cll 


Gene No. 


18591 


Strand 






Start 


6308 


End 


7368 




Name 


OJ991220 11. 


0120.Cll.o4 .gs Method 


GENSCAN 




Start 


6308 


End 


7368 




GI 


none 


Score 


.9 




Exons 


6308. .6617, 


6662. .6753, 7258.. 7368 






Seq. No. 


8733 


Seq. ID 


OJ991220_11.0120, 


-Cll 


Gene No. 


18592 


Strand 






Start 


11697 


End 


12499 




Name 


OJ991220 11. 


0120.Cll.ol. ts Method 


TBLASTX : Soybean 




Start 


11697 


End 


12499 




GI 


none 


Score 


414 




Exons 


11697. .12140 


, 11699. .11758, 11810. .12145, 12126 .. 12197, 





12215. .12499, 12223. .12498 



Seq. No. 


8733 




Seq. ID 


OJ991220_11.0120 


.Cll 


Gene No. 


18592 




Strand 






Start 


11697 




End 


12499 




Name 


OJ991220 11.0120.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12214 




End 


12487 




GI 


none 




Score 


204 




Exons 


12214. .12483, 12215.. 


12487 








Seq. No. 


8733 




Seq. ID 


OJ991220_11.0120 


.Cll 


Gene No. 


18592 




Strand 






Start 


11697 




End 


12499 




Name 


OJ991220 11.0120.C11. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


12223 




End 


12487 




GI 


none 




Score 


207 




Exons 


12223. .12291, 12224.. 


12487 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8734 

18593 

644 

OJ991220_11.0120.C12.ol.gs 

644 

none 



Seq. ID 

Strand 
End 

Method 
End 
Score 

644. .761, 935. .993, 1706. .1982, 2039. .2178, 3239. .3295, 
4393. .4435, 4785. .4841, 4917. .5169, 5174. .5310, 6251. .6450, 
6600. .6721, 7179. .7238, 8195, .8311, 8432. .8551, 8651. .8792, 
8909. .9085, 9223. .9485, 9628. .9860, 10193 .. 10463, 10579. .10975 



OJ991220_11.0120.C12 
+ 

14015 
GENSCAN 
10975 
.61 



Seq. No. 8734 Seq. ID OJ991220_ 

Gene No. 18593 Strand + 

Start 644 End 14015 

Name OJ991220_11 . 0120 . C12 . ol . gp Method AAT/GAP 

Start 1786 End 2279 

GI 4715860 Score 928 



11.0120.C12 



9178 




Exons 


1786. .2279 






Seq. No. 


8734 


Seq. ID- 


OJ991220_11.0120.C12 


Gene No. 




Strand 


+ 


Start 


644 


End 


14015 


Name 


OJ991220 11.0120.C12.o2.gp 


Method 


AAT/GAP 


Start 


6177 


End 


6678 


GI 


none 


Score 


530 


Exons 


6177.. 6450, 6600.. 6678 






Seq. No. 


8734 


Seq. ID 


OJ991220_11.0120.C12 


Gene No. 


18593 


Strand 


+ 


Start 


644 


End 


14015 


Name 


ujyyi^zu 1 1 . uiz u . t^iz . oz . np 


Method 


AAT/NAP 


Start 


6606 


End 


10953 


GI 


2160178 


Score 


1457 


Exons 


6606.. 6722, 7179.. 7238, 8195. 


.8311, 8432. .8551, 8651. .8792, 




8909.. 9085, 9223.. 9485, 9628. 


.9860, 10193. .10463, 10579. .10953 


GI Descrip. 


{AC000132) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


8734 


Seq. ID 


OJ991220_11.0120.C12 


Gene No. 


18593 


Strand 


+ 


Start 


644 


End 


14015 


Name 


OJ991220 11.0120.C12.o3.np 


Method 


AAT/NAP 


Start 


10544 


End 


14015 


GI 


5107813 


Score 


81 


Exons 


10544 . .10666, 13216 .. 13302, 13910. .14015 


GI Descrip. 


(AF14 9413) contains similarity to number of Arabidopsis thaliana 




hypothetical proteins including AC004521 and AL031326 


Seq. No. 


8734 


Seq. ID 


OJ991220_11.0120.C12 


Gene No. 


18594 


Strand 




b tar L 


4626 


End 


5086 


Name 


OJ991220 11.0120.C12.ol.np 


Method 


AAT/NAP 


Start 


4626 


End 


508 6 -' 


GI 


4680502 


Score 


136 


Exons 


4626.-4765, 4972. .5086 






GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 


Seq. No. 


8734 


Seq. ID 


OJ991220_11.0120.C12 


Gene No. 


18595 


Strand 




Start 


11665 


End 


11964 


Name 


OJ991220 11.0120.C12.o2.ts 


Method 


TBLASTX : Soybean 


Start 


6599 


End 


9043 


GI 


none 


Score 


118 


Exons 


6599.. 6724, 6600.. 6725, 8187. 


.8276, 8289. .8315, 8445. .8552, 




8648. .8788, 8649. .8789, 8652. 


.8795, 8909. .8932, 8948. .8983, 




8987. .9043 






Seq. No. 


8734 


Seq. ID 


OJ991220_11.0120.C12 


Gene No. 


18595 


Strand 




Start 


11665 


End 


11964 


Name 


OJ991220 11.0120.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


9773 


End 


10392 


GI 


none 


Score 


60 


Exons 


9773. .9820, 9815. .9862, 10227 


. .10325, 


10228. .10311, 




10339. .10392, 10341.. 10391 








9179 







Seq, No. 8734 

Gene No. 18595 

Start 11665 

Name OJ991220_1 1.0120, C12 . ol . tm 

Start 9806 

GI none 
Exons 



Seq. ID OJ991220_11.0120,C12 
Strand 

End 11964 

Method TBLASTX : Mai ze 

End 10443 

Score 76 



9806. .9862, 10187 .. 10303, 10188 .. 10331 , 10190 10390, 
10191. .10442, 10192. .10443, 10399. .10443 



Seq. No. 8734 Seq. ID OJ991220_11 . 0120 . C12 

Gene No. 18595 Strand 

Start 11665 End 11964 

Name OJ991220_11 . 0120 . C12 . ol . ts Method TBLASTX : Soybean 

Start 10216 End 10795 

GI none Score 176 

Exons 10216. .10335, 10218 .. 10337, 10341 .. 10466, 10342 .. 104 64 , 

10577. .10675, 10739.. 10795 



Seq. No. 8734 

Gene No. 18595 

Start 11665 

Name OJ991220_11 . 012O':C12 . o2 . gs 

Start 11665 

GI none 

Exons . 11665. .11964 



Seq. ID OJ991220_11.0120.C12 
Strand 

End 11964 

Method GENSCAN 

End 11964 

Score .67 



;.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8735 

18596 

6397 

OJ991220_11.0120.C13.o2.gs 

6397 

none 



Seq. ID OJ991220_11.0120.C13 

Strand + 

End 8757 

Method GENSCAN 

End 8 67 9 

Score .63 



6397. .6486, 6591. .6770, 6980. .7318, 8118. .8351, 8533. .8679 



8735 

18596 

6397 

OJ991220_11.0120.C13.o2.np 

6430 

6911863 



Seq. ID OJ991220_11.0120.C13 

Strand + 

End 8757 

Method AAT/NAP 

End 8757 

Score 883 



6430. .6486, 6591. .6751, 6980. .7318, 8118. .8351, 8554. .8757 
(AL138655) putative protein [Arabidopsis thaliana] 



8735 

18597 

1 

OJ991220_11.0120.C13.ol.np 
1 

3876197 



Seq. ID OJ991220_11.0120.C13 
Strand 

End 3819 

Method AAT/NAP 

End 3669 

Score 724 



1..96, 220. .547, 852. .1130, 1581. .1755, 2107. .2206, 2749. .2937, 
3469.. 3669 

(Z68336) predicted using Genefinder; Similarity to -Human 
glucosamin- fructose- 6-phosphate aminotransferase 

(SW:GFAT_HUMAN) ; cDNA EST EMBL:Z14705 comes from this gene; cDNA 
EST EMBL:D32748 comes from this gene; cDNA EST EMBL:D3... 



9180 






Seq. No. 


8735 




Seq. ID 


OJ991220_11.0120.C13 




Gene No. 


18597 




Strand 








1 




End 


O 0 X 3 




Name 


OJ991220 ll.0120.C13.ol 


.gs 


Method 


GENSCAN 




Start 


220 


End"'' 


3669 




GI 


none 




Score 


.93 




Exons 


220. .547, 852. .1013, 1616. .1755, 2095. 


.2206, 2749.. 2921, 






3417. .3669 










Seq. No. 


8735 




Seq. ID 


OJ991220_11. 0120.C13 






18597 




Strand 






Start 


1 




End 


3819 




Name 


OJ991220_11.0120.C13.ol 


.gp 


Method 


AAT/GAP 




Start 








3819 




GI 


5005349 




Score 


496 




Exons 


3519. .3819 










Seq. No. 


8735 




Seq. ID 


OJ991220_11.0120.C13 




Gene No. 


18598 




Strand 


- 




Start 


4274 




End 


4547 




Name 


OJ991220 ll.0120.C13.ol 


.tm 


Method 






Start 


1 




End 


966 




GI 


none 




Score 


145 




Exons 


1..96, 1..96, 2. .97, 2. 


.97, 


212. .313, 


213. .332, 217. .327, 


t. 




279. .548, 322. .549, 331 


. .549 


, 350. .562 


, 350. .553, 850. .963, 


!. I i 




851. .964, 852. .965, 852 


. .965 


, 883. .966 




I'i \ 


Seq. No. 


8735 




.Seq. ID 


OJ991220_11.0120.C13 


"i 


Gene No. 


18598 




' Strand 






ouaru 


4274 




End 


*3 J *i / 




Name 


OJ991220 ll.0120.C13.o2 


.ts 


Method 


TBLASTX: Soybean 


i-j f 


Start 


2 




End 


421 




GI 


none 




Score 


96 




Exons 


0 Q7 '5 QQ 919 '^1 


91 R 
^ J. ^ . 


.310, 217. 


.327, 219.. 329, 354.. 419, 


»? 




371, .421, 374. .421 








•I 


Seq. No. 


8735 




Seq. ID 


OJ991220_11.0120.C13 


! "» 


Gene No. 


18598 




Strand 






Start 


4274 




End 


4547 




Name 


OJ991220 ll.0120.C13.o3 


. tm 


Method 


TBLASTX: Maize 




o t ait 


2743 




End 


4547 




GI 


none 




Score 


53 




Exons 


2743. .2784, 2748. .2813, 


2783 


..2827, 2785. .2826, 2811. .2921, 






2812. .2928, 2814. .2921, 


2828 


..2926, 3416. .3454, 3417. .3455, 






3418. .3483, 3419. .3484, 


3452 


..3484, 3550. .3669, 3615. .3671, 






3623. .3670, 4416. .4547 










Seq. No. 


8735 




Seq. ID 


OJ991220_11.0120.C13 




oene LNO . 


18598 




Strand 






Start 


4274 




End 


4547"" 




Name 


OJ991220 ll.0120.C13.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


3421 




End 


3675 




GI 


none 




Score 


191 




Exons 


3421.. 3477, 3550.. 3675 










Seq. No. 


8735 




Seq. ID 


OJ991220_11.0120.C13 




Gene No. 


18598 




Strand 





. 9181 



start 4274 End 4547 

Name OJ991220_11.0120.C13,o2.gp Method AAT/GAP 

Start 4274 End 4406 

GI LIB3474-009-P1-K1-F11 Score 221 

Exons 4274.: 4406 

GI Descrip. M455244/einb | CAB36743 . 1 1 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] * 



Seq. No. 


8735 








Seq. ID 


OJ991220_11. 0120.013 


Gene No. 


18599 








Strand 




Start 


6444 








End 


8682 


Name 


OJ991220_11. 


0120 


.C13.02 


.tm 


Method 


TBLASTX: Maize 


start 


a A A A 








End 


8682 


GI 


none 








Score 


45 


Exons 


6444. .6488, 


6593 


. .6682, 


6594. 


.6683, 6995. .7066, 6996. .7067, 




7142. .7318, 


7148 


. .7318, 


7162. 


.7323, 8118. .8351, 8228. .8347, 




8551. .8589, 


8593 


. .8682 








Seq. No. 


8735 








Seq. ID 


OJ991220_11. 0120.013 


Gene No. 


18599 








Strand 




Start 


6444 








End 


8682 


Name 


Ujyyi^iZU 11. 




. Clo . Ol 


. tc 


Method 


TBLASTX: Ores s 


Start 


6457 








End 


8201 


GI 


none 








Score 


47 


*Exons 


-6457. .6489, 


6591 


. .6683, 


6995. 


.7057, 7002. .7064, 7041. .7064, 




7135. .7317, 


7136 


. .7318, 


7136. 


.7318, 8118. .8201 


Seq. No. 


8735 








Seq. ID 


OJ991220_11. 0120.013 


Gene No. 


18599 








Strand 




Start 


C A A A 








End 


8682 


Name 


OJ991220 11. 


0120 


.013. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


6594 








End 


8682 


GI 


none 








Score 


76 


Exons 


6594. .6683, 


6996 


. .7064, 


7112. 


.7318, 7129. .7323, 8118. .8351, 




8231. .8362, 


8551 


. .8589, 


8593. 


.8682 




Seq. No. 


8735 








Seq. ID 


OJ991220_11. 0120.013 


Gene No . 










Strand 




Start 


6444 








End 


8682' 


Name 


OJ991220 11. 


0120, 


.C13.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


6996 








End 


7323 


GI 


none 








Score 


82 


Exons 


6996. .7067, 


7145, 


. .7312, 


7151. 


.7312, 7158. .7313, 7165. .7323 


Seq. No. 


8736 








Seq. ID 


OJ991220_11. 0120.014 


Gene No. 


18600 








Strand 


H- 


Start 


115 








End 


356 


Name 


OJ991220 11. 


0120. 


.014.01 


.gs 


Method 


GENSOAN 


Start 


115 








End 


356 


GI 


none 








Score 


.46 


Exons 


115. .356 












Seq. No. 


8736 








Seq. ID 


OJ991220_11. 0120.014 


Gene No . 


18601 








Strand 


+ 


Start 


3056 








End 


4438 


Name 


OJ991220 11. 


0120, 


,014. o3 


.gs 


Method 


GENSOAN 


Start 


3056 








End 


4438 



9182 




GI 


none 


Score 


.73 






Exons 


3056.. 3113, 3175.. 3263, 3388 


..3543, 3679. .3805, 


4431. .4438 


Seq. No. 


8736 


Seq. ID 


OJ991220_ 


_11.0120 


.C14 


Gene No. 


18602 


Strand 


+ 






Start 


10294 


End 


10903 






Name 


OJ991220 11.0120.C14.o5.gs 


Method 


GENSCAN 






Start 


10294 


End 


10903 






GI 


none 


Score 


. 66 






Exons 


10294. .10350, 10604. .10903 










Seq. No. 


8736 


Seq. ID 


OJ991220_ 


11 . 0120 


.C14 


Gene No. 


18603 


Strand 


+ 






Start 


13347 


End 


14929 






Name 


OJ991220 11.0120.C14.o7.gs 


Method 


GENSCAN 






Start 


13347 


End 


14929 






GI 


none 


Score 


.49 






Exons 


13347. .13565, 13608. .14004, 


14092. .14581, 14614. 


. 14929 




Seq. No. 


8736 


Seq. ID 


OJ991220_ 


11.0120 


.C14 


Gene No. 


18603 


Strand 


+ 






Start 


13347 


End 


14929 






Name 


OJ991220 11.0120.C14.o2.np 


Method 


AAT/NAP 






Start 


13692 


End 


14234 






GI 


3248995 


Score 


818 






Exons 


13692. .14234 










GI Descrip. 


(AF067193) putative resistance protein 


[Oryza sativa] 




Seq. No. 


8736 


Seq. ID 


OJ991220_ 


11.0120 


.C14 


Gene No. 


18604 


Strand 








Start 


735 


End 


1870 






Name 


OJ991220 11.0120.C14.ol.gp 


Method 


AAT/GAP 






Start 


735 


End 


1663 






GI 


none 


Score 


831 






Exons 


735.. 1025, 1360.. 1663 










Seq. No. 


8736 


Seq. ID 


OJ991220_ 


11.0120 


.C14 


Gene No. 


18604 


Strand 








Start 


735 


End 


1870 






Name 


OJ991220 11.0120.C14.o2.gs 


Method 


GENSCAN 






Start - 


912 


End 


1870 






GI 


none 


Score 


.91 






Exons 


912. .1025, 1360. .1658, 1864. 


.1870 








Seq. No. 


8736 


Seq. ID 


OJ991220_ 


11.0120 


.C14 


Gene No. 


18605 


Strand 








Start 


4656 


End 


8957 






Name 


OJ991220 11.0120.C14.ol.np 


Method 


AAT/NAP 






Start 


4648 


End 


8957 






GI . 


3894159 


Score 


393 






Exons 


4648. .4846, 4874. .5103, 5327 


..5445, 8582.. 8957 






GI Descrip. 


(AC005312) lectin-like protein [Arabidopsis thaliana] 




Seq. No. 


8736 


Seq. ID 


OJ991220_ 


11.0120 


.C14 


Gene No. 


18605 


Strand 








Start 


4656 


End 


8957 






Name 


OJ991220 11.0120.C14.o4.gs 


Method 


■GENSCAN 







9183 




start 


4656 


End 


8923 




GI 


none 


Score 


. 91 




Exons 


4656.. 5103, 6295.. 6329, 8582.. 8923 






Seq. No. 


8736 


Seq. ID 


OJ991220 11.0120 


.C14 


Gene No . 


18605 


Strand 






Start 


4656 


End 


8957 




Name 


OJ991220 11.0120.C14.o3.gp 


Method 


AAT/GAP 




Start 


5357 


End 


8942 




GI 


53165 1.R1084 


Score 


822 




Exons 


5357. .5445, .8582. .8942 








GI Descrip. 


'3894168 8.0e-14 (AC005312 


) similar to 


phloem-specif ic 


lect 




[Arabidopsis thaliana] ' 








Seq. No. 


8736 


Seq. ID 


OJ991220_11.0120 


.C14 


Gene No. 


18606 


Strand 






Start 


11866 


End 


12340 




Name 


OJ991220 11.0120.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


863 


End 


1050 




GI 


none 


Score 


73 




Exons 


863. .904, 900. .1043, 912..: 


1043, 913.. 1050, 913.. 1044 




Seq. No. 


8736 


Seq. ID 


OJ991220_11.0120' 


-C14 


Gene No. 


18606 


Strand 






Start 


11866 


End 


12340 




Name 


OJ991220 11.0120.C14.o3.ts 


Method 


TBLASTX: Soybean 




Start 


4725 


End 


5093 




GI 


4396153 


Score 


130 




Exons 


4725. .4859, 4908. ,5093 








GI Descrip. 


3249107 2.0e-22 (AC003114) 


Contains similarity to 






phloem-specific lectin PP2 


gb Z17331 from Cucubita maxima. 




[Arabidopsis thaliana] 








Seq. No. 


8736 


Seq. ID 


OJ991220_11.0120 


.C14 


Gene No. 


18606 


Strand 






Start 


11866 


End 


12340 




Name 


OJ991220 11.0120.C14.o2.ts 


Method 


TBLASTX: Soybean 




Start 


5326 


End 


8827 




GI 


none 


Score 


103 




Exons 


5326. .5448, 8579. ,8644, 8636. .8827, 8682. .8825 




Seq. No. 


8736 


Seq. ID 


OJ991220_11.0120 


.C14 


Gene No . 


18606 


Strand 






Start 


11866 


End 


12340 




Name 


OJ991220 11.0120.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8652 


End 


8828 




GI 


none 


Score 


121 




Exons 


8652.. 8828, 8660.. 8827 








Seq. No. 


8736 


Seq. ID 


OJ991220_11.012O 


.C14 


Gene No. 


18606 


Strand 






Start 


11866 


End 


12340 




Name 


OJ991220 11.0120.C14.o6.gs 


Method 


GENSCAN 




Start 


11866 


End 


12340 




GI 


none 


Score 


.91 




Exons 


11866. .11937, 12227.. 12340 









9184 




Seq. No. 


8736 


Seq. ID 


OJ991220_11.0120 


.C14 


Gene No . 


1 Q cm 
io dU / - 


Strand 






Start 


14169 


End 


14560 




Name 


OJ991220 11.0120.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


14169 


End 


14474 




GI 


none 


Score 


237 




Exons 


14169. .14474, 14 198 .. 14257 , 


14306. .14470 




Seq. No. 


8736 


Seq. ID 


OJ991220_11.0120 


.C14 


tjene wo. 


1 O DU / 


Strand 






Start 


14169 


End 


14560 




Name 


OJ991220 11.0120.C14.ol.ts 


Method 


TBLASTX: Soybean 




Start 


14198 


End 


14560 




GI 


none 


Score 


242 




Exons 


14198. .14470, 14199. .14489, 


14498.. 14560 




Seq. No. 


8737 


oeq. lu 




.C15 


taene wo . 


1 o oUo 


Strand 






Start 


387 


End 


Q9 1 

y z 1 




Name 


OJ991220 11.0120.C15.ol.gp 


Method 


AAT/GAP 




Start 


387 


End 


921 




GI 


none 


Score 


1062 




Exons 


387. .921 








Seq. No. 


8737 


Seq. ID 


OJ991220_11.0120 


.015 


Gene No . 




Strand 


+ 




Start 


6894 


End 


7354 




Name 


OJ991220 11.0120.C15.o3.gs 


Method 


GENSCAN 




Start 


6894 


End 


7354 




GI 


none 


Score 


.76 




Exons 


6894.. 6953, 7145. .7354 








Seq. No. 


8737 


Seq. ID 


OJ991220_11.0120 


.C15 


Gene No. 


18610 


Strand 


+ 




Start 


8279 


End 


11969 




Name 


OJ991220 11.0120.C15.ol.np 


Method 


AAT/NAP 




Start 


8264 


End 


11960 




GI 


4680204 


Score 


954 




Exons 


8264.. 9672, 9764.. 10863, 10952 .. 11125, 


11215. . 11350, 






11752. ".11960 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


8737 


Seq. ID 


OJ991220_11.012Q 


.C15 


Gene No. 


18610' 


Strand 


+ 




Start 


8279 


End 


11969 




Name 


OJ991220 11.0120.C15.o4.gs 


Method 


GENSCAN 




Start 


8279 


End 


11969 




GI 


none 


Score 


.47 




Exons 


8279. .8637, 8694. .9444, 9478 


..9552, 9743. .9957, 10216..: 


1086: 




10952. .11125, 11215. .11325, 


11426. .11450, 11594. .11695, 






11790. .11969 








Seq. No. 


8737 


Seq. ID 


OJ991220_11.0120 


.C15 


Gene No. 


18611 


Strand 






Start 


1304 


End 


1728 




Name 


OJ991220 11.0120.C15.o2.gp 


Method 


AAT/GAP 




Start 


1304 


End 


1728 





9185 





GI 


none 




Score 


850 




Exons 


1304. .1728 










Seq. No. 


8737 




Seq. ID 


OJ991220_11.0120.C15 




Gene No. 


18612 




Strand 






Start 


2873 




End 


5383 




Name 


OJ991220 11. 


0120.C15.o2.gs 


Method 


GENSCAN 




Start 


2873 




End 


5383 




GI 


none 




Score 


.68 . 




Exons 


2873. .3501, 


3803.. 4165, 4285 


..4522, 4607. .5106, 5197. .5383 




Seq. No. 


8737 




Seq. ID 


OJ991220_11.0120.C15 




Gene No. 


18613 




Strand 






Start 


8881 




End 


9282 




Name 


OJ991220 11. 


0120. 015. ol.tw 


Method 


TBLASTX: Wheat 




Start 


8881 




End 


9282 




GI 


none 




Score 


218 




Exons 


8881. .9117, 


8881.. 9030, 8982 


..9122, 9112. .9282, 9165. .9281 




Seq. No. 


8737 




Seq. ID 


OJ991220_11.0120.C15 




Gene No. 


18614 




Strand 






Start 


10932 


- 


End 


11293 




Name 


OJ991220 11. 


0120.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10932 




End 


11293 




GI 


none 




Score 


146 


III 


Exons 


10932. .11138 


, 10950. .11135, 


11212. .11286, 11213. .11293 


rii 


Seq. No.. 


8738 




Seq. ID 


OJ991210 11. 0121. C2 


■• "1 


Gene No. 


18615 




Strand 


+ 


Ul 


Start 


1 




End 


151 




Name 


OJ991210 11. 


0121.C2.ol.gp 


Method 


AAT/GAP 


;s t t 


Start 


1 




End 


151 




GI 


1765 3.R1084 




Score 


267 




Exons 


1. .151 









u 
Q 



GI Descrip. ' 4512675/gb | AAD21729 . 1 | l.Oe-154 {AC006931) putative citrate 
synthase [Arabidopsis thaliana] ' 



Seq. No. 


8739 








Seq. ID 


OJ991210_ 


11. 


.0121 


.C3 


Gene -No. 


18616 








Strand 


+ 








Start 


3068 








End 


3527 








Name 


OJ991210 11. 


0121 


.C3.01 


. gs 


Method 


GENSCAN 








Start 


3068 






End 


3527 








GI 


none 








Score 


.94 








Exons 


3068. .3200, 


34 96 


. .3527 














Seq. No. 


8739 








Seq. ID 


OJ991210_ 


11. 


.0121 


.C3 


Gene No. 


18617 








Strand 










Start 


3807 








End 


4141 








Name 


OJ991210 11. 


0121 


.C3.o2 


. gs 


Method 


GENSCAN 








Start 


3807 








End 


4141 








GI 


none 








Score 


.84 








Exons 


3807. .4141 


















Seq. No. 


8740 








Seq. ID 


OJ991210_ 


11, 


,0121 


.C4 


Gene No. 


18618 








Strand 


+ 








Start 


303 








End 


2351 








Name 


OJ991210 11. 


0121 


.C4.01 


. gs 


Method 


GENSCAN 









9186 



start 
GI 

Exons 



303 End 1876 

none Score . 8 

303. .504, 638. .709, 788. .897, 926. .1007, 1433. .1564, 1870. .1876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8740 
18618 
303 

OJ991210_11 . 0121 .C4 . ol . tm 
788 
none 



Seq. ID OJ991210_11.0121.C4 
Strand + 

2351 

TBLASTX: Maize 
2351 
115 



End 

Method 
End 
Score 

788. .880, 788. .856, 790. .873, 886. . 1008, 936. .1013, 936. .1007, 
1494. .1574, 1497. .1562, 1498. .1572, 1498.'. 1575, 1990. .2067, 
1992. .2060, 1999. .2067, 2000. .2068, 2142. .2216, 2143. .2214, 
2324.. 2350, 2325.. 2351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8741 Seq. ID 

18619 Strand 

1668 . End 

OJ991210_11.0121.C5.ol.np Method 

1668 End 

5262765 Score 



OJ991210_11.0121.C5 
+ 

5812 
AAT/NAP 
5812 
172 



1668. .1721, 3647. .3979, 5593. .5649, 5774..5812 
{AL080283) putative protein [Arabidopsis thaliana] 



Seq. • No . 


8741 


Gene No. 


18620 


Start 


9861 


Name 


OJ991210 11.0121.C5.o2.gs 


Start 


9861 


GI 


none 


Exons 


9861. .10009, 11162. .11210 


Seq. No. 


8742 


Gene No. 


18621 


Start 


3650 


Name 


OJ991210 11.0121.C6.ol.np 


Start 


3650 


GI 


84041 


Exons 


3650. .4312, 6437. .6834 


GI Descrip. 


hypothetical protein 6 - T: 


Seq. No. 


8743 


Gene No. 


18622 


Start - 


1477 


Name 


OJ991210 11.0121.C9.ol.gs 


Start 


1477 


GI 


none 


Exons 


1477. .1806 


Seq. No. 


8744 


Gene No. 


18623 


Start 


89 


Name 


OJ991210 11.0121.C10.ol.gs 


Start 


89 


GI 


none 


Exons 


89. .169, 2061. .2125, 2483. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210_11.0121.C5 

11210 
GENSCAN 
11210 
.88 



OJ991210 11. 0121. C6 



6834 
AAT/NAP 
6834 
.114 



OJ991210__11.0121.C9 
+ 

1806 
GENSCAN 
1806 
.7 



OJ991210_11. 0121. CIO 

2521 
GENSCAN 
2521 
.6 



9187 



Seq. No. 


8745 Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18624 Strand, 


+ 






O 7 4 O CjI LKJl 






Name 


OJ991210 11.0121.Cll.ol.np Method 


AAT/NAP 




Start 


8948 End 


11071 




GI 


6069657 Score 


195 




Exons 


8948. .9077, 9146. .9381, 10713 .. 10883, 


11016. .11071 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8745 Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18624 Strand 


+ 






o^*±o iLnu 






Name 


OJ991210 11.0121.Cll.o2.gs Method 


GENSCAN 




Start 


8948 End 


14762 




GI 


none Score 


.8 




Exons 


8948.. 9119, 10564. .10817, 11247.. 12119 


, 12941. .13141, 






13240. .13435, 14572.. 14762 






Seq. No. 


8745 Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18624 Strand 






Start 


8948 End 


147 62 




Name 


OJ991210 11.0121.Cll.o2.np Method 


AAT/NAP 




Start 


12415 End 


14722 




GI 


6321137 Score 


269 





Exons 12415. .12493, 12960 13141, 1324 0 .. 13435, 14572. .14722 

GI Descrip. Yfr024c-ap gi | 1362490 | pir M S58653 hypothetical protein YFR024c-a 



- yeast (Saccharomyces cerevisiae) 



Seq. No. 


8745 


Seq. ID 


OJ991210_11. 


0121 


.Cll 


Gene No. 


18625 


Strand 


+ 






Start 


23511 


End 


24349 






Name 


OJ991210 11.0121.Cll.o4.gs 


Method 


GENSCAN 






Start 


23511 


End 


24349 






GI 


none 


Score 


.58 






Exons 


23511. .23628, 24255.. 24349 










Seq. No. 


8745 


Seq. ID 


OJ991210_11. 


0121 


.Cll 


Gene No. 


18626 


Strand 


+ 






Start 


38142 


End 


39804 






Name 


OJ991210 11.0121.Cll.o6.np 


Method 


AAT/NAP 






Start 


38142 


End 


39804 






GI 


5903071 


Score 


169 






Exons 


38142. .38445, 39698.. 39804 










GI Descrip. 


(AC008017) Unknown protein 


[Arabidopsis 


1 thaliana] 






Seq. No. 


8745 


Seq. ID 


OJ991210_11. 


0121 


.Cll 


Gene No. 


18627 


Strand 


+ 






Start 


45699 


End 


46192 






Name 


OJ991210 11.0121.Cll.o4.gp 


Method 


AAT/GAP 






Start 


45699 


End 


46192 






GI • 


576771 


Score 


801 






Exons 


45699. .45911, 45938.. 46192 










GI Descrip. 


576771/gb|U16256|OSU16256 0 


.Oe+00 Oryza 


. sativa cone 


SRI 






sucrose-regulated mRNA, 3'- 


end sequence 






Seq. No. 


8745 


Seq. ID 


OJ991210_11. 


0121 


.Cll 


Gene No. 


18628 


Strand 









9188 






Start 


11243 


End 


11435 




Name 


OJ991210 11.0121.Cll.o2.gp 


Method 


AAT/GAP 




Start 


11243 


End 


11435 




GI 


2310984 


Score 


276 




Exons 


11243. .11435 








Seq. No. 


8745 


Seq. ID 


OJ991210_11.0121 .Cll 




Gene No . 


1 0 dz y 


Strand 






Start 


16511 


End 


19580 




Name 


OJ991210 11.0121.Cll.o3.gs 


Method 


GENSCAN 




Start 


16511 


End 


19580 




GI 


none 


Score 


'.77 




Exons 


16511. .17014, 17059. .17340, 


19359. .19580 




Seq. No. 


8745 


Seq. ID 


OJ991210_11. 0121. Cll - 




Gene No. 


18629 


Strand 






O Lair L 




End 


19580 




Name 


OJ991210 11.0121.Cll.o3.np 


Method 


AAT/NAP 




Start 


16523 


End 


19574 




GI 


2832617 


Score 


610 




Exons 


16523. .16837, 17005 . .17103, 


17137. .17340, 19359.. 19574 




GI Descrip. 


{AL021711) putative protein 


[Arabidopsis thaliana] 




Seq. No, 


8745 ■ 


Seq. ID 


OJ991210_11. 0121. Cll 


'5 3? 


Gene No . 


lo ooU 


Strand 






Start 


24708 


End 


25903 


j'fi 


Name 


OJ991210 11.0121.Cll.o5.gs 


Method 


GENSCAN 


i 


Start 


24708 


End 


25903 


Q 


GI 


none 


Score 


.75 


i ii 


Exons 


24708. .24755, 25262 25503, 


25696. .25903 




Seq. No. 


8745 


Seq. ID 


OJ991210_11. 0121. Cll 


ry 


Gene No. 


18631 


Strand 






Start 


26709 


End 


30515 




Name 


OJ991210 11.0121.Cll.o4.np 


Method 


AAT/NAP 




Start 


26628 


End 


30515 






6539553 


Score 


6375 




Exons 


26628. .30515 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 


.: Bi 




(085597) [Oryza sativa] gi | 6539590 | dbj | BAAS 8206 . 1 | (AP000837) 


r "j 




Similar to Oryza australiensis retrotransposon RIREl (D85597) 






[Oryza sativa] 








Seq. No. 


8745 


Seq. ID 


OJ991210_11. 0121. Cll 




uene ino . 


18631 ■ 


Strand 






Start 


26709 


End 


30515 




Name 


OJ991210 11.0121.Cll.o6.gs 


Method 


GENSCAN 




Start 


26709 


End 


30389 




GI 


none 


Score 


.48 




Exons 


26709. .27416, 27724 28005, 


28047. .29527, 29663.. 30389 




Seq. No. 


8745 


Seq. ID 


OJ991210_11. 0121. Cll 




Gene No. 


18632 


Strand 






Start 


30743 


End 


36071 




Name 


OJ991210 11.0121.Cll.o7.gs 


Method 


GENSCAN 




Start 


30743 


End 


36071 




GI 


none 


Score 


.4 



9189. 



Exons 



30743. .30954, 31147 31293, 33079 .. 33256, 35018 354 13, 
35976.. 36071 



Seq. No. 8745 

Gene No. 18632 

Start 30743 

Name OJ991210_11 . 0121 . Cll . o3 . gp 

Start 34635 

GI 3769093 

Exons . 34635. .35018 



Seq. ID OJ991210_11. 0121. Cll 
Strand 

End 36071 

Method AAT/GAP 

End 35018 

Score 714 



Seq. No. 8745 

Gene No. 18632 

Start 30743 

Name OJ991210_11 . 0121 . Cll . o5 . np 

Start 34976 

GI 6136502 

Exons 34976. .35335 

GI Descrip. YCF20-LIKE PROTEIN gi 13335348 (AC004512) T8F5.20 [Arabidopsis 
thaliana] 



Seq. ID OJ991210_11. 0121. Cll 
Strand 

End 36071 

Method AAT/NAP 

End 35335 

Score 424 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8745 

.18633 

47711 

OJ991210_11. 0121. Cll. o9.gs 

47711 

none 



Seq. ID OJ991210_11. 0121. Cll 
Strand 

End 49603 

Method GENSCAN 

End 49603 

Score . 67 



47711. .47932, 48 948 .. 4 944 9, 49581. .49603 



Seq. No. 8745 

Gene No. 18634 

Start 50171 

Name OJ991210_11 . 0121 . Cll . olO . gs 

Start 50171 

GI none 
Exons 



Seq. ID OJ991210_11. 0121. Cll 
Strand 

End 54457 

Method GENSCAN 

End 54457 

Score .56 



50171. .50850, 509dff!^'Sfi^^2, ;5171;7 , . 52208 , 52720 .-.532€3> 
53620. .53711, 54016.. 54457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



8745 

18634 

50171 

OJ991210_11. 0121. Cll. o7.np 
51583 

4538896 ' 



Seq. ID OJ991210_11. 0121. Cll 
Strand 

End 54457 

Method AAT/NAP 

End 53742 

Score 16.4 6 



51583. .52616, 52678 .. 53198 , 53307.. 53742 

(AL04 9482) putative protein [Arabidopsis thaliana] 



8745 

18635 

56571 

OJ991210_11. 0121. Cll. ol.tc 

11364 

none 



Seq. ID OJ991210_11. 0121. Cll 
Strand 

End 57013 

Method TBLASTX : Cress 

End 11885 

Score ' 184 



11364. .11531, 11375. .11449, 11529 .. 11885, 11567. .11884 



8745 
18635 



Seq. ID OJ991210_11. 0121. Cll 
Strand 



9190 




start 


56571 






End 


57013 




Name 


OJ991210 11.0121.C11 


.06. tm 


Method 


TBLASTX: Maize 




Start 


11398 






End 


11705 




GI 


none 






Score 


265 




Exons 


11398. 


.11514, 11400. 


.11570, 


11403. .11576, 11576. .11632, 






11577. 


.11633, 11657. 


.11704, 


11661. .11705 




Seq. No. 


8745 






Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 






Strand 






Start 


56571 






End 


57013 




Name 


OJ991210 11.0121.C11 


.o3. ts 


Method ■ 


TBLASTX : Soybean 




Start 


11690 






End 


12017 




GI 


none 






Score 


171 




Exons 


11690. 


.12007, 11691. 


.11834, 


11694. .12014, 11871.. 12017 




Seq. No. 


8745 






Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 






Strand 






Start 


56571 






End 


57013 




Name 


OJ991210 11.0121.C11 


. olO . tm 


Method 


TBLASTX:Maize 




Start 


11712 






End 


12053 




GI 


none 






Score 


260 




Exons 


11712. 


.12053, 11720. 


.11938, 


11830. .12027, 11972. .12052 




Seq. No. 


8745 






Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 






Strand 






Start 


56571 






End 


57013 




Name 


OJ991210 11.0121.C11 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12017 






End 


13440 




GI 


none 






Score 


112 




Exons 


12017. 


.12091, 12018. 


.12122, 


12934. . 13140, 12938. .13141, 






12988. 


.13143, 13236. 


.13436, 


13237. .13440 




Seq. No. 


8745 






Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 






Strand 






Start 


56571 






End;- ■ 


57013 




Name 


OJ991210 ,11.0121-.C11 


.06. tw . 


• Method 


TBLASTX: Wheat 




Start 


12027 






' End 


13275 




GI 


none 






Score 


94 




Exons 


12027. 


.12122, 12934. 


.13137, 


12937. .13122, 12 938 .. 13144 , 






13237. 


.13275, 13239. 


.13274 








Seq. No. 


8745 






Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 






Strand 






Start 


56571 






End 


57013 




Name 


OJ991210 11.0121.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12054 






End 


13451 




GI 


none 






Score 


93 




Exons 


12054. 


.12122, 12938. 


.13141, 


12940. .13140, 13041. .13148, 






13217. 


.13324, 13230, 


.13451, 


13235. .13375, 13236 .. 13436, 






13237. 


.13443 










Seq. No. 


8745 






Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 






Strand 






Start 


56571 






End 


57013 




Name 


OJ991210 11.0121.C11 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


14588 






End 


14778 




GI 


none 






Score 


213 





9191 



Exons 


14588. .14755, 14589. 


.14738, 


14596.. 14778 




Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 




X O VJ J J 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. oil . tm 


Met" hod 


TBLASTX " Mai ze 




Start 


19359 




End 


19553 




GI 


none 




Score 


232 




Exons 


19359. .19553 










Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 




• 18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


.o3.tc 


Method 


TBLASTX • Cress 




Start 


19359 




End 


19553 




GI 


none 




Score 


91 




Exons 


19359. .19553, 19360. 


.19467 








Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 




18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


.06. ts 


Mp1" hnd 


TBLASTX • Sovb^an 




Start 


19359 




End 


19502 




GI 


none 




Score 


83 




Exons 


' 19359. .19502, 19360. 


.19467 








Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 




Strand 






O L-CtJ. L. 


•J \J >J /,x 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


26764 




End 


27240 




GI 


none 




Score 


353 




Exons 


26764. .27150, 26765. 


.27148, 


26802. .27149, 27159 27239, 






27165. .27239, 27169. 


.27240 








,Seq. No.'. 


. 8745 ■ . ' : ' 




Seq. ID 


.OJ991210 II.OI21VCII 


Gene No. 


18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. 08 . ts 


Method 


TBLASTX : Soybean 




Start 


26892 




End 


27233 




GI 


none 




Score 


84 




Exons 


26892. .27101, 26913. 


.27089, 


26971. .27096, 27120 .. 27233, 






27127. .27207 










Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o9.tm 


Method 


TBLASTX: Maize 




Start 


27096 




End 


27428 




GI 


none 




Score 


195 




Exons 


27096. .27428, 27097. 


.27420, 


27138. .27428 





Seq. No. 8745 
Gene No. 18635 
Start 56571 

Name OJ991210_11 . 0121 . Cll . o7 . ts 

Start - 27246 



Seq. ID OJ991210_11. 0121. Cll 
Strand 

End 57013 

Method TBLASTX : Soybean 

End 27577 



9192 



GI 


none 




Score 


56 




Exons 


- 27246. .27497, 27391. 


.27510, 


27484 . .27576, 27503. .27577 




Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


ocne NO . 


1 ft (^'^c; 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11. 0121. Oil 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


27484 




End 


27975 




GI 


none 




Score 


59 




Exons 


27484. .27636, 27631. 


.2,7975, 


27845. .27958 




Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


OCllC LNU • 






Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


27511 




End 


27976 




GI 


none 




Score 


55 




Exons 


27511. .27975, 27614. 


.27724, 


27794. .27976 




Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 




Strand 






O L, CLi- L. 


56571 






J / U X 0 




Name 


OJ991210 11.0121.C11 


.o2.ts 




1 DXir\0 i A . ooyxj€ciri 




Start 


27646 






9 ft 1 n Q 

z 0 X U ^ 




GI 


5509260 




Score 


^ ft 




Exons 


27646. .28017, 27665. 


.27724, 


07707 90 






GI Descrip. 


- 










Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


kjene lno - 


1 ft f^*^ R 

X 0 D J O 




OCX dllU 






start 


56571 






C 7 fl -1 -3 

Q / U X J 




Name 


OJ991210 11.0121.C11 


.o2.tc 


lYie cnoa 






start 


27757 




End 


28017 




GI 


none 




Score 


120 




Exons 


27757. .28017, 27839. 


.28015 








Seq. No. 


8745 




" Seq. ID 


OJ991210_1'1.0121 


.Cll 


Gene No. 


18635 




Strand 






o Ldr u 


c c; 7 -1 




End 


57013 




Name 


OJ991210 11.0121.C11 


. ol . tw 


Method 


TBLASTX: Wheat 




start 


28032 




End 


28784 




GI 


none 




Score 


196 




Exons 


28032. .28238, 28033. 


.28200, 


28046. .28' 


708, 28047. .28742, 






28328. .28777, 28335. 


.28784 








Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


otriie viO . 


X 0 D J O 




Strand 






start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


28410 




End 


28799 




GI 


none 




Score 


111 




Exons 


28410. .28604, 28617. 


.28799 








Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No, 


18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o4 . ts 


Method 


TBLASTX: Soybean 





9193 




start 


28434 




End 


28832 




GI 


none 




Score 


38 




Exons 


28434. .28607, 28561. 


.28599, 


28608. .28832, 28623 .. 28817 , 






28657. .28824 










Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 




18635 




Strand 


- 




Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


28620 




End 


29054 




GI 


none 




Score 


70 




Exons 


28620. .29054, 28693. 


.28839 








Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 




18635 




Strand 


- 




Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


28785 




End 


28979 




GI 


none 




Score 


188 




Exons 


28785. .28979, 28785. 


.28976 








Seq. No: 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 




18635 




Strand 


- 




Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


.o9.ts 


Method 


TBLASTX : Soybean 




Start 


28842 




End 


29228 




GI 


none 




Score 


88 




Exons 


28842. .29090, 29073. 


.29228 








- 

Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 




18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


29255 




End 


29577 




GI 


none 




Score 


374 




Exons . 


29255. ;..29422, -'29256. 


.29570, 


29257. .29544, 29323.. 29577 




Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


CZ^Ti^ Mo 






Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


30073 




End 


30386 




GI 


none 




Score 


273 




Exons 


30073. .30363, 30075. 


.303.86, 


30078. .30368 




Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 




J- O U o 




Strand 






Start 


56571 




End 


,57013 




Name 


OJ991210 11.0121.C11 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


30134 




End 


30524 




GI 


none 




Score 


238 




Exons 


30134. .30286, 30135. 


. 30-524, 


30136. .30522 




Seq, No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


.o5.ts 


Method 


TBLASTX : Soybean 





9194 




start 


34942 




End 


35188 




GI 


none 




Score 


260 




Exons 


34942. .35040, 34967. 


.35188, 


34968. .35186, 35087. .35188 




Seq. No. 


8745 




Seq. ID 


OJ991210_11.0121 


-Cll 


Gene No. 


18635 




Strand 






Start 


56571 




End 


57013 - 




Name 


OJ991210 11.0121.C11 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


34970 




End 


35404 




GI 


none 




Score 


506 




Exons 


34970. .35404, 34971- 


.35402, 


35161. .35403 




Seq- No. 


8745 




Seq. ID 


OJ991210_11.0121 


-Cll 


Gene No. 


18 635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


.ol3.tm 


Method 


TBLASTX: Maize 




Start 


51484 




End 


51912 




GI 


none 




Score 


112 




Exons 


51484. .51609, 51575. 


.51769, 


51679. .51912 




Seq. No. 


8745 




Seq. .ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121-Cll 


.08. tm 


Method 


TBLASTX: Maize 




Start 


52393 




End 


52786 




GI 


none 




Score 


90 




Exons 


52393. .52470, 52477. 


.52599, 


52613. .5278 6, 52614. .527 60 




Seq- No. 


8745 




Seq. ID 


OJ991210_11.0121 


.Cll 


Gene No. 


18635 




Strand 






Start 


56571 




End 


57013 




Name 


OJ991210 11.0121.C11 


. ol4 . tm 


Method 


TBLASTX: Maize 




Start 


52787 




End 


53008 




GI 


none 




Score 


78 




Exons 


52787. .53008, 52820. 

* 


.52987, 


52821. .52988 




Seq. No. 


8745 




Seq. ID 


OJ991210_11. 01-21 


.Cll 


Gene No. 


"•18635 




Strand 






Start 


C ^ C T T 

0 DO / 1 




End 


57013 




Name 


OJ991210 11.0121.C11 


.08 .np 


Method 


AAT/NAP 




Start 


56571 




End 


57013 




GI 


4379369 




Score 


189 




Exons 


56571. .57013 










GI Descrip. 


(X90560) Calmodulin 


[Cloning vector pBluescript] 




Seq. No. 


8746 




Seq. ID 


OJ991210_11.0121 


.C12 


Gene No. 


18636 




Strand 






Start 


110 




End 


770 




Name 


OJ991210 11.0121.C12 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


107 




End 


414 




GI 


none 




Score 


124 




Exons 


107.. 235, 10-9.. 237, 


109. .240 


,308. -412, 


308. .412, 313.. 


414 


Seq. No. 


8746 




• Seq. ID 


OJ991210_11.0121 


.C12 


Gene No. 


18636 




Strand 






Start 


110 




End 


770 




Name 


OJ991210 11.0121.C12 


. ol . tc 


Method 


TBLASTX: Cress 





9195 




start 


109 


End 


419 


GI 


none 


Score 


132 


Exons 


109.. 240, 110.. 235, 112.. 237, 


313. .414 


, 314. .412, 318. .419 


Seq. No. 


8746 


Seq. ID 


Oj991210_ll.0121.C12 


Gene No. 


18636 


Strand 




Start 


110 


End 


770 


Name 


OJ991210 11.0121.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


109 


End 


378 


GI 


none 


Score 


120 


Exons 


109.. 237, 110.. 235, 321.. 371, 


325. .378 




Seq. No. 


8746 


Seq. ID 


OJ991210_11.0121.C12 


Gene No. 


18636 


Strand 




Start 


110 


End 


770 


Name 


OJ991210 11.0121.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


109 


End 


414 


GI 


none 


Score 


156 


Exons 


109. .240, 110. .235, 112. .237, 


274. .414 


, 312. .395, 313. .414 


Seq. No. 


8746 


Seq. ID 


OJ991210_11.0121.C12 


Gene No. 


18636 


Strand 




Start 


110 


End 


770 


Name 


OJ991210 11.0121.C12.ol.gp 


Method 


AAT/GAP 


Start 


110 


End 


411 


GI 


1765 3.R1084 


Score 


389 


Exons 


110. .235, 314. .411' 






GI Descrip. 


'4512675/gb|AAD21729.1| l.Oe- 


154 {AC006931) putative citratt 




synthase [Arabidopsis thaliana] ' 




Seq. No. 


8746 


Seq. ID 


OJ991210_11.0121.C12 


Gene No. 


18636 


Strand 




Start 


110 


End 


770 


Name 


OJ991210 11.0121.C12.ol.np 


Method 


AAT/NAP 


Start 


112 


. End 


770 


GI 


4512675 


Score 


290 


Exons 


112.. 235, 314.. 411, 735.. 770 






GI Descrip. 


(AC006931) putative citrate synthase [Arabidopsis thaliana] 


Seq. isio. 


8747 


Seq. ID 


OJ991210_11.0121.C13 


Gene No. 


18637 


Strand 




Start 


1 


End 


4151 


Name 


OJ991210 11.0121.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4066 


GI 


4512675 


Score 


1246 


Exons 


1..20, 900. .1023, 1170. .1243, 


1589. .1664, 1734. .1853, 




1984.. 2093, 2376.. 2438, 2608. 


.2712, 2818. .2903, 2980. .3160, 




3839. .4066 






GI Descrip. 


(AC006931) putative citrate synthase [Arabidopsis thaliana] 


Seq. No. 


8747 


Seq. ID 


OJ991210_11.0121.C13 


Gene No. 


18637 


Strand 




Start 


1 


End 


4151 


Name 


OJ991210 11.0121.C13.ol.gp 


Method 


AAT/GAP 


Start 


900 


End 


2432 


GI 


1765 3.R1084 


Score 


984 


Exons 


900. .1023, 1170. .1243, 1589.. 


1664, 1734. .1853, 1984. .2093, 



9196 



2376. .2432 

GI Descrip, M512675/gb | AAD21729. 1 | l.Oe-154 (AC006931) putative citrate 
synthase [Arabidopsis thaliana] ' 



Seq. No. 


8747 








Seq. ID 


OJ991210 


Gene No. 


18637 








Strand 




Start 


1 








End 


4151 


Name 


OJ991210 11 


.0121. 


C13.01 


. gs 


Method 


GENSCAN 


Start 


948 








End 


4051 


GI 


none 








Score 


.86 


Exons 


94 8 . . 1023, 


1170 . . 


1243, 


1589 . . 


1664, 1734.. 1853, 




2376. .2438, 


2608. 


.2712, 


2818. 


.2903, 2980.. 3145, 


Seq. No. 


8747 








Seq. ID 


OJ991210 


Gene No. 


18637 








Strand 




Start 


1 








End 


4151 


Name 


OJ991210 11 


.0121. 


C13.02 


.gp 


Method 


AAT/GAP 


Start 


3050 








End 


4151 


GI 


5004312 








Score 


795 


Exons 


3050 . .3161, 


3839 . 


. 4151 








Seq. No. 


8747 








Seq. ID 


OJ991210 


Gene iSJo. 


18638 








Strand 




Start 


4252 








End 


9971 


Name 


OJ991210 11 


.0121. 


C13.02 


.gs 


Method 


GENSCAN 


Start 


4252 








End 


9962 


GI 


none 








Score 


.61 


Exons 


4252. .4357, 


5028. 


.5140, 


5384. 


.5467, 5992.. 6062, 




8842. .9199, 


9219. 


.9309, 


9514. 


.9575, 9765.. 9962 


Seq. No. 


8747 








Seq. ID 


OJ991210 


Gene No. 


18638 








Strand 




Start 


4252 








End 


9971 


Name 


OJ991210 11 


.0121. 


C13.02 


.np 


Method 


AAT/NAP 


Start 


8423 








End 


9971 


GI 


2190540 








Score 


487 


Exons 


8423. .8639, 


8838, 


.8882, 


9514. 


.9575, 9765.. 9971 



GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11.0121.C13 



8537. .8671, 



11.0121.C13 



(AC001229) Similar to Arabidopsis TFLl (gb|U77674). 
thaliana] gi | 4 903012 | dbj | BAA77838 . 1 | (AB027504) FT 



[Arabidopsis 
[Arabidopsis 



thaliana] gi | 6117978 | gb | AAF03936 . 1 | AF152096_1 (AF152096) 
flowering locus T [Arabidopsis thaliana] 



8747 
18639 
11350 

OJ991210_11.0121.C13.ol.tc 
892 
none 

892.. 1023, 902.. 1006, 1184 
1704.. 1805, 1734.. 1865, 1736. ,1879, 1983 
1993.. 2094, 2376,. 2438, 2377,. 2439, 2609 
2611,. 2712, 2816.. 2911, 2818 
3836,. 3925, 3840.. 3905, 4013 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991210 11.0121.C13 



12619 

TBLASTX: Cress 
4045 
86 

1246, 1589.. 1666, 1590.. 1667, 

2093, 1987.. 2097, 
2713, 2610.. 2717, 
.2910, 2958.. 3152, 2963.. 3163, 
.4045 



Seq. No. 
Gene No. 
Start 



8747 

18639 

11350 



Seq. ID 

Strand 

End 



OJ991210 11.0121.C13 



12619 



9197 



Name 


OJ991210 11. 


.0121 


.C13.01, 


.tm 


Method 


TBLASTX: 


Maize 


Start 


892 








End 


4088 




GI 


none 








Score 


93 




Exons 


892.. 972, 902.. 973, 963. 


. .1025, 


- 973. .1026, 1158. 


.1244, 




1166. .1252, 


1168 


. .1245, 


1169 


.1246, 1589. .1666, 


1589 1666 




1590. .1667, 


1704 


. .1853, 


1715. , 


.1864, 1734. .1886, 


1736. .1879, 




1931. .2041, 


1983 


..2093, 


1984. . 


.2097, 2369. .2437, 


2376. .2438, 




2377. .2439, 


2577 


. .2714, 


2608. . 


,2712, 2614. .2724, 


2816. .2911, 




2816. .2905, 


2818 


. .2922, 


2818. , 


,2910, 2963. .3163, 


2979. .3152, 




2986. .3153, 


3836 


. .3925, 


3839. . 


,3919, 4013. .4045, 


4014. .4088 


Seq. No. 


8747 








Seq. ID 


OJ991210 


_11. 0121. 013 


Gene No. 


18639 








Strand 






Start 


11350 








End 


12619 




Name 


OJ991210 11. 


.0121 


.013. ol, 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


892 








End 


2706 






none 








Score 


84 




"Exons 


892. .972, 902. .970, 963. 


. .1025, 


964. .1026, 1167. 


.1244, 




1169. .1246, 


1589 


. .1666, 


1590. . 


,1667, 1716. .1811, 


1734. .1865, 




1736. .1879, 


1984 


. .2088, 


1986. . 


,2087, 2373. .2438, 


2608. .2703, 




2608. .2706 














Seq. No. 


8747 








Seq. ID 


OJ991210 


_11. 0121. 013 


Gene No. 


18639 








Strand 






Start 


11350 








End 


12619 




Name 


OJ991210 11. 


0121 


.C13.01. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2617 








End 


3910 




GI 


none 








Score 


139 




Exons 


2617. .2712, 


2618 


. .2713, 


2619. . 


2714, 2816.. 2911, 


2816. .2905, 




2818. .2910, 


2963 


. .3163, 


2979. . 


3155, 3831.. 3905, 


3836. .3910, 




3839. .3910 














Seq. No. 


8747 








Seq. ID 


OJ991210 


_11. 0121. 013 


Gene No. 


18639 








Strand 






Start 


11350 








End 


12619 




Name 


OJ991210 11. 


0121 


.013. o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2816 








End 


4045 


GI 


none 








Score 


80 




Exons 


2816. .2899, 


2816 


. .2896, 


2818. . 


2901, 2818. .2898, 


2976. .3152, 




2980. .3159, 


2981 


. .3163, 


3019. . 


3159, 3836.. 3925, 


4013. .4045 


Seq. No. 


8747 








Seq. ID 


OJ991210 


_11. 0121. 013 


Gene No 


18639 








Strand 






Start 


11350 








End 


12619 




Name 


OJ991210 11. 


0121 


.013.02. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8423 








End 


8644 




GI 


none 








Score 


256 




Exons 


8423. .8644 














Seq. No. 


8747 








Seq. ID 


OJ991210 


_11. 0121. 013 


Gene No. 


18639 








Strand 






Start 


11350 . 








End 


12619 




Name 


OJ991210 11. 


0121, 


.013.03. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8424 








End 


8645 




GI 


none 








Score 


164 




Exons 


8424. .8645, 


8426, 


. .8644 











9198 




Seq. No. 


8747 


Seq. ID 


OJ991210 


_11 


.0121. 


,C13 


bene No . 


18639 


Strand 










Start 


11350 


End 


12619 








Name 


OJ991210 11.0121.C13.o3.gs 


Method 


GENSCAN 








Start 


11350 


End 


12619 








GI 


none 


Score 


.51 








Exons. 


11350. .11464, 12143. .12210, 12596.. 12619 








Seq. No. 




Seq. ID 


OJy 91210 


_11 


.0121. 


C14 


Gene No . 


18640 


Strand 










Start 


1071 


End 


1199 








Name 


ujyyiziu ii.uizi.Li4.oi.gs 


Metnod 


GENSCAN 








Start 


lU /i 


End 


1199 








GI 


none 


Score 


. 91 








Exons 


lU /i . . iii?y 












Seq. No. 




Seq. ID 


OJ991210 


_11 


.0121. 


C15 


bene no. 


18 641 


Strand 


+ 








Start 


125 


End 


1878 








Name 


ujyyi^iiu 11 . ui/i 1 . c_io . oi . gs 


Method 


GENSCAN 








Start 


IOC 

125 


End 


1878 








GI 


none 


Score 


.55 








Exons 


IOC TTO 010 AAA TOAO TOO) 

iZo..l/j, ilo..444, loUo..l87l 


3 










Seq. No. 


O /4 9 


Seq. ID 


OJ991210^ 


_11 


.0121. 


C15 


Gene No. 


18642 


Strand 


+ 








Start 


7321 


End 


9351 








Name 


OJ991210 11.0121.C15.ol.gp 


Method 


AAT/GAP 








Start 


7321 


End 


9351 








GI 


none 


Score 


841 








Exons 


7321. .7554, 8687. .8805, 8925. 


.8997, 9306.. 9351 








Seq. No. 


8749 


Seq. ID 


OJ991210_ 


_11 


.0121. 


C15 


Gene No. 


18643 


Strand 


+ 








Start 


9699 


End 


11895 








Name 


OJ991210 11.0121.C15.o4.gs 


Method 


GENSCAN 








Start 


9699 


End 


11895 








GI 


none 


Score 


. 66 








Exons 


9699.. 9928, 10024 .. 10187, 10372.. 10657 


, 11397..: 


11534, 






11760. .11895 












Seq. No. 


8749 


Seq. ID 


OJ991210_ 


11, 


.0121. 


C15 


Gene No . 


18644 


Strand 










Start 


3952 


End 


4461 








Name 


OJ991210 11.0121.C15.o2.gs 


Method 


GENSCAN 








Start 


3952 


End 


4461 








GI 


none 


Score 


.79 








Exons 


3952. .4113, 4225. .4461 












Seq. No. 


8749 


Seq. ID 


OJ991210_ 


_11. 


.0121. 


C15 


Gene No. 


18645 


Strand 










Start 


7147 


End 


9155 








Name 


OJ991210 11.0121.C15.o3:gs 


Method 


GENSCAN 








Start 


7147 


End 


9155 








GI 


none 


Score 


.78 








Exons 


7147. .7642, 7711. .7789, 7829.. 


,8012, 9114, .9155 









9199 




Seq. No. 


8749 






Seq. ID 


OJ991210_11.0121.C15 


Gene No. 


18646 






Strand 






1 "3 1 

1 jioU 






End 


13347 


Name 


OJ991210 11.0121. 


.C15.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


8733 






End 


9921 


GI 


none 






Score 


131 


Exons 


8733.. 8807, 8735, 


, .8815, 


8927 


..8995, 8927,. 8992, 9304.. 9357, 




9421.. 9456, 9672, 


, . 9920, 


9674 


..9919, 9676.. 9921 


Seq. No. 


8749 






Seq. ID 


OJ991210_11.0121.C15 


Gene No. 


18646 






Strand 




Start 


13130 






End 


, 13347 


Name 




. Ul D . OX 


. rm 


Method 


TBLASTX: Maize 


Start 


9788 






End 


10141 


GI 


none 






Score 


118 


Exons 


9788.. 9856, 9789. 


.9860, 


9796 


..9867, 9799. .9867, 9870. .9929, 




9884.. 9928, 9889. 


.9933, 


9999 


..10115, ; 


10008. .10136, 10019.. IC 




10019. .10135 










Seq. No. 


8749 






Seq. ID 


OJ991210_11.0121.C15 


Gene No . 








Strand 




Start 


13130 






End 




Name 


OJ991210 11.0121. 


015. o2 


.gp 


Method 


AAT/GAP 


Start 


12829 






End 


13347 


GI 


5038854 






Score 


888 


Exons 


12829. .13347 










Seq. No. 


8749 






Seq. ID 


OJ99l'210_11.0121.C15 


Gene No • 


1 o d4 o 






Strand 




Start 


13130 






End 


13347 


Name 


OJ991210 11.0121. 


C15.05 


. gs 


Method 


GENSCAN 


Start 


13130 






End 


13311 


GI 


none 






Score 


1 


Exons 


13130. .13311 










Seq. No. 


8750 






-;Seq. ID 


OJ991210_11.0121.C16 


Gene No. 


18647 






Strand 


+ 


ocarc 


2846 






End 


2920 


Name 


OJ991210 11.0121. 


016. o2 


.np 


Method 


AAT/NAP 


Start 


2846 




End 


2920 


GI 


5852084 






Score 


65 


Exons 


2846. .2920 










GI Descrip. 


{AL117264) zwh0007.1 [Oryza sativa] 




Seq. No. 


8750 






Seq. ID 


OJ991210_11.0121.C16 


Gene No. 


18648 






Strand 




Start 


1 






End 


2476 


Name 


OJ991210 11.0121. 


016. ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


2455 


GI 


729775 






Score 


307 



Exons '1..152, 239.. 420, 704.. 747, 2382.. 2455 

GI Descrip. HEAT SHOCK FACTOR PROTEIN HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 
8) (HSTF 8) (HEAT STRESS TRANSCRIPTION FACTOR) 
gi I 100264 Ipir I I S25481 heat shock transcription factor 8 - 
Peruvian- tomato gill 94 92 1 emb I CAA4 78 69 I (X67600) heat shock 
transcription factor 8 [Lycopersicon peruvianum] 



9200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8750 

18648 

1 

OJ991210_11.0121.C16.ol.tc 
78 

none 



Seq. ID OJ991210_11.0121.C16 
Strand 

End 2476 

Method TBLASTX : Cress 

End 424 

Score 60 



78. .155, 78. .233, 239. .424, 240. .422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8750 
. 18648 

OJ991210_11.0121.C16.ol.tw 
78 

none 



Seq. ID OJ991210_11.0121.C16 
Strand 

End 2476 

Method TBLASTX : Wheat 

End 635 

Score 54 



78. .149, 78. .212, 94. .153, 239. .418, 240. .419, 522. .635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8750 

18648 

1 

OJ991210__11.0121.C16.ol.ts 
78 

none 



Seq. ID OJ991210_11.0121.C16 
Strand 

End 2476 

Method TBLASTX : Soybean 

End 416 

Score 63 



78. .158, 85. .153, 219. .416, 236. .4.15 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8750 

18648 

1 

OJ991210_11.0121.C16.ol.tm 

111 

none 



Seq. ID OJ991210_11.0121.C16 
Strand 

End 2476 

Method TBLASTX : Mai ze 

End 4 66 

Score 60 



111. .185, 112. .153, 234. .368, 239. .367, 354. .425, 371. .466 



Seq. No. 8750 

Gene No. 18648 

Start 1 

Name OJ991210_11 . 0121 . C16 . ol . gs 

Start 127 

GI none 

Exons 127.. 457 



Seq. ID OJ991210_11.0121.C16 
Strand 

End 2476 

Method GENSCAN 

End. 457 

Score .8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8750 

18648 

1 

OJ991210_11.0121.C16.o2.gs 

915 

none 



Seq. ID OJ991210_11.0121.C16 
Strand 

End 2476 

Method GENSCAN 

End 2476 

Score . 65 



915. .1066, 1538. .1638, 2370. .2476 



Seq. No. 8751 

Gene No. 18649 

Start 381 

Name OJ991210_11 . 0121 . C17 . ol . gs 

Start 381 

GI none 

Exons 381. .512 



Seq. ID OJ991210_11.0121.C17 

Strand + 

End 512 

Method GENSCAN 

End 512 

Score .88 



Seq. No. 



8752 



Seq. ID OJ991210_11.0121.C19 



9201 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18650 Strand 
1431 /. End 

OJ991210_11 . 0121 . C19 :o2 . gp Method 
1431 End 
719_1.R1084 Score 
1431. .1778, 1873. .2293, 2477. .2538, 



+ 

4547 
AAT/GAP 
4547 
2838 
3903. .4547 



'1076748/pir I IS52003 l.Oe-140 major intrinsic protein - rice 
>gi_440869_dbj_BAA04257_ (D17443) major intrinsic protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



8752 Seq. ID 

18650 Strand 

1431 End 

OJ991210_11.0121.C19.ol.gs Method 

1632 End 

none Score 



OJ991210_11.0121.C19 
+ 

4547 
GENSCAN 
4125 
.97 



1632. .1778, 1873. .2052, 2096. .2293, 2477. .2538, 3903. .4125 



8752 

18650 

1431 

OJ991210_11.0121.C19.ol.np 

1632 

1076748 



Seq. ID OJ991210_11.0121.C19 

Strand + 

End 4547 

Method AAT/NAP 

End 4122 

Score 1344 



1632. .1778, 1873. .2293, 2477. .2538, 3903. .4122 

major intrinsic protein - rice gi | 440869 | dbj | BAA04257 | (D17443) 
major intrinsic protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8752 Seq. ID OJ991210_11 . 0121 . CI 9 

18651 Strand 

511 End 778 

OJ991210_11 . 0121 . C19 . ol . gp Method AAT/GAP 

511 End 778 

LIB3434-035-P1-K1-A7 Score 462 

511. .778 

'5441876/dbj I AP000367. 1 IAP000367 l.Oe-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8752 

18652 

5642 

OJ991210_11.0121.C19.ol.tm 

1631 

none 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method TBLASTX: Maize 

End 4122 

Score 42 



1631. .1669, 1632. .1670, 1671. .1718, 1713. .1784, 1757. .1777, 

1869. .2087, 1872. .1967, 1873. .2073, 2025. .2087, 2090. .2308, 

2090. .2221, 2092. .2292, 2470. .2547, 2477. .2545, 3903. .4115, 

3904. .4113, 4012. .4122 



Seq. No. 8752 Seq. ID 

Gene No. 18652 Strand 

Start 5642 End 

Name OJ991210_11 . 0121 . C19 . ol . tc Method 

Start 1749 End 

GI none Score 

Exons 1749. .1784, 1873. .2076, 1875. .2069, 2143 

2470.. 2550, 2477.. 2545, 3903.. 4097, 3904 



OJ991210_11.0121,C19 
10268 

TBLASTX: Cress 
4101 
42 

2292, 2168.. 2308, 
4101 



9202 



Seq. No. 8752 

Gene No. 18652 

Start 5642 

Name OJ991210_11 . 0121 . C19 . ol . ts 

Start 1873 

GI none 

Exons 1873.. 2073, 1878.. 2087, 2087. 



Seq,. ID 
Strand 
End 

Method 
End 
Score 
2302, 2092.. 2298 



OJ991210_11.0121.C19 
10268 

TBLASTX : Soybean 
2302 
255 



Seq. No. 8752 Seq. ID 

Gene No. 18652 Strand 

Start 5642 End 

Name OJ991210_11 . 0121 . C19 . o4 . tw Method 

Start 1873 End 

GI none Score 

Exons 1873.. 2070, 1986.. 2072 



OJ991210_11.0121.C19 
10268 

TBLASTX: Wheat 

2072 

180 



Seq. No. 8752 

Gene No. 18652 

Start 5642 

Name OJ991210_11 . 0121 . C19 . ol . tw 

Start 2475 

>,iGi none 

Exons 2475.. 2516, 2475.. 2537, 2480. 
3904. .4113 



OJ991210_11.0121.C19 
10268 

TBLASTX: Wheat 

4122 

69 



Seq. ID 
Strand 
End 

Method 
End' 
Score 

.2545, 2480.. ,2539, 3901.. 4122, 



Seq. No. 8752 Seq. ID 

Gene No. 18652 Strand 

Start 5642 End 

Name OJ991210_11 . 0121 .C19 .o4 . ts Method ' 

Start 2477 End 

GI none Score 

Exons 2477.. 2545, 3903.. 4094, 3904.. 4095 



OJ991210_11.0121.C19 
10268 

TBLASTX : Soybean 

4095 

78 



Seq. No. 


8752 








Seq. ID 


OJ991210_11.0121.C19 


Gene No. 


18652 








Strand 




Start 


5642 








End 


10268 


Name 


OJ991210 11, 


.0121 


.C19.02. 


gs 


Method 


GENSCAN 


Start 


5642 








End 


10172 


GI 


none 








Score 


.58 


Exons 


5642. .5876, 


5902, 


. .6107, 


6148. 


.6378, 6583. .6668, 7739. .8054, 




8721. .8871, 


8984, 


. .9218, 


9354. 


.9564, 10018. .10172 


Seq. No. 


8752 








Seq. ID 


OJ991210_11.0121.C19 


Gene No. 


18652 








Strand 




Start 


5642 








End 


10268 


Name 


OJ991210 11, 


.0121. 


.C19.03. 


ts 


Method 


TBLASTX : Soybean 


Start 


5904 








End 


6330 


GI 


none 








Score 


99 


Exons 


5904. .5984, 


6042, 


. .6161, 


6214. 


.6330 




Seq. No. 


8752 








Seq. ID 


OJ991210_11.0121.C19 


Gene No. 


18652 








-.Strand 




Start 


5642 








End 


10268 


Name 


OJ991210 11. 


.0121, 


.C19.04. 


tc 


Method 


TBLASTX: Cress 


Start 


5904 








End 


6330 


GI 


none 








Score 


93 



. 9203 



Exons 



5904. .5993, 6051. .6161, 6214. .6330 



Seq. No. 8752 

Gene No. 18652 

Start 5642 

Name OJ991210_11 . 0121 . C19 . o2 . np 

Start 5973 

GI 4884524 

Exons 5973.. 6409 

GI Descrip. (AB027427) class III chitinase homologue (OsChib3H-h) lOryza 
sativa] 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method AAT/NAP 

End 6409 

Score 629 



Seq. No. 8752 

Gene No. 18652 

Start 5642 

Name OJ991210_11 . 0121 , C19 . o3 . gp 

Start 5976 

GI 111_9.R1084 

Exons 5976.. 6456 

GI Descrip. M884524/dbj | BAA77780 . 1 | 5.0e-64 {AB027427) class III chitinase 
homologue (OsChib3H-h) [Oryza sativa] * 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method AAT/GAP 

End 6456 

Score 727 



Seq. No. 

Gene No. 
% Start 

Name 

Start 
ri! GI 
i;:! Exons 

^!f| Seq. No. 
i !:? Gene No. 



start 
Name 
Start 
GI 

Exons 



8752 

18652 

5642 

OJ991210_11.0121.C19.o3.tm 

6051 

none 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method TBLASTX : Mai ze 

End 6327 

Score 67 



6051. .6113, 6114. .6161, 6118. .6174, 6157. .6210, 6163. .6225, 
6217.. 6327, 6218.. 6322 



8752 

18652 

5642 

OJ991210_11 . 0121 . C19 . o3 . tw 

6114 

none 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method TBLASTX : Wheat 

End 6327 

Score 69 



6114.. 6176, 6118.. 6177, 6163.. 62l9, 6223.. 6327, 6224.. 6322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8752 

18652 

5642 

OJ991210_11.0121.C19.o3.np 

6767 

6056376 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method AAT/NAP 

End 10268 

S^ore 668 



6767. .6822, 7688. .7817, 7869. .8054, 8721. .8871, 8984. .9201, 
9343.. 9564, 10018 .. 10110, 10222.. 10268 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



Seq. No. 8752 

Gene No. 18652 

Start 5642 

Name OJ991210_11 . 0121 . C19 . o4 . gp 

Start 7695 

GI LIB3433-040-P1-K1-H2 

Exons 7695.. 8054, 8721.. 8758 



Seq. ID OJ991210_11.0121.C19 
Strand' 

End 10268 

Method AAT/GAP 

End 8758 

Score 737 



9204 



GI Descrip. 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



*6056376/gb|AAF02840.1|AC009894_ll 5.0e-10 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] * 



8752 

18652 

5642 

OJ991210_11.0121.C19.o2.ts 

7869 

none 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method TBLASTX : Soybean 

End 10107 

Score 74 



7869. .7958, 7876. .7956, 7947. .8045, 7948. .8034, 8720. .8866, 

8721. .8870, 8721. .8876, 8722. .8877, 8761. .8877, 8983. .9024, 

9019.. 9219, 9020.. 9196, 9349.. 9567, 9351.. 9566, 10018 10107 , 
10025. .10105 



Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 



8752 

18652 

5642 

OJ991210_11 . 0121 . C19 . o2 . tc 

8712 

none 



Seq. ID OJ991210_11.0121.C19 

Strand ' - 

End 10268 

Method TBLASTX: Cress 

End . 9192 

Score 69 



8712. .8855, 8716. .8877, 8721. .8876, 8983 .. 9027, 9016 .. 9192, 
9020. .9190 



=i Seq. No. 

!; Gene No. 

=; Start 

= = Name 
Start 

Si 

'i Exons 



8752 

18652 

5642 

OJ991210_11.0121.C19.o2.tm 

8850 

none 



Seq. ID OJ991210_11.0121.C19 

Strand . - 

End 10268 

Method TBLASTX : Maize 

End 9567 

Score 292 



8850. .8876, 8983. .9219, 8984. .9226, 9346. .9567, 9347. .9382, 
9440. .9565 



Seq. No. 
Gene No. 
Start 
Name 
Start 

: GI 

E Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8752 

18652 

5642 

OJ991210_11.0121.C19.o2.tw 

9064 

none 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method TBLASTX : Wheat 

End 9567 

Score 67 



9064.. 9222, 9074.. 9226, 9352.. 9567, 9440.. 9565 



8752 

18652 

564? 

OJ991210_11.0121.C19.o3.tc 

9350 

none 



8753 

18653 

373 

OJ991210_06.0110.Cl.ol.gs 

373 

none 

373. .409 



Seq. ID OJ991210_11.0121.C19 
Strand 

End 10268 

Method TBLASTX: Cress 

End 9567 

Score 43 



9350.. 9382, 9352.. 9567, 9443.. 9565 



Seq. ID OJ991210_06.0110.C1 
Strand 

End 409 

Method GENSCAN 

End 409 

Score .72 



Seq. No. 



8754 



Seq. ID OJ991210_06.0110.C3 



9205 



Gene No. 


18654 


Strand 




Start 


1 


End 


37 6 ' 


Name 


OJ991210 06.0110.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


376 


GI 


4115354 


Score 


133 


Exons 


1. .376 






GI Descrip. 


(AC005957) En/Spm-like transposon protein [Arabidopsis thaliana' 


Seq. No. 


8755 


Seq, ID 


OJ991210 06. 0110. C4 


Gene No. 


18655 


Strand 




Start 


235 


End 


505 


Name 


OJ991210 06.0110.C4.ol.gs 


Method 


GENSCAN 


Start 


235 


End 


505 


GI 


none 


Score 


.76 


Exons 


235. .505 






Seq. No. 


8756 


Seq. ID 


OJ991210_06.0110.C7 


Gene No. 


18656 


Strand 


+ 


Start 


1609 


End 


8576 


Name 


OJ991210 06.0110.C7.ol.np 


Method 


AAT/NAP 


Start 


1609 


End 


7540 


GI 


4835783 


Score-, 


1050 


Exons 


1609. .1656, 2155.. 3075, 3322. 


.3642, 5191. .5327, 7497. .7540 


GI Descrip . 


(AC007296) Strong similarity 


to gi 13367537 T8K4.24 from 




Arabidopsis thaliana BAG gb|AC004392. 


EST gb|N37796 comes from 




this gene. 






rll Seq. No. 


8756 


Seq. ID 


OJ991210_06.0110.C7 


i'^i Gene No. 


18656 


Strand 


+ 


Start 


1609 


End 


8576 


=i Name 


OJ991210 06.0110.C7.ol.gp 


Method 


AAT/GAP 


i?:; Start 


1919 


End 


2185 


GI 


none 


Score 


196 


!5 Exons 


1919. .2052, 2153. .2185 






Seq. No. 


8756 


Seq. ID 


OJ991210_06.0110.C7 


i , Gene No. 


18656 


Strand 


+ ■ 


^'I: Start 


■ 1609 


End 


8576 


'i'^ Name 


OJ991210 06.0110.C7.ol.gs 


Method 


GENSCAN 


Q start 


2137 


End 


8458 


r\ GI 


none 


Score 


.57 


Exons 


2137. .3642, 5191. ,5554, 5795. 


.5853, 7048. .8458 


Seq. No. 


8756 


Seq. • ID 


OJ991210_06.0110.C7 


Gene No. 


18656 


Strand 


+ 


Start 


1609 


End 


8576 


Name 


OJ991210 06.0110.C7,o2.gp 


Method 


AAT/GAP 


Start 


2901 


End 


3321 


GI 


23733 1.R1084 


Score 


743 


Exons 


2901. .3321 






GI Descrip. 


'3367537 l.Oe-10 (AC004392) Contains similarity to ANK repeat 




region of Fowlpox virus BamHI 


-orf7 protein homolog C18F10.,7 




gi 485107 from Caenorhabditis 


elegans 


cosmid gb U0004 9. This 




gene is continued from unannotated gene on BAG F19K23 




gb_AC000375. [Arabid' 






Seq. No. 


8756 


Seq. ID 


OJ991210_06.0110.C7 



9206 



Gene No. 18656 Strand 

Start 1609 End 

Name OJ991210_0 6 . 01 10 . C7 . o3 . gp Method 

Start 5199 End 

GI none Score 

Exons 5199., 5689 



+ 

8576 
AAT/GAP 
5689 
904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8756 Seq. ID 

18656 Strand 

1609 End 

OJ991210_0 6 . 01 10 . C7 . o3 . np Method 

6276 End 

2244787 Score 



OJ991210_06.0110.C7 
+ 

8576 
AAT/NAP 
8576 
230 



6276. .6297, 8079. .8346, 8416. .8576 

(Z97335) hypothetical protein [Arabidopsis thaliana] 



8756 Seq. ID 

18656 Strand 
1609 End 
OJ991210_06 . 0110 . C7 . o2 . np Method 
6859 End 
119714 Score 
6859. .7331 • 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 I pir I I S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi 1 19867 | emb | CAA320 90 | {X13885) extensin (AA 



OJ991210_06.0110.C7 
+ 

8576 
AAT/NAP 
7331 
72 





1-620) [Nicotiana tabacum] 








Seq. No. 


8756 




Seq. ID 


OJ991210 06.0110 


.C7 


Gene No. 


18656 




Strand 


+ 




Start 


1609 




End 


8576 




Name 


OJ991210 06 


.0110.C7 .o6.gp 


Method 


AAT/GAP 




Start 


7028 




End 


7464 




GI 


none 




Score 


851 




Exons 


7028. .7464 










• Seq. No. 


8756 




Seq. ID 


OJ991210_06.0il0 


.C7 


Gene No. 


18657 




Strand 






Start 


5707 




End 


5961 




Name 


OJ991210 06 


.0110.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2143 




End 


2727 




GI 


none 




Score 


696 




Exons 


2143. .2727, 


2250. .2720 








Seq. No. 


8756 




Seq. ID 


OJ991210_06.0110 


.C7 


Gene No. 


18657 




Strand 






Start 


5707 




End 


5961 




Name 


OJ991210 06 


.0110.C7 .o3.tm 


Method 


TBLASTX: Maize 




Start 


2419 




End 


2622 




GI 


none 




Score 


346 




Exons 


2419. .2622, 


2419. .2619, 2421. 


.2621 






Seq. No. 


8756 




Seq. ID 


OJ991210_06.0110 


.C7 


Gene No. 


18657 




Strand 






Start 


5707 




End 


5961 




Name 


OJ991210 06, 


.0110.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


2500 




End 


2907 





9207 




GI 


none 








Score 


419 


Exons 


2500. .2769, 


2511. 


.2720, 


2805. 


.2906, 2806.. 2907 


Seq. No. 


8756 








Seq. ID 


OJ991210_06.0110.C7 


Gene No. 


18657 








Strand 




Start 


5707 








End 


5961 


Name 


OJ991210 06, 


.0110. 


C7.01. 


tm 


Method 


TBLASTX: Maize 


Start 


2628 








End 


3222 


GI 


none 








Score 


911 


Exons 


2628. .3077, 


2629. 


.3219, 


2650. 


.3222, 2777.. 3220 


Seq. No. 


8756 








Seq. ID 


OJ991210_06.0110.C7 


Gene No. 


18657 








Strand 




Start 


5707 








End 


5961 


Name 


OJ991210 06, 


.0110. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2669 








End 


2925 


GI 


none 








Score 


391 


Exons 


2669. .2845, 


2676. 


.2924, 


2677. 


.2925, 2680.. 2925 


Seq. No. 


8756 








Seq. ID 


OJ991210_06.0110.C7 


Gene No. 


18657 








Strand 




Start 


5707 








End' 


5961 


Name 


OJ991210 06. 


.0110. 


C7 .o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2802 








End 


3126 


GI 


none 








Score 


355 


Exons 


2802. .3077, 


2803. 


.3126, 


2887. 


.3108 




Seq. No. 


8756 








Seq. ID 


OJ991210_06.0110.C7 


Gene No. 


18657 








Strand 




Start 


5707 








End 


5961 


Name 


OJ991210 06, 


.0110. 


C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3142 








End 


5500 


GI 


none 








Score 


88 


Exons 


3142. . 3219, 


3284 . 


.3331, 


3466. 


.3645, 3466. .3642, 3468. .3650, 




5193. .5384, 


5237 . 


.5353, 


5239. 


.5400, 5362.. 5466, 5408.. 5500, 




5410. .5496 












Seq. No. 


8756 








Seq. ID 


OJ991210_06.0110.C7 


Gene No. 


18657 








Strand 




Start 


5707 








End 


5961 


Name 


OJ991210 06. 


, 0110. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3224 








End 


5961 


GI 


none 








Score 


124 


Exons 


3224. .3364, 


3232. 


.3357; 


3300. 


.3359, 3374.. 3580, 3439.. 3648,- 




3466. . 3645, 


5190. 


.5354, 


5190. 


.5540, 5200.. 5595, 5239.. 5466, 




5560. .5598, 


5736. 


.5762, 


5737. 


.5760, 5767. .5838, 5773. .5898, 




5816. .5851, 


5877. 


.5954, 


5879. 


.5953, 5913.. 5957, 5914.. 5961, 




5914. .5961 












Seq. No. 


8756 








Seq. ID 


OJ991210_06.0110.C7 


Gene No. 


18657 








Strand 




Start 


5707 








End 


5961 


Name 


OJ991210 06. 


0110. 


C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3461 








End 


3666 


GI 


none 








Score 


64 


Exons 


3461. .3535, 


3462. 


.3506, 


3469. 


.3666 





9208 






Seq. No. 


8756 




Seq. ID 


OJ991210_06.0110 


.07 




Gene No. 


lo657 




Strand 








Start 


5707 




End 


5961 






Name 


OJ991210 06.0110.C7.o4.gp 




Method 


AAT/GAP 






Start 


5707 




End 


5943 






GI 


1854261 




Score 


440 






Exons 


5707. .5943 












Seq. No. 


8757 




Seq. ID 


OJ991210_06.0110 


.C8 




Gene No. 


18658 




Strand 


+ 






start 


1 




End 


2592 






Name 


OJ991210 06.0110.C8.ol.np 




Method 


AAT/NAP 






Start 


1 




End 


1914 






GI 


2244787 




Score 


1204 






Exons 


1..1186, 1444. .1914 












GI Descrip. 


(Z97335) hypothetical protein 


[Arabidopsis thaliana] 






Seq. No. 


8757 




Seq. ID 


OJ991210_06.0110 


.C8 




Gene No. 


18658 




Strand 


+ 






Start 


1 




End 


2592 






Name 


OJ991210 06.0110.C8.ol.gs 




Method 


GENSCAN 






Start 


7 




End 


2592 






GI 


none 




Score 


.73 




Q 


Exons 


7. .469:>. 858. .1186, 1444.. 1616, 


1746. .: 


1946, 2444. .2592 




a s; 

YJ\ 


Seq. No. 


8757 




Seq. ID 


OJ991210_06,0110 


.C8 




Gene No. 


18658 




Strand 


+ 






Start 


1 




End 


2592 




r"s 


Name 


OJ991210 06.0110.C8.ol.gp 




Method 


AAT/GAP 




u? 


Start 


1116 




End 


2147 






GI 


22066 1.R1084 




Score 


1220 






Exons 


1116. .1186, 1444. .2147 












GI Descrip. 


'2244787/emb|CAB10210.1| 1. 


.Oe- 


-44 (Z97335) hypothetical 


protein 


i* "e 




[Arabidopsis thaliana] ' 












Seq. No. 


8757 




Seq. ID 


OJ991210_06.0110 


.08 




Gene No. 


18658 




Strand 


+ 






Start 


1 




End 


2592 




S Sf 


Name 


OJ991210 06.0110.C8.o2.gp 




Method 


AAT/GAP 






Start 


1442 




End 


2145 






GI 


22066 1.R1084 




Score 


1113 






Exons 


1442. .2145 












GI Descrip. 


•2244787/emb|CAB10210.1| 1. 


.Oe- 


-44 (Z97335) hypothetical ; 


protein 






[Arabidopsis thaliana] ' 












Seq. No. 


8757 




Seq. ID 


OJ991210_06.0110 


.08 




Gene No . 


18659 




Strand 








Start 


2593 




End 


10408 ■ 






Name 


OJ991210 06.0110.C8.o4.tm 




Method 


TBLASTX: Maize 






Start 


58 




End 


372 






GI 


none 




Score 


322 






Exons 


58. .372, 70. .267, 72. .371 












Seq. No. 


8757 




Seq. ID 


OJ991210__06.0110 


.08 




Gene No. 


18659 




Strand 








Start 


2593 




End 


10408 






Name 


OJ991210 06.0110.C8.o7.tm 




Method 


TBLASTX:Maize 





9209 



start 
GI 

Exons 



674 
none 

674. .850, 676. .843 



End 
Score 



850 
209 



Seq. No. 8757 Seq. ID 

Gene No. 18659 Strand 

Start 2593 End 

Name OJ99r210_06 . 0110 . C8 . o5 . tm Method 

Start 967 End 

GI none Score 

Exons 967.. 1017, 968.. 1114, 969.. 1124, 1063. 



OJ991210_06.0110.C8 
10408 

TBLASTX: Maize 

1594 

57 

.1125, 1108. .1185, 



1113, 
1442, 



.1187, 1118. 
,1594 



,1186, 1119. .1187, 1429, .1587, 1441. .1593, 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8757 Seq. ID 

18659 Strand 

2593 End 

OJ991210_06 . 0110 . C8 . o2 . tm Method 

1594 End 

none Score 



OJ991210_06.0110.C8 
10408 

TBLASTX: Maize 

1997 

527 



1594. .1968, 1595. .1969, 1596. .1988, 1608. .1997 



8757 

18659 

2593 

OJ991210_06, 

2313 

none 

2313. .2357, 
2593.-2682, 
3065. .3214, 
3346. .3519, 
3720. .3848, 
3938. .4072, 
4429. .4530, 



0110.C8.ol.tm 



2419.. 2439, 2480. 

2747.. 2902, 2764. 

3066.. 3215, 3216. 

3366.. 3521, 3598. 

3927.. 4055, 3928. 

4071. .4175, 4075. 
4434. -4529 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2572, 2484 
.2901, 2769 
.3281, 3218 
.3654, 3608 
.4056, 3936 
.4179, 4075 



OJ991210 06. 0110. C8 



10408 

TBLASTX: Maize 
4530 
71 

2546, 2582.. 2683, 

2903, 3049.. 3216, 

3286, 3342.. 3485, 

3652, 3712.. 3840, 

4058, 3938.. 4087, 

4176, 4101. .4202, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8757 

18659 

2593 

OJ991210_06.0110.C8.ol.ts 

2575 

none 



Seq. ID . OJ991210_06.0110.C8 
Strand 

End 10408 

Method TBLASTX : Soybean 

End 3216 

Score 109 



2575. .2682, 2591. .2683, 2616. .2705, 2764. .2874, 2764. .2901, 
3066.. 3125, 3066.. 3215, 3067.. 3216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



8757 

18659 

2593 

OJ9912 

2593 

652418 

2593. 

3735. 

5324. 

(ACOll 

8757 



10_06.0110.C8.o2.np 



Seq. ID OJ991210_06.0110.C8 
Strand 

End 10408 
Method AAT/NAP 
End 7370 
9 ' Score 980 

2680, 2765. .2901, 2991 .. 3280, 3366 .. 3518 , 3607. 
3839, 3930. .4186, 4409. .4549, 4655. .4784, 4916, 
5374, 6042. .6250, 6281. .6485, 6664. .6855, 6966. 



,3651, 
,4981, 
,7370 

914) putative receptor protein [Arabidopsis thaliana] 

Seq. ID OJ991210_06.0110.C8 



9210 



Gene No. 18659 

Start 2593 

Name OJ991210_06 . 0110 .C8 . o2 , tc 

Start 2596 

GI none 

Exons 2596.. 2682, 2597.. 2683, 2747. 
3070.. 3114 



Strand 
End 

Method 

End 

Score 



10408 

TBLASTXrCress 

3114 

123 



.2788, 2764.. 2898, 3066.. 3113, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8757 Seq. ID OJ991210_06 . 0110 . C8 

18659 Strand 

2593 End ' 10408 ' 

OJ991210_06.0110,C8.o3.gp Method AAT/GAP 

2802 End 4004 

23441_1.R1084 Score 1302 

2802. .2901, 2991. .3280, 3366. .3518, 3607. .3651, 3735. .3839, 
3930. .4004 

'5734704/gb|AAD49969.1|AC008075_2 4.0e-27 (AC008075) Contains 
similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYGl from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8757 
18659 
2593 

OJ991210_06.0110.C8.ol.tw 
3078 



none 
3078. 
3218. 
3367. 



Seq. ID OJ991210_06.0110.C8 
Strand 

End 10408 
Method TBLASTX : Wheat 
End 3522 
Score 167 

3209, 3078. .3215, 3079.. 3225, 3080.. 3226, 3216.. 3260, 
3259, 3257. .3289, 3257. .3286, 3366. .3479, 3367. .3477, 
3522, 3374. .3481 . 



Seq. No. 8757 

Gene No. 18659 

Start 2593 

Name OJ991210_06 . 0110 . C8 . o2 . gs 

Start 3203 

GI none 

Exons 3203.. 3280, 3366.. 3518, 3607, 
4659.. 478.4, 4916.. 4990, 5330. 



Seq. ID OJ991210_06.0110.C8 
Strand 

End 10408 

Method GENSCAN 

End 5392 

Score .71 

.3651, 3735.-3866, 3901. .4173, 
.5392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8757 Seq. ID 

18659 Strand 

2593 End 

OJ991210_06.0110.C8 .ol.tc Method 

3346 End 

none . Score 



OJ991210_06.0110.C8 
10408 

TBLASTX: Cress 

3828 

117 



3346. .3519, 3366. .3521, 3419. .3526, 3590 .. 3652 , 3598 .. 3654 , 
3598. .3654, 3712. .3828, 3720. .3827 



Seq. No. 8757 

Gene No. 18659 

Start 2593 

Name OJ991210_06': QUO . C8 . o3 . np 

Start 3893 

GI 6524189 

Exons 3893.. 4186, 4409 
6042. .6250, 6281 



Seq. ID 
Strand 

End 10408 
Method AAT/NAP 
End 7370 
Score 406 
4549, 4655. .4784, 4916. .4981, 
6485, 6664.. 6855, 6966. .7370 



OJ991210 06. 0110. C8 



5324. .5374, 



9211 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
r'l Start 
i5p; Name 

Start 

:^ GI 

hJ Exons 

pn Seq. No. 
' Gene No . 
;L. start 
Uf Name 
M Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No, 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



(AC011914) putative receptor protein [Arabidopsis thaliana] 

OJ991210 06. 0110. C8 



8757 Seq. ID 

18659 Strand 

2593 End 

OJ991210_06 . 0110 . C8 . o3 . tc Method 

3969 End 

none Score 
3969. .4175, 3970. .4179 



8757 

18659 

2593 

OJ991210_06.0110.C8.o4.gp 

4391 

702430 



10408 

TBLASTX: Cress 

4179 

134 



OJ991210 06. 0110. C8 



Seq. ID 
Strand 
End 

Method 
End • 
Score 

4391. .4549, 4655. .4784, 4916, .4990, 5330. .5378, 6046. .6116 
5734704/gb|AAD49969.1 |AC008075_2 4.0e-27 (AC008075) Contains 
similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYGl from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] 



10408 
AAT/GAP 
6116 
762 



8757 

18659 

2593 

OJ991210_06.0110.C8.o6.tm 

4635 

none 



OJ991210 06. 0110. C8 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4635. .4796, 4648. .4812, 4654. .4758, 4886. .4993, 4914. .4991, 
4915. .4992 



10408 

TBLASTX: Maize 

4993 

158 



8757 

18659 

2593 

OJ991210_06.0110.C8.o3.gs 

5997 

none 



Seq. ID OJ991210_06.0110.C8 
Strand 

End 10408 

Method GENSCAN 

End 10408 

Score .8 



5997. .6445, 6564. .6855, 7098. .7478, 10364. .10408 

OJ991210 06. 0110. C8 



8757 Seq. ID 

18659 Strand 

2593 End 

OJ991210_06 . 0110 . C8 . o3 . tm Method 

6084 End 

none Score 

6084. .6266, 6088. .6261, 6345. .6449 



10408 

TBLASTX: Maize 

6449 

239 



8758 Seq. ID 

18660 Strand 
1 End 
OJ991210_06. 0110. CIO. ol.np Method 
1 . End 

6069646 Score 
1. .535 

{AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence. 



OJ991210_06. 0110. CIO 
+ 

535 

AAT/NAP 

535 

206 



9212 




putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


8758 








Seq. ID 


OJ991210 06.0110 


.CIO 




Gene No. 


18660 








Strand 


+ 






Start 


1 








End 


535 






Name 


OJ991210 06, 


,0110. 


.010. ol 


.gs 


Method 


GENSCAN 






Start 


86 








End 


222 






GI 


none 








Score 


.92 






Exons 


86. .222 
















Seq. No. 


8758 








Seq.. ID 


OJ991210_06.0110 


.CIO 




Gene No. 


18661 








Strand 


- 






Start 


1370 








End 


1619 






Name 


OJ991210 06. 


0110. 


ClO^ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2 








End 


419 






GI 


none 








Score 


42 






Exons 


2. .49, 59. .88, 128. .316 


129 


314 308 


4 06 ^OQ 41 9 






Seq. No. 


8758 








Seq. ID 


OJ991210_06.0110 


.CIO 




Gene No. 


18661 








Strand 


- 






Start 


1370 








End 


1619 






Name 


OJ991210 06 


0110 . 


CIO . o2 


• gs 


Method 


GENSCAN 






Start 


1370 ~ 








End 


1619 






GI 


none 








Score 


.5 




: n 

m 


E von ^ 


1370. .1382, 


1426. 


.1619 










m 


Seq. No. 


8758 








Seq. ID 


OJ991210_06.0110 


.CIO 


v.\ 


Gene No. 


18661 

i tj vJ U X 








Strand 


- 




\ i I 


Start 


1370 








End 


1619 






Name 




0110 . 




.ts 


Method 


TBLASTX: Soybean 






Start 


1419 ~ 








End 


1592 




1 y 


GI 


none 








Score 


113 




a 


Exons 


1419. .1592, 


1422. 


.1589, 


1423 


. .1590 






Seq. No. 


8759 








Seq. ID 


OJ991210_06.0110 


.Cll 




Gene No. 


18662 








Strand 


- 




! : 


Start 


79 








End 


1160 




Q 


Name 


OJ991210 06. 


0110. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Q 


Start 


77 








End 


321 






GI 


none 








Score 


75 




'a 


Exons 


77. .196, 78. 


.197, 


207. .; 


314 , ; 










Seq. No. 


8759 








Seq. ID 


OJ991210_06.0110 


.Cll 




Gene No. 


18662 








Strand 


- 






Start 


79 








End 


1160 






Name 


OJ991210 06. 


0110. 


Cll.ol 


.gs 


Method 


GENSCAN 






Start 


79 








End 


1160 . 






GI 


none 








Score 


.79 






Exons 


79. .211, 417 


. .831 


, 880., 


.1160 










Seq. No. 


8760 








Seq. ID 


OJ991210_06.0110, 


.C12 




Gene No. 


18663 








Strand 


+ 






Start 


3587 








End 


4305 






Name 


OJ991210 06. 


0110. 


C12.01, 


.np 


Method 


AAT/NAP 






Start 


3587 








End 


4305 






GI 


2244790 








Score 


414 





9213 




Exons 


3587. .4091, 4158. 


.4305 








GI Descrip. 


(Z97336) kinesin 


like protein 


[Arabidopsis thaliana] 


Seq. No. 


8761 






Seq. ID 


OJ991210 06.0110.C13 


Gene No. 


18664 






Strand 


+ 


Start 


137 






End 


4358 


Name 


OJ991210 06.0110. 


C13.01 


.gs 


Method 


GENSCAN 


Start 


137 






End 


3006 


GI 


none 






Score 


.97 


Exons 


137. .292, 393.. 500, 932 


. .1042, 


1139,. 2575, 2626.. 3006 


Seq. No. 


8761 






Seq. ID 


OJ991210 06.0110.C13 


Gene No. 


18664 






Strand 


+ 


Start 


137 






End 


4358 


Name 


OJ991210 06.0110. 


C13.01, 


.np 


Method 


AAT/NAP 


Start 


142 






End 


4358 


GI 


2244790 






Score 


980 


Exons 


142. .292, 393. .500, 932 


. .1042, 


1139. .2188, 2372. .2579, 




2705. .2912, 4302. 


.4358 








GI Descrip. 


(Z97336) kinesin 


like protein 


[Arabidopsis thaliana] 


Seq. No. 


8761 






Seq. ID 


OJ991210 06.0110.C13 


Gene No. 


18665 






Strand 


+ 


Start 


4604 






End 


7610 


Name 


OJ991210 06.0110. 


C13..04, 


.tm 


Method 


TBLASTX: Maize 


Start 


. 134 






End 


437 


GI 


none 






Score 


247 


Exons 


134. .295, 134. .295, 136, 


. .300, 


392. .436 


, 402. .437 


Seq. No. 


8761 






Seq. ID 


OJ991210_06.0110.C13 


Gene No. 


18665 






Strand 


+ 


Start 


4604 






End 


7610 


Name 


OJ991210 06.0110. 


C13.02, 


.ts 


Method 


TBLASTX : Soybean 


Start 


952 






End 


1300 


GI 


none 






Score 


134 


Exons 


952. .1038, 953. .1042, 953. .1042, 960.. 


1043, 1119.-1262, 




1124. .1300, 1126. 


,1260 








Seq. No. 


8761 






Seq. ID 


OJ991210_06,0110.C13 


Gene No. 


18665 






Strand 


+ 


Start 


4604 






End 


7610 


Name 


OJ991210 06.0110. 


C13.02. 


.tm 


Method 


TBLASTX: Maize 


Start 


1219 






End 


1707 


GI 


none 






Score 


297 


Exons 


1219. .1353, 1220. 


.1498, 


1226. . 


1486, 1487. .1633, 1494. .1637, 




1504. .1539, 1611. 


.1637, 


1614, . 


1688, 1617. .1691, 1631. .1693, 




1633. .1707- 










Seq. No. 


8761 






Seq. ID 


OJ991210 06.0110.C13 


Gene No. 


18665 






Strand 


+ 


Start 


4604 






End 


7610 


Name 


OJ991210 06.0110. 


C13.03. 


,tm 


Method 


TBLASTX: Maize 


Start 


1991 






End 


2446 


GI 


■ none 






Score 


135 


Exons 


1991. .2086, 1994. 


.2098, 


1996. . 


2097, 2086. .2175, 2095. .2175, 




2096. .2176, 2102. 


.2188, 


2168. . 


2317, 2177. .2224, 2188. .2316, 




2199. .2318, 2200. 


.2319, 


2323. . 


2397, 2349.. 2393, 2420.. 2446 



9214 



Seq. No. 


8761 




Seq. ID 


OJ991210_06.0110.C13 


Gene No . 


1 Q ^ /: c 




Strand 


+ 


Start 


4604 




End 


7610 


Name 


OJ991210 06.0110.C13.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2413 




End 


2946 


GI 


none 




Score 


108 


Exons 


2413.. 2562, 2455. .2577, 


2460. 


.2576, 2480.. 2596, 2682.. 2795, 




2713. .2877, 2853. .2945, 


2866. 


.2946 




Seq. No. 


8761 




Seq.' ID 


OJ991210 06.011O.C13 


Gene No. 


18665 




Strand 


+ 


Start 






End 


7610 • 


Name 


OJ991210 06.0110.C13.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4507 




End 


5626 


GI 


none 




Score 


192 


Exons 


4507. .4557, 4619. .4636, 


4640. 


.4759, 4640. .4696, 4648. .4758, 




5472. .5516, 5472. .5594, 


5473. 


.5529, 5488., 5595, 5495.. 5596, 




5600. .5626 








Seq. No. 


8761 




Seq. ID 


OJ991210_06.0110.C13 


Gene No. 


18665 




Strand 


+ 


o car L. 


4 OUf± 




End 


7610 


Name 


OJ991210 06.0110.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


4542 




End 


5651 


GI 


61906 1.R1084 




Score 


687 


Exons 


4542.-. 4757, 5475. .5651 








GI Descrip. 


'4427003/gb|AAD20643| 5. 


Oe-24 


(AF127664) NBD-like protein 




[Arabidopsis thaliana] ' 








Seq. No. 


8761 




Seq. ID 


OJ991210_06.011O.C13 


Gene No. 


18665 




Strand 


+ 


onari- 


4604 




End 


7610 


Name 


OJ991210 06.0110.C13.o2. 


np . 


Method 


AAT/NAP 


Start 


4603 




End 


7377 


GI 


4427003 




Score 


910 


Exons 


4603. .4757, 5475. .5635, 


6061. 


.6112, 6443.. 6579, 6929.. 7015, 




7093. .7289, 7317. .7377 








GI Descrip. 


(AF127 664) NBD-like protein [Arabidopsis thaliana] 


Seq. No. 


8761 




Seq. ID 


OJ991210_06.0110.C13 


bene no . 


18665 




Strand 


+ 


Start 


4604 




End 


7610 


Name 


OJ991210 06.0110.C13.o2. 


gs 


Method 


GENSCAN 


Start 


4604 




End 


7380 


GI 


none 




Score 


.91 


Exons 


4604. .4757, 5475. .5635, 


6061. 


.6112, 6443. .6579, 6929. .7015, 




7093. .7380 








Seq. No. 


8761 




Seq. ID 


OJ991210_06.0110.C13 


Gene No. 


18665 




Strand 


+ 


Start 


4604 




End 


7610 


Name 


OJ991210 06.0110.C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4640 




End 


7380 


GI 


none 




Score 


49 


Exons 


4640. .4687, 4678. .4758, 


4679. 


.4759, 5473. .5574, 5474. .5650, 




5485. .5661, 5495. .5647, 


6054. 


.6110, 6055. .6111, 6432. .6581, 



9215 






6440. . 6580, 


6442 


. . 6585, 


6442. 


.6582, 6492.. 6605, 


6914 . . 7012, 




6926. .7015, 


6927 


. .7016, 


7072. 


.7287, 7086. .7286, 


7091. .7294, 




7312. .7380 














Seq. No. 


8761 








Seq. ID 


OJ991210 


_06. 0110.C13 


Gene No. 


18665 








Strand 


+ 




Start 


4604 








End 


7610 




Name 


OJ991210 06. 


0110 


.C13.01 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4643 








End 


7380 




GI 


none 








Score 


131 




Exons 


4643. .4759, 


4648 


. .4758, 


5476. 


.5616, 5489.. 5599, 


5491. .5739, 




5495. .5647, 


6054 


. . 6110, 


6055. 


.6111, 6442.. 6585, 


6442. . 6561, 




6504 . . 6581, 


6914 


. .7012, 


6926. 


.7015, 7072.. 7302, 


7086. . 7286, 




7318. ,7380 














Seq. No. 


8761 








Seq. ID 


.OJ991210 


_06.0110-C13 


Gene No. 


18665 








Strand 


+ 




Start 


4604 








End 


7610 




Name 


OJ991210 06. 


0110 


.C13.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6054 








End 


7385 




GI 


none 








Score 


97 




Exons 


6054 . . 6113, 


6055 


. . 6114, 


6452. 


.6580, 6463.. 6585, 


6464 . . 6583, 




6914 . .7012, 


6921 


. .7007, 


6926. 


.7015, 7071.. 7292, 


7072 . . 7314, 




7076. .7276, 


7086 


. .7295, 


7090. 


.7302, 7281.. 7385, 


7294 . . 7380 


Seq. No. 


8761 








Seq. ID 


OJ991210 


_06.0110.C13 


Gene No. 


18665 








Strand 


+ 




Start 


4604 








End 


7610 




Name 


OJ991210 06. 


0110 


.C13.02 


.gp 


Method 


AAT/GAP 




Start 


7082 








End 


7610 




GI 


66029 1.R1084 






Score 


959 




Exons 


7082. .7610 














GI Descrip. 


'4204313 l.Oe-30 


(AC003027) Icl prt seq No definition line found 




[Arabidopsis 


thaliana] * 










Seq. No. 


8762 








Seq. ID 


OJ991210 


__06.0110.C15 


Gene No. 


18666 








Strand 






Start 


1340 








End 


1605 




Name 


OJ991210 06. 


0110 


C15.01 


.gp 


Method 


AAT/GAP 




Start 


1340 








End 


1605 




GI 


none 








Score 


504 




Exons 


1340. .1605 














Seq. No. 


8763 








Seq. ID 


OJ991210 


_06.0110.C16 


Gene No. 


18667 








Strand 


+ 




Start 


8348 








End 


14458 




Name 


OJ991210 06. 


0110 


C16.03 


.np 


Method 


AAT/NAP 




Start 


8348 








End 


11675 




GI 


4680186 








Score 


175 




Exons 


8348. .8486, 


9872, 


.9942, 


10010 


. .10112, 


10688. .10826, 11645. .11675 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


8763 ■ 








Seq. ID 


OJ991210_ 


_06.0110.C16 


Gene No. 


18667 








Strand 






Start 


8348 








End 


14458 




Name 


OJ991210 06. 


0110. 


016. o4 


.np 


Method 


AAT/NAP 




Start 


10688 








End 


12315 





-9216 



# # 



GI 


6907088 


Score 


225 








Exons 


10688. .10829, 11057 .. 11282, 


11904 . , 12315 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


fi7 fi'^ 


Seq. ID 


OJ991210 


_06. 


0110. 


C16 


Gene No. 


X O D D f 


Strand 


+ 








o Lax. U 


ft "^Aft 
O OHO 


End 


14458 








Name 




Method 


GENSCAN 








Start 


1 1 1 f;^ ~ 


End 


14458 








GI 


none 


Score 


.45 








Exons 


1 1 1 fi*^ llPQft 1 1 

A. J. d.\J O » * ^ 1. £. y \J f * J. X -J £. 1 f 


12620. .12742, 12994 


. ,13071, 






13900. .13991, 14194. .14244, 


14284. .14458 








Seq. No. 




Seq. ID 


OJ991210 


_06. 


0110. 


C16 


Gene No. 


1 ft ^^fift 

X O U O 


Strand 


+ 








Start 


1 4ftQ9 

X *x O ^ 


End 


25607 








Name 


n.TQQi 910 nfi m 1 n n n^^ nn 

WU-/I/X^XU U U . U X X U . U . . 11^ 


Method 


AAT/NAP 








Start 


1 4ftQ9 ~ 


End 


25607 








GI 


DO U ^ -7 


Score 


110 








Exons 


14ftQ9 1 9n7fiQ ^DQQd 


25579. .25607 








GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


8763 


Seq. ID 


OJ991210 


_06. 


0110. 


C16 


Gene No. 


18668 


Strand 


+ 








Start 


14892 


End 


25607 








Name 


OJ991210 06.0110.C16.ol.gp 


Method • 


AAT/GAP 








Start 


15795 


End 


15875 








GI 


LIB3434-017-P1-K1-F5 


Score 


91 








Exons 


15795. .15875 












GI Descrip. 


•5257255/cibj | AP000364 . 1 1 AP000364 5 . Oe- 


20 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 










Seq. No. 


8763 


Seq. ID 


OJ991210 


_06. 


0110. 


C16 


Gene No. 


18669 


Strand 










Start 


1 


End 


3030 








Name 


OJ991210 06.0110.C16.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3030 








GI 


6498441 


Score 


3077 








Exons 


1..551, 735. .1108, 1172. .1635, 1966. .3030 









GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


8763 


. Seq. ID 


OJ991210_06.0110.C16 


Gene No. . 


18670 


Strand 




Start 


6785 


End 


9278 


Name 


OJ991210 06.0110 


.C16.o2.np Method 


AAT/NAP 


Start 


6781 


End 


9254 


GI 


4826399 


Score 


1011 


Exons 


6781.. 8038, 8141 


..8236, 8333.. 9254 




GI Descrip. 


(AJ012423) wall-. 


associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


8763 


Seq, ID 


OJ991210_06.0110.C16 


Gene No. 


18670 


Strand 




Start 


6785 


End 


9278 


Name 


OJ991210 06.0110 


.C16.o2.gs Method 


GENSCAN 


Start 


6785 


End 


9278 



9217 




GI 


none 




Score 


.87 




Exons 


6785. .7938, 8069. .8236, 


8333. 


.9278 






Seq. No. 


8763 




Seq. ID 


OJ991210_06.0110 


.C16 














Start 


15145 




End 


20947 




Name 


OJ991210 06.0110.C16.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


398 




End 


637 




GI 


none 




Score 


123 




Exons 


398. .637, 399. .629 










Seq. No. 


8763 




Seq. ID 


OJ991210_06.0110 


.C16 




18671 










Start 


15145 




End 


20947 




Name 


OJ991210 06.0110.C16.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


614 




End 


970 




GI 


none 




Score 


128 




Exons . 


614. .919, 614. .970, 624 


. .935 








Seq. No. 


8763 




Seq. ID 


OJ991210_06.0110 


.C16 




18671 




Strand 






Start 


15145 




End 


20947 




Name 


OJ991210 06.0110.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


638 




End 


1101 




GI 


* none 




Score 


228 




Exons 


638. .1099, 644. .1099, 645. .1100, 658.. 


1101 




Seq. No. 


8763 




Seq. ID 


OJ991210_06.0110 


.C16 




18671 




Strand 






Start 


15145 




End 


20947 




Name 


OJ991210 06.0110.C16.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


695 




End 


1060 




GI 


none 




Score 


117 




Exons 


695. .829, 836. .1060 










Seq. No. 


8763 




Seq. ID 


OJ991210_06.0110 


.C16 


rZan^ Mo 


18671 




Strand 






Start 


15145 




End 


20947 




Name 


OJ991210 06.0110.C16.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1292 




End 


1751 




GI 


none 




Score 


167 




Exons 


1292. .1750, 1296. .1556, 


1614. 


.1751 






Seq. No. 


8763 




Seq. ID 


OJ991210_06.0110 


.C16 


npnp Mn 


18671 




Strand 






Start 


15145 




End 


20947 




Name 


OJ991210 06.0110.C16.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


2489 




End 


2881 




GI 


none 




Score 


96 




Exons 


2489.. 2746, 2523.. 2762, 


2729. 


.2827, 2730. .2822, 2834. .2881 


Seq. No. 


8763 




Seq. ID 


OJ991210_06.0110 


.C16 


Gene No. 


18671 




Strand 






Start 


15145 




End 


20947 




Name 


OJ991210 06.0110.C16.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


2591 




End 


2876 




GI 


none 




Score 


91 





9218 




Exons 


2591. .2839, 


2592 


. .2876 








Seq. No. 


8763" 








Seq. ID 


OJ991210_06.0110.C16 


Gene No. 


18671 








Strand 






1 SI 4 R 








End 


20947 


Name 


OJ991210 06. 


0110 


.C16.01 


. tm 


Method 


TBLASTX: Maize 


Start 


6911 








End 


7904 


GI 


none 








Score 


298 


Exons 


6911. .7873, 


6921 


. .7418, 


7139. 


.7627, 7515.. 7694, 7784.. 7903, 




7836. .7904 












Seq. No. 


8763 








Seq. ID 


OJ991210_06.0110.C16- 


Gene No. 


18671 








Strand 




Start 


15145. . 








End 


20947 


Nanie 


n.TQQi 91 n nfi 

VJu -7 J-Z J. U UD. 


U X X VJ 






Method 


TBLASTX: Cress 


Start 


6938 








End 


9185 


GI 


none 








Score 


71 


Exons 


6938. .7882, 


6939 


. .7067, 


7052. 


.7168, 7095. .7418, 7190. .7432, 




7508. .7630, 


7518 


. .7688, 


7773. 


.7907, 8337. .8429, 8490. .8606, 




8643. .8738, 


9084 


. .9185 








Seq. No. 


8763 








Seq. ID 


OJ991210_06.0110.C16 




LO O 1 L 








Strand 




Start 


15145 








End 


20947 


Name 


OJ991210 06. 


0110 


.C16.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


7112 








End 


7888 


GI 


none 








Score 


189 


Exons 


7112. .7681, 


7167 


. .7421, 


7518. 


.7643, 7649. .7804, 7823. .7888 


Seq. No. 


8763 








Seq. ID 


OJ991210_06.0110.C16 


oclie iNO • 


± 0 o / ± 








Strand 




Start 


15145 








End 


20947 


Name 


OJ991210 06. 


0110 


.CI6.06 


.tw 


Method 


TBLASTX: Wheat 


Start 


7172 








End 


7423 


GI 


none 








Score 


94 


Exons 


7172. .7291, 


7173 


. .7286, 


7292. 


.7423, 7293.. 7421 


Seq. No. 


8763 








Seq. ID 


OJ991210_06.0110-C16 




± 0 O / J. 








Strand 




start 


15145 








End 


20947 


Name 


OJ991210 06. 


0110 


.C16.03 


.tw 


Method 


TBLASTX: Wheat 


Start 


7424 








End 


7786 


GI 


none 








Score 


142 


Exons 


7424. .7786, 


7491 


. .7691 








Seq. No. 


8763 








Seq. ID 


OJ991210_06.0110.C16 


Gene No. 


18671 








Strand 




O L.Cii t 










End 


20947 


Name 


OJ991210 06. 


0110 


.C16.04 


.gs 


Method 


GENSCAN 


Start 


15145 






End 


20947 


GI 


none 








Score 


.67 


Exons 


15145. .15574 


, 16313. .16427, .16882 .. 16992 , 1754 1 .. 1778 6, 




18664. .18748 


, 20498. .20539, 20726.. 20947 


Seq. No. 


8763 








Seq. ID 


OJ991210_06.0110.C16 


Gene No. 


18672 








Strand 




Start 


22309 








End 


23440 



9219 - 



Name 

Start 

GI 

Exons 



OJ991210_06 .0110 . C16 . o2 . tm 

22309 

none 

22309. .22458, 22316 

22500. .22574, 22501 

22585. .22635, 22630 

22694. .22771, 22774 

22916. .22978, 22920 



23259. .23303, 23343. 



22480, 
22575, 
22680, 
22902, 
22982, 
23438, 



Method TBLASTX : Mai ze 

End 23440 

Score 169 
22317. .22490, 22317 .. 22481, 
22509. .22577, 22578 .. 22658 , 
22676. .22795, 2268 9 .. 22769, 
22784. .22900, 22910 22 978 , 
22921. .22980, 23160 23261, 
23344. .23439, 23345.. 23440 



Seq. No. 8764 Seq. ID 

Gene No. 18673 Strand 

Start 952 End 

Name OJ991210_06 . 0110 . C17 . ol . gs Method 

Start 952 End 

GI none Score 

Exons 952.. 1080, 1383.. 1604 



OJ991210_06.0110.C17 

1604 
GENSCAN 
1604 
.68 



Seq. No. 8764 

Gene No. 18674 

Start 2618 

Name ■ OJ991210_06. 0110 . C17 . o2 . gs 

Start . 2618 

GI none 

Exons 2618.. 2710, 2949.. 3060, 3669. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3720, 4282. .4405 



OJ991210_06.0110.C17 

4405 
GENSCAN 
4405 
.48 



Seq. No. 8765 Seq. ID 

Gene No. 18675 Strand 

Start -64 End 

Name OJ991210_06. 0110 . C19 . ol . gs Method 

Start 64 End 

GI none Score 

Exons 64 . . 163 



OJ991210_06.0110-C19 
+ 

163 

GENSCAN 

163 

.91 



Seq. No. 8766 Seq. ID 

Gene No. 18676 Strand 

Start 473 End 

Name OJ991210_06.0110.C20.ol.gs Method 

..Start 473 End 

GI none Score 

Exons 473.-532 



OJ991210_06.0110.C20 
+ 

532 

GENSCAN 

532 

.8 



Seq. No. 8767 Seq. ID 

Gene No. 18677 Strand 

Start " 2065 End 

Name OJ991210_06 . 0110 . C22 . ol . np - Method 

Start 2065 End 

GI 3746060 Score 

Exons 2065.. 2715 

GI Descrip. (AC005311) unknown protein [Arabidopsis thaliana] 



OJ991210_06.0110.C22 

2715 
AAT/NAP 
2715 
673 



Seq. No. 8767 Seq. ID 

Gene No. 18677 Strand 

Start 2065 End 

Name OJ991210_06 . 0110 . C22 . ol . tc Method 

Start 2171 End 

GI none Score 



OJ991210_06.'0110.C22 
2715 

TBLASTX: Cress 

2567 

171 



9220 



Exons 


2171. .2563, 


2409. 


.2567 








Seq. No. 


8767 






Seq. ID 


OJ991210_06.0110 


.C22 




18677 












start 


2065 






End 


2715 




Name 


OJ991210 06, 


,0110. 


C22.o2.tm 


Method 


TBLASTX; Maize 




Start 


2171 






End 


2309 




GI 


none 






Score 


87 




Exons 


2171. .2308, 


2178. 


.2309 








Seq. No. 


8767 






Seq. ID 


OJ991210_06.0110 


.C22 




18677 






Strand 






start 


2065 






End 


2715 




Name 


OJ991210 06. 


,0110. 


C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2177 






End 


2570 




GI 


none 






Score 


136 




Exons 


2177. .2563, 


2418. 


.2570 








Seq. No. 


8767 






Seq. ID 


OJ991210_06.0110 


.C22 




18677 






St rand 






Start 


2065 






End 


2715 




Name 


OJ9.91210 06. 


0110. 


C22.01. tm 


Method 


TBLAST-X: Maize 




Start 


2309 






End. 


2570 




GI 


none 






Score 


83 




Exons 


-2309. .2563, 


2362. 


.2439, 2412.. 


,2570 






Seq. No. 


8768 






Seq. ID 


OJ991210_06.0110 


.C23 




18678 






Strand 






Start 


210 






End 


1183 




Name 


OJ991210 06. 


0110. 


C23.ol-gs 


Method 


GENSCAN 




Start 


210 






End 


1183 




GI 


none 






Score 


.62 




Exons 


210. .216, 327. .434, 1080. .1183 






Seq. No. 


8769 






Seq. ID 


OJ991210_06.0110 


.C26 


Gene No. 


18679. 






Strand 


+ 




Start 


1 






End 


757 




Name 


OJ991210 06. 


0110. 


C26.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


757 




GI 


2341031 






Score 


306 




Exons 


1..222, 359. 


.497, 


702. .757 








GI Descrip. 


{AC000104) F19P19 


.10 [Arabidopsis thaliana] 




Seq. No. 


8769 






Seq. ID 


OJ991210_06.0110 


.C26 




18679 






Strand 


+ 




start 


1 






End 


757 




Name 


OJ991210 06. 


0110. 


C26.ol.ts 


Method 


TBLASTX : Soybean 




Start 


58 






End 


457 




GI 


none 






Score 


231 




Exons 


58. .225, 75. 


.230, 


76.. 225, 358 


1. .456, 359. .457 




Seq. No. 


8769 






Seq. ID 


OJ991210_06.0110 


.C26 


Gene No. 


18679 






Strand 


+ 




Start 


1 






End 


757 




Name 


OJ991210 06. 


0110. 


C26.ol.tc 


Method 


TBLASTX: Cress 




Start 


59 






End 


463 




GI 


none 






Score 


61 





9221 



Exons 


59. .220, 59. .217, 66. .233, 


75. .221, 76. 


.264, 358. .456, 


359. 


Seq. No. 


8769 


Seq. ID 


OJ991210_06.0110 


.C26 


Gene No , 


18679 


Strand 


+ 




Start 


1 


End 


757 




Name 


OJ991210 06.0110.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


61 


End 


451 




GI 


none 


Score 


240 




Exons 


61.. 222, 75.. 230, 76. .225, 


358. .447, 359. .451 




Seq. No. 


8769 . 


Seq. ID 


OJ991210_06.0110 


.C26 


Gene No . 


18679 


Strand 


+ 




Start 


1 


End 


757 




Name 


OJ991210_06. 0110.C26.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


454 




GI 


none 


Score 


.85 




Exons 


74. .222, 359. .454 








Seq. No. 


8769 


Seq. ID 


OJ991210_06.0110 


.026 


Gene No. 


18679 


Strand 


+ 




Start 


1 


End 


757 




Name 


OJ991210 06.0110.C26.ol.gp 


Method 


AAT/GAP 




Start 


101 


End 


757 




GI 


16983 1.R1084 


Score 


342 




Exons . 


101. .222, 359. .458, 738. .757 






GI Descrip. 


'1197461/emb|CAA55396| l.Oe 


-127 (X7881C 


») casein kinase 


I 




[Arabidopsis thaliana] * 









Seq. No. . 8770 Seq. ID OJ991210_06 . 0110 . C27 

Gene No. 18680 Strand + 

Start 1 End 6406 

Name OJ991210_06. 0110 .C27 .ol. gp Method AAT/GAP 

Start 1 End 1691 

GI 16983_1.R1084 Score 1258 

Exons 1..172, 333. .394, 474. .537, 646. .730, 825. .951, 1077. .1150, 

1235. .1295, 1379. .1467, 1593. .1691 
GI Descrip. * 11974 61/emb | CAA55396 1 l.Oe-127 (X78819) casein kinase I 

[Arabidopsis; thaliana] ' 

Seq. No. 8770 Seq. ID OJ991210_06 . 0110 . C27 

Gene No. 18680 Strand + 

Start 1 End 6406 

Name OJ991210_06 . 0110 . C27 . ol . np Method AAT/NAP 

Start 1 End 1901 

GI . 4204297 Score 705 

Exons 1..172, 333. .394, 474. .537, 646. .730, 825. .951, 1077. .1134, 

1246. .1460, 1601. .1901 
GI Descrip. (AC003027) ADKl [Arabidopsis thaliana] 



Seq. No. 8770 Seq. ID OJ991210_06 . 0110 . C27 

Gene No. 18680 Strand + 

Start 1 End -64 06 

Name OJ991210_06 . 0110 . C27 . ol . gs Method GENSCAN 

Start 102 End 6307 

GI none Score .73 

Exons 102. .172, 333.-394, 474. .537, 646. .730, 825. .951, 1077. .1150, 
1235. .1295, 1379. .1467, 1593. .1902, 2284.^2408, 2995. .3066, 



9222 




3344. .3546, 4218. .4290, 4530. .4866, 4998.. 5329, 5512. .5831, 
5995.. 6307 



Seq. No. 


8770 




Seq. ID 


OJ991210_06.0110.C27 


Gene No. 


18680 




Strand 


+ 


Start 


1 




End 


6406 


Name 


OJ991210 06.0110.C27.o2. 


np 


Method 


AAT/NAP 


Start 


2835 




End 


6406 


GI 


995714 




Score 


347 


Exons 


2835.. 2912, 2995.. 30.66, 


3202. 


.3291, 3392.. 3669, 3840.. 3941, 




4218. .4288, 5223. .5245, 


6374. 


.6406 




GI Descrip. 


(X91258) L3177 [Saccharomyces 


cerevisiae] 


Seq. No. 


8770 




Seq. ID 


OJ991210_06. 0110 -C2 7 


Gene No. * . 


18680 




Strand 


+ 


Start 


1 




End 


6406 


Name 


OJ991210 06.0110.C27.o3. 


gp 


Method 


AAT/GAP 


Start 


4251 




End 


5054 


GI 


none 




Score 


778 


Exons 


4251. .4290, 4530. .4866, 


4998. 


.5054 




Seq. No. 


8770 




Seq. ID 


OJ991210_06.0110.C27 


Gene No. 


18680 




Strand 


+ 


Start 


1 




End 


6406 


"'z[ Name 


OJ991210 06.0110.C27.o4. 


gp 


Method 


AAT/GAP 


)^ Start 


6144 




End 


6406 


GI 


none 




Score 


312 


fif Exons 


6144. .6307, 6385. .6406 








i . : Seq. No . 


8770 




Seq. ID 


OJ991210_06.0110.C27 


''11 Gene No. 


18681 




Strand 




Start 


1763 




End 


2304 


ry Name 


OJ991210 06.0110.C27.ol. 


tm 


Method 


TBLASTX: Maize 


15 Start 


98 




End 


1859 


n GI 


none 




Score 


91 


i Exons 


98. .172, 98. .175, 99. .173, 327. ,389, 327. .392, 331. .393, 




331. .399, 461. .541, 472. 


.537, 


621. .731, 


643. .732, 643. .732, 




644. .748, 824. . 949, 824. 


.952, 


825. .953, 


1067. .1150, 1075. .1 




1075. .1149, 1228. .1296, 


1229. 


.1297, 1240. .1296, 1375. .1446, 




1378. .1446, 1471. .1509, 


1592. 


.1729, 1593. .1730, 1594. .1770, 


•s sf 


1594. .1758, 1778. .1849, 


1779. 


.1859 




Seq. No. 


8770 




Seq. ID 


OJ991210_06.0110.C27 


Gene No. 


18681 




Strand 




Start 


1763 




End 


2304 


Name 


OJ991210 06.0110.C27.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


99 




End 


1137 


GI 


none 




Score 


137 


Exons 


99. .173, 101. .175, 321.. 


389, 


330. .389, 


331. .393, 337. .405, 




469. .537, 473. .541, 631. 


.732, 


644 . .748, 


649. .771, 824. .949, 




824. .952, 825. .953, 1058 


..1132, 1067. .1135, 1075. .1137 


Seq. No. 


8770 




Seq. ID 


OJ991210_06.0110.C27 


Gene No. 


18681 




Strand 




Start 


1763 




End 


2304 


Name 


OJ991210 06.0110.C27.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


99 




End 


1137 



9223 




GI 


none 






Score 


129 


Exons 


99. .173, 101. .175, 118. 


.189, 


327. .389, 


327.. 389, 331.. 39.3, 




337. .405, 465. .524, 469 


. .546, 


473. .541 


, 478. .546, 643. .732, 




644. .748, 8 


14. .924, 815 


. .946, 


822. .944 


, 824. .952, 825. .953, 




847, .963, 1067.. 1132, 1075.. 1137 




Seq. No. 


8770 






Seq. ID 


OJ991210 66.0110.C27 


Gene No. 


18681 






Strand 


- 


Start 


1763 






End 


2304 


Name 


OJ991210. 06 


.0110.C27.ol 


. tw 


Metnod 


TBLASTX: Wheat 


Start 


364 






End 


929 


GI 


none 






Score 


51 


Exons 


364. .393, 469. .546, 473 


. .041, 


c yi Q TOO 


, 644. .736, 824. .913, 




828. .929, 842. .928 








Seq. No. 


8770 






Seq. ID 


OJ991210_06.0110.C27 


Gene No.. 


18681 






Strand 




Start 


1763 






End 


2304 


Name 


OJ991210 06 


. 0110 .C27 . o2 , 


■ gp 


Method 


AAT/GAP 


Start 


1763 






End 


2304 


GI 


none 






Score 


988 


Exons 


1763 . . 2304 










Seq. No. 


8770 


- 




Seq. ID 


OJ991210_06.0110.C27 


Gene No. 


18682 






Strand 




Start 


2850 






End 


3626 


Name 


OJ991210_06 


. 0110 , C27 . o2 , 


. ts 


Method 


TBLASTX : Soybean 


Start 


2850 






End 


3544 


GI 


none 






Score 


71 


Exons 


2850. .2912, 


2856. .2912, 


3004. 


.3069, 3025. .3060, 3201. .3284, 




3202 . . 3255, 


3383. . 3544, 


3403 . 


.3543 




Seq. No. 


8770 






Seq. ID 


OJ991210_06.0110,C27 


Gene No. 


18682 






Strand 




Start 


2850 






End 


3626 


Name 


OJ991210_06 


. 0110 . C27 . o2 , 


. tc 


Method 


TBLASTX: Cress 


Start 


o o c: ^ 
ZODD 






End 


3580 


GI 


none 






Score 


84 


Exons 


2856. .2912, 


2992. .3069, 


2992. 


.3072, 3201. .3284, 3202. .3255, 




3383. .3577, 


3389. .3580, 


3406 . 


.3579 




Seq. No. 


8770 






Seq. ID 


OJ991210_06. 0110.C27 


Gene No. 


18682 






Strand 




Start 


2850 






End 


3626 


Name 


OJ991210 06 


.0110.C27.o3, 


, tm 


Method 


TBLASTX: Maize 


Start 


3037 






End 


3626 


GI 


none 






Score 


47 


Exons 


3037. .3069, 


3200. .3280, 


3201. 


.3281, 3202.. 3255, 3202.. 3285, 




3206. .3283, 


3382. .3597, 


3383. 


.3598, 3384.. 3626 


Seq. No. 


8770 






Seq. ID 


OJ991210_06.0110,C27 


Gene No. 


18683 . 






Strand 




Start 


4228 






End 


5151 


Name 


OJ991210 06 


.0110.C27.o4, 


,tm 


Method 


TBLASTX: Maize 


Start 


4228 






End 


5151 


GI 


none 






Score 


118 ^> 


Exons 


4228. .4290, 


4228. .4290, 


4494. 


.4742, 4505. .4744, 4507. .4743, 



9224 



4762. .4848, 4762. .4848, 4770. .4850, 4988. .5149, 4991. .5149, 
4996.. 5151, 5022. .5150 



Seq. No. 


8770 


Seq. ID 


OJ991210_06.0110 


.C27 


Gene No. 


18684 


Strand 






Start 


5518 


End 


5796 




Name 


OJ991210 06.0110.C27.o2.tm 


Method 


TBLASTX: Maize 




Start 


5518 


End 


5796 




GI 


none 


Score 


378 




Exons 


5518.. 5796, 5518.. 5790, 5526.. 5795 






O C ^ ■ VtKJ * 


8771 


Seq. ID 


OJ991210_06.0110 


,C28 


Gene No. 


18685 


Strand 


+ 




Start 


151 


End 


1633 




Name 


OJ991210 06.0110.C28.ol.gp 


Method 


AAT/GAP 




Start 


151 


End 


1497 




GI 


uC-osflM202046el0bl 


Score 


826 




Exons 


151. .432, 810. .905, 1435. .1497 






GI Descrip. 


M490706/emb|CAB38840.1| 1. 


Oe-19 {AL035680) putative protei: 




[Arabidopsis thaliana] ' 








Seq. No. 


8771 


Seq. ID 


OJ991210_06.0110 


• ^ ^ o 


Gene No. 


18685 


Strand 


+ 




Start 


151 


End 


1633 




Name 


OJ991210 06.0110.C28.ol.gs 


Method^ 


GENSCAN 




Start 


227 


End 


905 




GI 


none 


Score 


,63 




Exons 


227. .432, 810. .905 








Seq. No. 


8771 


Seq. ID 


OJ991210_06.0110 


.C28 


Gene No. 


18685 


Strand 


+ 




Start 


151 


End 


1633 




Name 


OJ991210 06.0110.C28.ol.np 


Method 


AAT/NAP 




Start 


873 


End 


1633 




GI 


5701787 


Score 


116 




Exons 


873. .905, .1435. .1558, 1611. 


.1633 






GI Descrip. 


(AL021749) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8772 


Seq. ID 


OJ991210_06.0110 


.C29 


Gene No. 


18686 


Strand 


+ 




Start 


1 


End 


5953 




Name 


OJ991210 06.0110.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1996 




GI 


4490706 


Score 


522 




Exons 


1..100, 930. .1144, 1229. .1339, 1548. .1793, 1895. .1996 




GI Descrip. 


(AL035680) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


8772 


Seq. ID 


OJ991210_06.0110 


.C29 


Gene No. 


18686 


Strand 


+ 




Start 


1 


End 


5953 




Name 


OJ991210 06.0110.C29.ol.gs 


Method 


GENSCAN 




Start 


4 


End 


4481 




GI 


none 


Score 


.79 




Exons 


4. .133, 975. .1118, 1242. .1339, 1548. .1793, 1895. .1978, 






3621. .3705, 3937. .4481 








Seq. No. 


8772 


Seq. ID 


OJ991210_06.0110 


.C29 



9225 



Gene No. 


18686 








Strand 


+ 




Start 


1 








End 


5953 




Name 


OJ991210 06 


.0110 


.029. ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1027 








End 


1628 




GI 


none 








Score 


130 




Exons 


1027. .1116, 


1028 


. .1147, 


1029. 


.1127, 1240. .1338, 1240. .1353, 




1241. .1342, 


1533 


. .1628, 


1547. 


.1612, 1548. .1619 




Seq. No. 


8772 








Seq. ID 


OJ991210_06.0110, 


C2 9 


Gene No, 


.18686 








Strand 


+ 




Start 


1 








End 


5953 




Name 


OJ991210 06 


.0110 


.C29.02 


.np 


Method 


AAT/NAP 




Start 


3648 








End 


5953 




GI 


2459428 








Score 


124 




Exons 


3648. .3709, 


3944 


. .4040, 


5891. 


.5953 






GI Descrip. 


(AC002332) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


8773 








Seq. ID 


OJ991210 06.0110. 


C30 


Gene No. 


18687 








Strand 






Start 


301 








End 


530 




Name 


OJ991210 06 


.0110 


.030. ol, 


.gs 


Method 


GENSCAN 




Start 


301 








End 


530 




GI 


none 








Score 


.92 




Exons 


301. .530 














Seq. No. 


8774 








Seq. ID 


OJ991210 06.0110- 


C31 


Gene No. 


18688 








Strand 






Start 


542 








End 


745 




Name 


OJ991210 06 


.0110 


.031.01, 


.gs 


Method 


GENSCAN 




Start 


542 








End 


745 




GI 


none 








Score 


.41 




Exons 


542. .745 














Seq. No. 


8775 








Seq. ID 


OJ991210_06.0110. 


C32 


Gene No. 


18689 








Strand 






Start 


538 








End 


619 




Name , 


OJ991210 06 


.0110 


.032.01, 


.gs 


Method 


GENSCAN 




Start 


538 








End 


619 




GI 


none 








Score 


.55 




Exons 


538. .619 














Seq. No. 


8776 








Seq. ID 


OJ991210_06.0110. 


C33 


Gene No. 


18690 








Strand 


+ 




Start 


2507 








End 


4926 




Name 


OJ991210 06 


.0110, 


.C33.02. 


-gs 


Method 


GENSCAN 




Start 


2507 






End 


4926 




GI 


none 








Score 


1 




Exons 


2507. .2705, 


3758, 


. .4044, 


4417. 


.4926 






Seq. No. 


8776 








Seq. ID 


OJ991210_06.0110. 


C33 


Gene No. 


18690 








Strand 


+ 




Start 


2507 








End 


4926 




Name 


OJ991210 06, 


.0110, 


.033.01. 


np 


Method 


AAT/NAP 




Start 


2522 






End 


4922 




GI 


5679845 








Score 


424 




Exons 


2522. .2724, 


3702, 


. .4076, 


4417. 


.4462, 4527.. 4922 





GI Descrip. (AJ243961) 11332.9 [Oryza sativa] 



9226 



• INU ■ 


ft 77 












Gene No. 


18691 








Strand 




Start 


1513 








End 


2076 


Name 


OJ991210 06. 


,0110. 


C33.01 


.gs 


Method 


GENSCAN 


Start 


1513 








End 


2076 


GI 


none 








Score 


.61 


Exons 


1513. .1978, 


2075. 


.2076 








Seq, No. 


8776 








Seq. ID 


OJ991210 06 0110 C33 


Gene No. 


18692 








Strand 




Start 


4560 








End 


5054 


Name 


OJ991210 06. 


0110. 


C33.01 


• gp 


Method 


AAT/GAP 


Start 


4560 








End 


5054 


GI 


none 








Score 


910 


Exons 


4560. .5054 












Seq. No. 


8776 








Seq. ID 


OJ991210_06.0110.C33 




± O \J y ^ 








Strand 




Start 


6333 








End 


7165 


Name 


OJ991210 06. 


0110. 


C33.01 


. ts 


Method 


TBLASTX: Soybean 


Start 


2519 








End 


4023 


GI 


none 








Score 


113 


Exons 


2519. .2608, 


2536. 


.2601, 


2660. 


.2704, 2666. .2704, 3763. .3900, 




3777. .3893, 


3919. 


.4023, 


3927. 


.4022 




Seq. No. 


8776 








Seq. ID 


OJ991210_06.0110.C33 


OCllC LNO . 


1 ft ^^Q*^ 

± O D I? J 








Strand 




Start 


6333 








End 


' 7165 


Name 


OJ991210 06. 


0110. 


C33.01 


.tc 


Method 


TBLASTX: Cress 


Start 


2528 








End 


4032 


GI 


none 








Score 


104 


Exons 


2528. .2608, 


2666. 


.2704, 


3763. 


.3900, 3777. .3878, 3927. .4022, 




3928. .4032 












Seq. No. 


8776 








Seq. ID 


OJ991210_06.0110.C33 




18693 








. Strand 




Start 


6333 








End 


7165 


Name 


OJ991210 06. 


0110. 


C33.01 


. tm 


Method 


TBLASTX: Maize 


Start 


2528 








End 


4023 


GI 


none 








Score 


100 


Exons 


2528. .2608, 


2530. 


.2604, 


2534. 


.2608, 2660.. 2704, 3762. .3866, 




3762. .3911, 


3763. 


.3894, 


3898. 


.4023, 3909.. 4010 


O C ^ . Vi\J % 


ft77f^ 
o / / u 








Seq. ID 


OJ991210_06.0110.C33 


Gene No. 


18693 








Strand 




Start 


6333 








End 


7165 


Name 


OJ991210 06. 


0110. 


C33.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


3781 








End 


4038 


GI 


none 








Score 


138 


Exons 


3781. .3888, 


3783. 


.3878, 


3930. 


.4010, 3934.. 4038 


Seq. No. 


8776 








Seq. ID 


OJ991210_06.0110.C33 


Gene No. 


18693 








Strand 




Start 


6333 








End 


7165 


Name 


OJ991210 06. 


0110. 


C33.03 


.gs 


Method 


GENSCAN 


Start 


6333 








End 


7165 



9227 



GI none 

Exons 6333.. 6471, 7104 ...7165 

Seq. No. 8777 

Gene No. 18694 

Start 5466 

Name OJ991210_01 . 0110 .CI . o2 . gs 

Start 5466 

GI none 

Exons 5466.. 5903, 6989.. 7521, 7622. 

8509. .8611, 8722. .8860 ■ 



Score 



Seq. ID OJ991210_01.0110.C1 

Strand + 

End 8939 

Method GENSCAN 

End 8860 

Score .66 

.7747, 8117. .8216, 8341. .8405, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8777 

18694 

5466 

OJ991210_01.0110.Cl.ol.np 

5489 

3377817 

5489.. 5598, 5675 
8341.. 8405, 8509 



Seq. ID 
Strand 
End 

Method 
End-. 
Score 

5907, 6993.. 7525, 7650.. 7747, 8117.. 8204, 
8611, 8722. .8769, 8850. .8939 
(AF076275) contains similarity to C3HC4-type zinc fingers (Pfam 
zf-p3HC4 .hmm, score: 29.48) [Arabidopsis thaiiana] 



OJ991210__01.0110.C1 

+ ' 

8 939 

AAT/NAP 

8939 

928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8777 Seq. ID 

18694 Strand 

5466 End 

OJ991210_01 . 0110 .CI . o3 . gp Method 

7675 End 

uC-osflcyp025hl2bl Score 



OJ991210_01.0110.C1 

+ 

8939 
AAT/GAP 
8911 
871 



7675. .7747, 8117. .8216, 8341. .8405, 8509. .8611, 8722. .8911 
'3377817 6.0e-50 (AF076275) contains similarity to C3HC4-type 
zinc fingers (Pfam: zf-C3HC4 . hmm, score: 29.48) [Arabidopsis 
thaiiana] * 



Seq. No. 8777 Seq. ID 

Gene No. 18695 Strand 

Start 1 End 

Name OJ991210_01 . 0110 . CI . ol . gp Method 

Start 1 - End 

GI 3760135 Score 

Exons 1..4 62 

Seq. No. 8777 

Gene No. 18696 

Start 367 

Name OJ991210_01 . 0110 . CI . o2 . tm 

Start 363 

GI none 

Exons 363.. 446, 389.. 637, 391.. 651, 

776. .811, 1298. .1345, 1305. .1346 



OJ991210_01.0110.C1 
462 

AAT/GAP 
4 62 
858 



Seq. ID OJ991210_01.0110.C1 
Strand 

End 2429 

Method TBLASTX : Mai ze 

End 1346 

Score 325 

392. .637, 504. .656, 755. .817, 



Seq. No. 8777 Seq. ID 

Gene No. 18696 Strand 

Start 367 End 

Name OJ991210_01 . 0110 . CI . ol . gs Method 

Start 367 End 

GI none Score 



OJ991210_01.0110.C1 

2429 
GENSCAN 
2429 
.95 



9228 




Exons 367.. 503, 534.. 636, 755.. 815, 1326.. 1430, 1993.. 2055, 2419.. 2429 



Seq. No. 


8777 








Seq. ID 


OJ991210_01.0110.C1 


Gene No. 


18696 








Strand 


- 


Start 


367 








End 


2429 


Name 


OJ991210 01. 


0110 


.C1.02. 


gp 


Method 


AAT/GAP 


Start 


1342 








End 


2046 


GI 


2311977 








Score 


552 


Exons 


1342. .1430, 


1850 


. .2046 








Seq. No. . 


8777 








Seq. ID 


OJ99121Qt_01.0110.Cl 


Gene No. 


18697 








Strand 




Start 


5171 








End 


5903 


Name 


OJ991210 01. 


0110 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5171 








End 


5903 


GI 


none 








Score 


356 


Exons 


5171. .5320, 


5313 


. .5345, 


5439. 


.5648, 5444. .5647, 5688. .5783, 




5705. .5740, 


5838 


. .5903, 


5849. 


.5902 




Seq. No. 


8777 








Seq. ID 


OJ991210_01.0110.C1 


Gene No. 


18697 








Strand 




Start 


5171 








End 


5903 


Name 


OJ991210 01. 


0110 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5448 








End 


5783 


GI 


none 








Score 


85 


Exons 


5448. .5540, 


5477 


. .5539, 


5520. 


.5642, 5522. .5644, 5691. .5783 


Seq. No. 


8777 








Seq. ID 


OJ991210_01.0110.C1 


Gene No. 


18698 








Strand 




Start 


6937 








End 


8880 


Name 


OJ991210 01. 


0110 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6937 








End 


7138 


GI 


none 








Score 


42 


Exons 


6937. .6981, 


6988 


. .7137, 


6989. 


.7138 




Seq. No. 


8777 








Seq. ID 


OJ991210_01.0110.C1 


Gene No. 


18698 








Strand 




Start 


6937 








End 


8880 


Name 


OJ991210 01. 


0110 


.C1..02. 


tc 


Method 


TBLASTX :Cress 


Start 


6989 








End 


8880 


GI 


none 








Score 


58 


Exons 


6989. .7027, 


8105 


. .8197, 


8115. 


.8255, 8115. .8222, 8340. .8411, 




8341. .8403, 


8507 


. .8611, 


8563. 


.8613, 8733. -.8792, 8737.. 8880 


Seq. No. 


8777 








Seq. ID 


OJ991210_01.0110.C1 


Gene No. 


18698 








Strand 




Start 


6937 








End 


8880 


Name 


OJ991210 01. 


0110 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8375 








End 


8876 


GI 


none 








Score 


60 


Exons 


8375. .8401, 


8377 


. .8403, 


8507. 


.8611, 8522. .8611, 8721. .8876, 




8722. .8871 












Seq. No. 


8778 








Seq. ID 


OJ991210_01.0110.C2 


Gene No. 


18699 








Strand 


+ 


Start 


1 








End 


566 ■ . 


Name 


OJ991210 01. 


0110 


.C2.01. 


gp 


Method 


AAT/GAP 



9229 




start 
GI 

Exons 



1 

none 
1. .252 



End 
Score 



252 
495 



Seq. No. 8778' Seq. ID 

Gene No. 18 699 Strand 

Start 1 End 

Name OJ991210_01 . 0110 . C2 . ol . gs Method 

Start 49 End 

GI none Score 

Exons 4 9.-566 



OJ991210_01.0110.C2 
+ 

566 

GENSCAN 

566 

.95 



Seq. No. 8778 Seq. ID 

Gene No. 18700 Strand 

Start 548 ' End 

Name OJ991210_01.0110.C2.o2.gp Method 

Start 548 End 

GI none Score 

Exons 548.. 901 



OJ991210_01.0110.C2 
901 

AAT/GAP 

901 

678 



rlf 



ry 



•■•'.A 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8778 Seq. ID OJ991210_01 . 0110 . C2 

18701 Strand 

1642 End 2022 

OJ991210_01.0110.C2.o3.gp Method AAT/GAP 

1642 End 2022 

uC-osficyp015el2bl Score 642 

1642. .2022 

•2443329/dbj IBAA22374 I 9.0e-37 {D86122) Mei2-like protein 
[Arabidopsis thaliana] ' 



8779 
18702 
9290 

OJ991210_01.0110.C3.o2.gs 
9290 
none 



Seq. ID OJ991210_01.0110.C3 



Strand + 
End 16178 
Method .. GENSCAN 
End . 15961 
Score .77 

9290. .9344, 9570. .9631, 9711. .9765, 13053 .. 13132, 13187 13572 , 
14258. .14351, 1444 6 .. 14517 14 655 .. 147 66, 15159 ,. 15307, 
15911. .15961 



Seq. No. 

Gene • No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



8779 Seq. ID 

18702 Strand 

9290 End 

OJ991210_01.0110.C3.o5.gp Method 

13126 End 

14636_1.R1084 Score 

13126. .13321, 13421. .13572, 14258 

14655. .14766, 15159 .. 15307 , 15911 
M680707/gb|AAD27743.1|AF132968_l l.Oe-33 
protein [Homo sapiens] ' 



OJ991210_01.0110.C3 
+ 

16178 
AAT/GAP 
16178 
1905 

14351, 14446. .14517, 
16178 

(AF132968) CGI-34 



8779 Seq. ID 

18702 Strand 

9290 End 

OJ991210_01.0110.C3.o2.np Method 

13253 End 

6119520 Score 



OJ991210_01.0110.C3 
+ 

16178 
AAT/NAP 
15316 
759 



9230 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
"start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



13253. .13321, 13421 .. 13572, 14258 .. 14351 , 14446 .. 14517, 
14655. .14766, 15159. .15316 

{AC011560) unknown protein [Arabidopsis thaliana] 



8779 

18703 

1 

OJ991210_01.0110.C3.ol.np 
1 

2443329 



Seq. ID OJ991210_01.0110-C3 
Strand 

End 7224 

Method AAT/NAP 

End 5318 

Score 866 



1..243, 477. .545, 630. .714, 819. .1935, 2582. .2698, 2777. .2893, 

3276. .3434, 3530. .3866, 5260. .5318 

(D86122) Mei2-like protein [Arabidopsis thaliana] 



8779 
18703 
1 

OJ991210_01.0110.C3.ol.gp 
61 

uC-osflcyp015el2bl 
61. .261 

'2443329/dbj rBAA22374 I 9.0e-37 (D86122) Mei2-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991210'_01.0110.C3 
Strand 

End 7224 

Method AAT/GAP 

End 2 61 

Score 326 



8779 

18703 

1 

OJ991210_01.0110.C3.ol.gs 
64 

none 



Seq. ID OJ991210_01.0110-C3 
Strand 

End 7224 

Method GENSCAN 

End 7224 

Score .82 



64. .243, 477. .609, 819. .1024, 1270. .1413, 1695. .1922, 

2582. .2698, 2777. .2893, 3276. .3434, 3530. .3930, 4090. .4407, 

4932. .5079, 5187. .5204, 6654. .6692, 7213. .7224 



8779 
18703 
1 , 

OJ9912lb_01.0110.C3.o2.gp 
671 

LIB3433-036-P1-K1-H4 
671. .714, 819. .1199 

'2443329/dbj IBAA22374 I 3.0e-17 (D86122) Mei2-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991210_01.011O.C3 
Strand 

End 7224 

Method AAT/GAP 

End 1199 

Score 780 



8779 
18703 
1 

OJ991210_01.0110.C3.o3.gp 
3261 

uC-osflcyp002dl0bl 
3261. .3434, 3530.. 3795 

M544473/gb|AAD22380.1|AC006580_12 6.0e-25 (AC006580) putative 
mei2 protein [Arabidopsis thaliana] ' 



Seq. ID OJ991210_01.01ia.C3 
Strand 

End 7224 

Method AAT/GAP 

End 3795 

Score 772 



8779 

18704 

18064 



Seq. ID OJ991210_01.011Q.C3 
Strand 

End 19435 



9231 




Name 

Start 

GI 

Exons 



OJ991210_01 . 0110 . C3 . ol . tc Method TBLASTX : Cress 

62 End 3916 

none Score 224 

62. .241, 62. .241, 64. .252, 64. .246, 471. .548, 484. .546, 

630.. 728, 630. .743, 816. .851, 818. .952, 878. .1036, 2579. .2665, 

2774. .2893, 3276. .3443, 3298. .3441, 3530. .3601, 3680. .3748, 

3793.. 3846, 3824. .3916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8779 

18704 

18064 

OJ991210_01.0110.C3.ol.tm 
62 

none 



Seq. ID OJ991210_01.0110.C3 
Strand 

End 19435 

Method TBLASTX : Mai ze 

End 1192 

Score 211 



62. .244, 64. .246, 64. .246, 471. .548, 481. .546, 481. .552, 
629. .700, 630. .743, 631. .720, 815. ,955, 818. .973, 986. .1027, 
1070. .1192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8779 

18704 

18064 

OJ991210_01.0110.C3.o2.ts 
62 

none 



Seq. ID OJ991210_01.0110.C3 
Strand 

End 19435 

Method TBLASTX : Soybean 

End 97 6 

Score 213 



62. .235, 67. .246, 68. .235, 471. .548, 484. .546, 502. .552, 
626. .700, 630. .743, 631. .717, 816. .854, 818. .874, 939. .968, 
941. .976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8779 

18704 

18064 

OJ991210_01.0110.C3,ol.tw 

680 

none 



Seq. ID OJ991210_01.0110.C3 
Strand 

End 19435 

Method TBLASTX : Wheat 

End 1216 

Score 60 

680. .718, 680. .718, 681.-743, 815. .1213, 816. .1214, 817. .1215, 
818. .1216 : 



Seq. No. 8779 

Gene No. 18704 

Start 18064 

Name OJ991210_01 . 0110 . C3 . o4 . tm 

Start 1669 
GI • none 
Exons 



Seq. ID *OJ991210_01.0110.C3 
Strand 

End 19435 

Method TBLASTX : Mai ze 

End 1987 

Score 108 



1669. .1839, 1674. .1790, 1790. .1987, 1795. .1980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8779 

18704 

18064 

OJ991210_01.0110.C3.o3.ts 

2624 

none 



Seq. ID OJ991210_01.0110.C3 
Strand 

End 19435 

Method TBLASTX : Soybean 

End 3607 

Score 69 



2624. .2668, 2750. .2890, 2756. .2896, 3275. .3409, 3276. .3443, 
3280.. 3441, 3333.. 3443, 3530.. 3607, 3537.. 3605 



Seq. No. 
Gene No. 
Start 



8779 

18704 

18064 



Seq. ID OJ991210_01.0110.C3 
Strand 

End 19435 



9232 




Name 


OJ991210 01. 0110. C3. 


o3 . tm 


Method 


TBLASTX:: 


Maize 




Start 


2805 




End 


3631 






GI 


none 




Score 


62 






Exons 


2805.. 2894, 3274.. 3435, 3276.. 3443, 32£ 


(8. .3440, 


3316. .3453, 




3530.. 3631, 3534.. 3605 










Seq. No. 


Q T T Q 

o / / y 




Seq. ID 


OJ991210 


n 1 n 1 1 n 

U 1 • U 1 1 u 


. O 


Gene No. 


T Q T n /t 




Strand 








Start 


10 UD4 




End 


19435 






Name 


ujyyiziu ui.uiiu.Uj. 


Ol . lS 


Method 


TBLASTX: 


Soybean 




otart 


lOZDZ 




End 


15961 






GI 


none 




Score 


102 






Exons 


1*591^9 1'^'51'7 1'59c;'^ 


1 '59'7 
. 1 JOZ / , 


13418. .13576, 13420 


. .13575, 






1 j40u . . IJD / D, 141ZDD. 


1 yi "5 c: n 
. 14 oOU , 


14259. .14354, 14259 


. .14354, 






l/iROO 

14 440 . , 140ZZ, 1444D. 


.14 01/, 


14646. .14762, 14649 


. .14780, 






ICill"? 1Q1Q1 IQITH 
loll / . . iDiy 1 , 101/U. 


T c o C Q 

. lOiCoy, 


15247. .15288, 15911 


. .15961 




Seq. No. 


8779 




Seq. ID 


OJ991210 


_01.0110 


.C3 


Gene No. 


lo / U4 




Strand 








Start 






End 


19435 






Name 


ujyyiziu ui.uiiu.co. 


oz . tm 


Method 


TBLASTX:! 


Maize 




Start 


T "3 o c: o 
1 JzoZ 




End 


15213 






GI 


none 




Score 


115 






Exons 


IQOCO ITTIT ITOCIQ 

lozoz . . lo Ji / , ioZoo. 




13403. .13576, 13418 


. .13576, 






1>10C7 lylQ^Q l/OCQ 

14^0 / . . i4o4y , i4^oy. 


. 14o /o , 


14259. .14354, 14445 


. .14516, 






l^yl^C 1/IC1T l^yl/^ 

14 44 D . . 14 Oi / , 1444D. 


. 1401 / , 


14646. .14774, 14649 


. . 14780, 






1/1TQ1 icino 
14 boy . . 14 /o 1 , lOlUz. 


1 c; 1 /I Q 
. 1014 y , 


15158. .15211, 15159 


. .15206, 






15160. .15213 












Seq. No. 


Q T T Q 

o / / y 




Seq. ID 


OJ991210 


U 1 . U 1 lU 




Gene No. 


lo /U4 




Strand 








Start 


1oUd4 




End 


19435 






Name 


ujyyiziu ui.uiiu.co. 


OZ . uC 


Method 


TBLASTX:- 


Cress 




Start 






End 


15964 






GI 


none 




Score 


102 






Exons 


13253. .13327, 13261. 


.13320, 


13418. .13576, 13420 


. .13575, 






14255. .14350, 14259. 


.14354, 


14259. .14354, 14445 


. .14522, 






1 4 4 4 D . . 14 0 1 / , 14o4d. 


'\ Ann A 
.14 / / 4 , 


14649. .14780, 15126 


. . 1 0 1 y 1 , 






IRIQ^; TC:9'7R IRIQI 

1 OlO D . . lOZ / 0 , loiyi. 


T c O R Q 

. lozo y , 


15209. .15292, 15911 


. .15964 




Seq. No. 


o / /y 




Seq. ID 


OJ991210 


_01.0110 


.C3 


Gene No. 


1 Q T n /I 
lo /U4 




Strand 








Start 


1oUd4 




End 


19435 






Name 


ojyyiziu ui.uiiu.Lo. 


oo . gs 


Method 


GENSCAN 






Start 


1oUd4 




End 


19303 






GI 


none 




Score 


.78 






Exons 


18064. .18171, 18620. 


.18706, 


18824. .1895 


i8, 19139 


. . 19303 




Seq. No. 


8779 




Seq. ID 


OJ991210^ 


_01.0110 


.C3 


Gene No. 


18704 




Strand 








Start 


18064 




End 


19435 






Name 


OJ991210 01. 0110. C3. 


o3 . np 


Method 


AAT/NAP 






Start 


' 18158 




End 


19435 






GI 


5923912 




Score 


297 






Exons 


18158. .18434, 18615. 


.18706, 


18824 . . 1895 


8, 19088 


. . 19268, 






19339. .19435 












GI Descrip. 


(AF185269) bHLH transcription factor GBQF-l [Tulipa gesneriana] 



9233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8779 

18704 

18064 

OJ991210_01 . 0110 . C3 . o5 . tm 
18643 
none 
18643. 
18818. 
19086. 



18711, 18645. .18707, 
18958, 18825. .18959, 
19163,. 19088. .19150, 



8779 

18704 

18064 

OJ991210_01.0110.C3.o4 .ts 

18644 

none 

18644. .18712, 18 675 . .18707 , 
18824. .18958, 19083 .. 19139, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18656. .18712, 
19083. .19148, 



OJ991210 01. 0110. C3 



19435 

TBLASTX: Maize 
19284 
72 

18818. .18958, 
19085. .19147, 



19249. .19284 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18821. .18958, 
19085. .19147 



OJ99121Q 01. 0110. C3 



19435 

TBLASTX : Soybean 
19147 
39 

18822. .18920, 



OJ991210 01. 0110. C3 



Seq. No. 8779 Seq. ID 

Gene No. 18704 Strand 

Start 18064 End 

Name OJ991210_01 . 0110 . C3 . o2 . tw Method 

Start 186S8 End 

GI none . Score 

Exons' 18668. .18712, 18818 .. 18952, 18818 .. 18 958 , 1 9085 .. 19147 , 
19086. .19145 



19435 

TBLASTX: Wheat 

19147 

107 



Seq. No. 8779 

Gene No. 18704 

Start 18064 

Name OJ991210_01 . 0110 .C3.o3. tc 

Start 18668 

GI none 

Exons 18668. .18712, 18818 .. 18958, 
19085. .19147, 19097.. 19159 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210_01.0110.C3 
19435 

TBLASTX: Cress 

19159 

123 



18825. .18 914, 19083. .19148, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210_01.0110.C4 
+ 

7066 
AAT/GAP 
7013 
1249--. 



.5828, 5933.. 5959, 6525.. 6654, 



8780 
18705 
4528 

OJ991210_01.0110.C4 .o2.gp 
4528 

3461_2.R1084 . ' 
4528.. 4637, 4737.. 4925, 5678, 
6742. .6827, 6914. .7013 

M61899/sp|P34791|CYP4_ARATH 2.0e-59 PEPTIDYL-PROLYL CIS-TRANS 
ISOMERASE, CHLOROPLAST PRECURSOR (PPIASE) (ROTAMASE) 
(CYCLOPHILIN) (CYCLOSPORIN A-BINDING PROTEIN) 

>gi_1076368_pir B53422 peptidylprolyl isomerase (EC 5.2.1.8) 

R0C4 - Arabidopsis thaliana >gi_405131 (L14845) cyclophilin 
[Arabidopsis thaliana] >gi_1322278 (U42724) cyclophilin 
[Arabidopsis thaliana] ' 



8780 

18705 

4528 



Seq. ID OJ991210_01.0110.C4 
Strand + 
End 7066 



9234 



Name OJ991210_01 . 0110 .C4 . ol . np Method AAT/NAP 

Start 5682 End 7066 

GI 461899 Score 429 

Exons 5682.. 5828, 5933.. 6021, 6600.. 6654, 6742.. 6827, 6914.. 7066 

GI Descrip. PEPTIDYL-PROLYL CIS-TRANS ISOMERASE, CHLOROPLAST PRECURSOR 
(PPIASE) (ROTAMASE) (CYCLOPHILIN) (CYCLOSPORIN A-BINDING 
PROTEIN) gi|1076368|pirMB53422 peptidylprolyl isomerase (EC 
5.2.1.8) R0C4 - Arabidopsis thaliana gi|405131 (L14845) 
cyclophilin [Arabidopsis thaliana] gi 11322278 (U42724) 
cyclophilin [Arabidopsis thaliana] gi | 6899901 1 emb | CAB71910 . 1 i 
(AL138642) peptidy 





Seq. No. 


8780 


Seq. ID 


OJ991210_01 


.0110. 




Gene No. 


18706 


Strand 


+ 






Start 


8647 


End 


9252 






Name 


OJ991210 01.0110.C4.o3.gp 


Method 


AAT/GAP 






Start 


8647 


End 


9252 






GI ,. 


42373 l.R108'4 


Score 


1133 






Exohs 


8647. .9252 










GI Descrip. 


'6091734/gb|AAF03446.1|AC010797 22 3. 


Oe-16 (AC010797) 






hypothetical protein [Arabidopsis thaliana] * 






Seq. No. 


8780 


Seq. ID 


OJ991210_01 


.0110. 




Gene No. 


18706 


Strand 


+ 




sr 


Start 


8647 


End 


9252 




-s 

B- 


Name 


OJ991210 01.0110.C4.o2.hp 


Method 


AAT/NAP 




?i 
t t 


Start 


8751 


End 


9022 




l c 


GI 


6523097 


Score 


211 




2; 


Exons 


8751. .9022 








s? 


GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


8780 


Seq. ID 


OJ991210_01 


.0110. 


; t 


Gene No. 


18707 


Strand 


+ 




c: 


Start 


12332 


End 


12595 




'i 


Name 


OJ991210 01.0110.C4.o3.np 


Method 


AAT/NAP 




n 
sr 


Start 


12332 


End 


12595 




■4 


GI 


6523097 


Score 


218 






Exons 


12332. .12595 








lit. 
J 


GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 




:i 


Seq. No. 


8780 


Seq. ID 


OJ991210_01 


.0110. 




Gene No. 


18707 


Strand 


+ 






, Start 


12332 


End 


12595 






Name 


OJ991210 01.0110.C4.o4.gs 


Method 


GENSCAN 






Start 


12332 


End 


12541 






GI 


none 


Score 


.95 






Exons 


12332. .12541 










Seq. No. 


8780 


Seq. ID 


OJ991210_01 


.0110. 




Gene No. 


18708 


Strand 








Start 


35 


End 


3598 






Name 


OJ991210 01.0110. C4.ol.gs 


Method 


GENSCAN 






Start 


35 


End 


3573 






GI 


none 


Score 


.6 






Exons 


35.. 234, 1555.. 1603, 1866.. 


1937, 2286 


..2394, 2481. 


.2579, 



3395. .3573 



9235 



Seq. No. 


8780 


Seq, ID 


OJ991210_01.0110 


.C4 


Gene No . 


1 Q "7 A Q 


Strand 






Start 


35 


End 


3598 




Name 


OJ991210 01.0110.C4.ol.gp 


Method 


AAT/GAP 




Start 


1462 


End 


3598 




GI 


none 


Score 


1137 




Exons 


1462.. 1605/ 1862.. 1937, 2286. 


2394, 2481. .2579, 3395.. 3598 


Seq. No. 


8780 


Qc^rr T Pi 

oeq . ±U 


VyU^^X^XU U1.UJ.XU 




Gene No. 


T Q T n Q 


Strand 






Start 


9677 


End 


10381- 




Name 


OJ991210 01.0110.C4.o3.gs 


Method 


GENSCAN 




Start 


9677 


End 


10381 




GI 


none 


Score 


.91 




Exons 


9677.. 9834, 1:0273 .. 10381 








Seq. No. 


8780 


Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18710 


Strand 






Start 


11964 


End 


12916 




Name 


OJ991210 01.0110.C4.o4.gp 


Method 


AAT/GAP 




Start 


11964 


End 


12916 




GI 


2496 1.R1084 


Score 


1875 




Exons 


11964. .12916 








GI Descrip: 


'6091733/gb|AAF03445.1|AC010797 21 3.0e-17 (AC010797) unknown 




protein [Arabidopsis thaliana" 


f 






Seq. No. 


8780 


Seq. ID 


OJ991210_01.0110 


-C4 


Gene No . 


18711 


Strand 






Start 


14826 


End 


15368 




Name 


OJ991210 01.0110.C4.o5.gs 


Method 


GENSCAN 




Start 


14826 


End 


15368 




GI 


none 


Score 


.91 




Exons 


14826. .15368 








Seq- No. 


8780 


Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18711 


Strand 






D tar U 


14826 


End 


15368 




Name 


OJ991210 01.0110.C4.o4.np 


Method 


AAT/NAP 




Start 


14832 


End 


15368 




GI 


5281045 


Score 


327 




Exons 


14832. .15368 








GI Descrip. 


(AL080318) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8780 


Seq. ID 


OJ991210_01.0110 


,C4 


Gene No . 


18711 


Strand 






Start 


14826 


End 


15368 




Name 


OJ991210 01.0110.C4.o5.gp 


Method 


AAT/GAP 




Start 


14958 


End 


15287 




GI 


none 


Score 


649 




Exons 


14958. .15287 








Seq. No. 


8780 


Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18712 


Strand 






Start 


15894 


End 


19329 




Name 


OJ991210 01.0110.C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


1488 


End 


3516 




GI 


none 


Score 


36 





9236 



Exons 



1488. .1508, 1494. .1604, 1521. .1604, 1525. .1605, 1851. .1943, 

1859. .1945, 1861. .1950, 1861, .1944, 2237. .2392, 2278. .2394, 

2286. .2393, 2453. .2578, 2472. .2615, 3391. .3516, 3394. .3498, 
3395. .3514 



Seq. No. 8780 
Gene No. 18712 
Start 15894 

Name OJ991210_01 .0110 . C4 . o4 . ts 

Start 1490 
GI none 

Exons 1490,. 1606, 1494.. 1604, 1851, 

1869, ,1949, 2286. .2396, 2293, 
3391,, 3507 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1943, 1859 
.2394, 2483 



OJ991210 01. 0110. C4 



19329 

TBLASTX: Soybean 
3507 
74 

1939, 1861. .1944, 
2578, 2484. .2579, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



8780 Seq. ID 

18712 Strand 

15894 End 

OJ991210_01 . 0110 . C4 . o3 . tw Method 

2328 End 

none Score 



OJ991210_01.0110.C4 
19329 

TBLASTX: Wheat 

3499 

61 



2328, ,2393, 2329. .2394, 2453. .2578, 2472. .2621, 3391. .3498, 
3395,, 3499 



Seq. No. 

Gene No. 

Start 

Name 

■Start 

GI 

Exons 



8780 

18712 

15894 

OJ991210_01,0110.C4.ol.tm 

4767 

none 



OJ991210 01. 0110. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4767. .4808, 4784. .4807, 4823, ,4930, 4824. .4925, 5675. .5842, 
5675. .5830, 5677. .5838, 5929. ,6021, 5932. .6021, 6597. .6653, 
6599. .6655, 6600. .6653, 6735. .6827, 6749. .6817, 6908. .7066, 
6913. .7044 



19329 

TBLASTX: Maize 

7066 

40 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8780 

18712 

15894 

OJ991210_01.0110,C4.ol,ts 

5675 

none 



Seq, ID OJ991210_01.0110.C4 
Strand 

End 19329 

Method TBLASTX : Soybean 

End 7065 

Score 244 



5675, ,5842, 5677. .5838, 5929, .6021, 5931. ,5957, 6599. .6652, 
6600. ,6650, 6735. .6827, 6749, .6814, 6908.-7057, 6913, .7065, 
6913. .7041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



8780 

18712 

15894 

OJ991210_01.0110.C4.ol.tc 

5690 

none 



Seq. ID OJ991210_01.0110.C4 
Strand 

End 19329 

Method TBLASTX: Cress 

End 7060 

Score 139 



5690. .5782, 5690. ,5773, 5744. .5842, 5782. .5838, 5929. .6021, 
5931. .5957, 6599. ,6655, 6600. .6653, 6735. .6833, 6752, .6817, 
6907.. 7041, 6908,, 7060 



8780 
18712 



Seq. ID OJ991210_01.0110.C4 
Strand 



9237- 



start 


15894 








End 


19329 




Name 


OJ991210 01. 


UllO 


. C4 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


5744 








End 


7054 




GI 


none 








Score 


110 




Exons 


5744. 


.5839, 


5776 


..5838, 5931. 


.5957, 6599.. 6646, 6600.. 6650 




6735. 


.6824, 


6749 


..6817, 6772. 


.6822, 6919.. 7008, 6920.. 7033 




7022. 


.7054 












Seq. No. 


8780 








Seq. ID 


OJ991210 01.0110 


-C4 


Gene No. 


18712 








Strand 


- 




Start 


15894 








End 


19329 




Name 


OJ991210 01. 


0110 


.C4.o2.ts 




i DLtAo 1 A : boyoean 




Start 


8744 








End 


12549 




GI 


none 








Score 


258 




Exons 


8744. 


.8980, 


8751 


,.8981, 12331 


. .12549, 


12332. .12535 




Seq. No. 


8780 








Seq. ID 


OJ991210_01.0110 


.C4 


Gene No . 


18712 








Strand 


- 




Start 


15894 








End 


19329 




Name 


OJ991210 01. 


0110 


.C4 .o3. tc ■ 


Method . 


TBLASTX: Cress 




Start 


8747 








End 


12517 




GI 


none 








Score 


173 




Exons 


8747. 


.8935, 


8751 


..8936, 12317 


. .12517, 


12331. .12516 




Seq. No. 


8780 








Seq. ID 


OJ991210_01.011O 


.C4 


Gene No . 


18712 








Strand 






Start 


15894 








End 


19329 




Name 


OJ991210 01. 


0110 


.C4.o4.tm 


Method 


TBLASTX:Maize 




Start 


8747 








End 


12529 




GI 


none 








Score 


73 




Exons 


8747. 


.8809, 


8747 


..8989, 8751. 


.8960, 12317. .12529, 12331 


. .i; 


Seq. No. 


8780 








Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18712 








Strand 






Start 


15894 








End 


19329 




Name 


OJ991210 01. 


0110 


.04 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


8750 








End 


12529 




GI 


none 








Score 


216 




Exons 


8750. 


.8980, 


8751 


..8966, 12331 


. .12528, 


12332.. 12529 




Seq. No. 


8780 








Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18712 








Strand 






Start 


15894 








End 


19329 




Name 


OJ991210 01. 


0110 


.C4,o2.tm 


Method 


TBLASTX: Maize 




Start 


14777 








End 


15380 




GI 


none 








Score 


48 




Exons 


14777 


. .14830 


, 14827. .15120, 14828. .15115, 14859 .. 15119, 






15062 


. .15199 


, 15177. .15257, 15185 .. 15373 , 15279 .. 15380, 






15306 


. .15377 












Seq. No. 


8780 








Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18712 








Strand 






Start 


15894 








End 


19329 




Name 


OJ991210 01. 


0110 


.C4 .o6.gs 


Method 


GENSCAN 




Start 


15894 






End 


19112 




GI 


none 








Score 


.75 




Exons 


15894, 


. .15901 


, 15957. .16126, 17078 .. 17 157 , 17254 17424 , 





9238 






17529. .17630, 17887 


, .18033, 


18441. .18566, 18949.. 19112 




Seq. No. 


8780 




Seq. ID 


OJ991210_01,0110 


,C4 


Gene No. 


18712 




Strand 






Start 


15894 




End 


19329 




Name 


OJ991210 01. 0110. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16836 




End 


17603 




GI 


none 




Score 


36 




Exons 


16836. .16892, 16877 


. .16930, 


17074 . .17160, 17078. .17161, 






17080,. 17157, 17275 


. .17427, 


17276. .17428, 17277 ., 17426, 






17278. .17448, 17524 


. .17601, 


17527. .17577, 17529., 17603 




Seq. No. 


8780 




Seq. ID 


OJ991210_01,0110 


.C4 


Gene No. 


18712 




Strand 






Start 


15894 




End 


19329 




Name 




. o5.np 


Method 


AAT/NAP 




Start 


16852 




End 


19329 




GI 


6175185 




Score 


683 




Exons 


16852. .16909, 17078 


. .17157, 


17254. ,17424, 17529 17 630, 






17827. .18033, 18441 


. .18566, 


18949. ,19035, 19166., 19329 




GI Descrip. 


(AC011437) ankyrin- 


like protein [Arabidopsis thaliana] 




Seq. No. 


8780 




Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18712 




Strand 






Start 


15894 




, End 


19329 




Name 


OJ991210 01. 0110. C4 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


16861 




End 


17355 




GI 


none 




Score 


50 




Exons 


16861. .16911, 17077 


. .17160, 


17078. .17161, 17254. .17295, - 






17255. .17296, 17290 


. ,17355 








Seq. No. 


8780 




Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18712 




Strand 






Start 


15894 




End 


19329 




Name 


OJ991210 01. 0110. C4 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


17077 




End 


17410 




GI 


none 




Score 


61 




Exons 


. 17077. .17139, 17254 


. ,17409, 


17255. .17410 




Seq. No. 


8780 




Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18712 




Strand 






Start 


15894 




End 


19329 




Name 


OJ991210 01. 0110. C4 


.o7.gp 


Method 


AAT/GAP 




Start 


17373 




End 


18033 




GI 


none 




Score 


632 




Exons 


17373. .17424, 17529 


. .17630, 


17746. .17808, 17887, .18033 




Seq. No. 


8780 




Seq. ID 


OJ991210_01.0110 


.C4 


Gene No. 


18712 




Strand 






Start 


15894 




End 


19329 




Name 


OJ991210 01. 0110. C4 


. o6, tm 


Method 


TBLASTX: Maize 




Start 


17872 




End 


19021 




GI 


none 




Score 


146 




Exons 


17872. .18024, 17906 


. .18025, 


17908. .18033, 17 912 .. 1804 6, 






18439, .18567,' 18441 


. .18581, 


18441. ,18590, 18458. ,18607, 






18654. .18677, 18953 


. .19021, 


18961. ,19011 





9239 




Seq. No. 


8781 


Seq. ID 


OJ991210_01.0110.C5 


Gene No. 


18713 


Strand 


+ 


Start 


189 


End 


542 


Name 


OJ991210 01.0110.C5.ol.np 


Method 


AAT/NAP 


Start 


189 


End 


542 


GI 


4336889 


Score 


126 


Exons 


189. .411, 516. .542 






GI Descrip. 


(AF107254) cyclophilin B; 


CYPB [Emericella nidulans] 


Seq. No. 


8781 


Seq. ID 


OJ991210_01.0110.C5 


Gene No. 


18713 


Strand 


+ 


Start 


189 


End 


542 


Name 


OJ991210 01.0110.C5.ol.gp 


Method 


AAT/GAP 


Start 


258 


End 


542 


GI 


3461 2.R1084 


Score 


317 


Exons 


258. .411, 516. .542 






GI Descrip. 


M61899/sp| P34791 |CYP4_ARATH 2.0e-59 


PEPTIDYL-PROLYL CIS-TRANS 



ISOMERASE, CHLOROPLAST PRECURSOR (PPIASE) (ROTAMASE) 
(CYCLOPHILIN) (CYCLOSPORIN A-BINDING PROTEIN) 

>gi_107 6368_pir B53422 peptidylprolyl isomerase (EC 5.2.1.8) 

R0C4 - Arabidopsis thaliana >gi_405131 (L14845) cyclophilin- 
[Arabidopsis thaliana] >gi_1322278 (U42724) cyclophilin 
[Arabidopsis thaliana] * 



Seq. No. 


8781 


Seq. ID 


OJ991210_01.0110 




±0/1.0 


Of- T'pi nH 


4. 


Start 


189 


End 


542 


Name 


OJ991210 01.0110.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


258 


End 


541 


GI 


none 


Score 


244 


Exons 


258. .425, 260. .421, 512. .541, 


514. .540 




Seq. No. 


8781 


Seq. ID 


OJ991210_01.0110 


Gene No. 


18713 


Strand 


+ 


Start 


189 


End 


542 


Name 


OJ991210 01.0110.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


258 


End 


541 


GI 


none 


Score 


277 


Exons 


258. .425, 258. .413, 260. .421, 


512. .541, 


514. .540 


Seq. No. 


8781 


Seq. ID 


OJ991210_01.0110 


Gene No. 


18713 


Strand 


+ 


Start 


189 


End 


542 


Name 


OJ991210 01.0110.C5,ol.gs 


Method 


GENSCAN 


Start 


261 


End 


411 


GI 


none 


Score 


.72 


Exons 


261. .411 






Seq. No. 


8782 


Seq. ID 


OJ991210_01.0110 


Gene No. 


18714 


Strand 


+ 


Start 


4364 


End 


5220 


Name 


OJ991210 01.0110.C6.o3.gs 


Method 


GENSCAN 


Start 


4364 


End 


5220 


GI 


none 


Score 


.78 


Exons 


4364. .4492, 5152. .5220 






Seq. No. 


8782 


Seq. ID 


OJ991210_01.0110 



^9240 




Gene No. 


18715 




btrana 


+ 








Start 


6836 




End 


7218 








Name 


OJ991210 01. 0110. C6. 


ol.gp 


Method 


AAT/GAP 








Start 


6836 




End 


7218 








GI 


none 




Score 


718 








Exons 


6836. .7218 














Seq. No. 


8782 




Seq. ID 


OJ991210 


_01. 


0110 


.C6 


Gene No. 


18716 




Strand 


+ 








Start 


15883 




End 


23031 








Name 


ojyyi^iu ui.uiiu.Lb. 


06 . gs 


Method 


GENSCAN 








Start 


15883 




End 


23031 








GI 


none 




Score 


.6 








Exons 


15883. .16092, 16140. 


.16231, 


16549. .16847, 17080 


. .17430, 






18491. .18529, 18940. 


.19003, 


19050. .19101, 21030 


. .21158, 






21835. .21904, 22666. 


.22756, 


22944. .23031 








Seq. No. 


8782 




Seq. ID 




_01. 


0110 


.C6 


Gene No. 


18716 




Strand 


+ 








o cart: 


IDOO 0 




End 


23031 








Name 


OJ991210 01. 0110. C6. 


06 . np 


Method 


AAT/NAP 








Start 


16429 




End 


0 r\ 0 ^ 0 








GI 


4680203 




Score 


0 lo 








Exons 


16429. .17666, 20251. 


.20269 












GI Descrip. 


(AF114171) TNP2-like 


! protein 


[Sorghum 


bicolor ] 








Seq. No. 


8782 




Seq. ID 


oj y yiz lu 


_01. 


0110 


.C6 


Gene No. 


18716 




Strand 


+ 








04-1 v-f> 

otar u 


15883 




End 


23031 








Name 


OJ991210 01. 0110. C6. 


o7 .np 


Method 


7\ 7\ rn /MAO 








Start 


20901 




End 


21918 








GI 


6539571 




Score 


90 








Exons 


20901. .21164, 21835. 


.21918 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


satxva] 








Seq. No. 


8782 




Seq. ID 


OJ991210_ 


_01. 


Olio 


.C6 


Gene No . 


18717 




Strand 


+ 








Start 


30581 




End 


31678 








Name 


OJ991210 01. 0110. C6. 


08 . gs 


Method 


GENSCAN 








Start 


30581 




End 


31678 








GI 


none 




Score 


.63 








Exons 


30581. .31678 














Seq. No. 


8782 




Seq. ID 


OJ991210 


_01. 


0110 


.C6 


Gene No. 


18718 




Strand 


+ 








Start 


31773 




End 


32240 








Name 


OJ991210 01. 0110. C6. 


o3.gp 


Method 


AAT/GAP 








Start 


31773 




End 


32240 








GI 


4716739 




Score 


932 








Exons 


31773. .32240 














Seq. No. 


8782 




Seq. ID 


OJ991210_ 


_01. 


Olio 


.C6 


Gene No. 


18719 




Strand 


+ 








Start 


35352 




End 


37318 








Name 


OJ991210 01. 0110. 06. 


o9.gs 


Method 


GENSCAN 








Start 


35352 




End 


37318 








GI 


none 




Score 


.56 









9241 





Exons 


35352. .35512, 35624 .. 36038 , 


37232. .37318 




Seq.. No. 


8782 


Seq. ID 


OJ991210_01.0110.C6 








Strand 


+ 




Start 


45129 


End 


46673 




Name 


OJ991210 01.0110.C6.ol2.gs 


Method 


GENSCAN 




Start 


45129 


End 


46673 




GI 


none 


Score 


.95 




Exons 


45129. .45854, 45987 .. 4 6067 , 


46158. .46272, 46567.. 46673 




Seq. No. 


.8782 


Seq. ID 


OJ991210_01.0110.C6 






1 fi7?l 

J. O / ^ X 


Strand 






Start 


1702 


End 


4035 




Name 


OJ991210 01.0110.C6.o2.gs 


Method 


GENSCAN 




Start 


1702 


End 


4035 




GI 


none 


Score 


.5 




Exons 


1702. .3004, 3146. .4035 








Seq. No. 


8782 


Seq. ID 


OJ991210_01.0110.C6 




OCliC IN • 


1 ft7?9 


Strand 






Start 


13620 


End 


15143 




Name 


OJ991210 01.0110.C6.o5.gs 


Method 


GENSCAN 




Start 


13620 


End 


15143 




GI 


none 


Score 


.64 


H 


Exons 


13620.. .13730, 13908 .. 14 158 , 


14354. .14555, 14928. .15143 


n 


Seq. No. 


8782 


Seq. ID 


OJ991210_01.0liO.C6 








Strand 




Start 


23665 


End 


26618 




Name 


OJ991210 01.0110.C6.o7.gs 


Method 


GENSCAN 


u 


Start 


23665 


End 


26618 


i 


GI 


none 


Score 


.44 


; i 


Exons 


23665. .24180, 25103 .. 25232, 


26551. .26618 




Seq. No. 


8782 


Seq. ID 


OJ991210_01.0110.C6 




Gene No. 


18724 


Strand 




^1 


Start 


27616 


End 


27704 


i: 


Name 


OJ991210 01.0110.C6.o2.gp 


Method 


AAT/GAP 


:\ 


O UCt J. L, 


27616 


End 


27704 




GI 


LIB3477-003-P1-K1-E9 


Score 


138 


i 


Exons 


27616. .27704 








GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi_ 


1173557 {U31771) Ory s 1 [Oryza 






sativa] * 








Seq. No. 


8782 


Seq. ID 


OJ991210_01.0110.C6 






18725 


Strand 






Start 


38246 


End 


38821 




Name 


OJ991210 01.0110.C6.ol0.gs 


Method 


GENSCAN 




Start 


38246 


End 


38821 




GI 


none 


Score 


.81 




Exons ^ 


' 38246. .38433, 38626.. 38821 








Seq. No. 


8782 


Seq. ID 


OJ991210_01.011O.C6 




Gene No. 


18726 


Strand 






Start 


39575 


End 


44976 




Name 


OJ991210 01.0110.C6.ol.ts 


Method 


TBLASTX : Soybean 



9242 



ry 



Start 


1759 






End 


2346 


GI 


none 


- 




Score 


124 


Exons 


1759. .2082, 


1772. 


.1996, 1852. 


.2037, 2143.. 2346 


Seq. No. 


8782 






Seq. ID 


OJ991210_01.0110.C6 


Gene No. 


18726 






Strand 






o Qc'7 c 






End 


44976 


Name 


OJ991210 01. 


0110. 


C6.o2. tm 


Method 


TBLASTX: Maize 


Start 


1771 






End 


3006 


GI 


none 






. Score 


34 


Exons 


1771, .1845, 


1772. 


.1816, 1846. 


.2082, 1877. .1990, 2143. .2835, 




2408. .2824, 


2893. 


.3006 






Seq. No. 


8782 






Seq. ID 


OJ991210_01.0110.C6 


Gene No . 


T Q T O C 






Strand 




Start 


39575 






End 


44976 


Name 


OJ991210 01. 


0110. 


C6.o8.tw 


Method 


TBLASTX: Wheat 


Start 


2498 






End ■ 


2835 


GI 


none 






Score 


148 


Exons 


2498. .2809, 


2498. 


.2614, 2500. 


.2814, 2506. .2808, 2791. .2835 


Seq. No.- 


8782 






Seq. ID 


OJ991210_01.0110.C6 


Gene No . 


1 Q TO C 






Strand 




Start 


39575 






End ■ 


44976 


Name 


OJ991210 01. 


0110. 


C6.o9.ts 


Method 


TBLASTX : Soybean 


Start 


2794 






End 


3456 


GI 


none 






Score 


164 


Exons 


2794. .2991, 


3139. 


.3228, 3226. 


.3456 




Seq. No. 


8782 






Seq. ID 


OJ991210_01.0110.C6 


Gene No. 


18726 






Strand 






•5 Q c T c 






End 


44976 


Name 


OJ991210 01. 


0110. 


C6.o3. tm 


Method 


TBLASTX: Maize 


Start 


3160 






End 


3726 


GI 


none 






Score 


44 


Exons 


3160. .3219, 


3163. 


.3213, 3223. 


.3510, 3224.. 3505, 3227.. 3523, 




3544. .3726 










Seq. No. 


8782 






Seq. ID 


OJ991210_01. 0110. C6 


Gene No. 








Strand 




Start 


39575 






End 


44976 


Name 


OJ991210 01. 


0110. 


C6.ol3.tm 


Method 


TBLASTX: Maize 


Start 


7465 






End 


9469 


GI 


none 






Score 


73 


Exons 


7465. .7617, 


9290. 


.9469, 9305. 


.9415, 9318. .9452 


Seq. No. 


8782 






Seq. ID 


OJ991210_01.0110.C6 


Gene No. 


18726 






Strand 




Start 


39575 






End 


44976 


Name 


OJ991210 01. 


0110. 


C6.0I. tm 


Method 


TBLASTX: Maize 


Start 


9554 






End 


24057 


GI 


none 






Score 


371 


Exons 


9554. .10018, 


9581 


. .10015, 9709. .10017, 


9955. .10173, 




10034. .10441 


, 10052. .10180, 10053. .10190, 10225 104 13, 




10510. .10536 


, 14076. .14408, 23775 23825, 23896. .24057 



Seq. No. 



8782 



Seq. ID OJ991210 01. 0110. C6 



9243 




Gene No. 


18726 




Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01. 0110. 06, 


oll.tw 


Method 


TBLASTX: Wheat 




Start 


9605 




End 


9835 




GI 


none 




Score 


193 




Exons 


9605. .9823, 9653. .9835 








Seq. No. 


0 T Q n 




Seq. ID 


OJ991210_01.0110 


.06 


Gene No. 






Strand 






Start 


O O C "7 C 




End 


44976 




Name 


ojyyx-^iu ui.uiiu.cb. 


o9 . tw 


Method 


TBLASTX: Wheat 




Start 


9875 




End 


10200 




GI 


none 




Score 


117 




Exons 


yo/0..1(JUlo, luuiy.. 


1 A T O O 

10189, 


10048. .10200 




Seq. No. 


O T O O 

0/82 




Seq, ID 


OJ991210_01.0110 


.06 


Gene No. 


1 O T O /" 

18726 




Strand 






Start 


•o n c T c 




End 


44976 




Name 


OJ991210_01 . 01 10 . C6 . 


o6 . ts 


Method 


TBLASTX : Soybean 




Start 


: 10117 




End 


14408 




GI 


none 




Score 


55 




Exons 


10117. .10170, 10118. 


.10174, 


10225. .10431, 10244. .10441, 






10463. .10528, 10539. 


.10622, 


10543. .10647, 13899 .. 14036, 






14097 . .14 408 










Seq, No. 


O T O O 

8782 




Seq. ID 


OJ991210_01.0110 


.06 


Gene No. 


18726 




Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01.0110.06. 


o6 . tw 


Method 


TBLASTX: Wheat 




Start 


10244 




End 


24033 




GI 


none 




Score 


108 




Exons 


10244. .10429, 10246. 


.10395, 


10528. .10578, 13986 14 144 , 






13990 14 07 6/ 14124. 


.14 408, 


14128. .14391, 23851. .24033, 






23864 . .24016 










Seq. No. 


O T O O 

8782 




Seq. ID 


OJ991210_01.0110 


.06 


Gene 'No. 


T O T o 

18 /ZD 




Strand 






Start 


O A C T C 

39575 




End 


44976 




Name 


OJ991210 01.0110.06. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


10451 




End 


14033 




GI 


none 




Score 


169 




Exons 


10451 .. 10498, 10539. 


. 10676, 


10543. .10677, 10678 .. 10833, 






-irtrt'^'^ 

10726 .. 10833, 13938. 


. 14033 








Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.06 


Gene No - 


18726 




Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01.0110.06. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


11020 




End 


11286 




GI 


none 




Score 


179 




Exons 


11020. .11220, 11239. 


.11286 








Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.06 


Gene No. 


18726 




Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01. 0110. 06. 


ol2.tm 


Method 


TBLASTX: Maize 




Start 


11179 




End 


11511 





9244 




GI 


none 




Score 


69 




Exons 


11179.. 11223, 11239. 


.11346, 


11356. .11403, 11401. .11511 




Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.C6 


Gene No. 


18726 




Strand 






Start 


O Q C "7 C 




End 


44976 




Name 


OJ991210 01. 0110. C6. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


16829 




End 


17453 




GI 


none 




Score 


197 




Exons 


16829. .17158, 16870. 


.16893, 


16987. .17181, 17208. .17336, 






17219. .17314, 17328. 


.17453 








Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.C6 


Gene No . 






Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01. 0110. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


17051 




End • 


17471 




GI- 


none 




Score 


117 




Exons 


17051. .17185, 17202. 


.17471 








Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.06 


Gene No. 


1 Q TO C 
lo /ZD 




Strand 






Start 


39575 


- 


End 


44976 




Name 


OJ991210 01. 0110. C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


17198 ^ 




End 


17549 




GI 


none 




Score 


289 




Exons 


17198. .17356, 17208. 


.17549, 


17474. .17548 




Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.06 


Gene No. 


1 Q T O C 

lo fZb 




Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01. 0110. C6. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


17310 




End 


17522 




GI 


none 




Score 


225 




Exons 


17310. .17522, 17312. 


.17521, 


17322. .17522 




Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.06 


Gene No. 


18726 




Strand 






otart 






End 


44976 




Name 


OJ991210 01. 0110. C6. 


oll.gs 


Method 


GENSCAN 




Start 


39575 




End 


44976 




GI 


none 




Score 


.57 




Exons 


39575. .40437, 40549. 


.40809, 


40830. .43498, 43676. . 43723, 






43728. .43911, 44104. 


.44249, 


44888. ,44976 




Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.06 


Gene No. 


18726 




Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01. 0110. C6. 


o8 .np 


Method 


AAT/NAP 




Start 


39578 


End 


43482 




GI 


6539553 




Score 


6727 




Exons 


39578. .43482 











GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(085597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | {AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



9245 





Seq. No. 


8782 




Seq. ID. 


OJ991210_01.0110. 


C6 




Gene No. 


18726 




Strand 








e+- a T-4- 






End 


44976 






Name 


OJ991210 01. 0110. C6 


.o2. tw 


Method 


TBLASTX: Wheat 






Start 


39714 




End 


40190 






GI 


none 




Score 


354 






Exons 


39714. .40100, 39752 


. .40099, 


39793. .40101, 40115 .. 4018 9, 








40119. .40190 












Seq. No.. 


8782 




Seq. ID 


OJ991210_01.0110. 


06 










Strand 








Start 


39575 




End 


44976 






Name 


OJ991210 01. 0110. C6 


. o7 . ts 


Method 


TBLASTX: Soybean 






Start 


39842 




End 


40183 






GI 


none 




Score 


85 






Exons 


39842. .40057, 39921 


. .40058, 


40070. .40183, 40077. .40157 






Seq. No. 


8782 




oeq. xjj 


UOyyl^LKJ ux.uxxu. 


06 






X o / ^ o 




Strand 








start 


39575 




End 


44976 






Name 


OJ991210 01. 0110. C6 


. o6. tm 




i n Xir^O 1 A • L^lci X Z c 






start 


40047 












GI 


none 




Score 


^ U D 




Q 


Exons 


40047. .40385, 40058 


. .40384 










Seq. No. 


8782 




oeq. xu 


riTQQi9in ni mini 


06 




facile viO . 


X o / z o 




Strand 






I'll 


Start 


39575 




End 


44976 




: isf 
.: z'. 


Name 


OJ991210 01. 0110. 06 


.o3.ts 


rje tnoa 


1 DLiiio i A . ooyjL)ea.n 






Start 


40196 












GI 


none 




Score 


1 OA 
X Z ft 




Q 


Exons 


40196. .40540, 40341 


. .40541 








i y 


Seq. No. 


8782 




oeq. lu 




06 




Gene No. 


18726 




Strand 














End 


44976 






Name 


OJ991210 01. 0110. 06 


. o3. tw 


Method 


TBLASTX: Wheat 






Start 


40394 




End 


40938 • 






GI 


none 




Score 


48 




r\ 


Exons 


40394. .40600, 40404 


. .40526, 


40595. .4081 


.6, 40619. .40792, 




'scf 




40816. .40938, 40898 


. .40921 










Seq. No. 


8782 




Seq. . ID 


OJ991210_01.0110. 


06 






1 ft 7 9 

X 0 / ^ D 




Strand 








Start 


39575 




End 


44976 






Name 


OJ991210 01.0110.06 


.o9.tm 


Method 


TBLASTX: Maize 






Start 


40406 




End 


40792 






GI 


none 




Score 


244 






Exons 


40406. .40792 












Seq. No. 


8782 




Seq. ID 


OJ991210_01.011O. 


06 




Gene No. 


18726 




Strand 








Start 


39575 




End 


44976 






Name 


OJ991210 01. 0110.06 


. o5.ts 


Method 


TBLASTX: Soybean- 






Start 


40559 




End 


40902 






GI 


none 




Score ' 


109 






Exons 


40559. .40816, 40565 


. .40798, 


40816. .40902 





9246 





oeq* iNO. 


R 7 R 9 




Seq. ID 


OJ991210_01.0110 


. V-/ D 




Gene No. 


18726 




Strand 








Start 


39575 




End 


44976 






Name 


OJ991210 01. 0110. C6 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


40721 




End 


40980 






GI 


none 




Score 


104 






Exons 


40721. .40816, 40819 


. .40980, 


40835. .40978 






0 6 • IN Q . 


R7R9 




Seq. ID 


OJ991210_01.0110 






Gene No. 


18726 




Strand 








Start 


39575 




End 


44976 






Name 


OJ991210 01. 0110. C6 


.oil. tm 


Method 


TBLASTX: Maize 






Start 


40816 




End 


41068 






GI 


none 




Score 


95 






Exons 


^ 40816. .41067, 40820 


. .41068 










Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.C6 






1 fi7 9(^ 




Strand 








Start 


39575 




End 


44976 






Name 


OJ991210 01. 0110. C6 


.ol. tw 


Method 


TBLASTX: Wheat 






Start 


40993 




End 


41740 






GI 


none 




Score 


200 






Exons 


40993. .41232, 40994 


. .41152, 


41010. .41240, 41013. .41210, 




Q 




41261. .41740, 41284 


. .41733 










oeq . iNo . 


R7R9 
0 / 0 Z 




Seq. ID 


OJ991210_01.0110 




Gene No. 


18726 




Strand 






! bf 


Start 


39575 




•End 


44976 






Name 


OJ991210 01. 0110. C6 


.o3.tc 


Method 


TBLASTX: Cress 




: I 
: i i 


Start 


41374 




End 


41763 






GI 


none 




Score 


115 




! fcF 


Exons 


41374. .41568, 41581 


. .41763 










oeq • vio . 






Seq. ID 


OJ991210_01.0110 




;- ^1; 
I > 


Gene No. 


18726 




Strand 








Start 


39575 




End 


4 4.976 




! . 

\.^: 


Name 


OJ991210 01. 0110. C6 


.o2.ts 


Method 


TBLASTX : Soybean 




. 


Start 


41398 




End 


41796 




,t S'. 


GI 


none 




Score 


38 






Exons 


41398. .41571, 41525 


. .41563, 


41572. .41796, 41618. .41788 






oeq. wo. 


R7R9 
0 / oZ 




Seq. ID 


OJ991210_01.0110 


- U D 




Gene No. 


18726 




Strand 








Start 


39575 




End 


44976 






Name 


OJ991210 01. 0110. C6 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


41584 




End 


42018 






GI 


none 




Score 


82 






Exons 


41584. .42018, 41609 


. .41803 










Seq. No. 


8782 




Seq. ID 


OJ991210_01.0110 


.C6 




Gene No. 


' -18726 




Strand 








Start 


39575 




End 


44976 






Name 


OJ991210 01.0110.C6 


. o7 . tw 


Method 


TBLASTX: Wheat 






Start 


41742 




End 


41940 






GI 


none 




Score 


82 






Exons 


41742. .41813, 41743 


.41940, 


41743. :41937 





9247 



C • V*KJ m 


8782 










Gene No. 


18726 




Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01. 0110. C6 


.08. ts 


Method 


TBLASTX : Soybean 




Start 


41806 




End 


42192 




GI 


none 




Score 


88 




Exons 


41806. .42054, 42037 


. .42192 








Secj. No. 


8782 




Seq. ID 


OJ991210_01.0110 




Gene No. 


18726 




Stran<3'^ 






Start 


39575 




End 


44976 




Name 


OJ991210 01. 0110. C6 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


42219 




End 


42541 




GI 


none 




Score 


395 




Exons 


42219. .42386, 42220 


. .42534, 


42221. .42514, 42287. .42541 






8782 




Seq. ID 


OJ991210_01.0110 


. u 


Gene No. 


18726 




Strand 






Start 


39575 




FnH 


d 4 Q7 




Name 


' OJ991210 01. 0110. C6 


. o5.tm 


V> /^ 






Start 


43040 




Hino, 


fi 0 0 J 0 




GI 


none 




Score 


Z X 




Exons 


. 43040. .43345, 43042 


. .43353 








O C ^ • Vi\J * 


878? 




oeq. lu 


ujyyi^iiu ui.uiiu 




Gene No. 


18726 




Strand 






Start 


39575 




End 


44976 




Name 


OJ991210 01. 0110. C6 


. o4.tw 


Method 


TBLASTX: Wheat 




Start 


43102 




End 


43488 




GI 


none 




Score 


254 




Exons 


43102. .43488, 43103 


. .43477 










878? 

o / O J 




Seq. ID 


OJ991210_01.0110 




Gene No. 


18727 




Strand 






Start 


46 




End 


382 




Name 


OJ991210 01. 0110. C7 


ol . gs 


Method 


GENSCAN 




Start 


46 


End 


285 




GI 


none 




Score 


.69 




Exons 


46. .285 










Seq. No. 


8783 




Seq. ID 


OJ991210_01.0110 


,C7 


Gene No. 


18727 




Strand 






Start 


46 




End 


382 




Name 


OJ991210 01. 0110. C7, 


ol.np 


Method 


AAT/NAP 




Start 


67 


End 


382 




GI 


3913090 




Score 


271 




Exons 


67. .382 











GI Descrip. ARGININE REPRESSOR gi | 1839025 | emb | CAA72016 | (Y11134) arginine 
repressor .[Streptomyces clavuligerus] 



Seq. No. 8784 , . Seq. ID 

Gene No. 18728 Strand 

Start 1 End 

Name OJ991220_01 . 0118 . CI . ol . np Method 

Start 1 End ^ 

GI -5902445 Score 



OJ991220_01..0118.C1 
+ 

1397 
AAT/NAP 
1397 
1069 



9248 




Exons 


1,,19, 217. .1397 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


8784 


Seq. ID 


OJ991220_01 - 0118 


.CI 


Gene No . 


18728 


Strand 


+ 




Start 


1 


End 


1397 




Name 


OJ991220 01.0118.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


277 


End 


581 




GI" 


none 


Score 


204 




Exons 


277. .504, 294. .506, 507. .581, 


509. .580 






Seq. No. 


8784 


Seq. ID 


OJ991220 01.0118 


.CI 


Gene No . 


18728 


Strand 


+ 




Start 


1 


End 


1397 




Name 


OJ991220 01.0118.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


277 


End 


659 ■ 




GI 


none 


Score 


178 




Exons 


277. .504, 285. .473, 506. .658, 


507. .659 






Seq. No. 


8784 


Seq. ID 


OJ991220_01.0118 


.CI 


Gene No. 


18728 


Strand 


+ 




Start 


1 


End 


1397 




Name 


OJ991220 01.0118.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


783 


End 


1388 




GI 


none 


. Score 


275 




Exons 


783. .1187, 797. .865, 932. .1039, 1080.. 


1232, 1257 . . 1388, 






1265. .1387 ^ 








Seq. No. 


8784 


Seq. ID 


OJ991220_01 .0118 


.CI 


Gene No. 


18728 


Strand 


+ 




Start 


1 


End 


1397 




Name 


OJ991220 01.0118.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


1095 


End 


1352 




GI 


none 


Score 


140 




Exons 


1095.. 1268, 1269.. 1352 








Seq. No. 


8785 


Seq. ID 


OJ991220_01 .0118 


.C2 


Gene No. 


18729 


Strand 






Start 


84 


End 


1654 




Name 


OJ991220 01.0118.C2.ol.gs 


Method 


GENSCAN 




Start 


84 


End 


1654 




GI 


none 


Score 


. 92 




Exons 


84. .356, 436. .570, 675. .820, 


999. .1017 


, 1648 . . 1654 




Seq. No. 


8786 


Seq. ID 


OJ991220_01.0118 


.C3 


Gene No. 


18730 


Strand 


+ 




Start 


810 


End 


1700 




Name 


OJ991220 01.0118.C3.ol.gp 


Method 


AAT/GAP 




Start 


810 


End 


1191 




GI 


uC-osflcyp033a04bl 


Score 


663 




Exons 


810. .1191 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 * 






Seq. No, 


8786 


Seq. ID 


OJ991220_01.0118 


.C3 


Gene No. 


18730 


Strand 


+ 




Start 


810 


End 


1700 





9249 



Name 


OJ991220 01.0118.C3.ol.gs 


Method 


GENSCAN 


Start. 


914 


End 


1700 


GI 


none 


Score 


.5 


Exons 


914. .978, 1634. .1700 

- 






Seq. No. 


8786 


Seq. ID 


OJ991220 


Gene No. 


18731 


Strand 




Start 


743 


End 


2687 


Name 


OJ991220 01.0118.C3.ol.np 


Method 


AAT/NAP 


Start 


743 


End 


2687 


GI 


4680186 


Score 


337 


Exons 


743. .943, 2669. .2687 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq. No. 


8786 


Seq. ID 


OJ991220 


Gene No. 


18732 


Strand 


- 


Start 


3041 


End 


3795 


Name 


OJ991220 01.0118.C3.o2.gp 


Method 


AAT/GAP 


Start 


2188 


End 


2756 


GI 


4879016 


Score 


864 


Exons 


2188. .2756 






GI Descrip. 


6041757/gb|AC011806.1|AC011806 0. Oe+00 


Genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



8786 "- Seq. ID 

18732 Strand 

3041 End 

OJ991220_01.0118.C3.o2.gs Method 

3041 End 

none Score 
3041. .3478 



OJ991220_01.0118.C3 

3795 
GENSCAN 
3478 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8786 

18732 

3041 

OJ991220_01.0118.C3.o2.np 
3044 
6721561 
3044. .3795 
(AP001073) EST 
predicted gene 
gi I 6815086|dbj 
corresponds to 
protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991220_01.0118.C3 
3795 

AAT/NAP- 

3795 

711 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



8786 Seq. ID 

18732 Strand 

3041 End 

OJ991220_01.0118.C3.o3.gp Method 

34 92 End 
none * Score 
3492. .3795 



OJ991220_01.0118.C3 

3795 
AAT/GAP 
3795 
582 



Seq. No. 
Gene No. 
Start 



8787 

18733 

1 



Seq. ID 

Strand 

End 



OJ991220 01. 0118. C4 



1351 



9250 



Name 

Start 

GI 

Exons 



OJ991220_01 . 0118 . C4 . ol . gp 
1 

none 
1. .68 



Method AAT/GAP 
End 68 
Score 111 



Seq. No. 8787 Seq. ID OJ991220_01 . 0118 . C4 

Gene No. 18733 Strand 

Start 1 End 1351 

Name OJ991220_01 . 0118 . C4 . ol . np Method AAT/NAP 

Start 1 End 892 

GI 6721561 Score 213 

Exons 1..68, 139.. 321, 823.. 892 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


8787 


Seq. ID 


OJ991220 




Gene No. 


18733 


Strand 






Start 


1 


End 


1351 




Name 


OJ991220 01.0118.C4.ol.gs 


Method 


GENSCAN 




Start 


10 


End 


1062 




GI 


none 


Score 


.51 




Exons 


10. .41, 139. .324, 393. .517, 


686. .1062 




cn 


Seq. No. 


8787 


Seq. ID 


OJ991220 


I'll 
\ LI 


Gene No . 


18733^ 


Strand 




.IS'. 


Start 


1 


End 


1351. 


: c 


Name 


OJ991220 01.0118.C4.o2.np 


Method 


AAT/NAP 




Start 


599 


End 


1351 




GI 


6907089 


Score 


275 


fii 


Exons 


599. .1351 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


! 


Seq. No. 


8787 


Seq. ID 


OJ991220 


*; 


Gene No. 


18734 . 


Strand 






Start - 


1991 


End 


2276. 




Name 


OJ991220 01.0118.C4.o3.np 


Method 


AAT/NAP 


.S 3), 


Start 


1991 


End 


2276 


r=E 


GI 


6721512 


Score 


66 




Exons 


1991. .2146, 2174. .2276 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8788 


Seq. ID 


OJ991220 




Gene No. 


18735 


■ Strand 


+ 




Start 


66 


End 


567 




Name 


OJ991220 01.0118.C7.ol.gs 


Method 


GENSCAN 




Start 


66 


End 


567 




GI 


none 


Score 


.7 




Exons 


66. .567 








Seq. No. 


8789 


Seq. ID 


OJ991220_ 




Gene No. 


18736 


Strand 


+ 




Start 


1 


End 


930 




Name 


OJ991220 01.0118.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


909 



9251 




GI 4544372 Score 417 

Exons 1..909 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


8789 








Seq. ID 


OJ991220_01.0118 


.C8 


Gene No. 


18736 








Strand 


+ 




Start 


1 








End 


930 




Name 


OJ991220 


01. 0118. C8. 


ol. 


gs 


Method 


GENSCAN 




Duaru . 










HiiivJl 






GI 


none 








Score 


.89 




Exons 


198. .643, 


648. .930 












Seq. No. 


8789 








Seq. ID 


OJ991220_01.0118 


.C8 


Gene No. 


18737 








Strand 






Start 


1445 








End 


2131 




Name 


OJ991220 


01. 0118. C8. 


ol. 


tw 


Method 


TBLASTX: Wheat 




o rari-. 


ft O D 








tLTlO. 


o y ft 




GI 


none 








Score 


94 




Exons 


486. .641, 


633. .860, 


634 


. .894 








Seq. No. 


8789 








Seq. ID 


OJ991220_01.0118 


.C8 


Gene No. 


18737 








Strand 


- 




Start 


1445 








End 


2131 




Name 


OJ991220 


01. 0118. C8. 


ol. 


ts 


Method 


TBLASTX: Soybean ■ 




o car L 


670 








tna 






GI 


none 








Score 


242 




Exons 


670. .915, 


672. .809, 


882 


. .920 








Seq. No. 


8789 








Seq. ID 


OJ991220_01.0118 


.C8 


Gene No. 


18737 








Strand 


- 




Start 


1445 








End 


2131 




Name 


OJ991220 


01. 0118. 08. 


o2. 


gs 


Method 


GENSCAN 




o raru 


1445 








tina 






GI 


none 








Score 


1 




Exons 


1445.. 1975, 2055.. 2131 










Seq. No. 


8790 








Seq. ID 


OJ991220_01.0118 


.C9 


Gene No. 


18738 








Strand 


- 




Start 


96 








End 


620 




Name 


OJ991220 


01. 0118. C9. 


ol. 


gs 


Method 


GENSCAN 




Start 


96 








End 


620 




GI 


none 








Score 


.5 




Exons 


96. .290, 


372. .620 












Seq. No. 


8791 








Seq. ID 


OJ991220 01.0118 


.Cl( 


Gene No. 


18739 








Strand 


+ 




Start 


5491 








End 


5661 




Name 


OJ991220 


01. 0118. CIO 


.o2 


.gs 


Method 


GENSCAN 




Start 


5491 








End 


5661 




GI 


none 








Score 


1 





Exons 5491.. 5661 



Seq. No. 8791 Seq. ID 

Gene No. 18740 Strand 

Start 5854 End 

Name OJ991220_01 . 0118 . CIO . o3 . gs Method 



OJ991220_01. 0118. CIO 
+ 

17206 
GENSCAN 



9252 



i:ri 

rii 

Ui 



start 


5854 




End 


17206 






GI 


none 




Score 


.41 






Exons 


.5854.. 6406, 7050.. 7203, 7337 


..7489, 8296. .8405, 


8610. .8670, 




9087.. 9233, 9428.. 10495, 10716. . 10955, 


10964. .11142, 






11200. .11387, 11412. 


.11746, 


11836. .11890, 11937. 


.12227, 






12366. .12551, 12566. 


.12821, 


12966. .13456, 13550. 


.13696, 






13760. .14078, 14109. 


.14301, 


14313. .14401, 14526. 


.14732, 






14763. .14860, 14960. 


.15452, 


15918. .16045, 16505. 


.16679, 






16738. .16931, 17048. 


.17206 










Seq. No. 


8791 




Seq. ID 


OJ991220_ 


01.0118 


.CIO 


Gene No. 


18740 




Strand 


+ 








5854 




End 


17206 






Name 


OJ991220 01. 0118. CIO 


. o4 . np 


Method 


AAT/NAP 






Start 


12681 




End 


15799 






GI 


5902445 




Score 


2995 






Exons 


12681. .14493, 14539. 


.15799 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


8791 




Seq. ID 


OJ991220_ 


01.0118, 


.CIO 


Gene No. 


18741 




Strand 


+ 






o tar t 


21919 




End 


28256 






Name 


OJ991220 01. 0118. CIO 


. o5.gs 


Method 


GENS CAN 






Start 


21919 




End 


28256 






GI 


none 




Score 


.82 






Exons 


21919. .22042, 23462. 


.23634, 


23726. .23867, 24524. 


.26496, 






27372. .27611, 27703. 


.27853, 


28171. .28256 






Seq. No. 


8791 




Seq. ID 


OJ991220_ 


01.0118, 


.CIO 


Gene No. 


18741 




Strand 


+ 








21919 




End 


28256 






Name 


OJ991220 01. 0118. CIO 


. o5 . np 


Method 


AAT/NAP 






Start 


24518 




End 


26598 






GI 


4539660 




Score 


2603 






Exons 


24518. .26598 












GI Descrip. 


(AF061282). polyprotein [Sorghum bicolor] 






Seq. No. 


8791 . 




Seq. ID 


OJ991220_ 


01.0118. 


.CIO 


Gene No. 


18742 




Strand 


+ 






Start 


28862 




End 


32241 






Name 


OJ991220 01. 0118. CIO 


. o2 . gp 


Method 


AAT/GAP 






Start 


28684 




End 


29065 






GI 


uC-osflcyp033a04bl 




Score 


683 






Exons 


28684. .29065 













GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 8791 

Gene No. 18742 

Start 28862 

Name OJ991220_01 . 0118 . CIO . o6 . gs 

Start 28862 

GI none 

Exons 28862. .28933, 30377 .. 30603, 
31599. .31725, 31730 .. 31982 , 



Seq. ID OJ991220_01. 0118. CIO 

Strand + 

End 32241 

Method GENSCAN 

End 32241 

Score .59 
30613. .30695, 31305. .31355, 
32056. .32241 



Seq. No. 



8791 ' 



Seq. ID OJ991220_01. 0118. CIO 



9253 




Gene No. 


18743 


Strand 






Start 


907 


End 


6344 




Name 


OJ991220 01.0118.C10.ol.gs 


Method 


GENSCAN 




Start 


907 


End 


5267 




GI 


none 


Score 


.49 




Exons 


907.. 1154, 1710. .2731, 3037. 


.3319, 4717. ,4876, 5139. .5267 


Seq. No. 


8791 


Seq. ID 


OJ991220_01.0118 


. CIO 


Gene No. 


18743 


Strand 






Start 


907 


End 


6344 




Name 


OJ991220 01.0118.C10.o2.np 


Method 


AAT/NAP 




Start 


1655 


End 


6344 




GI 


3258575 


Score 


558 




Exons 


1655,. 1673, 4594. .4763, 4792 


..4897, 5868. .6344 




GI Descrip. 


(U89959) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8791 


Seq. ID 


OJ991220_01.0118 


. CIO 


Gene No. 


18744 


Strand 






Start 


9195 


End 


9454 




Name 


OJ991220 01.0118.C10.o3.np 


Method 


AAT/NAP 




Start 


9195 


End 


9454 




GI 


6721512 


Score 


69 




Exons 


9195,. 9323, 9351.. 9454 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8791 


Seq. ID 


OJ991220_01.0118 


. CIO 


Gene No . 


18745 


Strand 






Start 


17295 


End 


20799 




Name 


OJ991220 01.0118.C10.o4.gs 


Method 


GENSCAN 




Start 


17295 


End 


20799 




GI 


none 


Score 


.77 




Exons 


17295. .17855, 17961 .. 18191, 


18262. .18396, 18521 18 64 5, 






18718. .18845, 18957 .. 19148 , 


19306. .19555, 19560 19701, 






19839. .19942, 19947 .. 20019, 


20261. .20375, 20798. .20799 




Seq. No. 


8791 


Seq. ID 


OJ991220_01,0118 


.CIO 


Gene No. 


18746 


Strand 






Start 


24869 


End 


33042 




Name 


OJ991220 01,0118.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


4662 


End 


6336 




GI 


none 


Score 


58 




Exons 


4662. ,4772, 4664. .4771, 4757 


..4807, 4828. .4884, 4830. .4892, 




5866., 5916, 5902. .6336, 5906 


. .6328 






Seq, No. 


8791 


Seq. ID 


OJ991220_01.0118 


.CIO 


Gene No. 


18746 


Strand 






Start 


24869 


End 


33042 




Name 


OJ991220 01.0118.C10.o9.tw 


Method 


TBLASTX: Wheat 




Start 


10998 


End 


11396 




GI 


none 


Score 


243 




Exons 


10998, .11396, 11012, .11050, ' 


11123. .11266 




Seq. No. 


8791 


Seq. ID 


OJ991220_01,0118 


.CIO 


Gene No. 


18746 


Strand 






Start 


24869 


End 


33042 




Name 


OJ991220 01.0118.C10.o6.tw 


Method 


TBLASTX: Wheat 




Start 


11979 


End 


12434 





9254 




GI 


none 




Score 


144 




Exons 


11979. .12161, 11987. 


.12160, 


12198. .12434, 12200.. 12424 




Seq. No. 


8791 




Seq. ID 


OJ991220_01.0118 


.CIO 


Gene No . 


18746 




Strand 






Start 


24869 




End 


33042 




Name 


OJ991220 01. 0118. CIO 


.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


12626 




End 


13081 




GI 


, none 




Score 


71 




Exons 


12626. .12694, 12627. 


.12695, 


12685. . 13080, 12686.. 13081 




Seq. No. 


8791 




Seq. ID 


OJ991220_01.0118 


.CIO 


Gene No. 


'I on A ^ 
lo /4 D 




Strand 






Start 


24869 




End 


33042 




Name 


OJ991220 01. 0118. CIO 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


12755 




End 


13111 




GI 


none 




Score 


392 




Exons 


12755. .13111, 12817. 


.13110 








Seq. No. 


8791 




Seq. ID 


OJ991220_01.0118 


.CIO 


Gene No. 


lo /4 D 




Strand 






Start 


24869. 




End 


33042 




Name 


OJ991220 01. 0118. CIO 


. o7.tm 


Method 


TBLASTX: Maize 




Start 


13139 




End 


13522 




GI 


none 




Score 


318 




Exons 


13139. .13522, 13188. 


.13283, 


13288.. 13521 




Seq. No. 


8791 




Seq. ID 


OJ991220_01.0118 


-CIO 


Gene No . 


lo / 4 D 




Strand 






Start 


24869 




End 


33042 




Name 


OJ991220 01. 0118. CIO 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13196 




End 


24627 




GI 


none 




Score 


447 




Exons 


13196. .13618, 13259. 


.13588, 


13288. .13620, 24544.. 24627 




Seq. No. 


8791 




Seq. ID 


OJ991220_01.0118 


.CIO 


Gene No. 


lo / 4 D 




Strand 






Start 


24869 




End 


33042 




Name 


OJ991220 01. 0118. CIO 


.■o2.ts 


Method 


TBLASTX: Soybean 




Start 


13250 




End 


24750 




GI 


none 




Score 


277 




Exons 


13250. .13675, 13282. 


.13434, 


24517. .24750 




Seq. No. 


8791. 




Seq. ID 


OJ991220_01.0118 


.CIO 


Gene No. 


18746 




Strand 






Start 


24869 




End 


33042 




Name 


OJ991220 01. 0118. CIO, 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


13532 




End 


24693 




GI 


none 




Score 


69 




Exons 


13532. .13615, 24517., 


.24693, 


24522. .24692 




Seq. No. 


8791 




Seq. ID 


OJ991220_01.0118 


.CIO 


Gene No. 


18746 




Strand 






Start 


24869 




End 


33042 




Name 


OJ991220 01. 0118. CIO, 


. o7 , tw 


Method 


TBLASTX: Wheat 




Start 


13765 




End 


14173 




GI 


none 




Score 


204 





9255 



Exons 



13765. .13992, 13766 .. 13990, 14000 .. 14 173, 14015. .14173 



Seq. No. 8791 

Gene No. 18746 

Start 24869 

Name OJ991220_01 . 0118 .CIO . o6.tm 

Start 14675 

GI none 

Exons 14675. . 14986, 14692.. 14985 



Seq. ID OJ991220_01. 0118. CIO 
Strand 

End 33042 

Method TBLASTX:Maize 

End 14986 

Score 348 



Seq. No. 8791 

Gene No. 18746 

Start 24869 

Name OJ991220_01 . 0118 .CIO . o2 . tw 

Start 14786 

GI none 
Exons 



Seq. ID OJ991220_01. 0118. CIO 
Strand 

End 33042 

Method TBLASTX : Wheat 

End 25620 ' 

Score 65 



14786. .14938, 14942 .. 15019, 25053 25619, 25087. .25620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8791 

18746 

24869 

OJ991220_01. 0118. CIO. ol.tw 

15116 

none 



Seq. ID OJ991220_01. 0118. CIO 
Strand 

End 33042 

Method TBLASTX: Wheat . 

End 26253 

Score 91 



15116. .15271, 15305. .15433, 25627 26253, 25683 2614 1, 
25720. .26250 



Q Seq. No. 
Ul Gene No. 
Start 
Name 
Start 

Exons 

H 

Seq. No. 
, »i Gene No . 
*;:; Start 
';=^ Name 
U Start 

GI 

Exons 



End 

Method 

End 

Score 



8791 
18746 
24869 

OJ991220_01. 0118. CIO. o3.tw 
24628 
none 

24628. .25050, 24660. .25049 

8791 
18746 
24869 

OJ991220_01. 0118. CIO. o3.tm 
24699 
none 

24699. .25049, 24700 .. 25053, 24700.. 25062 



Seq. ID OJ991220_01. 0118. CIO 
Strand 

33042 

TBLASTX: Wheat 
25050 
594 



Seq. ID OJ991220_01. 0118. CIO 
Strand 

End 33042 

Method TBLASTX : Maize 

End 25062 

Score 482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8791 

18746 

24869 

OJ991220_01. 0118. CIO. o6.np 

24869 

5852180 



Seq. ID OJ991220_01. 0118. CIO 
Strand 

End 33042 

Method AAT/NAP 

End 29877 

Score 573 



24869. .24923, 27340 .. 277 61 , 27813 .. 27 936, 28915 .. 28969, 
29755. .29877 

-(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 8791 

Gene No. 18746 

Start 24869 

Name OJ991220 01 . 0118 .CIO . ol . tc 



Seq. ID OJ991220_01. 0118. CIO 
Strand 

End 33042 

Method TBLASTX : Cress 



9256 




start 


25327 




End 


25644 






GI 


none 




Score 


90 






Exons 


25327, .25500, 25501. 


.25644, 


25503. .25643 






Seq. No. 


8791 




Seq. ID 


OJ991220 


_01.0118 


.CIO 


Gene No . 


18746 




Strand 








Start 


24869 




End 


33042 






Name 


OJ991220 01. 0118. CIO 


. ol . ts 


Method 


TBLASTX : 


Soybean 




Start 


25408 




End 


25668 






GI 


none 




Score 


296 






Exons 


25408. .25668, 25413. 


.25667 










Seq. No. 


8791 




Seq. ID 


OJ991220 


_01.0118 


.CIO 


Gene No. 


18746 




Strand 








Start 


24869 




End 


33042 






Name 


OJ991220 01. 0118. CIO 


.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


25466 




End 


25758 






GI 


none 




Score 


89 






Exons 


25466. .25627, 25467. 


.25754, 


25468.-25758 






Seq. No. 


8791 




Seq. ID 


OJ991220 


_01.0118 


-CIO 


Gene No. 


18746 




Strand 








Start 


24869 




End 


33042 






Name 


OJ991220 01. 0118. CIO 


.02. tm 


Method 


TBLASTX: 


Maize 




Start 


25806 




End 


26406 






GI 


none 




Score 


83 






Exons 


25806. .25937, 25806. 


.25949, 


25807. .25968, 25810 


. -25962, 






25966. .26406, 25968. 


.26390 










Seq. No. 


8791 - 




Seq- ID 


OJ991220 


_01.0118 


.CIO 


Gene No . 


18746 




Strand 








Start 


24869 




End 


33042 






Name 


OJ991220 01. 0118. CIO 


.08. tw 


Method 


TBLASTX: 


Wheat 




Start 


26253 




End 


26586 






GI 


none 




Score 


315 






Exons 


26253.-26522, 26254. 


.26586, 


26257. .26565 






Seq. No. 


8791 




Seq. ID 


OJ991220 


_01.0118 


.CIO 


Gene No. 


18746 




Strand 








Start 


24869 




End 


33042 






Name 


OJ991220 01. 0118. CIO 


. o7 .np 


Method 


AAT/NAP 






Start 


28617 




End 


33042 






GI 


4680186 




Score 


377 






Exons 


28617. .28817, 29655. 


.29710, 


33016. .33042 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


, indica] 






Seq. No. 


8792 




Seq. ID 


OJ991220 


_01.0118 


.Cll 


Gene No. 


18747 




Strand 


+ 






Start 


1 




End 


123 






Name 


OJ991220 01.0118.C11 


. ol . np 


Method 


AAT/NAP 






Start 


1 


End 


123 






GI 


6063554 




Score 


187 







Exons 1..123 

GI Descrip. {AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] . 



9257 




Seq. No. 


8792 Seq. ID 


OJ991220 


_01.0118.C11 


Gene No. 


18748 • , Strand 


+ 




Start 


478 End 


2450 




Name 


OJ991220 01.0118.Cll.o2.np Method 


AAT/NAP 




Start 


478 End 


2450 




GI 


1666236 Score 


174 




Exons 


478. .668, 764. .1133, 2281. .2450 






GI Descrip. 


(U76261) unknown [Hordeum vulgare] 






Seq. No. 


8792 Seq. ID 


OJ991220 


_01.0118.C11 


Gene No. 


18749 Strand 


- 




Start 


4 97 End 


770 




Name 


OJ991220 01.0118.Cll.o2.aD Method 


AAT/GAP 




Start 


4 97 ~ End 


770 




GI 


61605 1.R1084 Score 


460 




Exons 


497. .770 






GI Descrip. 


•5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza 


sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAG clone :tl7804 V 


Seq. No. 


8792 Seq. ID 


OJ991220_ 


_01.0118.C11 


Hpnp No 


18750 Strand 






Start 


723 • • End 


2143 




Name 


OJ991220 01.0118.Cll.ol.gs Method 


GENSCAN 




Start 


723 End 


2143 




GI 


none Score 


.61 




Exons 


723. .929, 1076. .1125, 1318. .1426, 1692 


..1721, 2036. .2143 


Seq. No. 


8792 Seq. ID 


OJ991220_ 


_01.0118-C11 




18750 Strand 






start 


723 End 


2143 




Name 


OJ991220 01.0118.Cll.ol.tw Method 


TBLASTX: Wheat 


Start 


765 End 


1073 




GI 


none Score 


76 




Exons 


765. .842, 858. .1073 






Seq. No. 


'8793 Seq. ID 


OJ991220_ 


_01.0118.C12 


Gpne No 


18751 Strand 


+ 




Start 


58 End 


1872 




Name 


OJ991220 01.0118.C12.ol.gs Method 


GENSCAN 




Start 


58 End 


1150 




GI 


none Score 


.9 




Exons 


58. .272, 312. .1150 






Seq. No. 


8793 Seq. ID 


OJ991220_ 


_01.0118-C12 


Gene No. 


18751 Strand 


+ 




Start 


58 End 


1872 




Name 


OJ991??0 01 0118 a? o1 nn Method 


AAT/NAP 




Start 


410 ~ End 


1872 




GI 


2522230 Score 


270 




Exons 


410. .934, 1678. .1872 






GI Descrip.. 


(AB007467) retrotransposon-like gene; 


the first 


amino acid was 




determined to be leucine [Vicia faba]- 






Seq. No. 


8793 Seq. ID 


OJ991220_ 


_01.0118.C12 


Gene No. 


18752 Strand 


+ 




Start 


17 92 End 


4238 




Name 


OJ991220 01.0118.C12.o2.gs Method 


GENSCAN 





9258 




start 


1792 


End 


3565 


GI 


none 


Score 


.72 


Exons 


1792. .1939, 3468. .3565 






Seq. No. 


8793 


Seq. ID 


OJ991220201.0118.C12 


Gene No. 


18752 


Strand 


+ 


Start 


1792 


End 


4238 


Name 


OJ991220 01.0118.C12.o2.np 


Method 


AAT/NAP 


Start 


3431 


End 


4238 


GI 


4680183 


Score 


197 


Exons 


3431. .3538, 4149. .4238 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 



Seq. No, 8793 

Gene No. 18753 

Start 5506 

Name OJ991220_01 . 0118 . C12 . ol . tw 

Start 449 

GI none 

Exons 449.. 592, 635.. 820, 637,. 813 



Seq. ID OJ991220_01.0118.C12 

Strand + 

End 6122 

Method TBLASTX : Wheat 

End 820 

Score 112 



Seq. No, 8793 Seq. ID OJ991220_01 . 0118 . C12 

Gene No. 18753 Strand + 

Start 5506 End 6122 

Name OJ991220_01 , 0118 . 012 . o3 . np Method AAT/NAP 

Start 5506' End 6122 

GI 6721559 Score 565 

Exons .5506.. 5956, 5989.. 6122 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 I dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq, No, 8794 

Gene No. 18754 

Start 117 

Name OJ991220_01 . 0118 . C13 . ol . gs 

Start 117 

GI none 

Exons 117.. 489, 1322.. 1597, 1618. 
4546. .4939 



Seq, ID OJ991220_01,0118.C13 

Strand + 

End 4 939 

Method GENSCAN 

End 4939 

Score .5 
.1746, 1786. .2496, 3467. ,3573, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI" Descrip. 



Seq. No, 
Gene No, 
Start 
Name 
Start 



8794 Seq. ID 

18754 Strand 
117 End 
OJ991220_01 . 0118 . C13 , o2 , np Method 
1166 End 
6907087 Score 
1166.. 1530, 1739.. 2413, 2959.. 3060 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ991220_01.0118.C13 
+ 

4939 ■ 
AAT/NAP 
3060 
720 



8794 

18755 

17207 

OJ991220_01.0118.C13.o4 ,gs 
17207 



Seq. ID OJ991220_01,0118.C13 

Strand + 

End 17993 

Method GENSCAN 

End 17993 



9259 




GI 


none 


Score 


.83 , 






Exons 


17207. .17320, 17429. . 17533, 


17577. .17993 






Seq. No. 


8794 


Seq. ID 


OJ991220_ 


01.0118 


.C13 


Gene No. 


18756 


Strand 


+ 






Start 


19602 


End 


20687 






Naitie 


u J. . u X 1 o . 1 J . Ofi • np 


Method 


AAT/NAP 






Start 


19602 


End 


20687 






GI 


4755191 


Score 


307 






Exons 


19602. .19853, 19897.. 20687 










GI Descrip. 


(AC007018) putative non-LTR 


retroelement reverse 


! transcript. 




[Arabidopsis thaliana] 










Seq. No. 


8794 


Seq. ID 


OJ991220_ 


m n 1 1 Q 


. LI J 


Gene No. 


18757 


Strand 








o Laru 


3455 


End 


5403 






Name 


OJ991220 01.0118.C13.o3.np 


Method 


AAT/NAP 






Start 


3455 


End 


5403 






GI 


4680186 


Score 


162 






Exons 


3455.. 3656, 5385.. 5403 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


8794 


Seq. ID 


OJ991220_ 


01.0118, 


.C13 


Gene No. 


18758 


Strand 








Start 


14722 


End 


16448 






Name 


/^T(*\r\TOOA rtT Alio »A 

OJ991220 01 . Olio . C13 . o3 . gs 


Method 


GENSCAN 






Start 


14722 


End 


16448 






GI 


none 


Score 


.77 






Exons 


14722.. 14 904, 15078.. 151 60, 


15289. .15375, 16028. 


.16141, 






16433. .16448 










Seq. No. 


8794 


Seq. ID 


OJ991220_ 


01.0118, 


.013 


Gene No . 


18759 


Strand 








Start 


19252 


End 


19364 






Name 


OJ991220 01.0118.C13.o5.gs 


Method 


GENSCAN 






Start 


19252 


End 


19364 






GI 


none 


Score 


.42 






Exons 


19252.. 19364 










Seq. No. 


8794 


Seq. ID 


OJ991220_ 


01.0118, 


.C13 


Gene No. 


18760 


Strand 








o uart 


19345 


End 


19670 






Name 


OJ991220 01.0118.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


19345 


End 


19670 






GI 


none 


Score 


124 






Exons 


19345. .19470, 19347 .. 19469, 


19471. .19533, 19485. 


.19550, 






19560. . 19670, 19599. .19649 










Seq. No. 


8794 


Seq. ID 


OJ991220_ 


01.0118. 


.013 


Gene No. 


18761 


Strand 








Start 


19674 


End 


20437 






Name 


OJ991220 01.0118.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


19674 


End 


20437 






GI 


none 


Score 


57 






Exons 


. 19674. .19715, 19731 .. 19817 , 


19973. .2021 


,8, 20201. 


.20383, 






20360. .20437 











9260 




Seq. No. 


8794 


Seq. ID 


OJ991220_01 


.0118 


.C13 




J. O / O X 










Start 


-„19674 


End 


20437 






Name 


OJ991220 01.0118.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


19973 


End 


20299 






GI 


none 


Score 


J J ^ 






Exons 


19973. .20299, 20023.. 20298 










Seq. No. 


8795 


Seq. ID 


OJ991220_01 


.0118 


.014 








+ 






Start 


522 


End 


909 






Name 


OJ991220 01.0118.C14.ol.gs 


Method 


GENSCAN 






Start 


522 


End 


909 






GI 


none 


Score 








Exons 


522. .603, 800. .909 










Seq. No. 


8796 


Seq. ID 


OJ991220__01 


.0118 


,C15 


dart a Mo 


± O / DO 


q-t- rsnH 
o L I. diiu 


- 






Start 


173 


End 


853 






Name 


OJ991220 01.0118.C15.ol.gs 


Method 


GENSCAN 






Start 


173 


End 


853 






GI 


none 


Score 


A 1 






Exons 


173. .853 










Seq. No. 


8797 


Seq. ID 


OJ991220_01 


,0118 


,C16 


rz^T^o Mo 


± O / D*4 


q-t- -ranH 
O L i. dl lU 


+ 






Start 


177 


End 


1779 






Name 


OJ991220 01.0118.C16.ol.gs 


Method 


GENSCAN 






Start 


177 


End 


1779 






GI 


none 


Score 


.6 






Exons 


177. .255, 360.. 1234, 1370.. 


1445, 1528. 


.1779 






Seq. No. 


8797 


Seq. ID 


OJ991220_01 


.0118 


.C16 


Gene No. 


18764 


Strand 


+ 






Start 


177 


End 


1779 






Name 


OJ991220 01.0118.C16.ol.np 


Method 


AAT/NAP 






Start 


192 


End 


1267 






GI 


3319345 


Score 


417 






Exons 


192. .255, 360.. 1267 










GI Descrip. 


(AF077407) contains similarity to maize transposon 


MuDR 






{GB:M76978) [Arabidopsis thaliana] 








Seq. No. 


8797 


Seq. ID 


OJ991220_01 


.0118 


.C16 


rZo'pio Mo 


18765 


Strand 


+ 






start 


4933 


End 


8458 






Name ■ 


OJ991220 01.0118.C16.o3.gs 


Method 


GENSCAN 






Start 


4933 


End 


7863 






GI 


none 


Score 


.77 






Exons 


4933. .5257, 5733. .5896, 6281. .6394, 6441. .6550, 7713, .7863 


Seq. No. 


8797 


Seq. ID 


OJ991220_01 


.0118 


.C16 


Gene No. 


18765 


Strand 


+ 






Start 


4933 


End 


8458 






Name 


OJ991220 01.0118.C16.o3.np 


Method 


AAT/NAP 






Start . 


4933 


End 


8455 






GI 


5922620 


Score 


647 







Exons 4933. .5016, 6037.. 6165, 6441.. 6609, 6656.. 6826, 6863,. 6947, 



9261 



m m 

8325. .8455 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene,; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il {AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


8797 






Seq. ID 


OJ991220_01. 


,0118 


.C16 


Gene No. 


18765 






Strand 


+ 






Start 


4933 






End 


8458 






Name 


OJ991220 01 


.0118.C16.o4 


.gs 


Method 


GENSCAN " 






Start 


8186 






End 


8458 






GI 


none 






Score 


.98 






Exons 


8186. .8458 














Seq. No. 


8797 






Seq. ID 


OJ991220_01. 


0118 


.016 


Gene No. 


18766 






Strand 








Start 


8858 






End 


11153 






Name 




.0118.C16.o5 


.gs 


Method 


GENSCAN 






Start 


8858 






End 


11153 






GI 


none 






Score 


.51 






Exons 


8858. .8864, 


10477. .10706, 11031. .11153 








Seq. No. 


8797 . 






Seq. ID 


OJ991220_01. 


0118 


.C16 


Gene No. 


18767 






Strand 


_ 






Start 


1799 • 






End 


4668 






Name 


OJ991220 01 


.0118.C16.o2 


. np 


Method 


AAT/NAP 






Start 


1799 






End 


4668 






GI 


6539570 






Score 


152 






Exons 


1799. .1820, 


4191. .4251, 


4465. 


.4668 








GI Descrip. 


(AP000836) : 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


8797 






Seq. ID 


OJ991220_01. 


0118 


.C16 


Gene No. 


18767 






Strand 








Start 


1799 






End 


4668 






Name 


OJ991220 01 


.0118.C16.o2 


. gs 


Method 


GENSCAN 






Start 


2455 






End 


3539 






GI 


none 






Score 


.71 






Exons ' 


2455. .2778, 


2861. .3152,' 


3442. 


,3539 








Seq. No. 


8797 






Seq. ID 


OJ991220_01. 


0118 


.016 


Gene No. 


18768 






Strand 








Start 


10382 






End 


12774 






Name 


OJ991220 01 


.0118.C16,ol 


.tm 


Method 


TBLASTX: Maize 




Start 


612 






End 


1091 






GI 


none 






Score 


117 






Exons 


612. .803, 837. .1091 












Seq. No. 


8797 






Seq. ID 


OJ991220_01. 


0118 


.016 


Gene No. 


18768 






Strand 








Start 


10382 






End 


12774 






Name 


OJ991220 01 


.0118.C16.ol, 


.ts 


Method 


TBLASTX: Soybean 




Start 


648 






End 


1085 






GI 


none 






Score 


211 






Exons 


648. . 1085 














Seq. No. 


8797 






Seq. ID 


OJ991220_01. 


0118 


.016 



9262 




Gene No. 


18768 


Strand 






Start 


10382 


End 


12774 




Name 


OJ991220 01.0118.C16.o4.np 


Method 


AAT/NAP 




Start 


10382 


End 


12774 




GI 


6539588 


Score 


194 




Exons 


10382. ,10429, 11804 12034 , 12748,. 12774 




GI Descrip. 


{AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8798 


Seq. ID 


OJ991220_01.0118 


.C17 


Gene No. 


18769 - 


Strand . 


- 




Start 


204 


End 


267 




Name 


OJ991220 Ul . Ullo , CI / . ol . gs 


Method 


GENSCAN 




Start 


204 


End 


267 




GI 


none 


Score 


,75 




Exons 


204 . ,267 








Seq. No. 


8799 


Seq. ID 


OJ991220_03.0118 


.CI 


Gene No, 


18770 


Strand 






Start 


303 


End 


1865 




Name 


OJ991220_03. 0118 .CI .ol . tm 


Method 


TBLASTX: Maize 




Start 


204 


End 


1062 




GI 


none. 


Score 


60 




Exons 


204. ,254, 300,-632, 630. .812, 


907, .1062, 941. ,1054 




Seq. No.* 


8799 


Seq, ID 


OJ991220_03 . 0118 


,C1 


Gene No. 


18770 


Strand 






Start 


303 


End 


1865 




Name 


OJ991220 03.0118.Cl.ol.gs 


Method 


GENSCAN 




Start 


303 


End 


1577 




GI 


none 


Score 


.81 




Exons 


303. .507, 724. .814, 906. ,1577 








Seq. No. 


8799 


Seq, ID 


OJ991220_03.0118 


.CI 


Gene No. 


18770 


Strand 






Start 


303 


End 


1865 




Name 


OJ991220 03,0118,Cl,ol.np 


Method 


AAT/NAP 




Start 


318 


End 


1865 




GI 


4680209 


Score 


561 




Exons 


318. .814, 906. .1043, 1290, .1375, 1835,. 


.1865 




GI Descrip. 


(AF114171) unknown [Sorghum bicolor] 






Seq. No, 


8799 


Seq. ID 


OJ991220_03.0118 


.CI 


Gene No, 


18770 


Strand 






Start 


303 


End 


1865 




Name 


OJ991220 03.0118.Cl,o2.tm 


Method 


TBLASTX: Maize 




Start 


1114 


End 


1512 




GI 


none 


Score 


76 




Exons 


1114. ,1224, 1114, ,1512, 1118. 


.1435 






Seq, No. 


8800 


Seq. ID 


OJ991220_03.0118 


,C2 


Gene No. 


18771 


Strand 


+ 




Start 


550 


End 


881 




Name 


OJ991220 03.0118.C2.o2,gp 


Method 


AAT/GAP 




Start 


550 


End 


881 




GI 


3107009 


Score 


116 





Exons 550., 575, 792.. 881 

GI Descrip. 4521194/dbj | AB013613 , 1 | AB013613 6.0e-40 Oryza sativa DNA, 



9263 




centromere sequence RCBll 



Seq. No. 


8800 


Seq. ID 


OJ991220_03. 


0118 


.C2 


Gene No. 


18772 


Strand 


+ 






Start 


2062 


End 


2845 






Name 


OJ991220 03.0118.C2.ol.gs 


Method 


GENSCAN 






Start 


2062 


End 


2845 






GI 


none 


Score 


.46 






Exons 


2062.. 2199, 2382. .2845 










Seq. No. 


8800 


Seq. ID 


OJ991220_03. 


0118 


.C2 


Gene No . 


18773 


Strand 








Start 


133 


End 


537 






Name 


OJ991220 03.0118.C2.ol.gp 


Method 


AAT/GAP 






Start 


133 


End 


537 






GI 


2312652 


Score 


790 






Exons 


133. .537 










GI Descrip. 


4521194/dbj | AB013613 . 1 | AB013613 2.0e-- 


4 0 Oryza sativa DNA, 




centromere sequence RCBll 










Seer No 


8800 


Seq. ID 


OJ991220_03. 


0118 


.C2 


Gene No. 


18774 


Strand 








Start 


3683 


End 


5318 






Name 


OJ991220 03.0118.C2.ol.np 


Method 


AAT/NAP 






Start 


3683 


End 


5318 






GI 


4680209 


Score 


445 






Exons 


3683. .4201, 4262. .4513, 4542 


..4617, 4899. .5318 






GI Descrip. 


(AF114171) unknown [Sorghum bicolor] 








Seq. No. 


8800 


Seq. ID 


OJ991220_03. 


0118 


.C2 


Gene No . 


18775 


Strand 








Start 


10057 


End 


10853 






Name 


OJ991220 03.0118.C2.o3.gp 


Method 


AAT/GAP 






Start 


9822 


End 


10450 






GI 


7426 1.R1084 


Score 


1155 






Exons 


9822. .10450 










GI Descrip. 


'3169012/emb|CAA05637| 4.0e- 


47 (AJ002610) putative 


calmodu! 




binding transporter protein 


[Hordeum vulgare] ' 






Seq. No. 


8800 


Seq. ID 


OJ991220_03. 


0118 


.C2 


Gene No. 


18775 


Strand 








Start 


10057 


End 


10853 






Name 


OJ991220 03.0118.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


10044 


End 


10216 






GI 


none 


Score 


97 






Exons 


10044. .10199, 10055. .10216, 


10057. .10185 






Seq. No. 


8800 


Seq. ID 


OJ991220_03. 


0118 


.C2 


Gene No. 


18775 


Strand 








Start 


10057 


End 


10853 






Name 


OJ991220 03.0118.C2.o3.gs 


Method 


GENSCAN 






Start 


10057 


End 


10755 






GI 


none 


Score 


.78 






Exons 


10057. .10755 










Seq. No. 


8800 


Seq. ID 


GJ991220_03. 


0118 


.C2 


Gene No. 


18775 


Strand 









9264 




start 


10057 




End 


10853 


Name 


ujyyiz^u uj.uiio.b^. 


o2 .np 


Method 




Start 


10060 




End 


10853 


GI 


3169012 




Score 


999 


Exons 


10060. .10759, 10786. 


.10853 






GI Descrip. 


(AJ002610) putative 


calmodulin binding 


transporter protein 




[Hordeum vulgare] 








Seq. No. 


8800 




Seq. ID 


OJ991220_03.0118.C2 


Gene No. 


18775 




Strand 




btar u 


lUUO / 




End 


10853 


Name 


OJ991220 03. 0118. 02. 


ol. tc 


Method 


TBLASTXiOress 


Start 


10061 




End 


10761 


GI 


none 




Score 


42 


Exons 


10061.'. 10123, 10063. 


.10179, 


10151. .10222, 10223. .10357, 




10237. .10761, 10284. 


.10556, 


10297. .10749, 10409. .10756 


Seq. No. 


8800 




Seq. ID 


OJ991220_03.0118.O2 


bene no. 


1 Q T T c 




Strand 




Start 


10057 




End 


10853 


Name 


OJ991220 03. 0118. C2. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


10217 • 




End 


10761 


GI 


none 




Score 


160 


Exons 


10217. .10360, 10217. 


.10756, 


10237. .10761, 10297.. 10758 


Seq. No. 


8800 




Seq. ID 


OJ991220_'b3.0118.O2 


Gene No. 


18775 




Strand 




otart 


lUUO / 




End 


10853 


Name 


OJ991220 03. 0118. C2. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


10286 




End 


10758 


GI 


none 




Score 


77 


Exons 


10286. .10735, 10287. 


.10451, 


10288. .10758, 10297. .10494, 




10409. .10756 








Seq. No. 


8800 




Seq. ID 


OJ991220_03.0118.O2 


Gene No . 


T Q T7 C 
iO / / D 




Strand 




Start 


10057 




End 


10853 


Name 


OJ991220 03. 0118. C2. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


10558 




End 


10758 


GI 


none 




Score 


132 


Exons 


10558, .10758, 10571. 


.10756 






Seq. No. 


8801 




Seq. ID 


OJ991220_03.0118.C3 


bene No. 


10 / / O 




Strand 




Start 


691 




End 


866 


Name 


OJ991220 03. 0118. C3. 


ol . gs 


Method 


GENSCAN 


Start 


691 




End 


866 


GI 


none 




Score 


.81 


Exons 


691. .761, 782. .866 








Seq. No. 


8802 




Seq. ID 


OJ991220_03.0118.C4 


Gene No. - 


18777 




Strand 


+ 


Start 


9863 




End 


10213 


Name 


OJ991220 03. 0118. 04. 


ol . gp 


Method 


AAT/GAP 


Start 


9863 




End 


10213 


GI 


none 




Score 


646 


Exons 


9863. .10213 









9265 



Seq. No. 8802 Seq. ID 

Gene No. 18778 Strand 

Start 13687 End 

Name OJ991220_03 . 0118 . C4 . o2 . gp. Method 

Start 13632 End 

GI 27160_1.R1084 Score 

Exons 13632. .13759, 13839.. 13978 

GI Descrip. ' 4521194/dbj I AB013613 . 1 1 AB013613 6.0e-40 Oryza sativa DNA, 
centromere sequence RCBll' 



OJ991220_03.0118.C4 
+ 

13978 
AAT/GAP 
13978 
360 



Seq. No. 


8802 




Seq. ID 


OJ991220 03. 


0118 


.C4 


Gene No. 


18778 




Strand 


+ 






Start 


13687 




End 


13978 






Name 


OJ991220 .03. 0118. C4 


. o3.np 


Method 


AAT/NAP 






Start 


13632 




End 


13978 






GI 


3281853 




Score 


176 






Exons 


13632. .13759,. 13839 


. .13978 










GI Descrip. 


(AL031004) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


8802 




.Seq. ID 


OJ991220_03. 


0118 


.C4 


Gene No. 


18778 




Strand 


+ 






Start 


13687 




End 


13978 






Name 


OJ991220 03. 0118. C4 


. o3 . gs 


Method 


GENS CAN 






Start 


13687 




End 


13759 






GI 


none 




Score 


.89 






Exons 


13687. .13759 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq.' 'No . 



8802 

18779 

173 

OJ991220_03.0118.C4.ol.np 
173 

3169012 



Seq. ID OJ991220_03.0118.C4 
Strand 

End 6608 

Method AAT/NAP 

End 4 657 

Score 1534 



173. .413, 824. .935, 1021. .1301, 2793. .3005, 3866. .4397, 
4632. .4657 

(AJ002610) putative calmodulin binding transporter protein 
[Hordeum vulgare] 



8802 

18779 

173 

OJ991220_03.0118.C4.ol.gs 

177 

none 



Seq. ID OJ991220_03.0118 .C4 
Strand 

End 6608 

Method GENSCAN 

■""End 6608 

Score .54 



177. .413, 1037. .1301, 1570. .1604, 2793. .3005, 3866. .4397, 
4637. .4750, 5497. .5567, 5835. .5927, 6549. .6608 



8802 

18780 

7036 

OJ991220_03.0118.C4.o3.tm 

168 

none 



Seq. ID OJ991220_03.0118.C4 
Strand 

End 13942 

Method TBLASTX: Maize 

End 1073 

Score 134 



168. .425, 174. .419, 792. .941, 794. .937, 1014. .1073, 1021. .1071 
8802 Seq. ID OJ991220_03 . 0118 . C4 



9266 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



18780 Strand 

7036 End 

OJ991220_03 . 0118 . C4 . ol . tc Method 

174 End 

none Score 



13942 

TBLASTX: Cress 

4259 

189 



174. .419, 175. .417, 801. .941, 806. .937, 1014. .1088, 1015. .1089, 
1038. .1220, 1099. .1176, 1224. .1301, 1231. .1302, 2790. .2930, 
2790. .2984, 2791. .2973, 3863. .4228, 3870. .4259 



Secj.. No. 


Q Q n o 








oeq. iu 




Gene No. 


18780 








Strand 




Start 


7036 








End 


13942 


Name 


OJ991220 


03. 0118. C4. 


o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


174 








End 


407 


GI 


none 








Score 


107 


Exons 


174. .407, 


177. .404 










Seq. No. 


8802 








Seq. ID 


OJ991220_03.0118.C4 


Gene No. 


18780 








Strand 




Start 


7036 








End 


13942 


Name 


OJ991220 


03. 0118. C4. 


o2 


. tw 


Method 


TBLASTX: Wheat 


Start. 


174 








End 


326 


GI ' 


none 








Score 


69 


Exons 


174. .326, 


193. .288 










Seq. No. 


8802 








Seq. ID 


OJ991220_03.0118.C4 


Gene No. 


18780 








Strand 




Start 


7036 








End 


13942 


Name 


OJ991220 


03. 0118. C4. 


o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


794 








End 


3014 


GI 


none 








Score 


75 


Exons 


794. .937, 


1014. .1088 




1191. 


.1223, 1233 


..1301, 2790. .2954, 



2790.. 3014, 2794.. 2973 



Seq. No. 8802 

Gene No. 18780 

Start 7036 

Name OJ991220_03 . 0118 . C4 . ol . 

Start 2793 

GI none 

Exons 2793.. 3008, 2793.. 2984, 
3864. .4112 

Seq. No. 8802 

Gene No. 18780 

Start 7036 

Name OJ991220_03 . 0118 . C4 . ol . 

Start 3849 

GI none 

Exons 3849.. 4085, 3863.. 4081, 

Seq. No. 8802 

Gene No. 18780 

Start 7036 

Name OJ991220_03 . 0118 . C4 . o2 . 

Start 7036 

GI none 



Seq. ID OJ991220_03.0118.C4 
Strand 

End 13942 

tm Method TBLASTX : Maize ■ 

End 4112 

Score 235 
2800. .3009, 3863. .4111, 3864. .4112, 



Seq. ID OJ991220_03.0118.C4 
Strand 

End 13942 

ts Method TBLASTX: Soybean 

End 4093 

Score 148 
3863. .4093, 3864. .4082, 3865. ,4083 

Seq. ID OJ991220_03.0118.C4 
Strand 

End 13942 

gs Method GENSCAN 

End 11670 

Score . 7 



9267 



Exons 


7036. .7338, 9970. .10201, 11612. .11670 






Seq. No. 


Q Q n o 


Seq. ID 


OJ991220_03.0118 


.C4 


Gene No. 


18780 


Strand 






Start 


7036 


End 


13942 




Name 


OJ991220 03.0118.C4.o2.np 


Method 


AAT/NAP 




Start 


7039 


End 


8809 




GI 


5922620 


Score 


78 




Exons 


7039.. 7138, 8767.. 8809 








GI Descrip. 


(AP000492) EST D15357 {C0514 


) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi 1 6016853 Idbj | BAA85196.il 


(AP000570) 


EST D15357(C0514) 






corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


8802 


Seq. ID 


OJ991220_03.0118 


.C4 


Gene No. 


18780 


Strand 






Start 


7036 


End 


13942 




Name 


OJ991220 03.0118.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


10206 


End 


13939 




GI 


none 


Score 


227 




Exons 


10206. .10250, 13626. .13760, 


13627. .13761, 13631 .. 137 62 , 






13838. .13939, 13838 13936, 


13852. .13938 




Seq. No. 


8802 


Seq. ID 


OJ991220_03.0118 


.C4 


Gene No. 


18780 


Strand 






Start 


7036 


End 


13942 




Name 


OJ991220 03.0118.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


13606 


End 


13867 




GI 


none 


Score 


177 




Exons 


13606. .13758, 13632 13760, 


13633. .13761, 13838,. 13867 




Seq. No. 


8802 


Seq. ID 


OJ991220_03.0118 


.C4 


Gene No. 


18780 


Strand 






Start 


7036 


End 


13942 




Name 


OJ991220 03.0118.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13623 


End 


13941 




GI 


none 


Score 


180 




Exons 


13623. ,13760, 13624 .. 13761,' 


13627. .13761, 13838, .13939, 






13840. .13941, 13852.. 13938 








Seq. No. 


8802 


Seq. ID 


OJ991220_03.0118 


.C4 


Gene No. 


18780 


Strand 






Start 


7036 


End 


13942 




Name 


OJ991220 03.0118.C4.o3.ts 


Method 


TBLASTX: Soybean 




Start 


13633 


End 


13942 




GI 


none 


Score 


137 




Exons 


13633. .13761, 13638 13760, 


13838. .13942, 13852.. 13935 




Seq. No. 


8803 


Seq. ID 


OJ991220_03.0118 


.C5 


Gene No. 


18781 


Strand 


+ 




Start 


419 


End 


1511 - 




Name 


OJ991220 03.0118.C5.ol.gs 


Method 


GENSCAN 




Start 


419 


End 


1436 




GI 


none 


Score 


.87 




Exons 


419. .505, 727. .833, 1041. .1124, 1299.. 


1436 





9268 





Seq. No. 


8803 






Seq. ID 


OJ991220_03.0118.C5 




Gene No. 


18781 






Strand 


+ 






419 






End 


1511 




Name 


OJ991220 03 


.0118,C5.ol. 


np 


Method 


AAT/NAP 




Start 


419 






End 


1511 




GI 


3281853 






Score 


286 




Exons 


419. .505, 742. .974, 1041. .1124, 1299.. 


1511 




GI Descrip. 


(AL031004) 


putative protein [Arabidopsis thaliana] 




Seq. No. 


8803 






oeq . 1 u 








18782 






Strand 






Start 


1413 






End 


1690 




Name 


OJ991220 03 


.0118.C5.ol. 


9P 


LYie tnoa 






Start 


1413 






i^nQ 






GI 


none 






Score 


^ A r\ 
0 41 U 




Exons 


1413. .1690 












Seq. No. 


8803 






beq. iJJ 






Gene No. 


18783 






Strand 






O Lar u 


2177 






End 


6580 




Name 


OJ991220 03 


.0118.C5.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


418 






End 


1459 




GI 


none 






Score 


147 




Exons 


418.. 507, 436. .507, 725 


Q O Q 


726. .833 


, 734. .835, 741. .833, 






1047. .1124, 


1292. .1459, 


1 O Q Q 


.1433 






Seq. No. 


8803 






Seq. ID 


OJ991220_03.0118.C5 


I'll 

; b! 


Gene No. 


18783 






Strand 




sj 


O Lai U 


2177 






End 


6580 • 




Name 


OJ991220 03 


.0118.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Ul 


Start 


1053 






End 


1574 




GI 


none 






Score 


102 


; sr 


Exons 


1053. .1124, 


1054. .1125, 




.1137, 1290. .1421, 1292. .1429, 


ii 




1292. .1435, 


1297. .1437, 




.1430, 1509. .1574 


'=3? 


Seq. No. 


8803 






Seq. ID 


OJ991220_03.0118.C5 


1 


Gene No. 


18783 






Strand 




Li. 




2177 






End 


6580 


z:. 


Name 


OJ991220 03 


.0118.C5.o2. 


gs 


Method 


GENSCAN 




Start 


2177 






End 


6580 




GI 


none 






Score 


.56 




Exons 


2177. .2257, 


2678. .2743, 




.3653, 4541. .4781, 5758. .5892, 






6530. .6580 












Seq. No. 


8803 






Seq. ID 


OJ991220_03.0118.C5 






18783 






Strand 






Start 


2177 






End 


6580 




Name 


OJ991220 03 


.0118.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


2286 






End 


2479 




GI 


none 






Score 


335 




Exons 


2286. .2479 












Seq. No. 


8803 






Seq. ID 


OJ991220_03.0118.C5 




Gene No. 


18783 






Strand 






Start 


2177 






End 


6580 




Name 


OJ991220 03 


.0118.C5.ol.' 


tc 


Method 


TBLASTX:Cress 




Start 


2632 






End 


4613 



9269 




GI 


none 






Score 


86 


Exons 


2632. .2745, 


2637 


..2768, 2637, 


.2744, 2645. .2746, 3475. .3654, 




3497. .3664, 


3501 


..3656, 4539. 


.4613 




Seq. No. 


8803 






Seq. ID 


OJ991220_03,0118.C5 


Gene No. 


18783 






Strand 




Start 


2177 






End 


6580 


Name 


OJ991220 03.0118 


.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2643 






End 


4671 


GI 


none 






Score 


106 


Exons 


2643. .2747, 


2645 


..2767, 2649. 


.2744, 3475.. 3654, 3500.. 3655, 




4539. .4658, 


4540, 


. .4671 






Seq. No. 


8803 






Seq. ID 


OJ991220_03.0118.C5 


Gene No. 


18783 






Strand 




ouar u 


nil 






End 


6580 


Name 


OJ991220 03 


.0118, 


.C5.o2.np 


Method 


AAT/NAP 


Start 


2648 






End 


4670 


GI 


3687245 






Score 


463 


Exons 


2648. .2743, 


3493. 


..3653, 4541. 


. 4670 




GI Descrip. 


(AC005169) 


4 OS ribosomal protein S15A 


[Arabidopsis thaliana] 


Seq. No. 


8803 






Seq. ID 


OJ991220_03.0118.C5 


Gene No. 


18783 






Strand 




Start 


C.L 1 1 






End 


6580 


Name 


OJ991220 03 


.0118. 


.C5.ol. tm 


Method 


TBLASTX: Maize 


Start 


3475 






End 


4677 


GI 


none 






Score 


160 


Exons 


3475. .3660, 


3493. 


..3654, 3497. 


.3655, 4539. .4658, 4540. .4677 


Seq. No. 


8804 






Seq. ID 


OJ991220_03.0118.C7 


Gene No. 


18784 






Strand 


+ 


ocar L. 


1 






End 


7708 


Name 


OJ991220 03 


.0118, 


.C7.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


7708 


GI 


5262156 






Score 


367 


Exons 


1..29, 3459 


..3553, 5309.. 5538 


, 7141. .7330, 7632. .7708 


GI Descrip. 


(AL080237) ; 


putative protein [Arabidopsis thaliana] 


Seq. No. 


8804 






Seq. ID 


OJ991220_03.0118.C7 


Gene No. 


18784 






Strand 


+ 


Start 


1 






End 


7708 


Name 


OJ991220 03 


.0118. 


C7.ol.gs 


Method 


GENSCAN 


Start 


911 






End 


7362 


GI 


none 






Score 


.41 


Exons 


911. .1018, 


1217. . 


1333, 5317.. 


5538, 7141. .7362 


Seq. No. 


8804 






Seq. ID 


OJ991220_03.0118.C7 


Gene No. 


18785 






Strand 




Start 


11006 






End 


11894 


Name 


OJ9912'20 03 


.0118. 


C7.01. tm 


Method 


TBLASTX: Maize 


Start 


1236 






. End 


7317 


GI 


none 






Score 


45 


Exons 


1236. .1256, 


1273. 


.1335, 1274. 


.1381, 5316. .5396, 5317. .5403, 




5398. .5553, 


5407. 


.5547, 7128. 


.7310, 7135. .7317 


Seq. No. 


8804 






Seq. ID 


OJ991220_03.0118.C7 



9270 



Gene No. 18785 

Start 11006 

Name OJ991220_03 . 0118 . C7 . ol . ts 

Start 1274 

GI none 

Exons 1274.. 1381, 5317.. 5403, 5401. 
7140. .7310 



Strand 
End 

Method 

End 

Score 



11894 

TBLASTX: Soybean 

7320 

68 



.5553, 5401.. 5553, 7135.. 7320, 



Seq. No. 


8804 






Seq. ID 


OJ991220 


_03 


.0118 


.C7 


Gene No . 


1 on Q c 
10 100 






Strand 










Start 


11006 






End 


11894 








Name 


OJ991220 03. 


0118 


.07 .ol .tc 


Method 


TBLASTX:' 


Cress 




Start 


5316 






End 


7338 








GI 


none 






Score 


205 








Exons 


5316. .5354, 


5317 


..5535, 5406. 


.5537, 7090.. 7338 








Seq. No. 


8804 






Seq. ID 


OJ991220 


_03 


.0118 


.C7 


Gene No. 


18785 






Strand 










o car L 


11006 






End 


11894 








Name 


OJ991220 03. 


0118 


. C7 .o3.gs 


Method 


GENSCAN 








Start 


11006 






End 


11894 








GI 


none 






Score 


.49 








Exons 


11006. .11067 


11792. .11894 












Seq. No. 


8805 






Seq. ID 


OJ991220 


_03 


.0118 


.C9 


Gene No. 


18786 






Strand 


+ 








Start 


3390 






End 


5154 








Name 


OJ991220 03. 


0118 


.C9.ol.np 


Method 


AAT/NAP 








Start 


3390 






End 


4036 








GI 


3395754 






Score 


172 








Exons 


3390. .3561, 


3840 


. .4036 












GI Descrip. 


(U76296) plantacyanin [Spinacia oleracea] 








Seq. No. 


8805 






Seq. ID 


OJ991220 


__03 


.0118 


.C9 


Gene No. 


18786 






Strand 


+ 








Start 


3390 






End 


5154 








Name 


OJ991220 03. 


0118 


.C9.o2.gs 


Method 


GENSCAN 








Start 


3390 






End 


5154 








GI 


none 






Score 


.9 ' 








Exons 


3390. .3561, 


3840 


..4044, 4647. 


.4790, 4917.. 5154 








Seq. No. 


8805 






Seq. ID 


OJ991220 


_03 


.0118 


.C9 


Gene No. 


18787 






Strand 










.Start 


1804 






End 


2865 








Name 


OJ991220 03. 


0118 


.C9.ol.gs 


Method 


GENSCAN 








Start 


1804 






End 


2865 








GI 


none 






Score 


.75 








Exons 


1804. .1986, 


2317 


. .2865 













Seq. No. 8805 Seq. ID 

Gene No. 18788 Strand 

Start 5281 ' End 

Name OJ991220_03 . 0118 . C9 . o3 . gs Method 

Start 5281 End 

GI none Score 

Exons 5281.. 5703 



OJ991220_03.0118,C9 

5703 
GENSCAN 
5703 
.95 



9271 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8806 

18789 

163 

OJ991220_03. 0118. CIO. ol.gs 

163 

none 



Seq. ID OJ991220_03. 0118. CIO 



Strand 
End 

Method 

End 

Score 



+ 

5424 
GENSCAN 
5424 
.81 



163. .248, 3332. .3379, 4503. .4642, 4717. .4918, 5069. .5424 



8806 Seq. ID 

18789 Strand 
163 End 
OJ991220_03. 0118. CIO. ol.gp Method 
3634 End 
69953_1.R1084 Score 
3634. .3720 

'5295936/dbj IAB026295.2 IAB026295 7.Qe-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



OJ991220_03. 0118. CIO 
+ 

5424 • .* 
AAT/GAP 
3720 
119 



Us! 



Seq. No. 8806 

Gene No. 18790 

Start 6711 

Name OJ991220_03 . 0118 . CIO .o2 . gp 

Start 6689 

GI 20538_2.R1084 

Exons 6689.. 6887 

GI Descrip. ' 5262763/emb | CAB45911 . 1 | 9. 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991220_ 
+ 

7739 
AAT/GAP 
6887 
371 



03. 0118. CIO 



Oe-09 (AL080283) putative protein 



"'■HI 

la, 



Seq. No. 8806 Seq. ID 

Gene No. 18790 Strand 

Start 6711 End 

Name OJ991220_03 . 0118 . CIO . o2 . gs Method 

Start 6711 End 

GI none Score 

Exons 6711.. 7739 

Seq. No. 8806 Seq. ID 

Gene No. 18790 Strand 

Start • 6711 End 

Name OJ991220_03 . 0118 . CIO . o3 . gp Method 

Start 7299 End 

GI 428633 Score 

Exons 7299.. 7525 



OJ991220_03. 0118. CIO 
+ 

7739 
GENSCAN 
7739 
.66 



OJ991220_03. 0118. CIO 
-H 

7739 
AAT/GAP 
7525 
446 



Seq. No. 


8806 




Seq. ID 


OJ991220_ 


_03. 


0118 


.CIO 


Gene No. 


18791 




Strand 










Start 


10208 




End 


10453 








Name 


OJ991220 03. 0118. CIO 


.o3.gs 


Method 


GENSCAN 








Start 


10208 




End 


10453 








GI 


none 




Score 


.62 








Exons 


10208. .10227, 10328. 


.10453 












Seq. No. 


8807 




Seq. ID 


OJ991220_ 


_03. 


0118 


.Cll 


Gene No. 


18792 




Strand 


+ 








Start ' 


1736 




End 


1976 








Name 


OJ991220 03.0118.C11 


.ol.gs 


Method 


GENSCAN 








Start 


1736 




End 


1976 









9272 




GI 


none 








Score 


.71 


Exons 


1736. .1976 












Seq. No. 


8807 








Seq. ID 


OJ991220__03.0118.C11 


Gene No. 


18793 








Strand 


+ 


Start 


5095 








End 


5670 


Name 


OJ991220 03 


.0118. 


C11.03, 


, gs 


Method 


GENSCAN 


Start 


5095 








End 


5670 


GI 


none 








Score 


.89 


Exons 


5095. .5670 












Seq. No. 


8807 








Seq. ID 


OJ991220_03'.0118.C11 


Gene No. 


18794 








Strand 




Start 


2985 








End 


5843 


Name 


OJ991220 Oo 


.0118. 


Cll.ol. 


,np 


Method 


AAT/NAP 


Start 


2985 








End 


5843 


GI 


4454051 








Score 


1374 


Exons 


2985. .3616, 


3746. 


.3816, 


4067. 


.4241, 5084.. 5204, 5295.. 5552, 




5772. .5843 












GI Descrip. 


{AL035394) ] 


putative polygalacturonase 


[Arabidopsis thaliana 


Seq. No. 


8807 








Seq. ID 


OJ991220_03.0118.C11 


Gene No. 


18794 








Strand 




Start 


2985 








End 


5843 


Name 


OJ991220 03 


.0118. 


Cll.ol. 


,tm 


Method 


TBLASTX: Maize 


Start 


2994 








End 


3619 


GI 


none 








Score 


194 


Exons 


2994. .3617, 


3022. 


.3330, 


3024. 


.3368, 3409. .3618, 3521.. 3619 


Seq. No. 


8807 








Seq. ID 


OJ991220_03.0118.C11 


Gene No. 


18794 








Strand 




Start 


2985 








End 


5843 


Name 


OJ991220 03 


.0118. 


C11.02. 


tc 


Method 


TBLASTX: Cress 


Start 


2994 








End 


3308 


GI 


none 








Score 


60 


Exons 


2994. .3086, 


3016. 


.3084, 


3093. 


.3308, 3127.. 3294 


Seq. ■ No. 


8807 . 








Seq. ID 


OJ991220_03.0118.C11 


Gene No. 


18794 








Strand 




Start 


2985 








End 


5843 


Name 


OJ991220 03 


.0118. 


Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3018 








End 


5204 


GI 


none 








Score 


46 


Exons 


3018. .3089, 


3019. 


.3087, • 


3105. 


.3617, 3127.. 3330, 3177.. 3368, 




3409. .3618, 


3747. 


.3818, 


3748. 


.3819, 4031. .4243, 4048. .4263, 




4069. .4209, 


4070. 


.4243, 


5079. 


.5204, 5080.. 5193 


Seq. No. 


8807 








Seq. ID 


OJ991220_03.0118.C11 


Gene No. 


18794 








Strand 




Start 


2985 








End 


5843 


Name 


OJ991220 03 


.0118. 


C11.02. 


tm 


Method 


TBLASTX: Maize 


Start 


4065 








End 


5546 


GI 


none 








Score 


140 


Exons 


4065. .4106, 


4069. 


.4206, 


4070. 


.4243, 4155. .4262, 5079. .5207, 




5080. .5211, 


5293. 


.5517, 


5295. 


.5516, 5514. .5546 


Seq. No. 


8807 








Seq. ID 


OJ99i220_03.0118.Cll 



9273. 



Gene No, 


18794 


Strand 




Start 


2985 


End 


5843 


Name 


OJ991220 03.0118.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


4091 


End 


5546 


GI 


none 


Score 


122 


Exons 


4091. .4243, 4105. .4209, 5079. .5207, 5083. .5205, 5295. .5546, 




5302. .5538 






Seq. No. 


8807 


Seq. ID 


OJ991220_03.0118.C11 


Gene No. 


18794 


. Strand 


- 


Start 


.2985 


End 


5843 


Name 


■ OJ991220 03.0118.Cll.o2.ts 


Method 


TBLASTX: Soybean 


Start 


5293 ' 


End 


5552 


GI 


none 


Score 


248 


Exons 


5293.. 5532, 5298.. 5552 






Seq. No. 


8808 


Seq. ID 


OJ991220_03.0118.C12 


Gene No. 


18795 


Strand 


+ 


Start 


10963 


End 


15667 


Name 


OJ991220 03.0118.C12.o3.gs 


Method 


GENSCAN 


Start 


10963 


End 


15586 


GI 


none 


Score 


.91 ■ 


Exons 


10963. .Ii032, 11271. .11332, 


12255, .12347, 124 38. .12510, 




IzDuo . . Izyi4 , 13U47 . . 131 , 


134 37. .13568, 13653. .13694, 




14028. .14558, 14 647 14807 , 


15079. .15586 


Seq. No. 


8808 


Seq. ID 


OJ991220_03.0118.C12 


Gene No. 


18795 


Strand 


+ 


Start 


10963 


End 


15667 


Name 


OJ991220 03.0118.C12.o2.np 


Method 


AAT/NAP 


Start 


11812 


End 


15667 


GI 


4455367 


Score 


1202 


Exons 


11812 .. 11885, 12585 .. 12927 , 


13003. .13077, 13437. .13568, 




13653. .13694, 14028 .. 14807 , 


15079. .15667 


GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8808 


Seq. ID 


OJ991220_03.0118.C12 


Gene No. 


18796 


Strand 




Start 


5301 


End 


9105 


Name 


OJ991220_03.0118.C12.ol.np 


Method 


AAT/NAP 


Start 


5301 


End 


9105 


GI 


6721547 


Score 


76 


Exons 


5301. .5331, 8967. .9105 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


8808 


Seq. ID 


OJ991220_03.0118.C12 


Gene No. 


18797 


Strand 




Start 


14829 


End 


14904 


Name 


OJ991220 03.0118.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


12249 


End 


12676 


GI 


none 


Score 


143 


Exons 


12249. .12350, 12254 .. 1234 9, 


124 35, ,12506, 12 614. ,1267 6 


Seq. No. 


8808 


Seq. ID 


OJ991220_03.0118.C12 


Gene No. 


18797 


Strand 




Start 


14829 


End 


14904 


Name 


OJ991220 03.0118.C12.ol.ts 


Method 


TBLASTX: Soybean 



9274 



start 
GI 

Exons 



14119 End 14561 

none Score 105 

14119. .14241, 14120. .14254, 14 121 .. 14357 , 14180 .. 14326, 

14505. .14561 



Seq. No. 8808 Seq. ID OJ991220_03 . 0118 . C12 

Gene No. 18797 . Strand 

Start 14829 End 14904 

Name OJ991220_03 . 0118 .C12 . ol . gp Method AAT/GAP 

Start 14829 End 14904 

GI 'LIB3477-003-P1-K1-E9 Score 102 

Exons 14829. .14904 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RySA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

Seq. No. 8809 Seq. ID OJ991220_03 . 0118 . C13 

Gene No. 18798 Strand + 

Start 1 End 2742 

Name OJ991220_03 . 0118 . C13 . ol .np Method AAT/NAP 

Start 1 End 2742 

GI 4455367 Score 1247 

Exons 1..174, 265. .366, 448. .552, 969.. 1102, 1240.. 1423, 1612.. 1743, 

1862. .1974, 2341. .2422, 2514. .2742 
GI Descrip. {AL035524) putative protein [Arabidopsis thaliana] 



"J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8809 

18798 

1 

OJ991220_03.0118.C13.ol.tm 
46 

none 



Seq. ID OJ991220_03.0118.C13 

Strand + 

End 2742 

Method TBLASTX : Mai ze 

End 1408 

Score 109 



46. .174,. 82. .174, 262. .375, 264. .374, 4 4 5 . . 552 ,. 4 4 5 . . 552, 
467.. 559., 960.. 1019, 1235.. 1408 

8809 Seq. ID bJ991220_03 . 0118 . C13 

18798 Strand + 

1 End 2742 

OJ991220_03 . 0118 . C13 . ol . gs Method GENSCAN 

82 End 2676 

none Score . 93 

82. .174, 265. .366, 448. .552, 969. .1102, 1240. .1423, 1612. .1743, 
1862. .1974, 2341. .2422, 2514. .2676 



Seq. No. 8809 Seq. ID OJ991220_03 . 0118 . C13 

Gene No. 18798 Strand + 

Start 1 End 2742 

Name OJ991220_03 . 01 18 . C13 . o2 . ts Method TBLASTX : Soybean 

Start 268 End 1417 

GI none Score 135 

Exons 268. .366, 273 . . 365, ■ 301 . . 366, 441. .551, 445. .552, 463. .552, 

960. .1097, 965. .1135, 965. .1108, 1229. .1318, 1235. .1417, 
1240. .1320, 1241. .1384 



Seq. No. 
Gene No. 
Start 



8809 

18798 

1 



Seq. ID OJ991220_03. 0118 .C13 
Strand -f 
End 2742 



9.275 




Name 


OJ991220 03. 


0118.C13.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1020 






End 


2422 


GI 


none 






Score 


116 


Exons 


1020. .1097, 


1022. .1108, 


1025. 


.1123, 1609. .1743, 1611. .1739, 




1855. .1965, 


1859. .1972, 


1861. 


.1974, 2339.. 2422 


Seq. No. 


8809 






Seq. ID 


OJ991220_03.0118.C13 


Gene No. 


18798 






Strand 


+ 


Start 


1 






End 


2742 


Name 


OJ991220 03. 


O118.ei3.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1229 






End 


1426 


GI 


none 






Score 


58 


Exons 


1229. .1423, 


1211 , .1423, 


1279. 


.1413, 1286. .1426 


Seq. No. 


8809 






Seq. ID 


OJ991220_03.0118.C13 


Gene No. 


18798 






Strand 


+ 


Start 


1 






End 


2742 


Name 


OJ991220 03. 


0118.C13.ol 


'.ts 


Method 


TBLASTX : Soybean 


Start 


1608 






End 


1974 


GI 


none 






Score 


196 • 


Exons 


1608. .1763, 


1609. .1743, 


1846. 


.1974, 1859. .1972 


Seq. No. 


8809 






Seq. ID 


OJ991220_03.0118.C13 


Gene No. 


18798 






Strand 


-1- 


Start 


1 






End 


2742 


Name 


OJ991220 03. 


0118.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1609 






End 


2567 


GI 


none 






Score 


198 


Exons 


1609. .1743, 


1611. .1763, 


1846. 


.1992, 1857. .1940, 1859. .1972, 




2339. .2407, 


2514. .2567 








Seq. No. 


8810 






Seq. ID 


OJ991220 03.0118.C14 


Gene No. 


18799 






Strand 


+ 


Start 


1 






' End 


995 


Name 


OJ991220 03. 


0118.C14.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


353 


GI 


7071 1.R1084 






Score 


694 


Exons 


1..353 










GI Descrip. 


M455367/emb|CAB36777.1 


1 l.Oe 


-08 (AL035524) putative proteii 




[Arabidopsis 


: thaliana] ' 








Seq. No. 


8810 






Seq. ID 


OJ991220_03.0118.C14 


Gene No. 


18799 






Strand 


+ 


Start 


1 






End 


995 


Name. 


OJ991220 03. 


0118.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


992 


GI 


4455367 






Score 


445 


Exons 


1. .992 










GI Descrip. 


(AL035524) putative protein [Arabidopsis thaliana] 


Seq. No. 


8810 






Seq. ID 


OJ991220_03.0118 .C14 


Gene No. 


18799 






Strand 


-1- 


Start 


1 






End 


995 


Name 


OJ991220 03. 


0118.C14 .ol 


.gs 


Method 


GENSCAN 


Start 


108 






End 


995 


GI 


none 






Score 


.81 


Exons 


108.. 995 











9276 



Seq. No.- 


8810 




Gene No. 


18799 




Start 


1 




Name 


OJ991220 03.0118.C14.o2. 


gp 


Start 


524 




GI 


none 




Exons 


524. .982 




Seq. No. 


8810 




Gene No. 


18800 




Start 


1016 




Name 


OJ991220 03.0118.C14.o3. 


gp 


Start 


1016 




GI 


none 




Exons 


1016. .1661 




Seq. No. 


8810 




Gene No . 


18801 




Start 


6545 




Name 


OJ991220 03.0118.C14.ol. 


tm 


Start 


115 




GI 


none 




Exons 


115. .243, 115. .243, 183. 


.245, 




• 639. .899, 753.. 899, 784. 


.945, 


Seq. No. 


8810 




Gene No. 


18801 




Start 


6545 




Name 


OJ991220 03.0118.C14.ol. 


ts 


Start 


260 




GI 


none 




Exons 


260. .373, 264. .539, 299. 


.451, 




636. .695 




Seq. No. 


8810 




Gene No. 


18801 




Start 


6545 




Name 


OJ991220 03.0118.C14.o2. 


tm 


Start 


6442 




GI 


none 




Exons 


6442. .6471, 6453. .6473, 


6493. 




6536.. 6754, 8528,. 8743, 


8528. 




9931. .10041, 9932. .10027, 100 


Seq. No. 


8810 




Gene No. 


18801 




Start 


6545 




Name 


OJ991220 03.0118,C14,o2. 


ts 


Start 


6536 




GI 


none 




Exons 


6536.. 6754, 6549. .6752, 


8520. 




9931. .10035, 9932. .9997 




Seq. No. 


8810 




Gene No. 


18801 




Start 


6545 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991220_03.0118.C14 

+ ■ 

995 

AAT/GAP 

982 

845 



OJ991220 03.0118.C14 



1661 
AAT/GAP 
1661 
1288 



Seq. ID OJ991220_03.0118.C14 
Strand 
End 

Method 
End • 
Score 
240. .764, 



10068 

TBLASTX: Maize 

959 

176 

243. .782, 512. .781, 



800. .931, 930. .959 



Seq. ID OJ991220_03.0118.C14 
Strand 
End 

Method 
End 
Score 
442. .486, 



10068 

TBLASTX : Soybean 

695 

87 

551. .679, 552. .593, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991220_03.0118.C14 
10068 

TBLASTX: Maize 

10068 

130 

34. .6755, 6534. .6656, 
33. .8751, 8538. .8753, 



Seq. ID OJ991220_03.0118.C14 
Strand 

End 10068 



End 
Score 



10035 
231 



Seq. ID OJ991220_03.0118.C14 
Strand 

End 10068 



9277 



Name 


OJ991220 03.0118.C14.o2.np 


Method 


AAT/NAP 


Start 


6545. 


End 


10056 


GI 


4455351 


Score 


569 


Exons 


6545.-6778, 8528. .8743, 9934 


. .10056 




GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8810 


■Seq. ID 


OJ991220_03.0118.C14 


Gene No. 


18801 


Strand 






6545 


End 


10068 


Name 


OJ991220 03.0118.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


6551 


End 


10029 


GI 


none 


Score 


165 


Exons 


6551.. 6697, 6552.. 6698, 6692 


..6754, 8519. .8551, 8546. .8743, 




8551. .8739, 8613. .8744, 9931 


. .10029 




Seq. No. 


8811 


Seq. ID 


OJ991220_03.0118.C15 




18802 


Strand 


+ 


Start 


414 


End 


503 


Name 


OJ991220 03.0118.C15.ol.gs 


Method 


GENSCAN 


Start 


414 


End 


503 


GI 


none 


Score 


84 

.0*1 


Exons 


414. .503 






Seq. No. 


8812 


Seq. ID 


OJ991020_08.0112,C1 




± o o u o 


Strand 


+ 


start 


443 


End 


763 


Name 


OJ991020 08.0112.Cl.ol.gs 


Method 


GENSCAN 


Start 


443 


End 


763 


GI 


none 


Score 




Exons 


443. .548, 660. .763 






Seq. No. 


8813 


Seq. ID 


OJ991020_08.0112.C2 


Gene No. 


18804 


Strand 


- 


Start 


1 


End 


810 


Name 


OJ991020 08.0112.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


810 


GI 


5091513 


Score 


1236 


Exons 


1..810 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


8813 


Seq. ID 


OJ991020_08.0112.C2 




18804 


Strand 




Start 


1 


End 


810 


Name 


OJ991020 08. 0112.02. ol.gs 


Method 


GENSCAN 


Start 


35 


End 


670 


GI 


none 


Score 


.51 


Exons 


35. .670 






Seq. No. 


8814 


Seq. ID 


OJ991020_08.0112.C3 


Gene No. 


18805 


Strand 


+ 


Start 


57 


End 


7394 


Name 


OJ991020 08.0112.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


12 


- End 


2624 


GI 


none 


Score 


43 


Exons 


12. .59, 75. .278, 1983. .2039, 


2055. .2258 


, 2349. .2513, 2432. .2509, 



2535.. 2624, 2547.. 2618 



9278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8814 

18805 

57 

OJ991020_08.0112.C3.ol.gs 
57 

none 



Seq. ID OJ991020_08.0112,C3 

Strand + 

End' 7394 . 

Method GENSCAN 

End 7103 

Score .71 



57. .265, 698. .2245, 2354. .2818, 2977. .3017, 4813. .4924, 
4930.. 5121, 5531.. 5729, 5967.. 6207, 6376.. 7103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8814 

18805 

57 

OJ991020_08.0112.C3.ol.tc 
75 

none 



Seq. ID OJ991020_08.0112.C3 

Strand + 

End 7394 

Method TBLASTX : Cress 

End 2903 

Score 149 



75. .233, 1533. .1628, 1881. .2054, 2043. .2213, 2349. .2528, 
2352. .2543, 2531. .2662, 2535. .2663, 2694. .2903, 2710. .2739 



m 



Li;: 



%1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



j':; Seq. No. 
h"^ Gene No. 
Q Start 
1''^^ Name 

Start 

GI 

Exons 



8814 

18805 

57 

OJ991020_08.0112.C3.ol.tm 
81 

none 



Seq. ID OJ991020_08.0112.C3 

Strand + 

End 7394 

Method TBLASTX : Maize 

End 2879 

Score 14 6 



81. .269, 1938. .2024, 2061. .2249, 2352. .2501, 2444. .2662, 
2535.. 2663, 2754.. 2879 



8814 

18805 

57 

OJ991020_08 . 0112 . C3 . ol . np 
463 

6729489 

463. .619, 1016. .2245, 2354. 



Seq. ID OJ991020_08.0112,C3 

. Strand + 

End 7394 

Method AAT/NAP 

End 3065 

Score 679 
.3065 



(AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



8814 

18805 

57 

OJ991020_08 . 0112 . C3 . ol . gp 
672 

2428447 
672. .1140 



Seq. ID OJ991020_08.0112.C3 

Strand + 

End 7394 

Method AAT/GAP 

End 1140 

Score 839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8814 

18805 

57 

OJ991020_08.0112.C3.o3.tm 

1269 

none 



Seq. ID OJ991020_08.0112.C3 

Strand + 

End 7394 

Method TBLASTX : Maize 

End 1538 

Score 65 



1269. .1310, 1283. .1432, 1320. .1538 



Seq, No. 8814 

Gene No. 18805 

Start 57 

Name OJ991020 08 . 0112 . C3 . ol . tw 



Seq. ID OJ991020_08.0112.C3 

Strand + 

End 7394 ' 

Method TBLASTX : Wheat 



9279 



start 
GI 

Exons 



2343 End 2666 

none Score 134 

2343. .2501, 2534. .2662, 2535. .2666 



Seq. No. 8814 

Gene No. 18805 

Start 57 

Name OJ991020_08 . 0112 . C3 . o2 . tm 

Start 6543 

GI none 
Exons 



Seq. ID OJ991020_08.0112.C3 

Strand + 

End 7394 

Method TBLASTX : Mai ze 

End 7394 

Score 122 



6543. .6677, 6756. .6998, 7089. .7169, 7290.. 7394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



8815 
18806 
1 

OJ991020_08.0112.C4.ol.np 
1 

6466937 
1. .2362 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991020_08 .0112.C4 

Strand + 

End 3403 

Method AAT/NAP 

End 2362 

Score 1556 



8815 

18806 

1 

OJ991020_08.0112.C4.o2.ts 
18 

none 

18. .314, 123. .296 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method TBLASTX : Soybean 

End 314 

Score 229 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



8815 

18806 

1 

OJ991020_08 . 0112 . C4 . o2 . tm 
65 

none 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method TBLASTX : Mai ze 

End 579 

Score 589 



65. .193, 81. .578, 84. .434, 85. .579, 260. .577, 525. .578 



Seq. No. " 8815 

Gene No. 18806 

Start 1 

Name OJ991020_08 . 0112 . C4 . o2 . tw 

Start 81 

GI none 

Exons 81.. 428 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method TBLASTX : Wheat 

End 428 

Score 302 



Seq. No. 8815 

Gene No. 18806 

Start 1 

Name OJ991020_08 . 0112 . C4 . o3 . ts 

Start 338 

GI none 

Exons 338. .487, 339. .581, 342. .536 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method TBLASTX : Soybean 

End 581 

Score 222 



Seq. No. 
Gene No. 
Start 



8815 

18806 

1 



Seq. ID OJ991020_08.0112.C4 
Strand- + 
End 3403 



9280 



Name 

Start 

GI 

Exons 



OJ991020_08 . 0112 , C4 . ol . gs Method GENSCAN 

373 End 3377 

none Score .64 

373. .513, 1574. .1812, 2005. .2107, 2159. .2441, 2473. .2495, 

2677. .2936, 3141. .3377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8815 

18806 

1 

OJ991020_08.0112.C4.o4.tm 

581 

none 



Seq. ID OJ991020_08 .0112.C4 

Strand + 

End 3403 

Method TBLASTX : Maize 

End 1005 

Score 236 



581. .748, 582. .755, 771. .812, 774. .821, 829. .1005 



Seq. No. 8815 

Gene No. 18806 

Start 1 

Name OJ991020_08 . 0112 . C4 . o4 . tw 

Start 832 

GI none 
Exons 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method TBLASTX : Wheat 

End 1173 

Score 299 



J32..1173, 915. .1061, 1107. .1172 



Seq. No. 8815 

Gene No. 18806 

Start 1 

Name OJ991020_08 . 0112 . C4 . ol . tm 

Start 1006 

GI none 
Exons 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End ' 3403 

Method TBLASTX : Mai ze 

End 1641 

Score 734 



1006. .1641, 1008. .1640, 1183. .1641 



i 



Seq. No. 8815 

Gene No. 18806 

Start 1 

Name OJ991020_08 . 0112.C4 .ol. ts 

Start 1030 

GI none 

Exons 1030.. 1413, 1143.. 1409 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method TBLASTX : Soybean 

End 1413 

Score 309 



Seq. No. 8815 

Gene No. 18806 

Start 1 

Name OJ991020_08 . 0112 . C4 . o3 . tw 

Start 1261 

GI none 

Exons 1261.. 1641, 1356.. 1640 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method TBLASTX : Wheat 

End 1641 

Score 300 



Seq. No. 8815 

Gene No. 18806 

Start 1 

Name OJ991020_08 . 0112 . C4 . o3 . tm 

Start 1687 

GI none 
Exons 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method TBLASTX: Maize 

End 2258 

Score 505 



1687.. 2253, 1690. .1773, 1770. .1994, 2115.. 225^ 



Seq. No. 
Gene No. 
Start 



8815 

18806 

1 



Seq. ID OJ991020_08.0112.C4 
Strand + 
End 3403 



9281 



Name 

Start 

GI 

Exons 



OJ991020_08.0112.C4.ol.tw Method 
1708 End 
none Score 
1708. .2010, 1741. .1989, 1812. .1994 



TBLASTX: Wheat 

2010 

310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8815 

18806 

1 

OJ991020_08.0112 
2739 
6573436 
2739. .2834, 
Chain A, 
Chain B, 
Chain C, 
Chain D, 
Chain A, 
Chain B, 
Chain 



, C4 .o2 .np 



2863. .3403 



Seq. ID OJ991020_08.0112.C4 

Strand + 

End 3403 

Method AAT/NAP 

End 3403 

Score 138 



Lectin li From Ulex Europaeus gi | 6573437 | pdb | IQNW | B 
Lectin li From Ulex Europaeus gi | 6573438 | pdb | IQNW | C 
Lectin li From Ulex Europaeus gi | 6573439 I pdb | IQNW | D 
Lectin li From" Ulex Europaeus gi | 6573440 | pdb | IQOO | A 
Lectin Uea-Ii Complexed With Nag gi | 6573441 | pdb | IQOO | B 
Lectin Uea-Ii Complexed With Nag gi | 6573442 | pdb | IQOO | C 



Seq. No. 
Gene No. 
Start 



Q Name 



Start 
GI 

Exons 

GI Descrip. 



8816 ' Seq. ID 

18807 Strand 

1 End 

OJ991020_08 . 01 12 . C5 . ol . np Method 

1 End 

6729489 Score 



OJ991020_08.0112.C5 
+ 

1577 
AAT/NAP 
1577 
604 



1..31, 95. .501, 594. .1205, 1482. .1577 

(AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 8816 Seq. ID 

Gene No. 18807 Strand 

Start 1 End 

Name OJ991020_08 . 0112 . C5 . ol . gs Method 

Start 29 End 

GI none Score 

Exons 29.. 501, 594.. 1263 



OJ991020_08.0112.C5 
+ 

1577 
GENSCAN 
1263 
.41 



Seq. No. 
Gene No. 
;:i start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8816 

18808 . 
2291 

OJ991020_08.0112.C5.ol.tc 

137 

none 

137. .310, 299. .469, 591. .749, 
775. .903, 934. .1143 

8816 

18808 

2291 

OJ991020_08 . 01 12 . C5 . o2 . tm 

161 

none 



Seq. ID OJ991020_08.0112.C5 

Strand + 

End 4368 

Method TBLASTX: Cress 

End 1143 

Score 107 

592. .771, 592. .756, 771. .902, 



Seq. ID OJ991020_08.0112.C5 



Strand 
End 

Method 

End 

Score 



+ 

4368 

TBLASTX: Maize 

406 

107 



161. .274, 178. .273, 299. .406, 306. .401, 319. .405 



Seq. No. 
Gene No. 



8816 
18808 



Seq. ID OJ991020_08.0112.C5 
Strand + 



9282 



start 


2291 


End 


4368 




Name 


OJ991020 08.0112.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


239 


End 


864 




GI 


none 


Score 


53 




Exons 


239. .295, 311. .502, 591. .749, 


592. .753, 


775. .864 




Seq. No. 


8816 


Seq. ID 


OJ991020_08.0112 


.C5 


Gene No. 


18808 


Strand 


+ 




Start 


2291 


End 


4368 




Name 


OJ991020 08.0112.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


338 


End 


819 




GI 


none 


Score 


79 




Exons 


338. .487, 592. .819 








Seq. No. 


8816 


Seq. ID 


■OJ991020_08.0112 


.C5 


Gene No. 


18808 


Strand 


+ 




Start 


2291 


End 


4368 




Name 


OJ991020__08.0112.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


407 


End 


1173 




GI 


none 


Score 


96 




Exons 


407. .502, 591. .752, 592. .753, 


625. .753, 


775. .903, 786.. 


965, 




940. .1173, 946. .1119 








Seq. No. 


8816 


Seq. ID 


OJ991020_08.0112 


.C5 


Gene No. 


18808 


Strand 


+ 




Start 


2291 


End 


4368 




Name 


OJ991020 08.0112.C5.o2.np 


Method 


AAT/NAP 




Start 


2291 


End 


4368 




GI 


5734709 


Score 


87 




Exons 


2291.. 2344, 3538.. 3604, 3918. 


.4114, 4169. .4368 





GI Descrip. (AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8817 

18809 

3662 

OJ991020_08.0112.C6.o2.gs 

3662 

none 

3662.. 3755, 5023.. 5132, 5160. 
6032.. 6158, 6590.. 7096, 7363. 

8817 
18810 
11654 

OJ991020_08 . 0112 . C6 . o4 .np 
11654 
5668816 

11654. .11746, 11871. .12024, 
13223. .13314, 13394 .. 13529, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5462, 5609 
.7623, 8506 



OJ991020_08.0112.C6. 
+ 

8799 
GENSCAN 
8799 
.43 • 

5813, 5974. 



,5993, 
.8658, 8780. .8799 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12637 
13626 



OJ991020_08.0112.C6 
+ 



15864 
AAT/NAP 
15864 
302 

12731, 13077. 
13716, 15813. 



13136, 
15864 



GI Descrip. (AC007519) F16N3.15 [Arabidopsis thaliana] 



Seq. No. 8817 Seq. ID 

Gene No. 18811 Strand 

Start 1 End 

Name OJ991020_08 . 0112 . C6 . ol . np Method 

Start 1 End 



OJ991020_08 .0112.C6 

1669 

AAT/NAP 

1669 



9283 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
-Name 
Start : 
GI 

Exons 



6069653 Score 1438 

1..574, 602. .1427, 1462.. 1669 

{AP000616) hypothetical protein [Oryza sativa] 



8817 Seq. ID 

18812 Strand 

2706 End 

OJ991020_08.0112.C6.o2.np Method 

2706 End 

4680186 Score 



OJ991020_08.0112.C6 

4972 
AAT/NAP 
4972 
183 



2706. .2773, 3355. .3586, 4932. .4972 

{AF111709) unknown [Oryza sativa subsp. indica] 



8817 

18813 

9616 

OJ991020_08.0112.C6.o3.gs 



OJ991020 08. 0112. C6 



Seq. ID 
Strand 

End 15282 

Method GENSCAN 

9616 End 15282 

none Score . 55 

9616. .9738, 9825. .10446, 10589 .. 107 19, 10756 10879, 
11525. .11732, 11802. .12104, 12210 12269, 12391 .. 12438 , 
15201.. 15282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8817 Seq. ID 

18813 Strand 

9616 ' End 

OJ991020_08.0112.C6.o3,np Method 

10567 End 

4914442 Score 
10567. .10856 

{AL050351) putative protein [Arabidopsis thaliana] 



OJ991020_08.0112.C6 

15282 
AAT/NAP 
10856 
121 



8818 Seq. ID 

18814 Strand 

72 End 

OJ991020_08 . 0112 . C7 . ol . gs Method 

72 End 

none Score 
72.. 238 



OJ991020_08.0112.C7 
+ 

238 

GENSCAN 

238 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8818 Seq. ID OJ991020_08 . 0112 . C7 

18815 Strand + 

3016 End 3837 

OJ991020_08 , 0112 . 07 . o2 . gp Method AAT/GAP 

3016 End 3837 

24989_1.R1084 Score 318 

3016.. 3220, 3796.. 3837 

'5042437/gb|AC007789.1|AC007789 2.0e-13 Oryza sativa BAG T49B20 
genomic sequence, complete sequence' 



8818 Seq. ID 

18816 Strand 

70 End 

OJ991020_08 . 0112 . 07 . ol . gp Method 

70 End 

2428744 Score 
70. .399 



OJ991020_08.0112.C7 
399 

AAT/GAP 

399 

625 



9284 



Q 

Li. 



oecj. NO. 


Q Q 1 Q 


beq. ID 




Gene No. 


18817 


Strand 




Start 


1774 


End 


3802 


Name 


OJ991020 08.0112.C7.o2.gs 


Method 


GENSCAN 


Start 


1774 


End 


3802 


GI 


none 


Score 


.5 


Exons 


1774. .1867, 2565. .2601, 3683. 


.3802 




Seq. No. 


8819 


Seq. ID 


• OJ991020_08.0112.C8 


Gene No. 


18818 


Strand 


+ 




277 


End 


4 1 

*± X ^ J 


Name 


OJ991020 08.0112.C8.ol.gp 


Method 


AAT/GAP 


Start 


277 


End 


1100 


GI 


24989 1.R1084 


Score 


307 


Exons 


277. .301, 904. .1100 






GI Descrip. 


'5042437/gb|AC00778 9.1 IAC007789 2.0e-: 


13 Oryza sativa BAG T49B20 




genomic sequence, complete sequence' 




oeq . NO . 


8819 


Seq. ID 


OJ991020_08.0112.C8 


Gene No. 


18818 


Strand 


+ 


Start 


277 


End 


4193 


Name 


OJ991020 08 . 0112 . C8 , ol . gs 


Method 


GENSCAN 


Start 


558 


End 


4032 


GI 


none 


Score 


.61 


Exons 


c^RQ tftnn dan aoa am q£;q 

00O..DUU, do/. .bob, yu/..yby, 


1713.. 1869, 3467.. 3694, 3866.. 4032 


beq. NO. 


8819 


Seq. ID 


OJ991020 08. 0112. C8 


Gene No. 


18818 


Strand 


+ 


Start 


277 


End 


4193 


Name 


OJ991020 08.0112.C8.o3.gp 


Method 


AAT/GAP 


Start 


3620 


End 


4193 


GI 


2428744 


Score 


767 


Exons 


3620. .3694, 3866. .4193 






oeq. NO. 


8819 


Seq. ID 


OJ991020 08. 0112. C8 


Gene No. 


18819 


Strand 


+ 


Start 


5120 


End 


6765 


Name. 


OJ991020 08.0112.C8.o2.gs 


Method 


GENSCAN 


Start 


5120 


End 


6765 


GI 


none 


Score 


.8 


Exons 


5120. .5140, 5842. .6049, 6737. 


.6765 




Seq. No. 


8819 


Seq. ID 


OJ991020_08.0112.C8 


Gene No. 


18820 


Strand 


+ 


Start 


7217 


End 


10711 


Name 


OJ991020 08.0112.C8.ol.np 


Method 


AAT/NAP 


Start 


7217 


End 


10711 


GI 


5295951 


Score 


142 


Exons 


7217. .7435, 10673. .10711 







GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



(AB026295) Similar to Herpesvirus papio BRRF2;rhomolog gene, 
partial cds.(U23857) [Oryza sativa] 



8819 

18821 

1706 

OJ991020_08.0112.C8.o2.gp 



Seq. ID OJ991020_08 . 0112 .C8 
Strand 

End 2617 

Method AAT/GAP 



9285 



start 1706 End 2617 

GI 31877_1.R1084 Score 221 

Exons 1706.. 1783, 1918;. 1987, 2600.. 2617 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene* 



Seq. No. 8819 

Gene No. 18822 

Start 7319 

Name OJ991020_08.. 0112 .C8 . o3 . gs 

Start 7319 

GI none 
Exons 



Seq. ID OJ991020_08.0112.C8 
Strand 

End 13942 

Method GENSCAN 

End 12016 

Score . 67 



7319. .7496, 7616. .7741, 8358. .8471, 8877, .8992, 9499. .9534, 
10997. .11151, 11305. .11552, 11775.. 12016 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



8819 

18822 

7319 

OJ991020_08.0112.C8.o2.np 

8441 

5091513 



Seq. ID OJ991020_08.0112.C8 
Strand 

End 13942 

Method AAT/NAP 

End 13650 • 

Score 1783 



8441.. 8514, 10162. .10312, 11062 .. 11139, 11430 12217 , 
12874. .13650 

(AB023482) Hypothetical protein [Oryza sativa] 



'6 
ui 



Seq. No. - 8819 

Gene No. 18822 

Start 7319 

Name OJ991020_08 . 0112 . 08 . o4 . gp 

Start 8502 

GI 3761181 

Exons 8502.. 8748 

GI Descrip. 4521193/dbj | AB013450 . 1 1 AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ991020_08.0112.C8 
Strand 

End 13942 

Method AAT/GAP 

End 8748 

Score 437 



Seq. No. 8819 

Gene No. 18822 

Start 7319 

Name OJ991020_08 . 0112 . 08 . o4 . gs'^ 

Start 13034 

GI none 

Exons 13034. .13942 



Seq. ID OJ991020_08.0112.O8 
Strand 

End 13942 

Method GENSCAN 

End 13942 

Score .76 



Seq. No. 8819 

Gene No. 18823 

Start 13973 

Name OJ991020_08 . 0112 . 08 . o5 . gp 

Start 13973 

GI 3761181 

Exons 13973. .14219 

GI Descrip. 4521193/dbj IAB013450 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ991020_08.0112.O8 
Strand 

End 14219 

Method AAT/GAP 

End 14219 

Score 439 



Seq. No. 8820 

Gene No. 18824 

Start 3842 

Name OJ991020_08 . 0112 . OlO . ol . gp 



Seq. ID OJ991020_08. 0112. OlO 

Strand + 

End 3979 

Method AAT/GAP 



9286 




start 3842 End 3979 

GI LIB3431-027-P1-K1-D5 Score 245 

Exons 3842.. 3979 

GI Descrip. '2190552 l,0e-21 (AC001229) Similar to Holcus major pollen 





allergen (gb_Z27084) . [Arabidopsis thaliana] ' 








Seq. No. 


Q Q o 




Seq. ID 


OJ991020 


_08 


.0112 


.CIO 


Gene No. 


1 Q Q o c; 




Strand 










Start 


1dU4 




End 


3227 








Name 


.OJ991020 08. 0112. CIO. ol. 


,gs 


Method 


GENSCAN 








Start 


1604 




End 


3227 










none 




Score 


.72 








Exons 




O T C T 


.2947, 3088. .3227 








Seq. No. 


O O O 1 




beq. ID 




_08 


.0112 


.Cll 


Gene No. 


1 o o o ^ 




o urana 




■■ 






Start 






hna 


/IOC 
4 Z D 








Name 


OJ991020 08.0112.Cll.ol. 


gs 


Method 


GENSCAN 








Start 


82 




End 


426 










none 




Score 


. 0 0 








Exons 


82 . .42 6 














Seq. No. 


8821 




beq. iu 


. ujyyxuzu 


_08 


.0112 


.Cll 


Gene No, 


1 O O OT 




Strand 










.Start 


1788 




bna 


1 Q 1 C 








Name 


OJ991020 08.0112.Cll.o2. 


gs 


Method 


T7 M C 7\ XT 








Start 


1788 




End 


1816 








bl 


none 




Score 


.87 








Exons 


1788 . . 1816 














Seq. No. 


o o o o 




Seq. ID 


OJ991020 


_08 


.0112 


.C13 


Gene No. 


T O O O O 

18828 




Strand 


+ 








Start 


103 




End 


265 








Name 


OJ991020 08 . 0112 . CI J . ol , 


gs 


Method 


GENSCAN 








Start 






End 


265 








GI 


none 




Score 


.7 








Exons 


103. .265 














Seq. No. 


8822 




Seq. ID 


OJ991020 


_08 


.0112 


.C13 


Gene No. 


18829 




Strand 


+ 








Start 


1766 




End 


2278 








Name 


OJ991020 08.0112.C13.ol. 


gp 


Method 


AAT/GAP 








Start 


1766 




End 


2278 








GI 


LIB3432-059-P1-K1-D8 




Score 


713 








Exons 


1766.. 2177, 2257.. 2278 














GI Descrip. 


•5734616/dbj |AP000391.1| 


AP000391 O.Oe+00 Oryza ; 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 










Seq. No. 


8822 




Seq. ID 


OJ991020 


_08 


.0112 


.C13 


Gene No. 


18830 ' 




Strand 


+ 








Start 


5589 




End 


5782 








Name 


OJ991020 08.0112.C13.ol. 


np 


Method 


AAT/NAP 








Start 


5589 




End 


5782 








GI 


4234846 




Score 


80 









Exons 5589.. 5782 

GI Descrip. (AF082130) gag-pol polyprotein [Zea mays] 



9287 




Seq. No. 


8822 




Seq. ID 


OJ991020 


_08.01I2 


.013 




T p p O T 




Strand 








Start 


2470 




End 


5869 






Name 


OJ991020 08.0112.C13.o2 


.gs 


Method 


GENS CAN 






Start 


2470 




End 


5869 






GI 


none 




Score 


.81 






Exons 


2470.. 2634, 3830.. 3888, 


4338. 


.4607, 5822.. 5869 






Seq. No. 


8823 






o TQ Q 1 n9 n 

\J\J 3 ^ X u 


_08.0112 


.C14 


vjene lno . 


i 0 0 




strand 


+ 






Start 


127 




End 


680 






Name 


OJ991020 08.0112.C14.ol 


.gs 


lYjeunou. 


P P M Q P a M 






Start 


127 




bna 


OO U 






GI 


none 




Score 


Q 

. o 






Exons 


127. .265, 661. .680 












Seq. No. 


8823 




oeq . 1 u 


Cs TO 0 1 n 0 n 


_08.0112 


.014 


Gene No . 


1 Q Q "5 




Strand 


+ 






Start 


1308 




End 


1440 






Name 


OJ991020 08.01i2.C14.ol 


.gp 


Method 


AAT/GAP 






Start 


1308 




End 


1440 






GI 


2310968 




Score 


171 






Exons 


1308. .1440 












Seq. No. 


8823 




, Seq. ID 


OJ991020 


_08.0112 


.014 


Gene No. 


18834 




Strand 


+ 






Start 


4169 




End 


9805 






Name 


OJ991020 08.0112.C14.o2 


.np 


Method 


AAT/NAP 








4169 




End 


9805 






GI 


6063554 




Score 


325 






Exons 


4169. .4191, 8093. .8313, 


8968. 


.8996, 9632.. 9805 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region ■ 


of the 


predicted gene.; 


hypothetical 




protein [Oryza sativa] 












Seq. No. 


8823 




Seq. ID 


OJ99102Q 


_08.0112 


.014 


Gene No . 


18835 




Strand 








Start 


2852 




End 


4220 






Name 


OJ991020 08.0112.C14.o2 


.gs 


Method 


GENSCAN 






Start 


2852 




End 


4220 






GI 


none 




Score 


.62 






Exons 


2852.. 2965, 3555.. 3725, 


3960. 


.4049, 4149. .4220 






Seq. No. 


8823 




Seq. ID 


OJ991020 


_08.0112 


.014 


Gene No. 


18835 




Strand 










2852 




End 


4220 






Name 


OJ991020 08.0112.C14.ol 


.np 


Method 


AAT/NAP 






Start 


3672 




End 


4143 






GI 


5042454 




Score 


236 






Exons 


3672. .3725, 3960. .4143 












GI Descrip. 


{AC007789) putative polyprote. 


in [Oryza 


sativa] 






Seq. No. 


8823 




Seq. ID 


OJ991020 


_08.0112 


.014 


Gene No. 


18836 




Strand 








Start ■ 


6319 




End 


6737 






Name 


OJ991020 08.0112.C14.o3 


.gp 


Method 


AAT/GAP 






Start 


6283 




End 


6737 







9288 



GI 2428763 

Exons 6283.. 6737 

Seq. No. 8823 

Gene No. 18836 

Start 6319 

Name OJ991020_08 . 0112 . C14 . o3 , gs 

Start 6319 

GI none 

Exons 6319.. 6708 



Score 



852 



Seq. ID OJ991020_08.0112.C14 
Strand 

End 6737 

Method GENSCAN 

End 6708 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8823 
18837 
10173 

OJ991020_08 . 0112 . C14 . o4 . gp 
10173 

61605_3.R1084 
10173. .10468 . 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ9'91020_08 .0112.C14 
Strand 

End 10468 

Method AAT/GAP 

End 10468 

Score 455 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8824 

18838 

1709 

OJ991020_d8.0112.C15.o2.np 

1709 

6523547 



Seq. ID OJ991020_08.0112.C15 

Strand + 

End • 3155 

Method AAT/NAP 

End 3155 

Score 359 



1709. .2234, 2455. .2962, 3059. .3155 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Vol vox 
carteri f. nagariensis] 



8824 
18839 
1 

OJ991020_08.0112.C15.ol.np 
1 

4544372 
1..40, 347. .970, 3105. .3155 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991020_08.0112.C15 
Strand 

End 3155 

Method AAT/NAP 

End 3155 

Score 329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8824 

18839 

1 

OJ991020_08.0112.C15.ol.tw 

335 

none 



Seq. ID OJ991020_08 .0112.C15 
Strand 

End 3155 

Method TBLASTX : Wheat 

End 683 

Score 78 



335. .505, 339. .632, 342. .641, 355. .633, 636. .683 



8824 
18839 

1 ■ 

OJ991020_08.0112.C15.ol.gs 

339 

none 



Seq. ID OJ991020_08.0112.C15 
Strand 

End' 3155 

Method GENSCAN 

End 1278 

Score .88 . 



339. .787, 926. .1104, 1220. .1278 



9289 



Seq. .-No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8824 

18839 

1 

OJ991020_08.0112.C15.ol.tm 

373 

none 

373.. 633, 375.. 638 

8824 

18839 

1 

OJ991020_08.0112.C15.ol.ts 

489 

none 

489. .623, 630. .842, 721. .843 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



OJ991020_08.0112.C15 
3155 

TBLASTX: Maize 

638 

275 



OJ991020_08.0112.C15 
3155 

TBLASTX : Soybean 

843 

71 



8825 Seq. ID 

18840 Strand ' 

1 End 

OJ991020_08.0112.C16.ol.np Method 

1 End 

6665549 Score 
1..31, 704. .838, 3720. .3738 

{AC013289) putative cullin [Arabidopsis thaliana] 



OJ991020_08.0112,C16 
+ 

3738 
AAT/NAP 
3738 
56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8825 

18840 

1 

OJ991020_08.0112.C16.ol,gp 



Seq. ID 
Strand 
End 

Method 

1389 End 
2800878 Score 
1389.. 1480, 1965.. 2005, 3299.. 3358 

2280517/dbj IAB005878 IAB005878 3.0e-24 Nicotiana tabacum mRNA for 
BYJ15, partial cds 



OJ991020_08.0112.C16 
+ 

3738 
AAT/GAP 
3358 
253 



Seq. No. 


8825 




Seq. ID 


OJ991020_08.0112.C16 


Gene No. 


18841 




Strand 




Start 


3491 




End 


3621 


Name 


OJ991020 08.0112.C16.o2. 


gs 


Method 


GENSCAN 


Start 


3491 




End 


3621 


GI 


none 




Score 


.95 


Exons 


3491. .3621 








Seq. No. 


8826 




Seq. ID 


OJ991020_08.0112.C17 


Gene No. 


18842 




Strand 


+ 


Start 


305 




End 


621 


Name 


OJ991020 08.0112.C17.ol. 


gp 


Method 


AAT/GAP 


Start 


305 




End 


621 


GI 


LIB34 33-016-Q6-K6-G7 




Score 


554 


Exons 


305. .621 








GI Descrip. 


'5734616/dbj |AP000391.1| 


AP000391 2.0e- 


39 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 




Seq. No. 


8826 




Seq. ID 


OJ991020_08.0112.C17 


Gene No. 


18843 




Strand 


+ 


Start 


1389 




End 


1695 


Name 


OJ991020 08.0112.C17.o2. 


gp 


Method 


AAT/GAP 



9290 



start 1389 End 1695 

GI 62565_1.R1084 Score 487 

Exons 1389.. 1695 

GI Descrip. ' 2149018/gb I U70541 | OSU70541 l.Oe-23 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds ' 



Seq. No. 


8826 


Seq. ID 


OJ991020_08 


.0112. C17 


Gene No. 


18844 


Strand 


- 




Start 


95 


End 


235 




Name 


OJ99162O 08.0112.C17.ol.gs 


Method 






Start 


95 


End 


235 




GI 


none 


Score 


.93 




Exons 


95. .235 








Seq. No. 


8827 


Seq. ID 


OJ991110_03 


.0120. CI 


Gene No. 


18845 


Strand 






Start 


418 • 


End 


573 




Name 


OJ991110 03.0120.Cl.ol.np 


Method 


AAT/NAP 




Start 


418 


End 


573 




GI 


4769000 


Score 


276 




Exons 


418. .573 








GI Descrip. 


(AF140500) unknown [Oryza sativa] 






Seq. No. 


8827 


Seq. ID 


OJ991110_03 


.0120. CI 


Gene No. 


18846 


Strand 


+ 




Start 


842 


End 


1605 




Name 


OJ991110 03.0120.Cl.ol.gs 


Method 


GENSCAN 




Start 


842 


End 


1605 




GI 


none 


Score 


.89 




Exons 


842. .983, 1451. .1605 








Seq. No. 


8827 


Seq. ID 


OJ991110_03 


.0120. CI 


Gene No, 


18847 


Strand 






Start 


330 


End 


645 




Name 


OJ991110 03.0120.Cl.ol.gp 


Method 


AAT/GAP 




Start 


330 


End 


645 




GI 


4768999 


Score 


575 




Ex'ons 


330. .645 








GI Descrip. 


4769000/gb|AAD29713,l| 3.0e- 


24 (AF140500) unknown 


[Oryza sativa] 


Seq. No. 


8828 


Seq. ID 


OJ991110_03 


.0120. C2 


Gene No. 


18848 


Strand 


+ 




Start 


1949 


End 


' 4959 




Name 


OJ991110 03.0120.C2.ol.gp 


Method 


AAT/GAP 




Start 


1949 


End 


4959 




GI 


15594 1.R1084 


Score 


1938 




Exons 


1949.. 2327, 3335.. 3521, 3703 


..3810, 4617. .4959 




GI Descrip. 


•3402679 6.0e-09 (AC004697) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


8828 


Seq. ID 


OJ991110_03 


.0120. C2 


Gene No. 


18848 


Strand 


+ 




Start 


1949 


End 


4959 




Name 


OJ991110 03.0120.C2.ol.gs 


Method 


GENSCAN 




Start 


2124 


End 


4124 




GI 


none 


Score 


. 68 





9291 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



m 



2124. .2327, 3335. .3521, 3703. .3810, 4102. .4124 



8828 

18849 

19000 

OJ991110_03.0120.C2.o4 .gs 

19000 

none 



Seq. ID OJ991110_03.0120.C2 

Strand + 

End 19858 

Method GENSCAN 

End 19858 

Score .59 



19000. .19135, 19336. .19468, 19470 .. 19691 , 19777. .19858 



8828 

18850 

5630 

OJ991110_03.0120.C2.o3.tm 
75 

■none 



OJ991110 03.0120.02 



11061 

TBLASTX: Maize 

694 

52 



Seq. ID 
Strand 
End 

Method 
End 
Score 

75. .155, 78. .143, 179. .316, 205. .300, 208. .315, 208. .297, 
221. .397, 223. .306, 223. .324, 223. .300, 224. .331, 224. .307.,-. 
226. .345, 333. .458, 333. .464, 333. .452, 334. .462, 334. .498, 
342. .527, 348. .494, 352. .462, 355. .549, 356. .508, 376. .462, 
445. .534, 446. .535, 447. .536, 496. .588, 524. .652, 527. .619, 
527. .589, 564. .608, 572. .619, 573;. 608, 640. .693, 653. .694 



8828 
18850 
5630 

OJ991110_03.0120.C2.o2,tm 
2177 



OJ991110 03. 0120. C2 



none 

2177, 

3335, 

4619, 

4931. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2338, 2178.. 2339, 3334.. 3519, 3334.. 3519, 3335.. 3520, 
3520, 3677. .3778, 3702. .3812, 3702. .3809, 4618. .4749, 
4756, 4619. .4756, 4752. .4853, 4778. .4855, 4918. .4971, 
4975 



11061 

TBLASTX: Maize 

4975 

280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



8828 

18850 

5630 

OJ991110_03.0120.C2.o2.ts 

2180 

none 

2180. .2329, 2181. 
3372.. 3521, 3680, 
4619. .4750, 4621. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.2330, 3334.. 3519, 3335 
.3778, 3702.. 3812, 3702 
,4716 



OJ991110 03. 0120. C2 



11061 

TBLASTX : Soybean 

4750 

224 

3520, 3353.-3526, 
3815, 4582.. 4740, 



8828 

18850 

5630 

OJ991110_03.0120.C2.o2.tc 

2190 

none 



Seq. ID OJ991110_03.0120.C2 
Strand 

End 11061 

Method TBLASTX : Cress 

End 3433 

Score 216 



2190. .2339, 2195. .2341, 3333. .3428, 3334. .3432, 3335. .3433 



8828 

18850 

5630 

OJ991110_03.0120.C2,ol.tm 
5612 



Seq. ID OJ991110_03.0120.C2 
Strand 

End 11061 

Method TBLASTX: Maize 

End 7156 



9292 



GI 

Exons 



none 

5612.. 5671, 5618. .5662, 5619, 

5748. .5855, 5749. .5856, 5943. 

5945. .6118, 6434. .6472, 6434. 

6635.. 6766, 6660.. 6767, 6747. 

6881.. 7012, 6943.. 7020, 7042. 



Score 48 

.5669, 5746.-5853, 5747. .5854, 

.6116, 5943. .6113, 5945.. 6121, 

,6475, 6473. .6607, 6482. .6598, 

.6794, 6758. .6793, 6876. .7019, 
.7116, 7115.. 7156 



Seq. No. 8828 
Gene No. 18850 
Start 5630 

Name OJ991110_03 . 0120 . C2 . ol . tc 

Start 5630 
GI none 

Exons 5630.. 5683, 5639.-5668, 5746. 

5945. ,6118, 5946--6119, 5949. 
6653.-6772, 6669- -6773, 6714. 



Seq. ID OJ991110_03.0120.C2 
Strand 

End 11061 
Method TBLASTX : Cress 
End 6773 
Score 50 

.5853, 5747. .5854, 5796. .5882, 
.6119, 6434. .6607, 6437. .6583, 
.6773 



Seq. No. 8828 

Gene No. 18850 

Start 5630 

Name OJ991110_03 . 0120 . C2 . o2 . gs 

Start 5630 

GI none 

Exons 5630.. 5659, 5749.-5854, 5946. 

6876. .7166, 7866-. 8070, 8886. 



Seq- ID OJ991110_03-0120.C2 
Strand 

End 11061 

Method GENSCAN 

End 8947 

Score .49 

.6118, 6437.-6595, 6674. .6793, 
.8947 



•is? 
; i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



Seq. ID OJ991110_03.0120.C2 

Strand . - 

End 11061 

Method TBLASTX : Soybean 

End 6773 

Score 41 

.5853, 5747. .5884, 5945. .6118, 
.6655, 6464.. 6595, 6653.. 6772, 



8828 
18850 
5630 

OJ991110_03 .0120 . C2 . ol . ts 
5630 
none 

5630. .5683, 5636. .5665, 5746, 
5949. .6119, 6433. .6579, 6434, 
6669. .6773 

8828 
18850 
5630 

OJ991110_03.0120.C2.ol.np 
5633 
2160148 

5633.-5659, 5749-. 5854, 5946. .6118, 6437. .6595, 6674. .6775, 
6993. .7058, 10885. .11061 

(AC000375) EST gb|H37044 comes from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ991110_03.0120.C2 
Strand 

End 11061 

Method AAT/NAP 

End 11061 

Score 591 



8829 

18851 

1 

OJ991110_03-0120.C3-ol-np 

1 ' 

4587572 



Seq. ID OJ991110_03.0120.C3 



Strand 
End 

Method 

End 

Score 



+ 

15096 
AAT/NAP 
14685 
11144 



1..185, 272. .328, 1150, .1323, 2071. .2262, 2352. .2417, 
2739.-2853, 2983, ,4112, 4327. ,5031, 5122. .5224, 5305, 
6478, ,8128, 8201, ,10408, 10445 ,, 11224 , 11919 ,, 12227 , 
12375, .12681, 12797 .. 12943, 13458-. 14685 



6395, 



9293 



GI Descrip. {AC006550) Similar to gb|U7001.5 lysosomal trafficking regulator 
from Mus musculus and contains 2 PF 100400 WD40, G-beta repeats. 
ESTs gb|T43386 and gb|AA395236 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 8829 

Gene No. 18851 

Start 1 

Name OJ991 110_03 . 0 120 . C3 . ol . gs 

Start 50 

GI none 
Exons 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

Method GENSCAN 

End .14624 

Score .84 



50. .185, 1150. .1323, 2071. .2262, 2739. .2853, 2983. .4112, 
4327. .4726, 4939. .5031, 5122. .5224, 5305.. 6395, 6478.. 8128, 
8201.. 11137, 11919. .12227, 12465 .. 12681, 127 97 12943, 
13458. .14624 



Seq. No. 
Gene No. 
Start 
Name -'v 
Start 
GI 

Exons 



8829 

18851 

1 

OJ991110_03.0120.C3.o4.ts 

3873 

none 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

Method TBLASTX : Soybean 

End 4431 

Score 190 



3873. .4112, 3887. .4051, 4324. .4431, 4326. .4430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8829 

18851 

1 

OJ991110_03.0120.C3.o2.tm 

9941 

none 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

Method TBLASTX : Mai ze 

End 10625 

Score 1002 



9941. .10348, 9942. .10625, 9942. .10625 



Seq. No. 8829 

Gene No. 18851 

Start 1 

Name OJ991110_03 . 0120 . C3 . ol . tc 

Start 10473 

GI none 

Exons 10473. .10835, 10502.. 1^)822 

Seq. No. 8829 

Gene No. 18851 

Start 1 

Name OJ991110_03 . 0120 . C3 . o5 . tm 

Start 10712 

GI none 

Exons 10712. .11014, 10713.. 11024 

Seq. No. 8829 

Gene No. 18851 

Start 1 

Name OJ991110_03 . 0120 . C3 . o6 . tm 

Start 11025 

GI none 

Exons 11025. .11180, 11028.. 11177 



Seq. ID OJ991110__03.0120.C3 



Strand 
End 

Method 

End 

Score 



+ 

15096 

TBLASTX: Cress 

10835 

385 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

Method TBLASTX : Mai ze 

End 11024 

Score 473 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

Method TBLASTX : Mai ze 

End 11180 

Score 281 



Seq. No. 



8829 



Seq. ID OJ991110_03.0120.C3 



9294 



Gene No. 18851 Strand 

Start 1 End 

Name OJ991110_03 . 0120 .C3,.o4 . tm Method 

Start 11901 End 

GI none Score 

Exons 11901. .12227, 11902.. 12231 



+ 

15096 

TBLASTX: Maize 

12231 

486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8829 

18851 

1 

OJ991110_03.0120.C3.ol.ts 

11925 

none 



Seq. ID OJ991110_03. 0120.C3 

Strand + 

End 15096 

Method TBLASTX: Soybean 

End 12916 

Score 203 



11925. .12191, 11925. .12227, 11926 .. 12231, 1234 7 .. 12 682, 
12372. .12683, 12372 .. 12683, 12373 12 684 , 12794 .. 12916, 
12795. .12911, 12796.. 12915 



Seq. No. 8829 

Gene No. 18851 

Start 1 

Name OJ991110_03 . 0120 . C3 . o3 . tc 

Start 12004 

GI none 

Exons 12004. . 12189, 12015.. 12188 



Seq. ID OJ991110_03. 0120.C3 



Strand 
End 

Method 

End 

Score 



+ 

15096 

TBLASTX: Cress 

12189 

236 



Seq. No. 8829 

Gene No. 18851 

Start 1 

Name OJ991110_03.0120.C3.o7. tm 

Start 12409 

GI none 
Exons 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

Method TBLASTX : Mai ze 

End ■ 12832 

Score 110 



12409. .12564, 12577 .. 12684 , 12797.. 12832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8829 

18851 

1 

OJ991110_03.0120.C3.ol.gp 

12633 

3759069 



Seq. ID OJ991110_03.0120.C3 
Strand + 
End 15096 
Method AAT/GAP 
End 13722 
Score 882 
12633. .12681, 12797 .. 12943, 13458.. 13722 

3892055/gb|AAC78268.1|AAC78268 2.0e-73 {AC002330) putative 
transport protein [Arabidopsis thaliana] 



8829 

18851 

1 

OJ991110_03.0120.C3.o3.tm 

12841 

none 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

Method TBLASTX : Mai ze 

End 13867 

Score 156 



12841. .12942, 12842 .. 12943, 13455 13865, 134 57 .. 13867 , 
13457.. 13864 



Seq. No. 8829 

Gene No. 18851 

Start 1 

Name OJ991110_03 . 0120 . C3 . o3 . ts 

Start 13761 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

Method TBLASTX : Soybean 

End 14111 



9295 



GI none Score 296 

Exons 13761. .14000, 13761 .. 13961 , 13784 ,. 13990, 13979 .. 14068 , 

13983. .14069, 14070 14 111, 14072. .14110 



Seq. No. 


8829 






Gene No. 


18851 






Start 


1 






Name 


OJ991110 03. 0120. C3. 


ol. 


Start 


13867 








none 






Exons 


13867. 


.14625, 13868. 


.14 


Seq. No. 


8829 






Gene No. 


18851 






Start 


1 






Name 


OJ991110 03. 0120. C3. 


ol. 


Start 


14078 






GI 


none 






Exons 


14078. 


.14197, 14079. 




Seq. No. 


8829 






Gene No. 


18851 






Start 


1 






Name 


OJ991110 03. 0120. C3. 


o2. 


Start 


14127 






GI 


none 






Exons 


14127. 


.14417, 14129. 


.14 




14414. 


.14527 




Seq. No. 


8829 






Gene No. 


18851 






Start 


1 






Name 


OJ991110 03. 0120. C3. 


o2. 


Start 


14133 






GI 


none 






Exons 


14133. 


.14441, 14135. 


.14 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

tm Method TBLASTX: Maize 

End 15014 

Score 1186 
641, 13869. .14630, 14871.. 15014 

Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

tw Method TBLASTX: Wheat 

End 14199 

Score 192 
198, 14098. .14199 

Seq. ID OJ991110_03.0120.C3 

Strand + 

' End 15096 

ts Method TBLASTX : Soybean 

End 14528 

Score 364 
377, 14290. .14385, 14406 .. 14 528 , 



Seq. ID OJ991110_03.0120.C3 

Strand + 

End 15096 

tc Method TBLASTX : Cress 

End 14555 

Score 364 
419, 14385. .14555, 14438.. 14554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8829 Seq. ID OJ991110_03 . 0120 . C3 

18851 Strand + 

1 End 15096 

OJ991110_03 . 0120 . 03 . o2 . gp Method AAT/GAP 

14224 End 15096 

11027_1.R1084 Score 1673 

14224. .15096 

M587572/gb|AAD25803.1|AC006550_ll 4.0e-41 (AC006550) Similar to 
gb_U70015 lysosomal trafficking regulator from Mus musculus and 
contains 2 PF_00400 WD40, G-beta repeats. ESTs gb_T43386 and 
gb_AA395236 come from this gene. [Arabidopsis thaliana] ' 



8830 

18852 

601 

OJ991110_03.0120.C4 .ol.gs 

601 

none 



Seq. ID OJ991110_03.0120.C4 



Strand 
End 

Method 

End 

Score 



+ 

3637 
GENSCAN 
3349 
.59 



601. .1055, 2612. .2852, 2932. .3052, 3162. .3349 



9296 



Seq. No. 8830 Seq. ID 

Gene No. 18852 Strand 

'Start 601 - End 

Name 0 J9 9 1 1 1 0_03 .0120.C4.ol.gp Method 

Start 7 60 End 

GI 3872_1.R1084 Score 

Exons 760.. 1055, 2612.. 2852, 2932.. 3052, 3162 
GI Descrip. 



OJ991110_03.0120.C4 
+ 

3637 
AAT/GAP 
3637 
2147 
3637 



'542200/pir I IS41890 8.0e-56 hypothetical protein - garden 
asparagus >gi_452714_enib_CAA54526_ (X77320) unknown [Asparagus 
officinalis] ' 



Seq. No. 


8830 




Seq. ID 


OJ991110 


Gene No. 


18852 




Strand 


+ 


Start 


601 




End 


3637 


Name 


OJ991110 03, 


.0120. 


C4.ol.np Method 


AAT/NAP 


Start 


1189 




End 


3349 


GI 


643469 




Score 


413 


Exons 


1189. .1251, 


2541. 


.2852, 2932. .3052, 3162., 3349 


GI Descrip. 


{U19886) unknown 


[Lycopersicon esculentum] 


Seq. No. 


8830 




Seq. ID 


OJ991110 


Gene No. 


18853 




Strand 


+ 


Start 


5233 




End 


15625 


Name 


OJ991110 03. 


.0120. 


C4.o2.gs Method 


GENSCAN 


Start 


5233 




End 


14893 


GI 


none 




Score 


.76 


Exons 


5233. .5324, 


5357. 


.6240, 6906. .6994, 7627. .7811, 




9643. .9907, 


10524 


..11467, 11550. .11973, 


12046. . 



12907. .13063, 13140 .. 13367 , 1344 9 .. 13799, 14 4 82 .. 14583, 
14663. .14893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8830 Seq. ID 

18853 Strand 

5233 End 

OJ991110_03 . 0120 . C4 . o2 . np Method 

7419 End 

3142291 Score 



OJ991110_03.0120.C4 
+ 

15625 
AAT/NAP 
14881 
1845 

11467, 



7419. .7522, 8346. .8750, 9643. .9907, 10524 11097 , 11158. 
11550. .11973, 12046. .12227, 12907 .. 13063, 1314 0 .. 13367 , 
13449. .13799, 14482 .. 14583, 14657. .14881 

(AC002411) Contains similarity to adenylate cyclase gb|AF012921 
from Magnaporthe grisae. EST gb|Z24512 comes from this gene. 
[Arabidopsis thaliana] 



8830 Seq. ID 

18853 Strand 

5233 End 

OJ991110_03 . 0120 . C4 . o2 . gp Method 

10839 End 

2443105 Score 
10839. .11306 



OJ991110_03.0120.C4 
+ 

15625 
AAT/GAP 
11306 
843 



Seq. No. 8830 Seq. ID 

Gene No. 18853 Strand 

Start 5233 End 

Name OJ991110_03 . 0120 . C4 . o3 . gp Method 

Start 13727 End 



OJ991110_03.0120.C4 
+ 

15625 

AAT/GAP 

15625 



9297 



GI 


36901 1.R1084 


Score 


2202 




Exons 


13727. .13799, 14 482 .. 14583, 


14663. .15625 




GI Descrip. 


'3142291 2.0e-21 (AC002411) 


Contains 


similarity to adenylate 




cyclase gb_AF012921 from Magnaporthe 


grisae. EST gb_Z24512 




comes from this gene, [Arabidopsis thaliana] ' 




Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120. 


C4 


Gene No. 


18854 


Strand 






Start 


28459 


End 


32415 




Name 


OJ991110 03 . 0120 . C4 . o4 . gs 


Method 


GENSCAN 




Start 


28459 


End 


32094 




GI 


none 


Score 


.86 ' 




Exons 


28459.-28543, 29219 .. 29449, 


29550. .29715, 30781 .. 3118 6, 






31332. .31592, 317 69 31855, 


31954. .32094 




Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120. 


C4 


Gene No. 


18854 


Strand 


+ 




Start 


28459 


End 


32415 




Maine 


OJ991110 03.0120.C4.o3.np 


Method 


AAT/NAP 




Start 


29177 


End 


32091 




GI 


4063821 


Score 


2337 




Exons 


29177. .29715, 30781 .. 31186, 


31332. .31592, 31772 .. 31855, 






31954. .32091 








GI Descrip. 


(AB015204) plastidic ATP sulfurylase 


[Oryza sativa] 




Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120. 


C4 


Gene No. 


18854 


Strand 


+ 




Start 


28459 


End 


32415 




Name 


OJ991110 03.0120.C4.o6.gp 


Method 


AAT/GAP 




Start 


29593 


End 


32415 




GI 


3359 1.R1084 


Score 


2540 




Exons 


29593. .29715, 30781 31186, 


31332. .31592, 31769 .. 31855, 






31954. .32415 








GI Descrip. 


M063821/dbj IBAA36274 1 O.Oe+00 {AB015204) plastidic ATP 






sulfurylase [Oryza sativa] ' 








Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120. 


C4 


Gene No. 


18855 


Strand 


+ 




Start 


43378 


' End 


'43784 




Name 


OJ991110 03.0120.C4.o7.gp 


Method 


AAT/GAP 




Start 


43378 


End 


43784 




GI 


none 


Score 


779 




Exons 


43378. .43784 








Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120. 


C4 


Gene No. 


18856 


Strand 






Start 


18989 


End 


19422 




Name 


OJ991110 03.0120.C4.o4.gp 


Method 


AAT/GAP 




Start 


18989 


End 


19422 




GI 


none 


Score 


832 




Exons 


18989. .19422 








Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120. 


C4 


Gene No. 


18857 


Strand 






Start 


19479 


End 


19793 




Name 


OJ991110 03.6l20.C4.o5.gp 


Method 


AAT/GAP 




Start 


19479 


End 


19793 





9298 



GI none Score 575 

Exons 19479. . 19793 



Seq. No. 8830 
Gene No. 18858 
Start 33065 

Name OJ991110_03 . 0120 .C4 . o5 . gs 

Start 33065 
GI none 

Exons 33065. .33146, 33272 33401, 

38313. .39304, 39375 40557 , 
41815. .41953 



Seq. ID 
Strand 
End 

Method 
End 
Score 

33441 

40679 



OJ991110 03. 0120. C4 



41953 
GENSCAN 
41953 
.88 

36522, 36620. 
41333, 41501. 



37009, 
41777, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8830 

18858 

33065 

OJ991110_03.0120.C4.o4.np 

33347 

4836892 



Seq. ID OJ991110_03.0120.C4 



Strand 
End 

Method 

End 

Score 



41953 
AAT/NAP 
41377 
7392 



33347. .36522, 36620 .. 37009, 38313 .. 40542, 40670.. 41377 
(AC007369) Putative RNA helicase [Arabidopsis thaliana] 



beq. iNo. 


8830 








Seq. ID 


OJ991110_03.0120.C4 


Gene No. 


18859 








Strand 




Start 


42994 








End ; . 


43777 


Name 


OJ991110 03 


.0120 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


847 








End 


3366 


GI 


none 








Score 


58 


Exons 


847. .900, 982. .1056, 2601. .2849, 2603. 


.2812, 2607. .2825, 




2891. .3046, 


2919 


. .3053, 


2920 


..3054, 3160.. 3297, 3161.. 3301 




3293. .3349, 


3304 


. .3366 








Seq. No. 


8830 








Seq. ID 


OJ991110_03,0120.C4 


Gene No. 


18859 








Strand 




Start 


42994 








End 


43777 


Name 


OJ991110 03 


.0120 


.C4.05. 


tm 


Method 


TBLASTX: Maize 


Start 


972 








End 


3350 


GI 


none 








Score 


119 


Exons 


972. .1058, 


973. . 


1056, 1181.. 


1207, 2601, 


..2870, 2606. .2854, 




2906. .3043, 


2907 


. .3035, 


2913 


..3053, 2914. .3054, 2914. .3054 




2915. .3055, 


3155 


. .3229, 


3159 


..3191, 3160.. 3294, 3161.. 3295 




3277. .3348, 


3278 


. .3349, 


3291 


. .3350 




Seq. No. 


8830 








Seq. ID 


OJ991110_03.0120.C4 


Gene No. 


18859 








Strand 




Start 


42994 








End 


43777 


Name 


OJ991110 03 


.0120 


.C4.04. 


ts 


Method 


TBLASTX : Soybean 


Start 


2664 








End 


3334 


GI 


none 








Score 


184 


Exons 


2664. .2849, 


2684 


. .2797, 


2914 


..3054, 3158.. 3301, 3299.. 3334 


Seq. No. 


8830 








Seq. ID 


OJ991110_03.0120.C4 


Gene No. 


18859 








Strand 




Start 


42994 








End 


43777 


Name 


OJ991110 03 


.0120 


.04.010 


. tm 


Method 


TBLASTXrMaize 


Start 


5913 








End 


6170 


GI 


none 








Score 


93 



9299 



Exons 


5913. .6011, 5916. .6017, 6013. .6144, 6015. .6146, 6015. .6170 


Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120 


.C4 


Gene No . 


18859 


Strand 






Start 


42994 


End 


43777 




Name 


OJ991110 03.0120.C4 .o9. tc 


Method 


TBLASTX : Cress 




Start 


6014 ~ 


End 


6146 




GI 


none 


Score 


187 




Exons 


6014. . 6145, 6015. . 614 6 








Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120 


.C4 


Gene No. 


18859 


Strand 






Start 


42994 


End 


43777 




Name 


OJ991110 03.0120.C4 .o9.tm 


Method 


TBLASTX: Maize 




Start 


8611 ~ 


End 


9844 




GI 


none 


Score 


177 




Exons 


8611. .8757, 8652. .8759, 8652 


:..8750, 8678. .8758, 9615. .9737, 




9640. .9774, 9641. .9775, 9641 


...9775, 9656. .9844 




Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120 


,C4 


Gene No. 


18859 


Strand 






Start, 


42994 


End 


43777 




Name 


OJ991110 03.0120.C4 .o4 .tm 


Method 


TBLASTX: Maize 




Start 


11607 ~ 


End 


13023 




GI 


none 


Score 


201 




Exons 


11607 .. 11798, 11607 .. 11819, 


11608. .11826, 11608. .11826, 






11821. .11973, 11823. .11972, 


12040. .12225, 12043 .. 12225, 






12045. . 12233, 128 92 .. 13023, 


12909. .13019, 12911. ,13021 




Seq, No. 


8830 


Seq. ID 


OJ991110_03.0120 


.C4 


Gene No . 


18859 


Strand 






Start 


42994 


End 


43777 




Name 


OJ991110 03.0120.C4.oll.ts 


Method 


TBLASTX : Soybean 




Start 


11875 ~ 


End 


12129 




GI 


none 


Score 


112 




Exons 


11875. .11973, 11898. .11960, 


12043. .12129, 12045. .12125 




Seq. , No . 


8830 


Seq. ID 


OJ991110_03.0120 


.C4 


Gene No . 


18859 


Strand 






Start 


42994 


End 


43777 




Name 


OJ991110 03 0120 C4 o7 tc 


Method 


TBLASTX: Cress 




Start 


12070 ~ 


End 


12245 




GI 


none 


Score 


214 




Exons 


12070. . 12228, 12081 12233, 


12087. .12245 




Seq, No, 


8830 


Seq. ID 


OJ991110_03.0120 


.C4 


Gene No, 


18859 


Strand 






Start 


42994 


End 


43777 




Name 


OJ991110 03 0120 C4 o2 tw 


Method 


TBLASTX: Wheat 




Start 


12941 ~ 


End 


13514 




GI 


none 


Score 


184 




Exons 


12941. .13072, 12949. .13062, 


13096. .13356, 13137 13364 , 






13145. .13366, 13145 .. 13366, 


13436. .13513, 13449.. 13514 




Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120 


.C4 


Gene No. 


18859 


Strand 






Start 


42994 


End 


43777 





9300 



Name 

Start 

GI 

Exons 



OJ991110 03.0120.C4.o8.ts 



Method TBLASTX : Soybean 



12994 ' End 13555 

none Score 72 

12994, .13065, 12995 13066, 13137 13235 , 131 66 13231, 

13235. .13264, 13236. . 13301, 13287 .. 13367 , 13293 .. 13352, 

13451. .13555, 13452.. 13550 



Seq. No. 8830 

Gene No. 18859 

Start 42994 

Name OJ991110_03 . 0120 . C4 . o8 . tm 

Start 13025 

GI none 

Exons 13025. .13072, 13027 .. 13059, 
13171. .13344 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_03.0120.C4 
43777 

TBLASTX: Maize 

13344 

50 



13136. .13342, 13140 .. 13343, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8830 

18859 

42994 

OJ991110_03.0120.C4.o6.tc 

13584 

none 



Seq. ID OJ991110_03.0120-C4 
Strand 
End 

Method 
End 
Score 



43777 

TBLASTX: Cress 

14589 

264 



13584. .13799, 13586. . 13801, 14481 .. 14588 , 14482. .14589 



8830 

18859 

42994 

OJ991110_03.0120.C4.o9.ts 
13613 
none 
13613. 
14481. 
14753. 



13801, 13614. 
14543, 14481. 
14860 



,13799, 
,14561, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 03.0120-C4 



43777 

TBLASTX: Soybean 
14860 
243 

13616. .13801, 13692. .13805, 
14482. .14589, 14 612 .. 14725, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8830 

18859 

42994 

OJ991110_03.0120.C4.o7.tm 

13696 

none 

13696. .13800, 13697 .. 13801, 
13699. .13800, 14481 .. 14576, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 03. 0120. C4 



43777 

TBLASTX: Maize 
14902 
153 

13698. .13799, 13698 13802 , 
14481. .14579, 14482 .. 14583, 



14662. .14892, 14 663 .. 148 93, 14693.. 14902 



8830 

18859 

42994 

OJ991110_03.0120.C4 .o3.ts 
29345 
none 
29345. 
30781. 
30852. 
31763, 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991110_03,0120.C4 
43777 

TBLASTX: Soybean 

32061 

66 



,29389, 29447. .29647, 29452 .. 2 9631 , 3077 9 .. 3118 9,. 



.31191, 307-83. .30860, 30817, 
.312-50, 31306. .31593, 31328, 
,31870, 31768. .31854, 31769, 



,31188, 30851. '.-31201, 
,31594, 31332. .31595, 
,31858, 31947. .32054, 



31954. .32061 



Seq. No, 



8830 



Seq. ID OJ991110_03.0120.C4 



9301 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



18859 Strand 

42994 End 

OJ9911 10_03 . 0120 . C4 . ol . tc Method 

29348 End 

hone Score 



43777 

TBLAStX: Cress 

32049 

69 



29348.-29392, 29447 29656, 2944 9 29616, 30781 31188 , 

30782. .31189, 30817 31188 , 31328 31594 , 31331 .. 31594 , 

31332. .31595, 31763 .. 31870, 31768 31851, 3194 1 .. 32048 , 
31954.. 32049 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



8830 
18859 
42994 

OJ991110_03.0120.C4.o6.tw 
29348 
none 

29348. .29566, 29443 29565 , 29492.. 29566 



Seq. ID OJ991110_03.0120.C4 



Strand 
End 

Method 

End 

Score 



43777 

TBLASTX: Wheat 
29566 
277 



8830 

18859 

42994 

OJ991110_03.0120.C4.o3.tm 

29438 

none 

29438. .29533, 29443 29538 , 
30780. .31187, 30782 31189, 
31306. .31593, 31328 31594 , 
31768. .31854, 31925 32074 , 
31951. .32133, 31954 .. 32133, 
32337. .32396 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29492 

30817 



OJ991110 03. 0120. C4 



43777 

TBLASTX: Maize 
32396 
140 

29725, 29539 
31191, 30852 



29724, 
31250, 
31870, 



31332. .31595, 31763. 
31940. .32116, 31941. .32096, 
32148. .32186, 32250 .. 32297 , 



OJ991110 03. 0120. C4 



Seq. No. 8830 Seq. ID 

Gene No. 18859 Strand 

Start 42994 End 

Name OJ991110_03 . 0120 . C4 . o5 . tw Method 

Start 31766 End 

GI none Score 

Exons 31766. .31870, 317 68 .. 31854 , 31769 .. 31858, 31940 .. 32095, 
31954.. 32097 



43777 

TBLASTX: Wheat 

32097 

137 



Seq. No. 8830 
Gene No. 18859 
Start 42994 

Name 0 J9 91110_03.0120.C4.o2.tm 

Start 33348 
GI none 

Exons 33348. .33458, 33349 .. 334 65, 

33467. .33616, 33526 33624 , 
33656. .33685, 33656 34 132 , 
34125. .34373, 34132 34380, 
36758.. 36946 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_03.0120.C4 
43777 

TBLASTX: Maize 

36946 

131 



33357. .33461, 33451 33630, 

33534 . .33626, 33649 .. 34134 , 

33660. .33689, 33720 .. 34 133, 

34133. .34378, 36382 36531, 



Seq. No. 8830 Seq. ID 

Gene No. 18859 Strand 

Start 42994 End 

Name OJ991110_03 . 0120 . C4 . o4 . tw Method 

Start 33357 End 



OJ991110_03.0120.C4 
43777 

TBLASTX: Wheat 
33681 



9302 



GI 

Exons 



none 



Score 



118 



33357. ,33458, 33360 33458, 33361 334 65 , 33451 33600, 
33467. .33601, 33479 33601, 33528 33608 , 33529 33609, 
33586. .33621, 33590 .. 33616, 33616 .. 33681, 33630.. 33680 



Seq. No. 


8830 




Seq. ID 


OJ991110_03.0120 


.C4 


Gene No. 


18859 




Strand 


- 




Start 


42994 




End 


43777 




Name 


OJ991110 03. 0120. C4. 


o8.tc 


Method 


TBLASTX: Cress 




Start 


33475 




End 


33627 




GI 


none 




Score 


109 




Exons 


33475. .33627, 33476. 


.33616 








Seq. No. 


8830 




Seq. ID 


OJ991110_03.0120 


.C4 


Gene No. 


18859 




Strand 






Start 


42994 




End 


43777 




Name 


OJ991110 03. 0120. C4. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


33484 




End 


38492 




GI 


none 




Score 


102 




Exons 


33484- .33627, 33515. 


.33616, 


33652. .34116, 33656 34 132, 






33821. .34117, 34133. 


.34378, 


34135. .34596, 3414 4 . .34 596, 






34454. .34597, 34455. 


.34598, 


36382. .36531, 36752 .. 36931 , 






38367. .38492 










Seq. No. 


8830 




Seq. ID 


OJ991110_03.0120 


.C4 


Gene No. 


18859 




Strand 






Start 


42994 




End 


43777 




Name 


OJ991110 03. 0120. 04. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


33938 




End 


36946 




GI 


none 




Score 


221 




Exons 


33938. .34126, 33940. 


.34131, 


33949. .34134, 34132. .34209, 






34135. .34212, 34136. 


.34213, 


34142. .34210, 34211. .34360, 






34213. .34359, 36863. 


.36946 









OJ991110 03. 0120. C4 



Seq. No. 8830 ■ Seq. ID 

Gene No. 18859 Strand 

Start 42994 End 

Name OJ991110_03 . 0120 .C4 . o4 . tc Method 

Start 34048 ' End 

GI none Score 

Exons 34048. .34116, 34 129 .. 34479, 34133 .. 34480, 34135 .. 34479, 
36752. .36931 



43777 

TBLASTX: Cress 

36931 

154 



Seq. No. 


8830 




Gene No. 


18859 




Start 


■ 42994 




Name 


OJ991110 03. 0120. C4 


.o3. 


Start 


34363 




GI 


none 




Exons 


34363. .34686, 34472 


. .34 


Seq. No. 


8830 




Gene No. 


18859 




Start 


42994 




Name 


OJ991110 03. 0120. C4 


.06. 


Start 


34384 




GI 


none 





Seq. ID OJ991110_03.0120.C4 
Strand 

End 43777 

tw Method TBLASTX : Wheat 

End 38600 

Score 124 
678, 38298. .38600 

Seq. ID OJ991110_03.0120.C4 
Strand 

End 43777 

tm Method TBLASTX : Maize 

End 38882 

Score 139 



9303 



Exons 



34384. .35097, 34450 34944 , 
38445. .38834, 38689.. 38868 



34463. .34966, 38298 .. 38882 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



8830 

18859 

42994 

OJ991110_03.0120.C4.o3.tc 

34564 

none 

34564. .35106, 34571 .. 34 858 , 
38587. .38640, 38689. . 38841, 

8830 

18859 

42994 

OJ991110_03.0120.C4.o2.ts 

34600 

none 

34600. .34680, 34601 . .34 681, 
34709. .35173, 38508 38588 , 

8830 ■ 

18859 

42994 

OJ991110_03.0120.C4.ol.tm 

35102 

none 

35102. .35935, 35104 .. 35937 , 
39280. .39480, 39526 .. 39567 , 

8830 

18859 

42994 

OJ991110_03.0120.C4.o5.ts 

35188 

none 

35188. .35568, 35191 35496, 
39280. .39474 



Seq. ID OJ991110_03.0120.C4 
Strand 

End 43777 

Method TBLASTX : Cress 

End 39194 

Score 142 
35116. .35274, 38475 .. 38 915, 
38895. .39194 

Seq. ID OJ991110_03.0120.C4 
Strand 

End 43777 

Method TBLASTX: Soybean 

End 38909 

Score 104 
34672. .35172, 34708 .. 35175 , 
38619. .38909 

Seq. ID OJ991110_03.0120.C4 
Strand 

End 43777 

Method TBLASTX : Mai ze 

End 39750 - 

Score 1017 
35114. .35941, 39045 .. 3924 5, 
39616. .39750 

Seq. ID OJ991110_03.0120-C4 
Strand 

End 43777 

Method TBLASTX : Soybean 

End 39474 

Score 113 
35192. .35563, 39126 39254 , ... 



Seq. No. 8830 

Gene No. 18859 

Start 42994 

Name OJ991110_03 . 0120 .04 . o5 . tc 

Start 35275 

GI none 

Exons 35275. .35562, 35275 .. 35562, 

Seq. No. 8830 

Gene No. 18859 

Start 42994 

Name OJ991110_03 . 0120 .C4 . o6 . ts 

Start 35599 

GI none 

Exons 35599. .35664, 35605 .. 35655, 
35818. .36027, 35923 .. 36027 , 



Seq. ID OJ991110_03.0120.C4 
Strand 

End 43777 

Method TBLASTX : Cress 

End 39474 

Score 172 
35276. .35563, 39280.. 39474 

Seq. ID OJ991110_03.0120.C4 
Strand 

End 43777 

Method TBLASTX : Soybean 

End 39795 

Score 54 
35686. .35811, 35693 .. 3580 6, 
39526. .39567, 39616.. 39795 



Seq. No. 



8830 



Seq. ID OJ991110_03.0120.C4 



9304 




Gene No. 


18859 


Strand 






Start 


42994 


End 


43777 




Name 


OJ991110_03 .0120.C4 .o/.ts 


Method 


TBLASTX : Soybean 




Start 


36127 


End 


36380 




GI 


none 


Score 


214 




Exons 


0/"TOT '0/"^T0 0^100 O/TOTrt 

36127 ioi/o , 36128 .. 36379, 


36198. .36380 




Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120 


. C4 


Gene No. 


18859 


Strand 






Start 


42994 


End 


43777 




Name 


OJ991110 03 . U120 . C4 . olO . ts 


Method 


TBLASTX : Soybean 




Start 


40066 


End 


40323 




GI 


none 


Score 


74 




Exons 


40066 .. 4 0137 , 40066 40167, 


40159. .40323, 4 0159. .4 0323 




Seq. No. 


8830 


Seq. ID 


OJ991110_03.0120 


. C4 


Gene No. 


18859 


Strand 






Start 


42994 


End 


43777 




Name 


OJyylllO 03 . U12U . C4 . OD . gs 


Method 


GENSCAN 




Start 


42994 


End 


43777 




GI 


none 


Score 


.75 




Exons 


42994 .. 43152, 43438. .43777 








Seq. No. 


8831 


Seq. ID 


OJ991110_03.0120 


. C5 


Gene No. 


18860 


Strand 


+ 




Start 


1 


End 


647 




Name 


OJ991110 03.0120.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


351 




GI 


6907106 


Score 


309 




Exons 


1. .351 








GI Descrip. 


{AP001129) EST AU068291(C12960) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


8831 


Seq. ID 


OJ991110_03.0120 


. C5 


Gene No. 


18860 


Strand 


+ 




Start 


1 


End 


647 




Name 


OJ991110 03.0120.C5.ol.gs 


Method 


GENSCAN 




Start 


134 


End 


647 




GI 


none 


Score 


.44 




Exons 


134. .339, 584. .647 








Seq. No. 


8831 


Seq. ID 


OJ991110_03.0120 


. C5 


Gene No. 


18861 


Strand 






Start 


1053 


End 


2210 




Name 


OJ991110 03.0120.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


12 


End 


252 




GI 


none 


Score 


135 




Exons 


12. .116, 13. .123, 16. .186, 26. .193, 68 


..115, 119. .172, 


121 . .189, 




139. .186, 143. .232, 202. .252 








Seq. No. 


8831 


Seq. ID 


OJ991110_03.0120 


. C5 


Gene No. 


18861 


Strand 






Start 


1053 


End 


2210 




Name 


OJ991110 03.0120.C5.o2.gs 


Method 


GENSCAN 




Start 


1053 


End 


1646 




GI 


none 


Score 


. 98 




Exons 


1053.. 1205, 1292.. 1372, 1489 


. .1646 







9305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8831 Seq. ID OJ991110_03 . 0!^ . C5 

18861 Strand 

1053 End 2210 

OJ991110_03 . 0120 . C5 . o2 . np Method AAT/NAP 

1074 End 2210 

6498422 Score 376 

1074. .1205, 1292. .1372, 1489. .1649, 2141. .2210 

(AP000815) ESTs AU030013(E50493) ,AU081341 (E50493) correspond to 
a region of the predicted gene.; Similar to O.satiya gene 
encoding calmodulin. {Z12828) [Oryza sativa] 



8831 Seq. ID 

18861 Strand 
1053 End 
OJ991110_03.0120.C5.ol.tw Method 
1082 End 
none Score 

1082. .1168, 1083. .1217, 1083. .1208, 

1289. .1354, 1294. .1326, 1487. ,1579, 
1495. .1647 



OJ991110_03.0120.C5 
2210 

TBLASTX: Wheat 
1647 
54 

1084. .1224, 1289. .1375, 
1489. .1647, 1489,-1647, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8831 

18861 

1053 

OJ991110_03.0120.C5.ol.tc 

1083 

none 

1083. .1217, 1083. .1208, 1090, 
1303, .1356, 1489. .1647, 1492. 

8831 

18861 

1053 

OJ991110_03.0120.C5.ol.ts 

1083 

none 

1083, .1217, 1083. .1208, 1084. 
1294.. 13-77, 1487.. 1651, 1489. 



Seq. ID OJ991110_03.0120.C5 
Strand 

End 2210 
Method TBLASTX : Cress 
End 1647 
Score 66 

.1224, 1289. .1375, 1289. .1366, 
.1647, 1495. .1647 

Seq. ID OJ991110_03.0120.C5 
Strand 

End 2210 

Method TBLASTX : Soybean 

End 1651 

Score 82 

.1218, 1289. .1375, 1289. .1354, 
.1647, 1495. .1647, 1516. .1641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8831 
18861 
1053 

OJ991110_03.0120.C5.ol.tm 
1083 



OJ991110 03. 0120. C5 



none 
1083, 
1084. 
1487, 



Seq. ID 

Strand 
End 

_ Method 

End 
Score 

1217, 1083. .1217, 1083. .1208, 1083. .1208, 1084 
1224, 1289. ,1375, 1289. .1375, 1289. .1354, 1289 
1651, 1487. .1579, 1487. .1651, 1489. .1647, 1489 



2210 

TBLASTX: Maize 

1651 

72 



.1224, 
.1354, 
.1647, 



1495, ,1647, 1495,-1647 



Seq. No. 8831 Seq. ID 

Gene No. 18861 Strand 

Start 1053 • End 

Name OJ991110_03 . 0120 . C5 - ol . gp Method 

Start 1125 End 

GI 6452 .1-R1084 Score 



OJ991110_03. 0120,05 

2210 
AAT/GAP 
1647 
570 



9306 



Exons 1125.. 1205, 1292.. 1372, 1489.. 1647 
GI Descrip. ' 115525 /sp I P04 353 | CALM_SPIOL 8.0e-47 CALMODULIN 
>gi_71685_pir ^MCSP calmodulin - spinach' 



Seq. No. 


8832 


Seq. ID 


OJ991110_ 


_03 


.0120 


.C6 


Gene No. 


18862 


Strand 


+ 








Start 


18404 


End 


19174 








Name 


OJ991110 03.0120.C6.o5.gs 


Method 


GENSCAN 








Start 


18404 


End 


19174 








O J. 


none 


Score 


ftp 








Exons 


18404. .18462, 19048. .19174 












Seq. No. 


8832 


Seq. ID 


OJ991110_ 


_03 


.0120 


.C6 


Gene No. 


18863 


Strand 


- 








Start 


152 


End 


3147 








Name 


OJ991110 03.0120.C6.ol.gs 


Method 


GENSCAN 








Start 


152 


End 


3145 








GI 


none 


Score 


.42 








Exons 


152. .325, 534. .570, 1091. .1383, 3029.. 


3145 








Seq. No. 


8832 


Seq. ID 


OJ991110_ 


_03 


.0120 


.C6 


Gene No. 


18863 


Strand 










Start 


152 


End 


3147 








Name 


OJ991110 03.0120.C6.ol.gp 


Method 


AAT/GAP 








Start 


872 


End 


3147 








GI 


16996 1.R1084 


Score 


1181 








Exons 


872. .1383, 3029. .3147 












GI Descrip. 


•2407800/emb|CAA73155| 3.0e-53 (Y12575) histone 


H2A.F/Z 






[Arabidopsis thaliana] * 












Seq. No. 


8832 


Seq. ID 


OJ991110_ 


_03 


.0120 


.C6 


Gene No. 


18863 


Strand 










Start 


152 


End 


3147 








Name 


OJ991110 03.0120.C6.ol.np 


Method 


AAT/NAP 








Start 


1090 


End 


3145 








GI 


6319146 


Score 


548 








Exons 


1090., 1383, 3029.. 3145 












GI Descrip. 


(AF193345) H2A protein [Oryza 


sativa] 










Seq. No. 


8832 


Seq. ID 


OJ991110_ 


03 


.0120 


.C6 


Gene No. 


18864 


Strand 










Start 


3165 


End 


3360 








Name 


OJ991110 03.0120.C6.o2.gp 


Method 


AAT/GAP 








Start 


3165 


End 


3360 










none 


Score 


372 








Exons 


3165. .3360 












Seq. No. 


8832 


Seq. ID 


OJ991110_ 


_03 


.0120 


.C6 


Gene No. 


18865 


Strand 










Start 


5240 


End 


5972 








Name 


OJ991110 03.0120.C6.o2.gs 


Method 


GENSCAN 








Start 


5240 


End 


5972 








GI 


none 


Score 


.6 








Exons ■ 


5240.. 5253, 5969.. .5972 












Seq. No. 


8832 


Seq. ID 


OJ991110_ 


03 


.0120 


C6 


Gene No. 


18866 


Strand 











9307 




start 


7252 


End 


10698 




Name 


OJ991110 03.0120.C6.o3.gs 


Method 


- GENSCAN 




Start 


7252 


End 


10698 




^GI 


none 


Score 


.64 




Exons 


7252.. 7395, 8188. .8255, 9068. 


.9128, 9459. .9557, 10382.. 


106 




10688 . . 10698 








Seq. No. 


8832 


Seq. ID 


OJ991110_03.0120 


.C6 


Gene No. 


18867 


Strand 






Start 


12853 


End 


15707 




Name 


OJ991110 03.0120.C6.o2.np 


Method 


AAT/NAP 




Start 


12853 


End 


15707 




GI 


6175175 


Score 


1305 




Exons 


12853. .14658, 15662.. 15707 








GI Descrip. 


(AC011437) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


8832 


Seq. m 


OJ991110_03.0120 


. C6 


Gene No. 


18867 


Strand 






Start 


12853 


End 


15707 




Name 


OJ991110 03.0120.C6.o3.gp 


Method 


AAT/GAP • 




Start- . 


13411 


End 


13871 




GI 


uC-osrocyp011d08bl 


Score 


915 




Exons 


13411. .13871 








GI Descrip. 


M544450/gb|AAD22358.1|AC006592_15 1 . Oe-22 (AC006592) 




- 


hypothetical protein [Arabidopsis thaliana] ' 




Seq. No. 


8832 


Seq. ID 


OJ991110_03.0120 


.C6 


Gene No. 


18868 


Strand 






Start 


20041 


End 


21775 




Name 


OJ991110 03.0120.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


934 


End 


3119 




GI 


none 


Score 


56 




Exons 


934. .984, 941. .985, 1036. .1386, 1043.. 


1384, 1054. .1401, 






3029.. 3091, 3030.. 3119 








Seq. No. 


8832 


Seq. ID 


OJ991110_03.0120 


.C6 


Gene No. 


18868 


Strand 






Start 


20041 


End 


21775 




Name 


OJ991110 03.0120.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


1080 


End 


3085 




GI 


none 


Score 


86 




Exons 


1080. .1187, 1087. .1386, 1088. 


.1387, 1088. .1387, 1096. .1404 




1236.. 1406, 3029.. 3085 








Seq. No. 


8832 


Seq. ID 


OJ991110_03.0120 


.C6 


Gene No. 


18868 


Strand 






Start 


20041 


End 


21775 




Name 


OJ991110 03.0120.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1085 


End 


3091 




GI 


none 


Score 


370 




Exons 


1085.. 1405, 1087.. 1386, 1088. 


.1387, 3029.. 3091' 




Seq. No. 


8832 


Seq. . ID 


OJ991110_03.0120 


.C6 


Gene No. 


18868 


Strand 






Start 


20041 


End 


21775 




Name , 


OJ991110 03.0120.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1085 


End 


3070 





9308 




GI 


none 






Score 


387 




Exons 


1085. . 


1423, 1086.. 1271, 1087.. 1386, 3029.. 3070 




Seq. No, 


8832 






Seq. ID 


OJ991110_03.0120 


.C6 




18868 






Strand 






Start 


20041 






End 


21775 




Name 


OJ991110 03. 0120. C6, 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


12770 






End 


13177 




GI 


none 






Score 


45 




Exons 


12770. 


.12961, 12860. 


. 13177, 


13059. .13163 




Seq. No. 


8832 






Seq. ID 


OJ991110_03.0120 


.C6 


Gene No. 


18868 






Strand 






Start 


20041 






End 


21775 




Name 


OJ991110 03. 0120. C6. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


12860 






End 


14227 






none 






Score 


112 




Exons 


12860. 


.13633, 13200. 


. 13457, 


13209. .13274, 13268 .. 13594 , 






13269. 


.13610, 13301. 


. 13729, 


13484. .13768, 13538 .. 137 65, 






13559. 


.13765, 13562. 


. 13705, 


13574. .13810, 13700. .13774, 






13706. 


.13867, 13733. 


. J. J O f ^ , 


13742. .13879, 13883 .. 14227, 






13895. 


.14089, 13910. 


. X J ^ o *± , 


13950. .14210 




Seq. No. 


8832 






Seq. ID 


OJ991110_03.0120 


.C6 


Gene No. 


18868 






Strand 






O L. ctl. L. 


20041 






End 


21775 




Name 


OJ991110 03. 0120. C6. 




Method 


TBLASTX: Wheat 




Start 


13001 






End 


13870 




GI 


none 






Score 


130 




Exons 


13001. 


.13150, 13152. 


. X *J T U VJ , 


13154. .13624, 13187 13333, 






13733. 


.13870 










Seq. No. 


8832 






Seq. ID 


OJ991110_03.0120 


.C6 




18868 






Strand 






start 


20041 






End 


21775 




Name 


OJ991110 03. 0120. C6. 




Method 


TBLASTX : Soybean 




Start 


13058 






End 


13711 




GI 


none 






. Score 


120 




Exons 


13058. 


.13390, 13058. 


13387 


13484. .13711 




Seq. No. 


8832 






Seq. ID 


OJ991110_03.0120 


.C6 


Gene No. 


18868 






Strand 






O L, Cti. L. 


20041 






End 


21775 




Name 


OJ991110 03. 0120. C6. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


13178 






End 


13870 




GI 


none 






Score 


64 




Exons 


13178. 


.13285, 13202. 


• X ^ *3 X / , 


13238. .13414, 13284 .. 13478, 






13286. 


.13870, 13301. 


. 13582 








Seq. No. 


8832 






Seq. ID 


OJ991110_03.0120 


.C6 


Gene No. 


18868 






Strand 






Start 


20041 






End 


21775 




Name 


OJ991110 03. 0120. C6. 


o6. gs 


Method 


GENSCAN 




Start 


20041 






End 


21775 




GI 


none 






Score 


.55 




Exons 


20041. 


.20323, 21708. 


.21775 









9309 






Seq. No. 


8833 




Seq. ID 


OJ991210_09.0124 


.CI 






X O O Q -7 




Q^- r-:a nH 


4. 

r 






Start 


28 




End 


243 






Name 


OJ991210 09. 0124. CI 


.ol .gs 


Method 


GENSCAN 






Start 


28 




End 


243 






GI 


none 




Score 


.8 






Exons 


28. .243 












Seq. No. 


8833 




Seq. ID 


OJ991210_09.0124 


.CI 












4- 






start 


611 




End 


976 






Name 


OJ991210 09. 0124. CI 


.o2 .gs 


Method 


GENSCAN 






Start 


611 




End 


976 






GI 


none 




Score 


.51 






Exons 


611. .976 












Seq. No. 


8834 




Seq. ID 


OJ991210_09.0124 


.C2 






1 ft R7 1 






T 






start 


63 




End 


1048 






Name 


OJ991210 09. 0124. C2 


.ol.gs 


Method 


GENSCAN 






start 


63 




End 


1048 






GI 


none 




Score 


.61 






Exons 


63. .131, 450. .632, 


758. .1048 










Seq. No. 


8835 




Seq. ID 


OJ991210_09.0124 


.C3 




Gene No. 


18872 




Strand 






f : 
^ ^ 


Start 


1 




End 


1479 




M t 
i sr 


Name 


OJ991210 09. 0124. C3 


. ol . np 


Method 


AAT/NAP' 






Start 


1 




End 


1479 




l.u 


GI 


4680203 




Score 


787 






Exons 


1..804, 1421. .1479 










1 u 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


8835 




Seq. ID 


OJ991210_09.0124 


.C3 


L -5 




18872 




Strand 






'"'■■4 


Start 


1 




End 


1479 






Name 


OJ991210 09. 0124. C3 


. ol . gs 


Method 


GENSCAN 




..SI 


Start 


36 




End 


804 




i. '! 
': sr 


GI 


none 




Score 


.65 




^ssf 


Exons 


36. .297, 397. .804 












Seq. No. 


8835 




Seq. ID 


OJ991210_09.0124 


.C3 






18872 




Strand 








Start 


1 




End 


1479 






Name 


OJ991210 09. 0124. C3 


.ol . tw 


Method 


TBLASTX: Wheat 






Start 


110 




End 


509 






GI 


none 




Score 


230 






Exons 


110. .352, 112. .354, 


113. .355, 


363. .509, 


364. .447 






Seq. No. 


8835 




Seq. ID 


OJ991210_09.0124. 


.C3 




Gene No. 


18872 




Strand 








Start 


1 




End 


1479 






Name * 


OJ991210 09. 0124. C3 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


112 




End 


333 






GI 


none 




Score 


104 






Exons 


112. .333, 119. .292 











9310 



Seq. No. 


8836 






Seq. ID 


OJ991210_09.0124 .C4 




18873 






Strand 


+ 


Start 


866 






End 


6270 


Name 


OJ991210 09 


.0124.C4.ol, 


gs 


Method 


GENSCAN 


Start 


866 






End 


6267 


GI 


none 






Score 


.61 


Exons 


866. .1149, 


1852. .1925, 


2516. 


.2917, 4927. .6267 


Seq. No. 


8836 ' 






Seq. ID 


OJ991210_09.0124.C4 


Gene No. 


18873 






Strand 


+ 


Start 


866 






End 


6270 


Name 


OJ991210 09 


.0124.C4.ol. 


np 


Method 


AAT/NAP 


Start 


5105 






End 


6270 


GI 


2792210 






Score 


685 


Exons 


5105. .6270 










GI Descrip. 


(AF032683) 


NBS-LRR type 


! resistance protein [Hordeum vulgar^ 


Seq. No. 


8836 






Seq. ID 


OJ991210_09.0124.C4 


Gene No. 


18873 






Strand 


+ 


Start 


866 






End 


6270 


Name 


OJ991210 09 


.0124.C4.ol. 




Method 


TBLASTX: Maize 


Start 


5586 






End 


6042 


GI 


none 






Score 


46 


Exons 


5586. .5648, 


5587. .5658, 


5671 


..6042, 5736. .5927, 5782. .6003, 




5967. .6041 










Seq. No. 


8836 






Seq. ID 


OJ991210_09.0124.C4 




18873 






Strand 


+ 


Start 


866 






End 


6270 


Name 


OJ991210 09 


.0124.C4.ol. 


t S 


Method 


TBLASTX : Soybean 


Start 


5764 






End 


6252 


GI 


none 






Score 


227 


Exons 


5764. .6042, 


5766. .6035, 




. .6120, 6139. . 6252 


Seq. No. 


8837 






Seq. ID 


OJ991210_09.0124.C5 




18874 






Strand 


+ 


Start 


501 






End 


851 


Name 


OJ991210 09 


.0124.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


426 






End 


720 


GI 


none 






Score 


54 


Exons 


426. .719, 472. .585, 613 


. .720 






Seq. No. 


8837 






Seq. ID 


OJ991210_09.0124.C5 


r^Qn^ Mo 


- 18874 






Strand 


+ 


Start 


501 






End 


851 


Name 


OJ991210 09 


.0124.C5.ol. 


gs 


Method 


GENSCAN 


Start 


501 




End 


851 


GI 


none 






Score 


.83 


Exons 


501. .851 










Seq. No. 


8837 






Seq. ID 


OJ991210_09.0124.C5 


Gene No. 


18875 






Strand 




Start 


798 






End 


1159 


Name 


OJ991210 09 


.0124.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


798 






End 


1159 


GI 


none 






Score 


55 


Exons 


798. .953, 798. .935, 926 


..1159, 933.. 1058 



9311 




Seq. No. 


8838 




Seq. ID 


OJ991210_09.0124.C6 


Gene No. 


18876 




Strand 




Start 


1084 




End 


1427 


Name 


OJ991210_09.0124 . 


C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


1084 




End 


1427 


GI 


none 




Score 


105 


Exons 


1084. .1257, 1092. 


^ ^ ^ ^^^^ 

.1223, 1119. . 


.1403, 1237. .1278, 1278. .1427 


Seq. No. 


8839 




Seq. ID 


OJ991210_09.0124.C8 


Gene No. 


18877 




Strand 


+ 


Start 


258 




End 


369 


Name 


OJ991210 09.0124. 


C8.ol.gs 


Method 


GENS CAN 


Start 


258 




End 


369 


GI 


none 




Score 


.42 


Exons 


258. .369 








Seq. No. 


8840 




Seq. ID 


OJ991210_09. 0124 .C9 


Gene No. 


18878 




Strand 


+ 


Start 


159 




End 


3069 


Name 


OJ991210 09.0124. 


C9.ol.gs . 


Method 


GENSCAN 


Start 


159 




End 


1301 


GI 


none 




Score 


.5 


Exons 


159. .586, 614. .781, 894. .1011, 


1084. .: 


1301 


Seq. No. 


8840 




Seq. ID 


-OJ991210_09.0124.C9 


Gene No . 


18878 




Strand 


+ 


Start 


159 




End 


3069 


Name 


OJ991210 09.0124. 


C9.ol.np 


Method 


AAT/NAP 


Start 


1017 




End 


3069 


GI 


6691191 




Score 


1379 


Exons 


1017. .2118, 2828. 


.3069 






GI Descrip. 


(AC007534) F7F22. 


15 [Arabidopsis thaliana] 


Seq. No. 


8840 




Seq. ID 


OJ991210_09.0124.C9 


Gene No. 


18878 




Strand 


+ 


Start 


159 




End 


3069 


Name 


OJ991210 09.0124. 


C9.ol.gp 


Method 


AAT/GAP 


Start 


2117 




End 


2397 


GI 


31877 1.R1084 




Score 


213 


Exons 


2117. .2194, 2331. 


.2397 






GI Descrip, 


M521193/cibj | AB013450 . 1 1 AB013450 l.Oe- 


-99 Oryza sativa DNA, 




similar sequence 


to Pib gene' 






Seq. No. 


8840 




Seq. ID 


OJ991210_09.0124.C9 


Gene No. 


18879 




Strand 




Start 


1831 




End 


2392 


Name 


OJ991210 09.0124. 


C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1200 




End 


1624 


GI 


none 




Score 


134 


Exons 


1200.. 1370, 1202. 


.1369, 1419.. 


1535, 1529.. 1624 


Seq. No. 


8840 




Seq. ID 


OJ991210_09.0124.C9 


Gene No. 


18879 




Strand 




Start 


1831 




End 


2392 


Name 


OJ991210 09.0124. 


C9.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1200 




End 


1603 



9312 



Exbns 



none 

1200.. 1370, 1202 
1529. .1603 



Score 130 
.1369, 1296. .1532, 1297 1476, 1419 1535, 



'si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gen^ No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



8840 

18879 

1831 

OJ991210_09.0124, 

1686 

none 

1686. .1724, 1687, 



Seq. No. 8840 

Gene No. 18879 

Start 1831 

Name OJ991210_09 . 0124 . 

Start 1825 

GI none 

Exons 1825.. 1884, 1863, 

Seq. No. 8840 

Gene No. 18879 

Start 1831 

Name OJ991210_09 . 0124 . 

Start 1831 

GI none 

Exons 1831.. 2139, 2258. 



Seq. ID OJ991210_09.0124.C9 
Strand 

End 2392 

C9.ol.tw Method TBLASTX: Wheat 

End 2103 

Score 539 
.2103, 1687. .2079, 1788. .2093 

Seq. ID OJ991210_09.0124.C9 
Strand 

End 2392 

C9.o2.ts Method TBLASTX: Soybean 

End 2081 

Score 65 
.2081, 1870. .2079 

Seq. ID OJ991210_09.0124.C9 
Strand 

End 2392 



8840 

18880 

2821 

OJ991210_09.0124. 

2821 

none 

2821.. 2955, 2822. 

8840 

18880 

2821 

OJ991210_09.0124. 

2822 

none 

2822.. 3067, 2842. 

8841 

18881 

1 

OJ991210_09.0124. 
1 

6691191 
1. .1103 

(AC007534) F7F22. 

8841 

18881 

1 

OJ991210 09.0124. 



C9.o2.gs 
.2392 

C9.o3.ts 
.3040 

C9.o2.tw 
.3066 



Method GENSCAN 
End 2392 
Score .8 



Seq. ID OJ991210_09.0124.C9 
Strand 

End 3067 

Method TBLASTX : Soybean 

End 3040 

Score 186 



Seq. ID OJ991210_09.0124.C9 
Strand 

End 3067 

Method TBLASTX : Wheat 

End 3067 

Score 292 



Seq. ID OJ991210_09. 0124. CIO 

Strand + 

End 1103 

ClO.ol.np Method AAT/NAP 

End 1103 

Score 935 

15 [Arabidopsis thaliana] 

Seq. ID OJ991210_09. 0124. CIO 

Strand + 

End 1103 

ClO.ol.tc Method TBLASTX : Cress 



9313 



start 3 

GI none 

Exons 3.. 179, 29.. 178 

Seq. No. 8841 

Gene No. 18881 

Start 1 

Name OJ991210_09 . 0124 . CIO . g3 . tw 

Start 3 

GI none 

Exons 3. .200 



End 
Score 



179 
180 



Seq. ID OJ991210_09. 0124. CIO 

Strand + 

End 1103 

Method TBLASTX : Wheat 

End 200 

Score 177 



Seq. No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



8841 

18881 

1 

OJ991210_09. 0124. CIO. o2.ts 

200 

none 



Seq. ID OJ991210_09. 0124. CIO 

Strand + 

End 1103 

Method TBLASTX : Soybean 

End 522 

Score 77 



200. .241, 201. .242, 239. .322, 240. .389, 327. .518, 364. .522 



8841 

18881 

1 

OJ991210_09. 0124. CIO. o2.tw 

201 

none 



Seq. ID OJ991210_09. 0124. CIO 

Strand + 

End 1103 

Method TBLASTX : Wheat 

End 501 

Score 124 



201. .329, 206. .328, 333. .422, 349. .501 



8841 

18881 

1 

OJ991210_09. 0124. CIO. ol.tw 

503 

none 



Seq. ID OJ991210_09. 0124. CIO 

Strand + 

End 1103 

Method TBLASTX : Wheat 

End 917 

Score 45 



503, .754, 538. .588, 600. .917, 600. .887, 815. .916 



8841 

18881 

1 

OJ991210_09. 0124. CIO. ol.ts 

528 

none 



Seq. ID CJ991210_09. 0124. CIO 

Strand + 

End 1103 

Method TBLASTX : Soybean 

End 1013 

Score 79 



528. .629, 594. .707, 599. .724, 600. ,914, 602. .763, 927. .1013 



8842 
18882 
1 

OJ991210_09.0124.Cll.ol.np 
1 

2522228 
1..268, 440. .475 

{AB007466) reverse transcriptase-like protein [Vicia faba] 



Seq. ID OJ991210_09.0124 .Cll 

Strand + 

End 475 

Method AAT/NAP 

End 475 

Score 321 



8842 

18882 

1 

OJ991210 09. 0124. Cll. ol.tw 



Seq. ID OJ991210_09. 0124 .Cll 

Strand + 

End 475 

Method ' TBLASTX: Wheat 



9314 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . - 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 

none 

1. .267, 2. .271, 2. .268 

8842 

18882 

1 

OJ991210_09.0124.Cll.ol.ts 
32 

none 

32. .91, 61. .270, 77. .274 • 



End 
Score 



271 
349 



Seq. ID OJ991210_09.0124.C11 

Strand + 

End 475 

Method TBLASTX : Soybean 

End 274 

Score . 58 



8843 
18883 
1 

OJ991210_09.0124.C12.ol.np 
1 

6691191 
1..851 

{AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ991210_09.0124 .C12 

Strand + 

End 851 

Method AAT/NAP 

End 851 

Score 819 



8843 

18883 

1 

OJ991210^09.0124.C12.ol.tc 
1 

none 

1..234, 37. .177 

8843 

18883 

1 

OJ991210_09.0124.C12.o2.tw 
10 

none 
10. .258 



Seq. ID OJ991210_09.0124.C12 

Strand + , 

End 851 

Method TBLASTX : Cress 

End 234 

Score 207 



Seq. ID OJ991210_09.0124.C12 

Strand + 

End 851 

Method TBLASTX : Wheat 

End 258 

Score 216 



Seq. No. 8843 

Gene No. 18883 

Start 1 

Name OJ991210_09 . 0124 . C12 . ol . gs 

Start 4 9 

GI none 

Exons 4 9.. 600 /. 



Seq. ID OJ991210_09.0124.G12 

Strand + 

End 851 

Method GENSCAN 

End 600 

Score . 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



8843 

18883 

1 

OJ991210_09.0124.C12.ol.ts 

256 

none 



Seq. ID OJ991210_09.0124.C12 

Strand + 

End 851 

Method TBLASTX : Soybean 

End 609 

Score 75 



256. .297, 258. .296, 294. .608, 295. .609 



8843 . 
18883 
1 

OJ991210 09.0124.C12.ol.tw 



Seq. ID OJ991210_09.0124.C12 

Strand + 

End 851 

Method TBLASTX : Wheat 



9315 



start 
GI 

Exons 



261 End 706 

none Score -364 

261. .545, 262. .699, 262. .693, 573. .698, 593. .706 



Seq. No. 8843 

Gene No. 18883 

Start 1 

Name OJ991210_09. 0124 . C12 . o2 . ts 

Start 621 * 

GI none 

Exons 621.. 812, 622.. 843, 646.. 837 



Seq. ID OJ991210_09.0124.C12 

Strand + 

End 851 

Method TBLASTX : Soybean 

End 84 3 

Score 224 



Seq. No. 8844 

Gene No. 18884 

Start 116 

Name OJ991210_09. 0124 .C14 . ol . gs 

Start 116 

GI none 

Exons 116.. 517 



Seq. ID OJ991210_09.0124,C14 

Strand 

End 517 

Method GENSCAN 

End 517 

Score .86 



Mi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i ! i 

t SIT 

ri Seq. No. 
\'i Gene No. 
Start 
Name 
y Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8845 

18885 

2415 

OJ991210_09.0124.C15.ol.gs 

2415 

none 

2415. .2742, 3058. .3142, 3248, 

8845 

18886 

4369 

OJ991210_09.0124.C15.o2.ts 

4241 

none 

4241. .4282, 4246. .4491, 4319. 



Seq. ID OJ991210_09.0124.C15 
Strand + 

3868 
GENSCAN 
3868 
.75 



End 

Method 
End 
Score 
.3868 



Seq. ID OJ991210_09.0124.C15 
Strand 

6200 

TBLASTX : Soybean 
4491 
49 



End 

Method 
End 
Score 
.4489 



8845 
18886 

4369 ' * 

OJ991210_09.0124.C15.ol.np 
4252 
4544372 
4252.. 5538, 6168.. 6200 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991210_09.0124.C15 
Strand 

End 6200 

Method AAT/NAP 

End 6200 

Score 586 



Seq. No. 8845 

Gene No. 18886 

Start 4369 

Name OJ991210_09 . 0124 . C15 . ol . tw 

Start 4267 

GI none 

Exons 4267.. 4674, 4301.. 4444 



Seq. ID OJ991210_09.0124.C15 
Strand 

End 6200 

Method TBLASTX : Wheat 

End .4 674 

Score 69 



Seq. No, 
Gene No, 
Start 



8845 

18886 

4369 



Seq. ID OJ991210_09.0124.C15 
Strand 

End 6200 



.9316 



Name 

Start 

GI 

Exons 



OJ991210_09.0124.C15.o2.gs 

4369 

none 

4369. .6087 



Method GENSCAN 
End 6087 
Score .78 



Seq. No. 8845 Seq. ID 

Gene No. 1888 6 Strand 

Start 4369 End 

Name OJ991210_09 . 0124 . C15 . o3 . tw Method 

Start 4711 End 

GI none Score 

Exons 4711.. 4752, 4807.. 5076 



OJ991210_09.0124.C15 
6200 

TBLASTX: Wheat 

5076 

170 



Seq. No. 8845 Seq. ID 

Gene No. 18886 Strand 

Start 4369 End 

Name OJ991210_09 . 0124 . C15 . o3 . ts Method 

Start 4834 End 

GI none Score 

Exons 4834.. 5232, 5012.. 5233 



OJ991210_09.0124.C15 
6200 

TBLASTX : Soybean 

5233 

67 





Seq. No. 


8845 








Seq. ID 


OJ991210_09.0124 


.C15 




Gene No. 


18886 








Strand 








Start 


4369 








End 


6200 






Name 


OJ991210 09. 


0124 


.C15.01, 


.tm 


Method 


TBLASTX: Maize 






Start 


4855 








End 


5235 






GI 


none 








Score 


80 






Exons 


4855. .5079, 


5077 


. .5235 










Q 


Seq. No. 


8845 








Seq. ID 


OJ991210_09.0124 


.C15 


Uj 

: 'I 


Gene No. 


18886 








Strand 








Start 


4369 








End 


6200 




ni 


Name 


OJ991210 09. 


0124 


.C15.02. 


.tw 


Method 


TBLASTX: Wheat 




is 


Start 


5653 








End 


6051 






GI 


none 








Score 


51 




'A 


Exons 


5653. .5922, 


5843 


. .5911, 


5962. 


. 6051 






!* 


Seq. No. 


8845 








Seq. ID 


OJ991210_09.0124 


.C15 




Gene No. 


18886 








Strand 








Start 


4369 








End 


6200 




Q 


Name 


OJ991210 09. 


0124 


.C15.01, 


■ ts 


Method 


TBLASTX : Soybean 






Start 


5684 








End 


6096 






GI 


none 








Score 


109 






Exons 


5684. .5938, 


5686 


. .5937, 


5959. 


.6096, 5963.. 6094 





Seq. No. 8846 Seq. ID OJ991210_09 . 0124 . C16 

Gene No. 18887 Strand 

Start 1 End 1068 

Name OJ991210_09 . 0124 . C16 . ol . np Method AAT/NAP 

Start - 1 End "1068 

GI 4544372 Score 633 

Exons 1..1068 ' 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



8846 
18887 



Seq. ID 
Strand 



OJ991210 09.0124.C16 



9317 




start 1 

Name OJ991210_09 . 0124 .C16. ol . 

Start 2 

GI none 

Exons 2. .73, 4. .117, 121. .399, 

Seq. No. 8846 

Gene No. 18887 

Start 1 

Name OJ991210_09 . 0124 .C16. o2 . 

Start 16 

GI none 

Exons 16. .117, 20. .88, 94. .414 




End 1068 

ts Method TBLASTX: Soybean 

End 399 

Score 65 
293. .361 

Seq. ID OJ991210_09.0124 .C16 
Strand 

End 1068 

tw Method TBLASTX: Wheat 

End 414 

Score 39 
, 134. .334 



Seq. No. 8846 Seq. ID 

Gene No. 18887 Strand 

Start 1 End 

Name OJ991210_09 . 0124 . C16 . ol . tm Method 

Start 88 End 

GI none Score 

Exons 88. .546, 89. .397, 241. ,546 

Seq. No. 8846 Seq. ID 

Gene No. 18887 Strand 

Start 1 End 

Name OJ991210_09. 0124 .016. ol.tw Method 

Start 415/ End 

GI none Score 

Exons 415. .759, 415. .768, 458. .760, 763.. 819 

Seq. No. 8846 Seq. ID 

Gene No. 18887 Strand 

Start 1 End 

Name OJ991210_09 . 0124 . C16 . o2 . tm Method 

Start 547 End 

GI none Score 

Exons 547.. 765, 548.. 760, 565.. 765 

Seq. No. 8846 Seq. ID 

Gene No. 18887 Strand 

Start 1 End 

Name OJ991210_09 . 0124 , C16. ol . gs Method 

Start 610 End 

GI none Score 

Exons 610.. 966 



OJ991210_09.0124 .C16 
1068 

TBLASTX: Maize 

546 

194 



OJ991210_09. 0124 .016 
1068 

TBLASTX: Wheat 

819 

222 



OJ991210_09, 0124 .016 
1068 

TBLASTX: Maize 

765 

221 



OJ991210_09. 0124. 016 

1068 
GENSOAN 
966 
.76 



Seq. No. 8846 Seq. ID 

Gene No. 18887 Strand 

Start 1 End 

Name OJ991210_09 . 0124 . 016. o2 . ts Method 

Start 616 End 

GI none Score 

Exons 616.. 750, 757.. 981 



OJ991210_09. 0124 .016 
1068 

TBLASTX : Soybean 

981 

128 . 



Seq. No. 
Gene No. 
Start 



8847 

18888 

1 



Seq. ID OJ991210_09. 0124 .017 
Strand + 
End 1007 



9318 



Name OJ991210_09. 0124 .C17 .ol .np Method AAT/NAP 

Start 1 End " 1007 

GI 6815062 Score 793 

Exons 1..821, 907.. 1007 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Q 
0 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8847 
18888 

1 \; 

OJ991210_09.0124.C17 .ol.tm 

164 

none 



Seq. ID OJ991210_09.0124.C17 

Strand + 

End 1007 

Method TBLASTX : Mai ze 

End 668 

Score 99 



164. .289, 165. .299, 312. .668, 330. .584, 359. .664 



8847 

18888 

1 

OJ991210_09.0124.C17.ol.gs 

711 

none 

711. .821 



Seq. ID OJ991210_09.0124.C17 

Strand + 

End 1007 

Method GENSCAN 

End 821 

Score ' .59 



Seq. ID OJ991210_09.0124.C19 
Strand 

711 

AAT/NAP 
711 
526 



8848 
18889 
1 

OJ991210_09.0124.C19.ol.np 
1 

2792210 
1..711 

(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 



End 

Method 

End 

Score 



8848 

18889 

1 

OJ991210_09.0124.C19.ol.ts 
10 

none 

10. .438, 10. .444 

8848 

18889 

1 

OJ991210_09. 0124. C19. ol.tm 
16 

none 

16. .57, 167. .463, 175. .612 
8848 

18889 ■ . 
1 

OJ991210_09.0124.C19.ol.gs 
22 

none 
22. .687 



Seq. ID OJ991210_09.0124.C19 
Strand 

End 711 

Method TBLASTX : Soybean 

End 444 

Score 74 



Seq. ID OJ991210_09.0124.C19 
Strand 

End 711 

Method TBLASTX : Mai ze 

End 612 

Score 80 



Seq. ID OJ991210_09.0124.C19 
Strand 

End 711 

Method GENSCAN 

End 687 

Score .72 



9319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8849 

18890 

1 

OJ991210_09.0124 .C20.o2.np 
1 

5295955 



Seq. ID OJ991210_09.0124.C20 

Strand + 

End 3737 

Method AAT/NAP 

End 3737 

Score 252 



1..137, 1230. .1329, 1445. .1556, 3235. .3608, 3687. .3737 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 8849 

Gene No. 18890 

Start 1 

Name OJ991210_0 9 . 0124 . C2 0 . o2 . gs 

Start 2667 

GI none 

Exons 2667.. 2735, 2916.. 3059 



Seq. ID OJ991210_09.0124.C20 

Strand + 

End 3737, 

Method GENSCAN 

End 3059 

Score .88 



.est 



! S? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8849 
18891 
1 

OJ991210_09.0124.C20.ol.np 
1 

6721517 
1..129, 183. .246 

, (AP001072) Similar to polyprotein (AF061282) [Oryza sativa] 



Seq. ID OJ991210_09.0124 .C20 
Strand 

End 1609 

Method AAT/NAP 

End 24 6 

Score 223 



8849 

18891 

1 

OJ991210_09 . 012 4 . 020 . ol . gs 
46 

none 



Seq. ID OJ991210_09.0124.C20 
Strand 

End 1609 

Method GENSCAN 

End 1609 

Score .77 



46. .246, 404. .440, 1287. .1323, 1546. .1609 



Seq. No. 8849 

Gene No. 18892 

Start 3395 

Name OJ991210_09 . 0124 . C20 . o3 . gs 

Start 3395 

GI none 

Exons 3395.. 3472, 3523.. 3609 



Seq. ID OJ991210_09.0124.C20 
Strand 

End 3609 

Method GENSCAN 

End 3609 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



8850 
18893 
1 

OJ991210_09. 0124. 021. ol.np 
1 

5295955 
1. .478 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Or-yza sativa] 



Seq. ID OJ991210_09. 0124 .C21 
Strand + 

478 

AAT/NAP 
478 
239 



End 

Method 

End 

Score 



8850 

18894 

1021 

OJ991210_09. 0124. 021. ol.gs 



Seq. ID OJ991210_09.0124.C21 
Strand 

End 2055 

Method GENSCAN 



9320 




start 


1021 






End 


2055 


GI 


none 






Score 


.66 ■ 


Exons 


1021. .1139, 


1511. .1663, 


2020. 


.2055 




Seq. No. 


8851 






Seq. ID 


OJ991210_09.0124.C22 


Gene No. 


18895 






Strand 


-1- 


Start 


1 






End 


5961 


Name 


OJ991210 09. 


0124.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


2530 


GI 


133416 






Score 


263 


Exons 


1..33, 2329. 


.2530 









GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA CHAIN gi 1 66970 | pir | | RNRZB 
DNA-directed RNA polymerase (EC 2.7.7.6) beta chain - rice 
chloroplast gi 1 11971 1 emb | CAA3398 6 | (X15901) RNA polymerase beta 
subunit [Oryza sativa] 



Seq. No. 8851 

Gene No. 18895 

Start 1 

Name OJ991210_09 . 0124 . C22 . ol . gs 

Start 1916 

GI none 

Exons 1916.. 1977, 2655.. 2834, 
5620. .5776, 5893. .5961 



Seq. ID OJ991210_09.0124.C22 

Strand + 

End 5961 

Method GENSCAN 

End 5961 

Score . 4 
2966. .3113, 3186. .3384, 4793. .4898, 



Seq. No. 8851 Seq. ID OJ991210_09 . 0124 . C22 

Gene No. 18896 Strand 

Start 1213 End 1795 

Name OJ991210_09. 0124 .C22 .ol .gp Method AAT/GAP 

Start 1213 End 1795 

GI 31877_1.R1084 Score 1076 

Exons 1213.. 1795 

GI Descrip. ' 4521193/dbj | AB013450 . 1 1 AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene' 

Seq. No. 8851 Seq. ID OJ991210_09 . 0124 . C22 

Gene No. 18897 Strand 

Start 4798 End 7019 

Name OJ991210_09 . 0124 . C22 . o3 .np Method AAT/NAP 

Start 4798 End 7019 

GI 629693 Score 270 

Exons 4798.. 4858, 6098.. 6832, 6909.. 7019 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 


8851 








Seq. ID 


OJ991210_09.0124.C22 


Gene No. 


18898 








Strand 




Start 


7734 








End 


8057 


Name 


OJ991210 09. 


.0124 


.C22.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


2310 








End 


2495 


GI 


none 








Score 


198 


Exons 


2310. .2462, 


2330 


. .2458, 


2331. 


.2459, 2459.. 2494, 2460.. 2495 


Seq. No. 


8851 








Seq. ID 


OJ991210_09.0124.C22 


Gene No. 


18898 








Strand 




Start 


7734 








End 


8057 


Name 


OJ991210 09. 


.0124 


.C22.02 


.ts 


Method 


TBLASTX : Soybean 



9321 




start 


6515 




End 


6808 




GI 


none 




Score 


193 




Exons 


6515. .6808 










Seq. No. 


8851 




Seq. ID 


OJ991210_09 


.0124.022 


Gene No . 


loo bJo 




ot rana 






Start 


7734 




End 


8057 




Name 


OJ991210 09. 0124. 022. o2. 


gs 


Method 


GENSCAN 




Start 


7734 




End 


8057 




GI 


none 




Score 


.4 




Exons 


7734. .8057 










Seq. No. 


8852 




Seq. ID 


OJ991210_09 


.0124.023 


Gene No. 


18899 




Strand 


+ 




O Lai. L. 


i 
± 




End 


1 p o 




Name 


OJ991210 09.0124.C23.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1583 




GI 


6815109 




Score 


115 




Exons 


1..124, 1311.. 1583 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


8853 




Seq. ID 


OJ991210_09 


.0124.024 


Gene No . 


io yuu 




Strand 






Start 


889 




End 


993 




Name 


.OJ991210 09. 0124. 024. ol. 


gs 


Method 


GENSCAN 




Start 


889 




End 


993 




GI 


none 




Score 


.84 




Exons 


889. .993 










Seq. No. 


8854 




Seq. ID 


OJ991210_09 


.0124.025 


Gene No. 


18901 




Strand 


+ 




Start 


1 




End 


277 




Name 


ujyyiziu uy . uXii4 . L^D . oi . 


gp 


Method 


AAT / GAP 




Start 


1 




End 


277 




GI 


61605 3.R1084 




Score 


425 




Exons 


1. .277 










GI Descrip. 


'1402920/emb|CAA66965| 2 


.Oe-20 (X98321: 


) peroxidase 


[Arabidopsis 




thaliana] ' 










Seq. No, 


8854 




Seq. ID 


OJ991210_09 


.0124.025 


uene jno . 


lo yuz 




Strand 


+ 




Start 


1903 




End 


3214 




Name . 


OJ991210 09.0124.C25.ol. 


gs 


Method 


GENSCAN 




Staff 


1903 




End 


3214 




GI 


none 




Score 


.71 




Exons 


1903.. 2769, 3208.. 3214 










Seq. No. 


8854 




Seq. ID 


OJ991210_09, 


.0124.025 


Gene No. 


18903 




Strand 






Start 


647 




End 


6656 




Name 


OJ991210 09. 0124. 025. ol. 


np 


Method 


AAT/NAP 




Start 


647 




End 


6366 




GI 


6063554 




Score 


166 




Exons 


647. .716, 757. .860, 1501 


. .1521 


3, 2183. .2421, 6345. .6366 



GI Descrip. (AP000615) ESTs AU075609 (063344 ), 071850 (E0464 ), 098611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



9322 



Seq. No. 8854 

Gene No. 18903 

Start 647 

Name OJ 99121 0_0 9. 0124. C25.o2.gs 

Start 44 62 

GI none 

Exons 4462.. 4565, 4741.. 4939, 4982, 
6615. .6656 



Seq. ID OJ991210_09.0124.C25 
Strand 

End 6656 

Method GENSCAN 

End 6656 

Score .73 

.5074, 5167.. 5314, 5635.. 5912, 



Seq. No. 8854 Seq. ID 

Gene No. 18 904 Strand 

Start 9429 End 

Name OJ 99121 0_0 9. 0124. C25.o3.gs Method 

Start 9429 End 

GI none Score 

Exons 9429.. 9440, 9872.. 10162 



OJ991210_09.0124.C25 

10162 
GENSCAN 
10162 
.72 



Seq. No. 


8855 


Seq. ID 


OJ991210_ 


_09 . 


0124 


. C26 


Gene .No. 


18905 


Strand 


+ 








Start 


983 


End 


3168 








Name 


OJ991210 09.0124.C26.ol.gs 


Method 


GENSCAN 








Start 


983 


End 


3168 








GI 


none 


Score 


.54 








Exons 


983.. 1093, 1403.. 1536, 2004. 


.2082, 3025. .3168 








Seq. No. 


8855 


Seq. ID 


OJ991210_ 


A A 

_09 . 


0124 


. C26 


Gene No. 


18906 


Strand 


+ 








Start 


6896 


End 


15659 








Name 


OJ991210 09.0124.C26.o3.np 


Method 


AAT/NAP 








Start 


6896 


End 


11945 








GI 


4680186 


Score 


375 








Exons 


6896. .6929, 10851.-10906, 11745. .11945 










\j± Ucscxxp. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


8855 


Seq. ID 


OJ991210_ 


_09. 


0124 


,C26 


Gene No. 


18906 


Strand 


+ 








Start 


6896 


End 


15659 








Name 


OJ991210 09.0124.C26.o4.np 


Method 


AAT/NAP 








Start 


11580 


End 


15647 








GI 


5852180 


Score 


403 








Exons 


11580. .11648, 12631. .13166, 


15543. .15647 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


8855 


Seq. ID 


OJ991210_ 


_09. 


0124 


.C26 


Gene No. 


18906 


Strand 


+ 








Start 


6896 


End 


15659 








Name 


OJ991210 09.0124.C26.o5.np 


Method 


AAT/NAP 








Start 


11595 


End 


15659 








GI 


5852180 


Score 


406 








Exons 


11595. .11648, 12631. .13157, 


15566. .15659 








GI Descrip. 


(AL117265) ZhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


8855 


Seq. ID 


OJ991210_ 


_09. 


0124 


.C26 


Gene No. 


18907 


Strand 










Start 


2717 


End 


3098 








Name 


OJ991210 09.0124.C26.ol.gp 


Method 


AAT/GAP 









9323 



start ■ 2717 End 3098 , 

GI uC-osflcyp033a04bl Score 643 

Exons 2717,. 3098 

GI Descrip. • 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


8855 






Seq. ID 


OJ991210 09.0124.C26 


Gene No. 


18908 






Strand 




Start 


5173 






End 


10721 


Name 


OJ991210 09 


. 0124 .C26. ol 


.np 


Method 


AAT/NAP 


Start 


5173 






End 


10721 


GI 


4680179 






Score 


5258 


Exons 


5173 . . 8573, 


8607 . . 9585, 


10691 


. .10721 




GI Descrip. 


(AF111709) : 


polyprotein 


[Oryza 


sativa j 


subsp. indica] 


Seq. No. 


8855 






Seq. ID 


OJ991210_09 . 0124 .C26 


Gene No. 


18909 






Strand 




Start 


11497 






End 


11878 


Name 


OJ991210 09 


. 0124 . C2d . oo 


. tw 


Method 


TBLASTX: Wheat 


Start 


5218 






End 


5550 


GI 


none 






Score 


84 


Exons 


5218. .5451, 


5282. .5449, 


5418. 


.5549, 5452. .5550 ■ 


Seq. No. 


8855 






Seq. ID 


OJ991210__09.0124.C26 


Gene No. 


18909 






Strand 




Start 


11497 






End 


11878 


Name 


OJ991210 09 


.0124. 026. ol 


.tm 


Method 


TBLASTX: Maize 


Start 


5398 






End 


5996 


GI 


none 






Score 


101 


Exons 


5398. .5451, 


5451. .5675, 


5451. 


.5837, 5473.-5835, 5835.. 5996, 



5842. .5988 



Seq. No. 


8855 








Seq. ID 


OJ991210_09.0124 


.C26 


Gene No. 


18909 








Strand 






Start 


11497 








End 


11878 




Name 


OJ991210 09. 


0124 


.C26.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


5550 








End 


6176 




GI 


none 








Score 


65 




Exons 


5550. .6176, 


5553, 


. .5675, 


5662. 


.6120 






Seq. No. 


8855 








Seq. ID 


OJ991210_09.0124 


.C26 


Gene No. 


18909 








Strand 






Start 


11497 








End 


11878 




Name 


OJ991210 09. 


0124, 


.C26.04 


. tm 


Method 


TBLASTX: Maize 




Start 


6045 








End 


6337 




GI 


none 








Score 


200 




Exons 


6045. .6335, 


6049, 


. . 6336, 


6185. 


.6337 






Seq. No. 


8855 ' 








Seq. ID 


OJ991210_09.0124 


.C26 


Gene No. 


18909 








Strand 






Start 


11497 








End 


11878 




Name 


OJ991210 09. 


0124. 


.C26.02 


.ts 


Method 


TBLASTX: Soybean 




Start 


6135 








End 


6395 




GI 


none 








Score 


117 




Exons 


6135. .6338, 


6135, 


. .6395, 


6136. 


.6390 






Seq. No. 


8855 








Seq. ID 


OJ991210_09.0124 


.C26 



9324 






18909 








^1" "TS nH 


Start 


11497 








End ■ 


Name 


OJ991210 09. 


.0124 


.C26.01, 


.tc 


Method 


Start 


6159 








End 


GI 


none 








Score 


Exons 


6159. .6302, 


6160 


. .6300, 


6303. 


.6476 


Seq. No. 


8855 








Seq. ID 




18909 










Start 


11497 








End 


Name 


OJ991210 09. 


,0124 


.C26.02. 


,tw 


Method 


Start 


6183 








End 


GI 


none 








Score 


Exons 


6183. .6722, 


6184 


. .6741 






Seq. No. 


8855 








Seq. ID 




X \j J \j J 










start 


11497 








End 


Name 


OJ991210 09. 


,0124 


.C26.02. 


,tm 


Method 


Start 


6741 








End 


GI 


none 








Score 


Exons 


6741. .7103, 


6750 


. .7103, 


6754. 


.7104 


Seq. No. 


8855 








Seq. ID 




X O J \J J 








nH 


Start 


11497 








End 


Name 


OJ991210 09. 


0124 


.C26.03. 


tw 


Method 


Start 


6750 








End 


GI 


none 








Score 


Exons 


6750. .7112, 


6750 


. .7175, 


6754. 


.7143 


Seq. No. 


8855 








Seq. ID 




18 909 










Start 


11497 








End 


Name 


OJ991210 09. 


0124 


.C26.03. 


ts 


Method 


Start 


6924 








End 


GI ' 


none 








Score 


Exons 


6924 . .7169, 


6925 


. .7152 






Seq. No. 


8855 








Seq. ID 




1 fl QDQ 










Start 


11497 








End 


Name 


OJ991210 09. 


0124 


.026. o5. 


tm 


Method 


Start 


7110 








End 


GI 


none 








Score 


Exons 


7110. .7457, 


7111 


. .7323 






Seq. No. 


8855 








Seq. ID 




-L O -7 U -7 








o UI. dilvj. 


Start 


11497 








End 


Name 


OJ991210 09. 


0124 


.C26.05. 


tw 


Method 


Start 


7176 








End 


GI 


none 








Score 


Exons 


7176. .7478, 


7192 


. .7467 






Seq. No. 


8855 








Seq. ID 


Gene No. 


18909 








Strand 




11878 

TBLASTX: Cress 

6476 

82 



OJ991210_09.0124.C26 
11878 

TBLASTX: Wheat 

6741 

308 



OJ991210_09. 0124. 026 
11878 

TBLASTX: Maize 

7104 

167 



pJ991210_09. 0124 .026 
11878 

TBLASTX: Wheat 

7175 

221 



OJ991210_09. 0124 .026 
11878 

TBLASTX : Soybean 

7169 

99 



OJ991210_09. 0124 .026 
11878 

TBLASTX: Maize 

7457 

134 



OJ991210_09. 0124. 026 
11878 

TBLASTX: Wheat 

7478 

247 



OJ991210 09.0124.026 



9325 




start 


11497 




End 


11878 


Name 


OJ991210_09.0124.C26.ol. 


ts 


Method 


TBLASTX: Soybean 


.Start 


7191 




End 


7586 


GI 


none 




Score 


130 


Exons 


7191. .74 63, 7191. .7550, 


7192. 


.7467, 7513. .7548, 7517. .7549, 




7554.. 758 6, 7555.. 7584 








Seq. No. 


8855 




Seq. ID 


OJ991210_09. 0124 . C26 


Gene No. 


18909 




Strand 




Start 


11497 




End 


11878 


Name 


OJ991210_09.0124 .C26.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7473 




End 


7940 


GI 


none 




Score 


62 


Exons 


7473. .7940, 7516. .7674, 


7686. 


. 7865 




Seq. No. 


8855 




Seq. ID 


- 

OJ991210_09.0124 .C26 


Gene No. 


18909 




Strand 




Start 


11497 




End 


11878 


Name 


OJ991210_09.0124 .C26.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7527 




End 


8009 


GI 


none 




Score 


206 


Exons 


7527. .8009, 7570. .7905 








Seq. No. 


8855 




Seq. ID 


OJ991210_09.0124.C26 


Gene No. 


18909 




Strand 




Start 


11497 




End 


11878 


Name 


OJ991210 09.0124 .C26.07 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8178 




End 


8546 


GI 


none 




Score 


65 


Exons 


8178. .8291, 8179. .8292, 


8337. 


.8546, 8338. .8454 


Seq. No. 


8855 




Seq. ID 


OJ991210_09.0124 .C26 


Gene No. 


18909 




Strand 




Start 


11497 




End 


11878 


Name 


OJ991210_09. 0124 .C26.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


8907 




End 


9212 


GI 


none 




Score 


81 


Exons 


8907. . 9212, 9106. . 9198 








Seq. No. 


8855 




Seq. ID 


OJ991210_09.0124.C26 


Gene No. 


18909 




Strand 




Start 


11497 




End 


11878 


Name 


OJ991210_09. 0124 .C26.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


9093 




End 


9453 


GI 


none 




Score 


152 


Exons 


9093. . 9452, 9103. . 9453 








Seq. No. 


8855 




Seq. ID 


OJ991210_09.0124.C26 


Gene No. 


18909 




Strand 




Start 


11497 




End 


11878 


Name 


OJ991210 09^.0124. C26.02. 


gp 


Method 


AAT/GAP 


Start 


11497 




End 


11878 


GI 


uC-osflcyp033a04bl- 




Score 


659 


Exons 


11497. .11878 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone 


:P0711E10* 





9326 



Seq. No. 


8856 






Seq. ID 


OJ991210_09 . 0124 .C27 


Gene No. 


18910 






Strand 


. + 


Start 


594 






End 


3328 


Name 


OJ991210_09 


.0124 


.C27.ol.np 


Method 


AAT/NAP 


Start 


594 






End 


3328 


GI 


2827630 






Score 


1553 


Exons 


594 . . 1528/ 


1601. 


.2818, 3096. 


.3328 




GI Descrip. 


(AL021636) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8856 






Seq. ID 


OJ991210_09.0124.C27 


Gene No. 


18911 






Strand 


+ 


Start 


4241 






End 


10248 


Name 


OJ991210_09 


.0124 


.C27.o2.np 


Method 


AAT/NAP 


Start 


4241 






End 


10248 


GI 


6063557 






.S.core 


.337 


Exons 


4241 . .4362, 


7410 


..7640, 7889 


..8022, 10191.. 10248 


GI Descrip. 


(AP000615) 


similar to dJ522J7.2 (Z988 


85) [Oryza sativa] 


Seq. No. 


8856 






Seq. ID 


OJ991210_09 . 0124 .C27 


Gene No. 


18911 






Strand 


+ 


Start 


4241 






End 


10248 


Name 


OJ991210 09 


.0124 


.C27.ol.gp 


Method 


AAT/GAP 


Start 


4528 






End 


4926 


GI 


2312287 ■ 






Score 


747 


Exons 


4528 . .4926 










Seq. No. 


8856 






Seq. ID 


OJ991210_09.0124.C27 


Gene No. 


18911 






Strand 


+ 


Start 


4241 






End 


10248 


Name 


OJ991210 09 


.0124 


.C27.o2.gp 


Method 


AAT/GAP 


Start 


4901 






End 


5411 


GI 


none 






Score 


982 


Exons 


4901. .5411 










Seq. No. 


8856 






Seq. ID 


OJ991210_09.0124.C27 


Gene No. 


18912 






Strand 




Start 


5503 






■ - End 


10248 


Name 


OJ991210 09 


.0124 


.C27.ol.tc 


Method 


TBLASTX: Cress 


Start 


689 






End 


2803 


GI 


none 






Score 


111 


Exons 


689. .847, 863. .1084, 1598 .. 1798 , 1604 


. .1750, 1606. .1782, 




1928. .2419, 


1961 


..2200, 2008 


..2418, 2441. .2500, 2557. .2796, 




2558. ,2797, 


2591 


. .2803 






Seq. No. 


8856 






Seq. ID 


OJ991210_09.0124..C27 


Gene No. 


18912 






Strand 




Start 


5503 






End 


10248 


Name 


OJ991210 09 


.0124 


.C27.o3.tm 


Method 


TBLASTX: Maize 


Start 


1370 






End 


1702 


GI 


none 






Score 


84 


Exons 


1370. .1480, 


1373 


..1435, 1451 


..1522, 1462... 1518, 1463.. 1525, 




1586. .1630, 


1587 


. .1628, T630 


. .1701, 1631. .1702 


Seq. No. 


8856 






Seq. ID 


OJ991210_09.0124 . C27 


Gene No. 


18912 






Strand 




Start 


5503 






End 


10248 


Name 


OJ991210 09 


.0124 


.C27.ol.ts 


Method 


TBLASTX : Soybean 



9327 



start 


1598 








GI 


hone 








Exons 


1598. .1861, 


1606. 


.1842, 


1958. 




2295. ,2432, 


2424. 


.2471 




Seq. No. 


8856 








Gene No. 


18912 








Start 


5503 








Name 


OJ991210 09. 


,0124. 


C27.01 


, tm 


Start 


1703 . 








GI 


none 








Exons 


1703. .1861, 


1703. 


. 1840, 


1705. 




1961. .2182 








Seq. No. 


8856 ^ 










18912 








Start 


5503 








Name 


OJ991210 09. 


0124. 


C27.02, 


. tm 


Start 


2551 








GI 


none 








Exons 


2551. .2805, 


2552. 


.2800 




Seq. No. 


8856 








Gene No. 


18912 


















Name 


OJ991210 09. 


0124. 


C27.02, 


.ts 


Start 


2605 








GI 


none 








Exons 


2605. .2739, 


2606. 


.2710, 


2606. 




3169. .3291, 


3173. 


.3295, 


3176. 


Seq. No. 


8856 










J. O ^ J. ^ 








Start 


5503 








Name 


OJ991210 09. 


0124. 


C27.02, 


. tc 


Start 


3166 








GI 


none 








Exons 


3166. .3306, 


3167. 


.3313, 


3167. 


Seq. No. 


8856 








Gene No. 


18912 








Start 










Name 


OJ991210 09. 


0124. 


C27.02. 


,gs 


Start 


5503 






GI 


none 








Exons 


5503. .5576, 


6410. 


.6809, 


7075. 




8698. .9667 








Seq. No. 


8856 








Gene No. 


18912 








Start 


5503 








Name 


OJ991210 09. 


0124. 


C27.04. 


np 


Start 


8778 








GI 


2943742 








Exons 


8778. .9435, 


9865. 


.10248 





End 2471 
Score 243 

.2419, 1961. .2188, 1981. .2415, 



Seq. ID OJ991210_09.0124.C27 
Strand 

End 10248 

Method TBLASTX : Mai ze 

End 2185 

Score 159 

.1872, 1957.. 2181, 1961.. 2185, 



Seq. ID OJ991210_09.0124.C27 
Strand 

End 10248 

Methpd TBLASTX: Maize 

End' 2805 

Score 294 



Seq. ID OJ991210_09.0124 .C27 
Strand 

End 10248 

Method TBLASTX : Soybean 

End 3295 

Score 139 

.2743, 2680. .2811, 2684. .2812, 
.3295 

Seq. ID OJ991210_09.0124 .C27 
Strand 

End 10248 

Method TBLASTX: Cress 

End 3314 

Score 218 
.3313, 3180.. 3314 

Seq. ID OJ991210_09.0124 .C27 
Strand 

End 10248 

Method GENSCAN 

End . 9667 

Score .73 

.7169, 7226. .7309, 7516. .7650, 



Seq. ID OJ991210_09.0124 .C27 
Strand 

End 10248 

Method AAT/NAP 

End 10248. 

Score 252 



GI Descrip. (AB002266) XAl [Oryza sativa] 



9328 



Seq. No. 


8857 


Seq. ID 


OJ991210_09 . 0124 . C2 8 


Gene No. 


18913 


Strand 




Start 


1 


End 


yl 0 "7 A 
4 0 /U 


Name 


OJ991210 09.0124.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1642 


GI 


2258317 


Score 


77 


Exons 


1 . . 142, 1606 . . 1642 






GI Descrip, 


(AF00487 9) resistance complex 


protein 


I2C-2 [Lycopersicon 




esculentum] 






Seq. No. 


8857 


Seq. ID 


OJ991210 09.0124.C28 


Gene No. 


18913 


Strand 




Start 


1 


End 


4870 


Name 


OJ991210 09.0124.C28.ol.gs 


Method 


/~' n XT n TV XT 

GENSCAN 


Start 


30 


End 


4870 


GI 


none 


Score 


. 89 


Exons 


30. .504, 2412. .2730, 4719. .4870 




Seq. No. 


8857 


Seq. ID 


OJ991210_0 9 . 0124 . C2 8 


Gene No . 


18913 


Strand 




Start 


1 


End 


4870 


Name 


OJ991210 09.0124.C28.o2.np 


Method 


AAT/NAP 


Start 


762 


End 


868 




2811024 


Score 


51 


Exons 


762. .868 






GI Descrip. 


NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 4, CHLOROPLAST 




gi| 2145424 |emb|CAA72935| (Y12258) ndhD [Hordeum vulgare] 


rii 

Seq. No. 


8857 


Seq. ID 


OJ991210_09.0124.C28 


Gene No. 


18914 


Strand 




4; Start 


5083 


End 


5652 


Name 


OJ991210 09.0124.C28.o2.gs 


Method 


GENSCAN 


1 [I Start 


5083 


End 


5598 




none 


Score 


.95 


:!='; Exons 


5083. .5598 






Seq. No. 


8857 


Seq. ID 


OJ991210_09.0124.C28 


Gene No. 


18914 


Strand 




Q Start 


5083 


End 


5652 


f=\ Name 


OJ991210 09.0124.C28.o3.np 


Method 


AAT/NAP 


Start 


5119 


End 


5652 




4680203 


Score 


511 


Exons 


5119. .5652 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


8857 


Seq. ID 


OJ991210_09.0124.C28 


Gene No. 


18914 


Strand 




Start 


5083 


End 


5652 


Name 


OJ991210 09.0124.C28.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5182 


End 


5571 


GI 


none 


Score 


212 


Exons 


5182. .5556, 5182. .5571, 5414. 


.5566 




Seq. No. 


8858 


Seq. ID 


OJ991210_09.0124.C29 


Gene No. 


18915 


Strand 


+ 


Start 


191 


End 


243 


Name 


OJ991210 09.0124.C29.ol.gs 


Method 


GENSCAN 



9329 



start 

GI* 

Exons 



191 
none 
191. .243 



End 
Score 



243 
.49 



Seq. No. 8859 

Gene No. 18 916 

Start 411 

Name OJ991210_09 . 0124 . C30 . ol . gs 

Start 411 

GI none 

Exons 411.. 588 



Seq. ID OJ991210_09.0124.C30 

Strand 

End 588 

Method GENSCAN 

End 588 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8860 

18917 

5234 

OJ991210_09.0124.C31.o2.gs 

5234 

none 



Seq. ID OJ991210_09.0124 .C31 

Strand + 

End 9981 

Method GENSCAN 

End 9981 

Score .46 



5234. .5281, 5593. .5707, 6619. .6657, 7958. .8083, 8729. .8871, 
9208. .9981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



8860 

18918 

10264 

OJ991210_09.0124.C31.o3.gs 

10264 

none 



Seq. ID OJ991210_09. 0124 .C31 

Strand + ^ 

End 11438 

Method GENSCAN 

End 11438 

Score .89 



10264. .10440, 10523. .10945, 11020 11079, 11343. .11438 



8860 
18919 
1 

OJ991210_09 . 0124 . C31 . ol . np 
1 

5690095 
1..1270, 1412. .1814 

(AJ238507) transposase related protein [Zea mays] 



Seq. ID OJ991210_09.0124 .C31 
Strand 

End 2723 

Method AAT/NAP 

End 1814 

Score 699 



8860 

18919 

1 

OJ991210_09.0124.C31.ol.tm 
5 

. none 

"5". .256, 12.. 257, 284.. 433 

8860 

18919 

1 

OJ991210_09.0124,C31.ol.gs 
59 

none 



Seq. ID OJ991210_09.0124 .C31 
Strand 

End 2723 

Method TBLASTX : Mai ze 

End 433 

Score 196 



Seq. ID OJ991210_09.0124 .C31 

Strand - ' 

End 2723 

Method GENSCAN 

End 2723 

Score .74 



59. .742, 914. .1083, 1106. .1779, 2381. .2494, 2644. .2723 



8861 

18920 

343 



Seq. ID OJ991210_09.0124 .C32 
Strand 

End 1445 



9330 




Name 


OJ991210 09.0124.C32.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


305 




End 


538 




GI 


none 




Score 


53 




Exons 


305. .373, 337. .534, 443 


. .538 








Seq. No. 


8861 




Seq. ID 


OJ991210_09.0124 


.C32 


Gene No. 


18920 




Strand 






Start 


343 




End 


1445 






OJ991210 09.0124.C32.ol 


.np 


Method 


AAT/NAP 




Start 


343 




End 


1445 




GI 


4544372 




Score 


523 




Exons 


343. .1445 










GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops. 




thaliana] 










Seq. No. 


8861 




Seq. ID 


OJ991210_09.0124 


.C32 




18920 




Strand 


- 




Start 


343 




End 


1445 




Name 


OJ991210_09.0124.C32.ol 


.gs 


Method 


GENS CAN 




Start 


0 1 J 




tna 


1 0 QQ 

1 z y o 






none 




Score 


.64 




Exons 


813. .1298 










Seq. No. 


8861 




Seq. ID 


OJ991210 09.0124 


.C32 




18920 




Strand 


- 




Start 


343 




End 


1445 




Name 


OJ991210_09.0124.C32.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 






rjna 






GI 


none 




Score 


98 




Exons 


903. .1304, 988. .1197 










Seq. No. 


8861 




Seq. ID 


OJ991210_09.0124 


.C32 




18920 




Strand 


- 




start 


343 




End 


1445 




Name 


OJ991210 09.0124.C32.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


924 




End 


1289 




GI 


none 




Score. 


O O 




Exons 


924. .1148, 1146. .1289 










Seq. No. 


8861 




Seq. ID 


OJ991210_09.0124 


.C32 




18920 




Strand 






Start 


343 




End 


1445 




Name 


OJ991210 09.0124.C32.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1071 




End 


1436 




GI 


none 




Score 


149 




Exons 


1071.. 1127, 1158.. 1436 










Seq. No. 


8862 




Seq. ID 


OJ991210_09.0124 


.C33 


Gene No. 


18921 




Strand 


+ 




Start 


2812 




End 


3698 




Name 


OJ991210 09.0124.C33.o2. 


.np 


Method 


AAT/NAP 




Start 


2812 




End 


3698 




GI 


5852178 




Score 


298 




Exons 


2812. .3112, 3144. .3231, 


3595. 


.3698 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 






Seq. No. 


8862 




Seq. ID 


OJ991210_09.0124 


.C33 



9331 




Gene No. 


18922 






Strand 






Start 


1 






End 


3566 




Name 


OJ991210 


_09.0124.C33.ol, 


,np 


Method 


AAT/NAP 




Start 


1 






End 


3566 




GI 


4206306 






Score 


833 




Exons 


1. .1725, 


3529. .3566 










GI Descrip, 


(AF049110) prpol [Zea mays] 








Seq. No. 


fift 

000^ 






Seq. ID 


OJ991210_09.0124 


.C33 


00 lie . 


18922 






0 L. X dl ivx 






Start 


1 






End 


3566 




Name 


\JU JL£. XU 


HQ m 94 c^"^ r^^ 

Uj7. U X4CH » K^OO .OX • 




Method 


TBLASTX: Soybean 




Start 


X DO 






End 


507 




GI 


none 






Score 


97 




Exons 


X * • OHO f 


1 ft9 "^^^ 


. • 0 U O , 


370, .507 






Seq. No. 


ft ft 

0 0 DZ 






Seq. ID 


OJ991210_09.0124 


.C33 




•18922 












start 


1 






End 


3566 




Name 


0.TQQ1 91 n 

\JO yyx4Cx\J 






Method 


TBLASTX: Wheat 




Start 


1 y J 






End 


475 




GI 


none 






Score 


62 




Exons 


X . . J J J , 


OCT 001 '57'^ 




374. .475 






Seq. No. 


0 0 D Z 






Seq. ID 


OJ991210_09.0124 


.C33 




18922 






Strand 






Start 


Iv 






End 


3566 




Name 


n.TQQi 91 n 


HQ m 94 r*^*^ o9 




Method 


TBLASTX : Soybean 




Start 


D 0 0 






End 


1127 




GI 


none 






Score 


83 




Exons 


c p OA a 


^71 pn9 P4 7 


Qfi n 

. y U U , 


903.. 1127, 952.. 1089, 993 


. .1091 


Seq. No. 


P P fi9 






Seq. ID 


OJ991210_09.0124 


.C33 




18922 






Strand 






start 


1 






End 


3566 




Name 


n TQQi 91 n 


OQ m 94 P*^"^ r\0 
KJj* UX^ft .LfOO .OZ . 


T-W 


Method 


TBLASTX: Wheat 




Start 


f *iD 






End 


1142 




GI 


none 






Score 


38 




Exons 




lAQ R17 Q19 


1 1 AO 
. X X *l Z 


, 931.. 1125 




Seq. No. 


pp ^^ 9 

0 0 






Seq. ID 


OJ991210_09.0124 


.C33 




18922 






Strand 






Start 


1 






End 


3566 




Name 


OJ991210 


09.0124.C33.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


817 






End 


1274 




GI 


none 






Score 


50 




Exons 


817. .900, 


818.. 901, 900. 


.1274 


, 931. .1125, 993. .1274 




Seq. No. 


8862 






Seq. ID 


OJ991210_09.0124 


.C33 


Gene No. 


18922 






Strand 






Start 


1 






End 


3566 




Name 


OJ991210 


09.0124.C33.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1143 






End 


1547 




GI 


none 






Score 


258 




Exons 


1143. .1484, 1143. .1496, 


1186. 


.1485, 1448. .1489, 1491. .1547, 



1501. .1542 



9332' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8862 Seq. ID 

18922 Strand 

1 End 

OJ991210_09 . 0124 . C33 . o2 . tm Method 

1275 End 

none Score 
1275. .1493, 1276. .1485, 1293. .1493 



OJ991210_q9.0124.C33 
3566 

TBLASTX: Maize 

1493 

171 



8862 

18922 

1 

OJ991210_09.0124.C33.o3.ts 

1344 

none 



Seq. ID OJ991210_09.0124.C33 



Strand 
End 

Method 

End 

Score 



3566 

TBLASTX : Soybean 

1698 

69 



1344. .1478, 1404. .1487, 1491. .1697, 1519. .1698 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8863 Seq. ID OJ991210_09 . 0124 . C34 

18923 - Strand 

1 End 1120 

OJ991210_09.0124 .C34 .ol.np Method AAT/NAP 

1 End 1120 

5922631 Score 71 

1..55, 823. .1120 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

fLf Gene No. 

Start 
i"j Name 
r| Start 

! ■ GI 

Exons 

Q Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



8863 Seq. ID 

18923 Strand 
1 End 
OJ991210_09. 0124 .C34 .ol .gs Method 
229 End 
none Score 
229. .385, 611. .748, 817. .957 

8864 Seq. ID 

18924 Strand 
27 ■ End 
OJ991210_09.0124.C35.ol.gs Method 
27 End 
none Score 
27. .348, 482. .643 



OJ991210_09.0124.C34 

1120 
GENSCAN 
957 
.88 



OJ991210_09.0124.C35 
643 

GENSCAN 

643 

.71 



Seq. No. 8865 Seq. ID 

Gene No. 18925 Strand 

Start 60 End 

Name OJ991210_09 . 0124 . C36 . ol . gs Method 

Start 60 End 

GI none Score 
Exons 



OJ991210_09.0124 .C36 
+ 

4296 
GENSCAN 
4296 
.47 



60.. 230, 441.. 563, 2703.. 2856, 3209.. 3427, 3506.. 3554, 
3813. .3962, 4242. .4296 



Seq. No. 



8865 



Seq. ID OJ991210_09.0124.C36 



9333 



Gene No. 18926 Strand + 

Start 4655 End 4775 

Name OJ991210_09. 0124 .C36. o2 . gs Method GENSCAN 

Start 4655 End 4775 

GI none Score .46 

Exons 4655.. 4775 



Seq. No. 8866 
Gene No. 18927 
Start -1 

Name OJ991210_09 . 0124 . C37 . ol . np 

Start 1 
GI 6815062 
Exons 1..770 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004 561)' [Oryza 
sativa] 



Seq. ID OJ991210_09.0124.C37 
Strand 

End 770 

Method AAT/NAP 

End 770 

Score 640 



Seq. No. 8866 

Gene No. 18927 

Start 1 

Name OJ991210_09 . 0124 . C37 . ol , gs 

Start 271 

GI none 
Exons . 271.. 577 



Seq. ID OJ991210_09.0124.C37 
Strand 

End 770 

Method GENSCAN 

End 577 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8866 

18927 

1 

OJ991210_09.0124.C37.ol.tm 

365 

none 

365. .643, 462. .587 



Seq. ID OJ991210_09.0124 .C37 
Strand 

End 770 

Method TBLASTXrMaize 

End 643 

Score 75 



8867 
18928 
1 

OJ991210_04.0128.Cl.ol.np 
1 

4680179 
1..88, 116. .785 

{AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991210_04.0128.C1 
Strand 

End 785 

Method AAT/NAP 

End 785 

Score 576 



8867 

18928 

1 

OJ991210__04.0128.Cl.ol.gs 
30 

none 
30. .706 



Seq. ID OJ991210_04.0128.C1 
Strand 

End 785 

Method GENSCAN 

End 706 

Score .46 



Seq. No. 8867 Seq. ID 

Gene No. 18928 Strand 

Start 1 End 

Name OJ991210_04 . 0128 . CI . ol . tw Method 

Start 365 End 

GI none Score 



OJ991210_04.0128.C1 
785 

TBLASTX: Wheat 

718 

78 



9334 




Exons 


365 . .715, 521 . .718 










Seq. No. 


8867 




Seq. ID 


OJ991210_04 .0128 


.CI 


Gene No. 


18928 




Strand 






Start 


1 




End 


785 




Name 


OJ991210_04 . 0128 .Cl.ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


410 




End 


715 




GI 


none 




Score 


89 




Exons 


410 . .715, 428 . . 715 










Seq. No. 


8868 




Seq. ID 


OJ991210_04 .0128 


.C4 


Gene No. 


18929 




Strand 


+ 




Start 


1 




End 


218 




Name 


OJ991210_04.0128.C4.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


215 




GI 


4680179 




Score 


306 




Exons 


1. .215 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa , 


subsp. indica] 




Seq. No. 


8868 




Seq. ,,JD 


OJ991210 04.0128 


.C4 


Gene No.' 


18929 




Strand 


+ 




Start 


1 . 




End 


218 




Name 


OJ991210 04 . 0128 .C4 .ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


3 




End 


170 




GI 


none 




Score 


186 




Exons 


3. . 170 










Seq. No. 


8868 




Seq. ID 


OJ991210 04.0128 


. C4 


Gene No. 


18929 




Strand 


+ 




Start 


1 




End 


218 




Name 


OJ991210_04 . 0128 .C4 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


191 




GI 


none 




Score 


182 




Exons 


5. .100, 6. .191 










Seq. No. 


8868 




Seq. ID 


OJ991210 04.0128 


.C4 


Gene No. 


18929 




Strand 


+ 




Start 


1 




End 


218 




Name 


OJ991210_04 . 0128 .C4 .ol 


.gs 


Method 


GENSCAN 




Start 


57 




End 


218 




GI 


none 




Score 


. 87 




Exons 


57 . . 218 










Seq. No. 


8869 




Seq. ID 


OJ991210_04 .0128 


.C6 


Gene No. 


18930 




Strand 






Start 


1 




End 


684 




Name 


OJ991210_04.0128.C6.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


684 




GI 


4680179 




Score 


1031 




Exons 


1 . . 684 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


8869 




Seq. ID 


OJ991210_04.0128 


,C6 


Gene No. 


18930 




Strand 






Start 


1 




End 


684 




Name 


OJ991210 04.0128.C6.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


466 





9335 




GI 


none 




. Score 


90 




Exons 


2. .466, 51. .413 










Seq. .No. 


8869 




Seq. ID 


OJ991210_04.0128 


.C6 


Gene No. 


18930 




Strand 






Start 


1 




End 


684 




Name 


OJ991210 04. 0128. C6 


. ol . gs 


Method 


GENSCAN 




Start 


40 




End 


643 




GI 


none 




Score 


.67 




Exons 


40. - 643 










Seq. No. 


8869 




Seq. ID 


OJ991210_04.0128 


.C6 


Gene No. 


18930 




Strand 






Start 


1 




End 


684 




Name 


OJ991210 04. 0128. C6 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


101 




End 


502 




GI 


none 




Score 


271 




Exons 


101. .463, 102. .461, 


104. .502 








Seq. No. 


8869 




Seq. ID 


OJ991210__04.0128 


.C6 


Gene No. 


18930 




Strand 






Start 


1 • 




End 


684 




Name 


OJ991210 04. 0128. C6 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


215 




End' 


610 




GI 


none 




Score 


110 




Exons 


215. .466, 321. .458, 


411. .557, 


521. .574 


, 531. .572,. .577. . 


609, 




■ 578. .610, 578. .610 










Seq. No. 


8869 




Seq. ID 


OJ991210_04.0128 


.C6 


Gene No. 


18930 




Strand 






Start 


1 




End 


684 




Name 


OJ991210 04. 0128. C6 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


503 




End 


673 




GI 


none 




Score 


164 




Exons 


503. .673, 504. .665 










Seq. No. 


'8870 




Seq. ID 


OJ991210_04.0128 


.C7 


Gene No. 


18931 




Strand 


+ 




Start 


1 




End 


5109 




Name 


OJ991210 04. 0128. C7 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


5109 




GI 


4680179 




Score 


1922 




Exons 


1..1702, 5059. .5109 










GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


8870 




Seq. ID 


OJ991210_04.0128 


.C7 


Gene No. 


18931 




Strand 


+ 




Start 


1 




End 


5109 




Name 


OJ991210 04. 0128. C7, 


. ol . gp 


Method 


AAT/GAP 




Start 


2035 




End 


2524 




GI 


576771 




Score 


752 





Exons 2035.. 2289, 2316.. 2524 

GI Descrip. 57 6771/gb | U16256 | OSU16256 O.Oe+00 Oryza sativa cone' SRI 
sucrose-regulated mRNA, 3 ' -end sequence 

Seq. No. 8870 Seq. ID OJ991210_04 . 0128 . C7 

Gene No. 18932 Strand 



9336 



start 


3266 


End 


5811 




Name 


OJ991210 04.0128.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


163 : 




GI 


none 


Score 


213 




Exons 


3. .158, 8. .163 








Seq. No. 


8870 


Seq. ID 


OJ991210_04.0128. 


C7 






o trana 






Start 


3266 


End 


5811 




Name 


OJ991210 04.0128.C7.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End . 


163 




GI 


none 


Score 


233 




Exons 


3. .158, 14. .163 








Seq. No. 


8870 


Seq. ID 


OJ991210_04.0128. 


C7 




± O ^ 


Q+- r-a nH 






Start 


3266 


End 


5811 




Name 


OJ991210 04.0128.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


164 


End 


722 




GI 


none 


Score 


585 




Exons 


164. .718, 204. .722 








Seq. No. 


8870 


Seq. ID 


OJ991210_04:0128. 


C7 




18932 ' 


Strand 






Start 


3266 


End 


5811 




Name 


OJ991210 04.0128.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


530 


End 


722 




GI 


none 


Score 


195 




Exons 


530. .718, 531. .722, 543. .722 






Seq. No. 


8870 


Seq. ID 


OJ991210_04.0128. 


C7 


oene lno • 


18932 


Strand 






Start 


3266 


End 


5811 




Name 


OJ991210 04.0128.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


578 


End 


879 




GI 


none 


Score 


177 




Exons 


578. .721, 579. .722, 763. .879, 777. .875 






Seq. No. 


8870 


Seq. ID 


OJ991210_04 .0128. 


C7 


oene ino . 


18932 


Strand 






Start 


3266 


End 


5811 




Name 


OJ991210 04.0128.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


763 


End 


1374 




GI 


none 


Score 


678 




Exons 


763. .1374, 804. .1262, 841., 


.1374 






Seq. No. 


8870 


Seq. ID 


OJ991210_04.0128. 


C7 


Gene No . 


18932 


Strand 






Start 


3266 


End 


5811 




Name 


OJ991210 04.0128.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


931 


End 


1515 




GI 


none 


Score 


206 




Exons 


931.. 1089, 933.. 1085, 1027. 


..1383, 1087. 


.1515, 1314.. 1514 




Seq. No. 


8870 


Seq. ID 


OJ991210_04.0128. 


C7 


Gene No. 


18932 


Strand 






Start 


3266 


End 


5811 





9337 



Name 

Start 

GI 

Exons 



OJ991210_04 . 0128 . C7 . o3 . tw Method 
1374 End 
none Score 
1374.. 1520, 1375.. 1521, 1532.. 1702 



TBLASTX: Wheat 

1702 

158 



Seq. No. 


8870 








Seq. ID 


OJ991210_04.0128.C7 


Gene No. 


18932 








Strand 


- 


Start 


3266 








End 


5811 


Name 


OJ991210_04 


.0128. 


C7.04. 


tm 


Method 


TBLASTX: Maize 




1 R "5 
ID JO 








End 


1693 


GI 


none 








Score 


181 


Exons 


1535. .1693, 


1552. 


.1644 








Seq. No. 


8870 








Seq. ID 


OJ991210_04.0128.C7 


Gene No. 


18932 








Strand 




Start 


3266 








End 


5811 


Name 


OJ991210 04 


.0128. 


C7.o2. 


gs 


Method 


GENSCAN 


Start 


3266 








End 


5811 


GI 


none 








Score 


.88 


Exons 


3266. .3289, 


3672. 


.3755, 


4156. 


.4308, 4364. .4564, 5677. .5811 


Seq. No. " 


8871 








Seq. ID 


OJ991210_04.0128.C8 


Gene No. 


18933 








Strand 


+ 


Start 


994 








End 


8148 


Name 


OJ991210 04 


.0128. 


C8.01. 


gs 


Method 


GENSCAN 


Start 


994 








End 


6870 


GI 


none 








Score 


.4 


Exons 


994. .1042, 


1890. . 


1959, 


2077. . 


2155, 2450.. 2833, 2861.. 2996, 




3655. .3750, 


4013. 


.4142, 


4863. 


.5107, 5112. .5245, .5301. .5421 



6386. .6870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8871 Seq. ID 

18933 Strand 

994 End 

OJ991210_04.0128.C8.ol.np Method 

2483 End 

5257279 Score 



OJ991210_04.0128.C8 
+ 

8148 
AAT/NAP 
8148 
1151 



2483. .3028,- 6571. .6806, 8106. .8148 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



8871 Seq. ID 

18933 Strand 
994 End , . 

OJ991210_04 . 0128 . C8 . o2 . gp Method 
7636 End 
101153_1.R1084 Score 
7636. .7877 

*5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 ' 



OJ991210_04.0128.C8 
+ 

8148 
AAT/GAP 
7877 
367 



Seq. No. 8872 Seq. ID OJ9912 10_04 . 0128 . C9 

Gene No. 18934 Strand + 

Start 137 End 4349 

Name OJ991210_04 . 0128 . C9 . ol . np Method AAT/NAP 

Start 137 End 2082 

GI 5852179 Score 296 



9338 



Exons 137.. 358, 422.. 650, 2057.. 2082 

,GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 



O C . L\KJ , 










Seq. ID 


OlT991210 04 0128 




Gene No. 


18934 








Strand 


+ ~ 




Start 


137 








End 


4349 




Name 


OJ991210 04 


.0128. 


C9.o2. 


np 


Method 


AAT/NAP 




Start 


1655 








End 


4349 




GI 


5257279 








Score 


3136 




Exons 


1655. .1844, 


2469. 


. 4349 










GI Descrip. 


(APOOO'364) 


Similar to Transposon MAGGY 


gag and pol gene 






nomoxoy u.€o . 


{L35053) [Oryza 


sativa] 






Seq. No. 


8872 








Seq. ID 


OJ991210_04.0128 


.C9 


Gene No. 


18934 








Strand 


+ 




Start 


-137 








End 


4349 




Name 


OJ991210 04 




. oo . 




Method 


.TBLASTX: Wheat 




Start 


2397 








End 


2744 




GI 


none 








Score 


126 




Exons 






. ZOOD, 




..2737, 2601. .2744 




Seq. No. 


8872 








Seq. ' ID 


OJ991210_04.0128 


.C9 


Gene No. 


18934 








Strand 


+ 




Start 


137 








End 


4349 




Name 


OJ991210 04 




cy . oz . 


gs 


.Method 


GENSCAN 




Start 


2403 ' 








End 


4321 




GI 


none 








Score 


.44 




Exons 




3544. 


.4321 










Seq. No. 


8872 








Seq. ID 


OJ991210_04.0128 


.C9 


Gene No, 


18934 








Strand 


+ 




Start 


137 








End 


4349 




Name 


OJ991210 04 




. OZ . 


rm 


Method 


TBLASTX: Maize 




Start 


3293 








End 


3616 




GI 


none 








Score 


199 




Exons 


3293. .3616, 


3340. 


.3441, 


3554 


. .3616 






Seq. No. 


8872 








Seq. ID 


OJ991210_04.0128 


.C9 


Gene No. 


18934 








Strand 


+ 




Start 


137 








End 


4349 




Name 


OJ991210 04 


.0128, 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3298 








End 


3676 




GI 


none 








Score 


134 




Exons 


3298. .3420, 


3299. 


.3520, 


3386 


..3442, 3554.-3676, 3554. .3670, 


















Seq. No. 


8872 








Seq. ID 


OJ991210_04.0128 


.C9 


Gene No. 


18934 








Strand 


+ 




Start 


137 








End 


4349 




Name 


OJ991210 04 


.0128. 


C9.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


3848 








End 


4330 




GI 


none 








Score 


528 




Exons 


3848. .4330, 


3859. 


.4155, 


3968 


. .4297 






Seq. No. 


8872 








Seq. ID 


OJ991210_04.0128 


.C9 


Gene No. 


18934 








Strand 






Start 


•137 








End 


4349 





9339 




Name . 


OJ991210 04.0128.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


3857 


End 


4149 




GI 


none 


Score 


367 




Exons 


3857. .4147, 3859. .4149 








Seq. No. 


8873 


Seq. ID 


OJ991210_04.0128 


.CIO 


Gene No . 




btrand 


+ 




Start 


452 


End 


629 




Name 


OJ991210 04.0128.C10.ol.gs 


Method 


GENS CAN 




.Start 


452 


End 


629 




GI 


none 


Score 


.5 




Exons 


452. .629 








Seq. No. 


8874 


Seq. ID 


OJ991210_04 .0128 


.C12 


Gene No. 


18936 


Strand 


+ 






T 

X 


End 


6882 




Name 


OJ991210 04.0128.C12.o4.np 


Method 


AAT/NAP 




Start 


1 


End 


6882 




GI 


5852180 


Score 


628 




Exons 


1..42, 4521. .4570, 5561. .5678 


, 5730.. 6140, 6847.. 6882 




GI Descrip. 


{AL117265) zhbOOOlO.l [Oryza 


sativa] 






._. Seq. No. 


8874 


Seq. ID 


OJ991210_04.0128 


.C12 


Gene No . 


18936 


Strand 


+ 




Q start 


1 


End 


6882 




i;fl. Name 


OJ991210 04.0128.C12.ol.np 


Method 


AAT/NAP 




i'li otaru 


528 


End ' 


699 




jPSi GI 


6063554 


Score 


114 




Exons 


528. .699 








4^ GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 {E04 64 ) , C98 611 (E04 64 ) 


E, "1 


correspond to a region of the predicted gene.; hypothetical 


ru 


protein [Oryza sativa] 








Seq. No. 


8874 


Seq. ID 


OJ991210 04.0128 


,C12 


Gene No. 


18936 


Strand 


+ 




oT-aru 


1 


End 


6882 




Name 


OJ991210 04.0128.C12.o2.np 


Method 


AAT/NAP 




Start 


1870 


End . 


2667 






4512231 


Score 


1335 




Exons 


1870. .2667 








GI Descrip. 


(AB014741) ORFO protein [Oryza. sativa] 






Seq. No. 


8874 


Seq. ID 


OJ991210_04 .0128 


.C12 


Gene No. 


18936 


Strand 


+ 




Q+- -J v-l- 


1 


End 


6882 




Name 


OJ991210 04.0128.C12.o3.np 


Method 


AAT/NAP 




Start 


2896 


End 


3712 




GI 


4680179. 


Score 


728 




Exons 


2896. .3712 








GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


8874 . 


Seq. ID 


OJ991210_04.0128 


.C12 


Gene No. 


18937 


Strand 






Start 


4221 


End 


9756 




Name 


OJ991210 04.0128.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3091 


End 


9510 




GI 


none 


Score 


211 





9340 




Exons 


3091.. 3288, 3092.. 3289, 


3095. 


.3289, 9311. .9499, 9313. .9510 


Seq. No. 


8874 




Seq. ID 


OJ991210_04 .0128.C12 


Gene No . 


18937 




Strand 




Start 


4221 




End 


9756 


Name 


OJ991210 04.0128.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3341 




End 


9273 


GI 


none 




Score 


242 


Exons 


3341. .3646, 8974. .9273, 


9170. 


. 9259 




Seq. No. 


8874 




Seq. ID 


OJ991210_04.0128.C12 


Gene No. 


18937 




Strand 




Start 


4221 




End 


9756 


Name 


OJ991210 04.0128.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3341 




End 


9273 


GI 


none 




Score 


316 


Exons 


3341. .3691, 8977. .9273, 


8983. 


.9228, 9092.. 9259 


Seq. No. 


8874 




Seq. ID 


OJ991210_04 . 0128 .C12 


Gene No. 


18937 




Strand 




Start 


4221 




End 


9756 


Name 


OJ991210 04.0128.C12.o5 


.np 


Method 


AAT/NAP 


Start 


4221 




End 


9756 


GI 


4680179 




Score 


597 


Exons 


4221. .4265, 8497. .8730, 


8899. 


.9756 




GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


8874 




Seq. ID 


OJ991210_04.0128.C12 


Gene No. 


18937 




Strand 




Start 


4221 




End 


9756 


Name 


OJ991210 04.0128.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


4419 




End 


4804 


GI 


uC-osflcyp033a04bl 




Score 


633 


Exons 


4419. .4804 








GI Descrip. 


'6016845/dbj IAP000570.1 


IAP000570 3.0e- 


■59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq, No. 


8874 




Seq. ID 


OJ991210_04.0128.C12 


Gene No . 


18937 




Strand 




Start 


4221 




End 


9756 


Name 


OJ991210 04.0128.C12.o2 


.gs 


Method 


GENSCAN 


Start 


5206 




End 


7599 


GI 


none 




Score 


.55 


Exons 


5206.. 5325, 5583.. 5873, 


5885. 


.6423, 6902. .7032, 7484. .7599 


Seq. No. 


8874 




Seq. ID 


OJ991210_04.0128.C12 


Gene No. 


18937 




Strand 




Start 


4221 




End 


9756 


Name 


OJ991210 04.0128.C12.o3 


.gs 


Method 


GENSCAN 


Start 


8386 


End 


9735 


GI 


none 




Score 


.71 


Exons 


8386. .9735 









Seq. No. .8875 Seq. ID OJ991210_04 . 0128 . C13 

Gene No. 18938 Strand + 

Start 1 End 4575 

Name OJ991210_04 . 0128 . C13 . ol . np Method AAT/NAP 



9341 






Start 


1 


End 


1996 






GI 


4680179 


Score 


1849 






Exons 


1..145, 431. .625, 653.. 


1996 








GI Descrip. 


(AF111709) polyprotein 


[Oryza sativa 


subsp, indica] 






Seq. No. 


8875 


Seq. ID 


OJ991210_04.0128 


.C13 




Gene No. 


18938 


Strand 


+ 






Start 


1 


End 


4575 






Name 


OJ991210 04. 0128. CIS. o2 


.np Method 


AAT/NAP 






Start 


1 


End 


4412 






GI 


5852180 


Score 


561 






Exons 


1..50, 2797.. 2850, 3832 


..3949, 4001.. 


4412 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 








Seq. No. 


8875 


Seq. ID 


OJ991210_04 .0128 


,C13 




Gene No. 


18938 


Strand 


+ 






Start 


1 


End' 


4575 






Name 


OJ991210 04.012a.C13.ol 


.gs Method 


GENSCAN 






Start 


431 


End 


2044 






GI 


none 


Score 


. 65 






Exons 


431 710. 939 2044 










Seq. No. 


8875 


Seq. ID 


OJ991210_04.pl28 


.C13 




<3ene No . 


18938 


Strand 


+ 






Start 


1 


End 


4575 






Name 


OJ991210 04 0128 C13 o2 


.gs Method 


GENSCAN 




) t 


Start 


4180 


End 


4575 




!' ; i 
1 kl 


GI 


none 


Score 


.89 




.s 

i I 


Exons 


4180. .4575 








I : I 
'•zkt 


Seq. No. 


8875 


Seq. ID 


OJ991210_04.0128 


.C13 




Gene No. 


18939 


Strand 


+ 




i'i i 

t hi 


Start 


5898 


End 


11370 






Name 


OJ991210 04.0128.C13.o4 


.gs Method 


GENSCAN 






Start 


5898 


End 


11370 






GI 


none 


Score 


.44 




'i . i 
*i 


Exons 


5898.-5938, 6322.. 7209, 


8063. .8195, 9709.. 11112, 11221. 


.11370 


c. 

3 sr 


Seq. No. 


8875 


Seq. ID 


OJ991210_04.0128 


.C13 




Gene No. 


18940 


Strand 








Start 


2699 


End 


3080 






Name 


OJ991210 04.0128.C13.ol 


. gp Method 


AAT/GAP 






Start 


2699 


End 


3080 






GI 


uC-osflcyp033a04bl 


Score 


699 






Exons 


2699. .3080 










GI Descrip. 


'6016845/dbj IAP000570.il AP000570 3.0e- 


-59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


8875 


Seq. ID 


OJ991210_04.0128 


.C13 




Gene No . 


18941 


Strand 








Start 


.5158 


End 


11186 






Name 


OJ991210 04.0128.C13.o5 


, tw Method 


TBLASTX: Wheat 






Start 


710 


End 


1063 






GI . 


none 


Score 


245 






Exons 


710. .1063, 800. .988 










Seq. No. 


8875 


Seq. ID 


OJ991210_04.0128 


.C13 



9342 






Gene No. 


18941 








Strand 








Start 


5158 








End 


11186 • 






Name 


OJ991210 04 


. 0128 , 


.C13.04 


. tm 


Method ' 


TBLASTX: Maize 






Start 


1067 








End 


1264 






GI 


none 








Score 


196 






Exons 


1067 . .1264, 


1105. 


. . 1212 












Seq. No. 


8875 








Seq. ID 


OJ991210_04 . 0128 


.C13 




Gene No. 


18941 








Strand 








Start 


5158 








End 


11186 






Name 


OJ991210 04, 


. 0128 . 


.C13.01 


. tw 


Method 


TBLASTX: Wheat 






Start 


1195 








End 


1678 






GI 


none 








Score 


530 






Exons 


1195. . 1635, 


1196. 


> . 1678, 


1220. 


. 1675 








Seq. No. 


8875 








Seq. ID 


OJ991210 04.0128 


.C13 




Gene No. 


18941 








Strand 








Start 


5158 ■ - 








End 


11186 






Name ■ 


OJ991210 04. 


.0128 . 


,C13 .o2 


. ts 


Method 


TBLASTX : Soybean 






Start 


1232 








End 


1546 






GI 


none 








Score 


193 






Exons 


1232 . . 1546 
















Seq. No. 


8875 








Seq. ID 


OJ991210_04 . 0128 


.CIS 




Gene No. 


18941 








Strand 








Start 


5158 








End 


11186 




til 


Name 


OJ991210_04 , 


, 0128 . 


C13 .o2 


. tm 


Method 


TBLASTX: Maize 




1 

I I! 


Start 


1265 








End 


1708 






GI 


none 








Score 


368 




Ul 


Exons 


1265 . . 1708 














! 


Seq. No. 


8875 








Seq. ID 


OJ991210_04 . 0128 


.CIS 


i fc? 


Gene No. 


18941 








Strand 








Start 


5158 








End 


11186 






Name 


OJ991210 04. 


0128. 


C13.01, 


.ts 


Method 


TBLASTX : Soybean 




J 


Start 


1619 








End 


1996 




L J. 


GI 


none 








Score 


57 





Exons 1619. .1651, 1619. .1651, 1620. .1652, 1655 1708,- 1657 .. 1698, 

1672. .1818, 1754. .1984, 1763. .1996, 1771. .1992 



:i Seq. No. 


8875 








Seq. ID 


OJ991210_04.0128 


.C13 


Gene No. 


18941 








Strand 






Start 


5158 








End 


11.186 




Name 


OJ991210 04 


.0128. 


C13.03. 


.tm 


Method 


TBLASTX: Maize 




Start 


1763 








End 


1996 




GI 


none 








Score 


234 




Exons 


1763. .1996, 


1816. 


.1944 










Seq. No. 


8875 








Seq. ID 


OJ991210_04 .0128 


.C13 


Gene No. 


18941 








Strand 






Start 


5158 








End 


11186 




Name 


OJ991210 04 


.0128. 


C13.03, 


. tw.,. 


Method 


TBLASTX: Wheat 




Start ■ 


1766 ' 








End 


1996 




GI 


none 








Score 


331 




Exons 


1766. .1996, 


1768. 


.1995 










Seq. No. 


8875 








Seq. ID 


OJ991210_04 .0128 


.C13 



9343 



Gene No. 18941 Strand 

Start 5158 End 11186 

Name OJ9.91210_04 . 0128 . C13 . o3 . gs Method GENSCAN 

Start 5158 End 5811 

GI none Score . 93 

Exons 5158.. 5811 



Seq. No. 8875 Seq. ID 

Gene No. 18941 Strand 

Start 5158 End 

Name OJ991210_04 . 0128 . C13 . o3 . np Method 

Start 5161 End 

GI 4680179 Score 

Exons 5161.. 5965, 11165.. 11186 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ991210_04.0128.C13 

11186 
AAT/NAP 
11186 
1126 



Seq. No. 8875 ..Seq. ID 

Gene No. -.18941 Strand 

Start ' 5158 End 
Name OJ991210_04 . 0128 . C13 .o4 . tw Method 

Start 5206 End 

GI none Score 

Exons 5206.. 5538, 5227.. 5535, 5270.. 5539 



OJ991210_04.0128.C13 
11186 

.TBLASTX: Wheat 
5539 
135 



Seq. No. 


8875 






Seq. ID 


OJ991210_04.0128 


.C13 


Gene No. 


18941 






Strand 






Start 


5158 






End 


11186 




Name 


OJ991210 04 


.0128, 


.C13.01. tm 


Method 


TBLASTX: Maize 




Start 


5386 






End 


5964 




GI 


none 






Score 


213 




Exons 


5386. .5826, 


5402, 


..5827, 5824. 


.5964, 5831. .5953 




Seq. No. 


8875 






Seq. ID 


OJ991210_04.0128 


.C13 


Gene No. 


18941 






Strand 






Start 


5158 






End 


11186 




Name 


OJ991210 04 


.0128. 


.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5539 






End 


5952 




GI 


none 






Score 


61 




Exons 


5539. .5952, 


5542, 


..5793, 5651. 


.5902, 5824. .5946 




Seq. No. 


8875 






Seq. ID 


OJ991210_04.0128 


.C13 


Gene No. 


18941 






Strand 






Start ' 


5158 






End 


11186 




Name 


OJ991210 04 


.0128, 


,C13.o4 .np 


Method 


AAT/NAP 




Start 


6644 






End 


7077 




GI 


4680185 






Score 


301 




Exons 


6644. .7077 












GI Descrip. 


{AF111709) 1 


unknown [Oryza sativa subsp 


. indica] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8875 
18941 
5158 

OJ991210_04 .0128.C13.o5.np 
7918 
4680186 
7918. .8124 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991210_04.0128.C13 
Strand 

End 11186 

Method -AAT/NAP 

End 8124 

Score 136 



9344 



Seq. No. 8876 

Gene No. 18942 

Start ' 63 

Name OJ991210_04 . 0128 . C14 . ol . gs 

Start 63 

GI none 

Exons 63.. 544 



Seq. ID OJ991210_04.0128.C14 

Strand 

End 544 

Method GENSCAN 

End 54 4 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8877 
18943 
1 

OJ991210_04.0128.C15.ol.np 
1 

5852180 
1..43, 653. .766, 818. .956 
{AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ991210_04.0128..C15 

Strand + 

End 956 

Method AAT/NAP 

End 956 

Score 227 



8878 

18944 

333 

OJ991210_04.0128.C17.ol.np 
333 

4325357 



Seq. ID OJ991210_04.0128.C17 
Strand 

End 4808 
Method AAT/NAP 
End 4 097 

Score 413 
333. .481, 1028,-1574, 2406. .2908, 3988. .4097 
(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



8878 

18944 

333 

OJ991210_04.0128.C17.ol.gs 

929 

none 



8878 

18944 

333 

OJ991210_04.0128.C17.ol.tc 

2347 

none 

2347. .2655 



Seq. ID OJ991210_04.0128.C17 
Strand 

End 4808 

Method GENSCAN 

End 2310 

Score .78 



929. .1450, 1498. .1709, 1749. .2310 



Seq. ID OJ991210_04.0128.C17 
Strand 

End 4808 

Method TBLASTX : Cress 

End 2655 

Score 188 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



8878 
18944 ' 
333 

OJ991210_04.0128.C17.ol.tw 

2374 

none 



8878 

18944 

333 

OJ991210 04.0128.C17.ol.ts 



Seq. ID OJ991210_04,0128.C17 
Strand 

End 4808 

Method TBLASTX : Wheat 

End 2802 

Score 98 



2374.;2481, 2455.. 2670, 2686.. 2802 



Seq. ID OJ991210_04.0128.C17 
Strand 

End 4808 

Method TBLASTX : Soybean 



9345 




start 


2392 




End 


2802 






GI 


none 




Score 


82 






Exons 


2392, ,2670, 2698 . .2802 












Seq. No. 


8878 




Seq. ID 


OJ991210_04. 


0128. 


C17 


Gene No, 


18944 




Strand 








Start 


333 




End 


4808 






Name 


OJ991210 04,0128.C17,o2 


.gs 


Method 


GENSCAN 






Start 


2692 




End 


3108 






GI 


none 




Score 


.46 






Exons 


2692. ,3108 












Seq. No. 


8878 




Seq. ID 


OJ991210_04. 


0128. 


C17 


Gene No. 


18944 




Strand 








Start 


333 




End 


4808 






Name 


OJ991210 04 .0128.C17,o3 


.gs 


Method 


GENSCAN 






Start 


3954 




End 


4808 






GI 


none 




Score ~ 


.78 






Exons 


3954,, 4808 












Seq. No. 


8879 




Seq. ID 


OJ991210_04, 


0128. 


C18 


Gene No . 


18945 




Strand 


+ 






Start 


405 




End 


1203 






Name 


OJ991210 04.0128.C18,ol 


.gs 


Method 


GENSCAN 






Start 


405 




End 


1003 ■ 






GI 


none 




Score 


.97 






Exons 


405. ,635, 725. .1003 












Seq. No. 


8879 




Seq. ID 


OJ991210_04. 


0128. 


C18 


Gene No. 


18945 




Strand 


+ 






Start 


405 




End 


1203 






Name 


OJ991210 04.0128.C18.ol 


.np 


Method 


AAT/NAP 






Start 


405 




End 


1203 






GI 


4512231 




Score 


976 






Exons 


405. .1203 












GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 








Seq. No. 


8880 




Seq. ID 


OJ991210_04 . 


0128. 


C21 


Gene No. 


18946 




Strand 


+ 






Start 


1 




End 


942 ' 






Name 


OJ991210 04.0128.C21.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


942 






GI 


4680179 




Score 


1187 






Exons 


1. .942 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq, No. 


8880 




Seq. ID 


OJ991210_04 . 


0128. 


C21 


Gene No. 


18947 




Strand 


+ 






Start 


1702 




End 


12814 






Name 


OJ991210 04.0128.C21.o2 


.np 


Method 


AAT/NAP 






Start 


1702 




End 


3273 






GI 


6063554 




Score 


171 






Exons 


1702.. 1885, 1970.. 2034, 


3102, . 


.3273 








GI Descrip, 


(AP000615) ESTs AU075609 (C63344 ) , C71850 {E04 64 ) , C98 611 (EO 


464 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



9346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



8880 Seq. ID 

18947 Strand 
1702 End 
OJ991210_04.0128.C21.o3.np Method 
2264 End 
6063554 Score 
2264. .2290, 10832 .. 10896, 10947 .. 11137 , 11256 .. 114 97 , 
11967. .11994, 12639. .12814 

(AP000615) ESTs AU075609 (C63344 ) , C71850 {E04 64 ) , C98611 (E04 64 ) 
correspond to a region' of . the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991210_04 . 0128 .C21 
+ 

12814 
AAT/NAP 
12814 
327 



8880 Seq. ID 

18947 Strand 

1702 End 
OJ991210_04 . 0128 . C21 . o2 . gs Method 

4477 End 

none Score 

4477. ,4904, 5628, .5829 



OJ991210_04.0128.C21 
+ 

1281.4 
GENSCAN 
5829 
.61 



OJ991210 
+ 

12814 
AAT/GAP 
12048 
103 



04.0128.C21 



8880 Seq. ID 

18947 Strand 
1702 End 
OJ991210_04.0128.C21.ol.gp Method 
11967 End 
61605_1.R1084 Score 
11967.. 12048 

'5852170/emb|AL117265.1|OST17804 l.Oe-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 ' 



8880 

18948 

13175 

OJ991210_04.0128.C21.o3.gp 
13175 

61605_3.R1084 
13175. ,13448 

•1402920/emb|CAA66965| 2.0e- 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210_ 
+ 

13448 
AAT/GAP 
13448 
442 



04.0128.C21 



■20 (X98321) peroxidase [Arabidopsis 



8880 Seq. ID 

18949 Strand 
15683 End 
OJ991210_04.0128.C21.o4.np Method 
15683 End 
6498441 Score 
15683. .15919, 16013.. 16209 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ991210_04,0128.C21 
+ 

16209 
AAT/NAP 
16209 
363 



8880 Seq. ID 

18950 Strand 

6944 End 

OJ991210_04 .0128.C21.ol.ts Method 

1 End 

none Score 



OJ991210_04.0128.C21 
14484 

TBLASTX: Soybean 

249 ■ 

282 



9347 




Exons 1,.249, 21.. 248 





Seq. No. 


8880 






Seq. ID 


OJ991210_04.0128 


,C21 




Gene No. 


18950 






Strand 








Start 


6944 






End 


14484 






Name 


OJ991210_04 .0128 .C21 


.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


1 






End 


201 






GI 


none 






Score 


303 






Exons 


1. .201, 3. .197 














Seq. No. 


8880 






Seq. ID 


OJ991210_04.0128 


.G21 




Gene No. 


18950 






Strand 








Start 


6944 






' End 


14484 






Name 


OJ991210 04.0128.C21 


. o3 


. tm 


Method 


TBLASTX : Maize 






Start 


;:10 






End 


165 






GI 


none 






Score 


214 






Exons 


10. . 159, 13. . 165, 15 


. .164 










Seq. No. 


8880 






Seq. ID 


OJ991210_04.0128 


.C21 




Gene No. 


18950 






Strand 








Start 


6944 






End 


14484 






Name 


OJ991210_04 . 0128 .C21 


.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


166 






End 


483 






GI 


none 






Score 


453 




Q 


Exons 


166. .483, 177. .479 












,S =1 

■; 1 : 


Seq. No. 


8880 






Seq. ID 


OJ991210_04.0128 


.021 


! = 


Gene No. 


18950 






Strand 






! : i 
! cr 


Start 


6944 






End 


14484 






Name 


OJ991210_04 . 0128 .C21 


.ol 


.tw 


Method 


TBLASTX: Wheat 




i \\ 


Start 


208 






End 


594 






GI 


none 






Score 


500 




ry 


Exons 


208. .594, 213. .587 














Seq. No. 


8880 






Seq. ID 


OJ991210_04.0128 


.021 




Gene No. 


18950 






* Strand 








Start 


6944 






End 


14484 






Name 


OJ991210_04 . 0128 .C21 


.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


610 






End 


897 






GI 


none 






Score 


257 






Exons 


610. .897, 612. .845 














Seq. No. 


.8880 






Seq. ID 


OJ991210_04.0128 


.021 




Gene No. 


18950 






Strand 








Start 


6944 






End 


14484 






Name 


OJ991210_04 . 0128 .C21 


.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


613 






End 


846 






GI 


none 






Score 


235 






Exons 


613. .846, 651. .797 














Seq. No. 


8880 






Seq. ID 


OJ991210_04.0128 


.021 




Gene No. 


18950 






Strand . 








Start 


6944 






End 


14484 






Name 


OJ991210 04 .0128.C21 


. o3 


.gs 


Method 


GENSCAN 






Start 


6944 






End 


14484 






GI 


none 






Score 


.49 






Exons 


6944. .7220, 7835.'. 7985, 


8055. 


.8499, 8524. .8646, 8973. .9375, 



9348 



9403. .9720, 9800. .9923, 10163 .. 10248 , 10404 .. 10441, 
10895. .11173, 11203. .11566, 13365 .. 13507 , 14413.. 14484 



Seq. No. 


8880 


Seq. ID 


OJ991210 04.0128 


Gene No. 


18950 


Strand 




Start 


6944 


End 


14484 


Name 


OJ991210 04.0128. C21.o2.gp 


Method 


AAT/GAP 


Start 


11459 


End 


12193 


GI 


101153 1.R1084 


Score 


418 


Exons 


11459. .11486, 11950. .12193 






GI Descrip. 


'5852170/emb|AL117265.-l|OST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAG clone :tl780 


Seq. No. 


8880 


Seq. ID 


OJ991210_04.0128 


Gene No. 


18951 


Strand 




Start 


15686 


End 


16148 


Name 


OJ991210 04 0128 C21 o4 tw 


Method 


TBLASTX: Wheat 


Start 


15686 ~ 


End 


16148 


GI 


none 


Score 


55 


Exons 


15686. .15796, 15687 .. 15857 , 


15698. .15856, 15858 .. 15923, 




15862. .16032, 16038.. 16148 






Seq. No. 


8881 


Seq. ID 


OJ991210_04.0128 


Gene No. 


18952 


Strand 


+ 


Start 


447 


End 


4122 


Name 


OJ991210 04.0128.C22.ol.gs 


Method 


GENSCAN 


Start 


447 


End 


3709 


GI 


none 


Score 


.62 


Exons 


447. .454, 2190. .2335, 2710.. 


2864, 2940 


..3557, 3569. .370: 


Seq. No. 


8881 


Seq. ID 


OJ991210_04.0128 


Gene No. 


18952 


Strand 


+ 


Start 


447 


End 


4122 


Name 


OJ991210 04.0128.C22.ol.np 


. Method 


AAT/NAP 


Start 


1540 


End 


4122 


GI 


4325357 


Score 


357 


Exons 


1540.. 2051, 2844.. 3397, 3990 


. .4122 




GI Descrip. 


(AF128395) contains similarity to Arabidopsis thaliana 




retrotransposon Athila hypothetical protein 1 (GB:X8180: 




[Arabidopsis thaliana] 






Seq. No. 


8881 


Seq. ID 


OJ991210_04.0128 


Gene No.- 


18952 


Strand 


+ 


Start 


447 


End 


4122 


Name 


OJ991210 04.0128.C22.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1591 


End 


2028 


GI 


none 


Score 


65 


Exons 


1591.. 1722, 1750.. 2028 






Seq. No. 


8881 


Seq. ID 


OJ991210_04.0128, 


Gene No. 


18952 


Strand 


+ 


Start 


447 


End 


4122 


Name 


OJ991210 04.0128.C22.ol.tw 


Method' 


TBLASTX: Wheat 


Start 


1618 


End 


1965 


GI 


none 


Score 


81 


Exons 


1618. .1734, 1750. .1965 







,C21 



9349 



Seq. No. 


8881 


Seq. ID 


OJ991210_04 .012B.C22 


(^pnp Wo 


18952 


Strand 


+ 


Start 


447 


End 


4122 


Name 


OJ991210 04.0128.C22.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2838 


End 


3203 


GI 


none 


Score 


98 


Exons 


2838.. 2993, 3026.. 3202, 3027. 


.3203 




Seq. No. 


8882 


Seq. ID 


OJ991210 04.0128.C23 


Gene .No. 


18953 


Strand 


+ 


Start. 


108 


End 


676 


Name 


OJ991210 04,0128.C23.ol.gp 


Method 


AAT/GAP 


Start 


108 


End 


676 


GI 


4879016 


Score 


834 


Exons 


108. .676 






GI Descrip. 


6041757/gb|AC011806.1|AC011806 O.Oe+00 


Genomic Sequence For 




Oryza.sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


8882 


Seq. ID 


OJ991210_04.0128.C23 


Gene No 


18954 


Strand 


+ 


Start ■ 


1883 


End 


4423 


Name 


OJ991210 04.0128.C23.o2.gs 


Method 


GENSCAN 


Start 


1883 


End 


4423 


GI 


none 


Score 


.43 


Exons 


1883. .2052, 3490. .3598, 3703. 


.3802, 4004. .4115, 4204. .4423 


Seq. No. 


8882 


Seq. ID 


OJ991210_04 .0128-C23 


fipnp No 


18955 


Strand 




Start 


1207 


End 


1974 


Name 


OJ991210 04.0128,C23.ol.gs 


Method 


GENSCAN 


Start 


1207 


End 


1788 


GI 


none 


Score 


.54 


Exons 


1207. .1314, 1455. .1625, 1642. 


.1788 




Seq. No. 


8882 


Seq. ID 


OJ991210_04 .0128.C23 


Gene No. 


18955 


Strand 




Start 


1207 


End 


1974 


Name 


OJ991210 04.0128.C23.ol.np 


Method 


AAT/NAP 


Start 


1447 


End 


1974 


GI 


6907089 


Score 


547 


Exons 


1447. .1974 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


8882 


Seq. ID 


OJ991210_04 .0128.C23 


Gene No. 


18956 


Strand 




Start 


10342 


End 


10951 


Name 


OJ991210 04.0128.C23.o2.np 


Method 


AAT/NAP 


Start 


9676 


End 


10951 


GI 


6063554 


Score 


160 


Exons 


9676.-9847, 10514 10559, 10644.. 10951 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 


(E0464) ,098611 (E0464 




correspond to a region of the predicted 


I gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


8882 


Seq. ID 


OJ991210_04. 0128. 023 


Gene No. 


18956 


Strand 





9350 




start 


10342 




End 


10951 




Name 


OJ991210 04.0128.C23.o3 


.gs 


Method 


GENSCAN 




Start 


10342 




End 


10820 




GI 


none 




Score 


.67 




Exons 


10342. .10563, 10617.. 10820 








Seq. No. 


U O O J 




Seq. ID 


OJ991210_04 .0128 


.C24 


Gene No. 


-L O ^ J / 




Strand 






Start 


1 




End 


1925 




Name 


OJ991 210 04 0128 C24 ol 




Method 


AAT/NAP 




Start 


1 




End 


1905 




GI 


4680179 




Score 


2786 




Exons 


1 . . 1905 










GI Descrip. 




r 0t\/7" A 

L wx y £tOi 


sativa subsp. indica] 




Seq. No. 


Cj o o ^ 




oeq. lu 




.C24 




X O ^ -J f 




o urana 






Start 


1 

X 




End 


1925 




Name 


OJ991210 04.0128.C24.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


4 




r*na 


241 - 




GI 






Score 


119 




Exons 


A 940 9fi 941 










Seq. No. 


ooo o 




beq. lu 


OJ991210_04.0128 


.C24 


oene ino . 


X O -7 J / 




burana 






Start 


1 
X 




End 


1925 




Name 


OJ991210 04.0128.C24.ol 


.gs 


Method 


GENSCAN 




Start 


73 




una 


.1925 




GI 


none 




Score 


.41 




Exons 


/O. .X-7^J 










Seq. No. 


o o o o 




beq. xU 


OJ991210_04 .0128 


.C24 




X O ^ -J / 




strand 






Start 


1 

X 




End 


1925 




Name 


OJ991210 04.0128.C24.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


103 




End 


688 




GI 


none 




Score 


103 




Exons 


10"^ 1 04 29S 124 




368. .529, 


>526..687, 533.. 688 


Seq. No. 


O O O J 




Seq. ID 


OJ991210_04.0128 


.C24 




± o ;? J / 




Strand 






Start 


1 

X 




End 


1925 




Name 


OJ991210 04.0128.C24.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


241 




End 


867 




GI 


none 




Score 


43 




Exons 


241. .867, 242. .295, 283 


. .807, 


359. .811 






Seq. No. 


8883 




Seq. ID 


OJ991210_04.0128 


.C24 




18957 




Strand 






Start 


1 




End 


1925 




Name 


OJ991210 04.0128.G24.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


736 




End 


1028 




GI 


none 




Score 


302 




Exons 


736. .1026, 740. .1027, 927. .1028 






Seq. No. 


8883 




Seq. ID 


OJ991210_04 .0128 


.C24 


Gene No. 


18957 




Strand 







9351 



start 
Name 
Start 
GI 

Exons 



1 End 
OJ991210_04 . 0128 .C24 . ol . ts Method 
825 End 
none Score 
825. .1022, 826. .1086, 827, .1075 



1925 . 

TBLASTX : Soybean 

1086 

183 



Seq. No. 8883 

Gene No. 18957 

Start 1 

Name OJ991210_04 . 0128 . C24 . o2 . tw 

Start 873 

GI none 
Exons 



Seq. ID OJ991210_04.0128. 
Strand 

End 1925 

Method TBLASTX : Wheat 

End ^ 1413 

Score 138 



C24 



873. .1154, 874. .1413, 878. .1225 



Seq. No. 8883 

Gene No. 18957 

Start 1 

Name OJ991210_04 . 0128 . C24 . o2 . tm 

Start 1441 

GI none 

Exons 1441.. 1794, 1448. .1789 



Seq. ID OJ991210_04.0128. 
Strand 

End , 1925 

Method TBLASTX : Maize 

End 1794 

Score 200 



C24 



Seq. No. 8883 

Gene No. 18957 

Start 1 

Name OJ991210_04 . 0128 . C24 . o3 . tw 

Start 1441 

GI none 
Exons 



Seq. ID OJ991210_04.0128.C24 
Strand 

End 1925 

Method TBLASTX : Wheat 

End 1866 

Score 221 



1441. .1791, 1441. .1866, 1448. .1864 



Seq. No. 8884 

Gene No. 18958 

Start 669 

Name OJ991210_04 . 0128 . C25 . ol . gs 

Start 669 

GI none 

Exons 669.. 830, 975.. 1478 



Seq. ID OJ991210_04.0128, 

Strand + 

End 1478 

Method GENSCAN 

End 1478 

Score .94 



C25 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ^ 
GI . 
Exons 



8884 
18959 
1736 

OJ991210_04 .0128. 025. ol.np 
1730 
4680179 
1730. .2812, 2846. .5469 

{AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991210_04.0128. 

Strand + 

End 5476 

Method AAT/NAP 

End 5469 

Score 4219 



025 



8884 

18959 

1736 

OJ991210_04 .0128. 025. o2.gs 

1736 

none 

1736. .3481, 3545. .5476 



Seq. ID OJ991210_04.0128. 

Strand + 

End 5476 

Method GENSCAN 

End 5476 

Score .58 



025 



Seq. No. 
Gene No. 



8884 
18960 



Seq. ID OJ991210_04.0128, 
Strand + 



025 



9352 




start 7636 End 8420 

Name OJ991210_04-. 0128 . C25 . o2 .gp Method AAT/GAP 

Start . 7532 End 7913 

GI uC-osflcyp033a04bl Score 655 

Exons 7532.. 7913 



GI Descrip. * 6Q16845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone:P0711E10' 



Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 




X O DU 








Q-h r-a nH 


_i- 




Start 


7636 








End 


8420 




Name 


OJ991210 04 


.0128, 


,025. o4 


. gs 


Method ^ 


GENSOAN 




Start 


7636 








End 


8420 




GI 


none 








Score 


.47 




Exons 


7636. .7700, 


8354. 


, .8420 










Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 


Gene No . 


1 0 y D 1 








o urana 






Start 


3712 








End 


8720 




Name 


OJ991210 04 


.0128. 


.C25.05 


.tw 


Method 


TBLASTX: Wheat 




Start 


1961 








End 


2323 




GI 


none 








Score 


296 




Exons 


1961. .2323, 


1963. 


.2322 










Seq. No. 


■ 8884 








Seq. ID 


OJ991210_04.0128 


.025 


oene lno . 


1 P Q^l 
1 0 i7DX 








oT, rana 






Start 


3712 








End 


8720 




Name 


OJ991210 04 


.0128. 


025. o5 


.tm 


Method 


TBLASTX: Maize 




Start 


2204 








End 


2509 




GI 


none 








Score 


236 




Exons 


2204. .2509, 


2218. 


.2334 










Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 


uene ino . 


± O y D J. 








Strand 






Start 


3712 








End 


8720 




Name 


OJ991210 04 


.0128. 


025. o6 


. tm 


Method 


TBLASTX: Maize 




Start 


2837 








End 


3190 




GI 


none 








Score 


188 




Exons 


2837. .3190 














Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 


Gene No . 










Strand 






Start 


3712 








End 


8720 




Name 


OJ991210 04 


.0128. 


025.07 


.tw 


Method 


TBLASTX: Wheat 




Start 


2873 ■ 








End 


3295 




GI 


none 








Score 


164 




Exons 


2873. .3082, 


2929. 


.3081, 


3127. 


.3240, 3128. .3295 




Seq. No. 


8884 








Seq. ID 


OJ991210_04 .0128 


.025 


Gene No. 


18961 








Strand 






Start 


3712 








End 


8720 




Name 


OJ991210 04 


.0128. 


025. o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3406 








End 


3892 




GI 


none 








Score 


52 




Exons 


3406. .3849, 


3410. 


.3460, 


3515. 


.3892 






Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 



9353 




Gene No. 


18961 








Strand 




Start 


3712 








End 


8720 


Name 


OJ991210_04 


. 0128 . 


C25 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3421 : 








End 


3711 


GI 


none 








Score 


281 


Exons 


3421 . . 3711, 


3422 . 


. 3709 








Seq. No. 


8884 








Seq. ID 


OJ991210_04 . 0128 .C25 


Gene No. 


18961 








Strand 




Start 


3712 








End 


8720 


Name 


OJ991210 04 


.0128. 


C25.02 


.np 


Method 


AAT/NAP 


Start 


3712 








End 


8720 


GI 


5852180 








Score 


573 


Exons 


3712. .3791, 


5458. 


.5502, 


6201. 


.6610, 6662. .6778, 7762. .7817, 




8685. .8720 












GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128.C25 


Gene No. 


18961 








Strand 




Start 


3712 








End 


8720 


Name 


OJ991210_04 


.0128. 


C25.02- 


. tm 


Method 


TBLASTX: Maize 


Start 


3779 








End 


4279 


GI 


none 








Score 


166 


Exons 


3779. .3958, 


3787 . 


.3906, 


3965. 


.4279, 4105. .4158, 4186. .4236 


Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128.C25 


Gene No. 


18961 








Strand 




Start 


3712 








End 


8720 


Name 


OJ991210_04 


.0128. 


C25.01, 


. ts 


Method 


TBLASTX : Soybean 


Start 


3833 








End 


4228 


GI 


none 








Score 


57 


Exons 


3833. .3865, 


3835. 


.3864, 


3869. 


.4228, 3871. .3906, 3937. .4227 


Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128-C25 


Gene No. 


18961 








Strand 




Start 


3712 








End 


8720 . 


Name 


OJ991210_04 


.0128. 


C25.04, 


.tw 


Method 


TBLASTX: Wheat 


Start 


3941 








End 


4243 


GI - 


none 








Score 


374 


Exons 


3941. .4243, 


3943. 


.4227, 


3944. 


.4237 




Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128,C25 


Gene No. 


18961 








Strand 




Start 


3712 








End-"-' 


8720 


Name 


OJ991210_04 


.0128. 


C25.02, 


■ tw 


Method 


TBLASTX: Wheat 


Start 


4244 








End 


4669 , 


GI 


none 








- Score 


598 


Exons 


4244 . .4669, 


4273. 


.4665 








Seq. No, 


8884 








Seq. ID 


OJ991210_04.0128.C25 


Gene No. 


18961 








Strand 




Start 


3712 








End 


8720 


Name 


OJ991210 04 


.0128. 


C25.03, 


,ts 


Method 


TBLASTX : Soybean 


Start 


4250 








End 


4495 


GI 


none 








Score 


211 


Exons 


4250. .4495, 


4267. 


.4494 









9354 



Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 




J. O ^ D ± 








OCX ctllU 






Start 


3712 








End 


8720 




Name 


OJ991210 04. 


0128 


.025. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4315 








End 


4678 




GI 


none 








Score 


473 




Exons 


4315. .4665, 


4316 


. .4669, 


4316. 


.4678 






Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 




± O -3 O X 








O UX CtliU 






Start 


3712 








End 


8720 




Name 


OJ991210 04. 


0128 


.025. ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4700 








End 


5236 




GI 


none 








Score 


643 




Exons 


4700. .5236, 


4744 


. .5235 










Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 




X O -7 O X 








O L.X CtiivU 






Start 


3712 








End 


8720 




Name 


OJ991210 04. 


0128 


.025.01 


.tc 


Method 


TBLASTX: Cress 




Start 


4943 








End 


5260 




GI 


none 








Score 


89 




Exons 


4943. .5116, 


5117 


. .5260, 


5119. 


.5259 






Q Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 




X O -? D X 








o L X diiu 






rfi start 


3712 








End 


8720 




jsji Name 


OJ991210 04. 


0128 


.025.02 


.ts 


Method 


TBLASTX : Soybean 




LS; Start 


5024 








End 


5284 




U QJ 


none 








Score 


292 




Exons 


5024. .5284, 


5029 


. .5283, 


5081. 


.5284 






ni Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 




X O -7 U X 








O L,X dliU, 






Li start 


3712 








End 


8720 




Name 


OJ991210 04. 


0128 


.025.03 


. tm 


Method 


TBLASTX: Maize 




Start 


5082 








End 


5374 




M= ■ GI 


none 








Score 


89 




i^-j Exons 


5082. .5243, 


5083 


. .5370, 


5084. 


.5374 






n 

,17, Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 




X O -? D X 








O ux diiu 






start 


3712 








End 


8720 




Name 


OJ991210 04. 


0128 


.025.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


5242 








End 


5470 




GI 


none 








Score 


279 




Exons 


5242. ,5469, 


5243 


.'.5470 










Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 


otJIitr iNvJ • 


X O -3 D X 








O L X a.Ilv.1 






Start 


3712 








End 


8720 




Name 


OJ991210 04. 


0128 


.025. o3 


.gs 


Method 


GENSOAN 




Start 


6144 








End 


6617 




GI 


none 








Score 


.99 




Exons 


6144. .6617 














Seq. No. 


8884 








Seq. ID 


OJ991210_04.0128 


.025 



9355 





Gene No. 


18961 


Strand 














3712 


End 












Name 


OJ991210 04.0128.C25..o3.np 


Method 


AAT/NAP 










Start 


7465 


End 


7665 










GI 


4680186 


Score 


338 










Exons 


7465.-7665 














GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 










Seq. No. 


8885 


Seq. ID 


OJ991210_ 


_05. 


0121 


.CI 






X O -7 V ^ 


^1" T?? nH 












Start 


577 


End 


664 










Name 


OJ991210 05.0121.Cl.ol.gs 


Method 


GENSCAN 










Start 


577 


End 


664 










GI 


none 


Score 


.51 










Exons 


577. .664 














Seq. No. 


8886 


Seq. ID 


OJ991210_ 


_05. 


0121 


-C2 




Gene No. 


18963 


Strand 


+ 










Start 


1989 


End 


2758 










Name 


OJ991210 05.0121.C2.o2.np 


Method 


AAT/NAP 










Start 


1989 


End 


2758 










GI 


4680199 


Score 


96 










Exons 


1989. .2401, 2702. .2758 














GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






hi) 


Seq. . No. 


8886 


Seq. ID 


Oj991210_ 


_05- 


0121 


.C2 


m 


Gene No. 


18964 


Strand 










1 I': 


O L.C1J. L. 


1 


End 


2724 










Name 


OJ991210 05.0121.C2.ol.np 


Method 


AAT/NAP 








; . i 


Start 


1 


End 


2361 










GI 


6063557 


Score 


140 










Exons 


1..199, 2312. .2361 












;={ i 


GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza 


sativa] 




IE 


Seq. No. 


8886 


Seq. ID 


OJ991210_ 


05- 


0121 


.C2 






18964 


Strand 










•4 


Start 


1 


End 


2724 








h'' 


Name 


OJ991210 05.0121.C2.ol.gs 


Method 


GENSCAN 








kll 


Start " 


52 


End 


2724 








Q 


GI 


none 


Score 


.7 










Exons 


52. .138, 2289. .2419, 2676. 


-2724 












Seq. No. 


8887 


Seq. ID 


OJ991210_ 


_05- 


0121 


.C3 






18965 


Strand 


+ 










Start 


1 


End 


632 










Name 


OJ991210 05.0121.C3.ol.gp 


Method 


AAT/GAP 










Start 


1 


End ^ 


632 










GI 


2311774 


Score 


586 










Exons 


1..176, 479.-632 














Seq. No. 


8887 


Seq. ID 


OJ991210_ 


_05. 


0121 


.C3, 




Gene No. 


18966 


Strand 


+ 










Start 


2726 


End 


348 6 










Name 


OJ991210 05.0121.C3.o2-gp 


Method 


AAT/GAP 










Start 


2726 


End 


3486 










GI 


5816562 


.. Score 


665 










Exons 


2726.-2751, 3076--3486 













9356 




GI Descrip. 6016845/dbj | AP000570 , 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



Seq. No. 


8887 


Seq. ID 


OJ991210_05.0121.C3 


Gene No. 


18967 


Strand 


+ 


Start 


4523 


End 


7425 


Name 


OJ991210 05.0121.C3.ol.np 


Method 


AAT/NAP 


Start 


4523 


End 


7425 


GI 


6691716 


Score 


2226 


Exons 


4523. .5406, 5604.. 5782, 5859. 


.5949, 6043. .6216, 6294. .6481 




6556.. 6655, 6805.. 6921, 6993. 


.7425 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6691717 Idbj IBAA89397.il (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


8887 


Seq. ID 


OJ991210_05.0121.C3 


Gene No. 


18967 


Strand 


+ 


Start 


4523 


End 


7425 


Name 


OJ991210 05.0121.C3,o2.gs 


Method 


GENSCAN 


Start 


4523 


End 


6974 


GI 


none 


Score 


.65 


Exons 


4523. .4690, 5080. .5406, 5445. 


.5719, 5859.. 6011, 6125.. 6216 




6294. .6481, 6556.. 6745, 6817. 


.6974 




Seq. No. 


8887 - 


-Seq. ID 


OJ991210_05.0121.C3 


Gene No. 


18968 


Strand 




Start 


33 


End 


1947 


Name 


OJ991210 05.0121.C3.ol.gs 


Method 


GENSCAN 


Start 


33 


End 


1947 


GI 


none 


Score 


.75 


Exons 


33. .162, 1078. .1102, 1178. .1440, 1478. 


.1628, 1909. .1947 


Seq. No. 


8887 


Seq. ID 


OJ991210_05.0121.C3 


Gene No. 


18969 


Strand 




Start 


7999 


End 


9482 


Name 


OJ991210 05.0121.C3.o2.np 


Method 


AAT/NAP 


Start 


7769 


End 


9482 


GI 


5902445 


Score 


2566 


Exons 


7769. .9482 








(AB030283) GAG- POL precursor 


[Oryza sativa] 


Seq. No. 


8887 


Seq. ID 


OJ991210_05.0121.C3 


Gene No. 


18969 


Strand 




Start 


7999 


End 


9482 


Name 


OJ991210 05.0121.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7813 


End 


8391 


GI 


none 


Score 


79 


Exons 


7813. .7908, 7900. .8391, 8102. 


.8230, 8212. .8241, 8282. .8371 


Seq. No. 


8887 


Seq. ID 


OJ991210_05.0121.C3 


Gene No. 


18969 


Strand 




Start 


7999 


End 


9482 


Name 


OJ991210 05.0121.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


7816 


End 


8079 


GI 


none 


Score 


102 


Exons 


7816. .7917, 7817. .7918, 7897. 


.8079, 7898.. 7972 



9357 






Seq. No. 


8887 








Seq. ID 


OJ991210_05.0121.C3 




bene no. 


lo yoy 








brrana 






Start 


7999 








End 


9482 




Name 


OJ991210 05 


.0121. 


C3.03. 


gs 


Method 


GENS CAN 




Start 


7999 








End 


9480 




GI 


none 








Score 


.43 




Exons 


7999. .8395, 


8445. 


.8576, 


9248. 


.9480 






Seq. No. 


8887 








Seq. ID 


OJ991210_05.0121.C3 




Gene No. 


18969 








Strand 






b tarr 


/ y y y 








End 


9482 




Name 


OJ991210 05 


.0121. 


C3.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


8504 








End 


8887 




GI 


none 








Score 


84 




Exons 


8504. .8644, 


8504. 


.8638, 


8592. 


.8648, 8649. .8798, 8671. .8793 






8798. .8887 














Seq. No. 


8887 








Seq. ID 


OJ991210_05.0121.C3 




Gene No . 


10 yoy 








Strand 






Start 


7999 








End 


9482 




Name 


OJ991210 05 


.0121. 


03. ol. 


tm 


Method 


TBLASTX :Maize 




Start 


8573 








End 


8894 




GI 


none 








Score 


107 




Exons 


8573. .8644, 


8655. 


.8795, 


8662. 


.8796, 8798. .8893, 8799. .8894 


hl\ 


Seq. No. 


8887 








Seq. ID 


OJ991210_05.0121.C3 




Gene No . 


lo yby 








Strand 




fii 


Start 


7999 








End 


9482 


■n 


Name 


OJ991210 05 


.0121. 


C3.04. 


tw 


Method 


TBLASTX: Wheat 


'ivr 
: V 


Start 


8891 








End 


9185 


Ul 


GI 


none 








Score 


49 




Exons 


8891. .8989, 


8925. 


.9017, 


9056. 


.9184, 9078. .9185 




Seq. No. 


8887 








Seq. ID 


OJ99121Q_G5.0121.C3 




Gene No . 


T Q Q C Q 

xo y by 








Strand 






Start 


7999 








End 


9482 


""'•l 


Name 


OJ991210 05 


.0121. 


03. o3. 


tw 


Method 


TBLASTX: Wheat 


I, J; 


Start 


9196 








End 


9481 




GI 


none 








Score 


164 


-s 


Exons 


9196. .9480, 


9206. 


.9481 








■f'j 


Seq. No. 


8888 








Seq. ID 


OJ991210_05.0121.C4 




Gene No. 


18970 








Strand 






o L ar L 


1 • 








End 


1918 




Name 


OJ991210 05 


.0121. 


04.01. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1918 




GI 


4680183 








Score 


1992 




Exons 


1..388, 476 


. .517, 


1013. 


.1918 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indicaj 




Seq. No. 


8888 








Seq. ID 


OJ991210_05.0121.C4 




Gene No. 


18970 








Strand 






Start 


1 








End 


1918 




Name 


OJ991210 05 


0121. 


C4.01. 


tm 


Method 


TBLASTX: Maize 




Start 


50 








End 


406 




GI 


none 








Score 


201 




Exons 


50.. 406, 60 


.365 











9358 





8888 


Seq. ID 


OJ991210 05 0121 C4 


Gene No. 


18970 


Strand 




Start 


1 


End 


1918 


Name 


OJ991210 05.0121.C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


80 


End 


415 


GI 


none 


Score 


217 


Exons 


80. .415, 81. .413 






9prr No 

lJ C ^ • LiHu/ . 


o o o o 


Seq. ID 


OJ991210 05 0121 C4 


Gene No. 


18970 


Strand 




Start 


1 


End 


1918 


Name 


OJ991210 05.0121.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


131 


End 


487 


GI 


none 


Score 


129 


Exons 


131. .265, 272. .487 






O C7 • Vi\J » 


8888 

u o u o 


Seq. ID 


OJ991210 05 0121 C4 


Gene No. 


18970 


Strand 




Start 


1 


End 


1918 


Name 


OJ991210 X)5.0121.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


416 


End 


1278 


GI 


none . 


Score 


110 


Exons 


416. .709, 420. .581, 756. .992, 


758. .988 


, 1037.. 1213, 1204,. 1278 




•8888 

o o o o 


Seq. ID 


OJ991210 05 0121 C4 


Gene No. 


18 970 


Strand 




Start 


1 


End 


1918 


Name 


OJ991210 05.0121.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


728 


End 


905 


GI 


none 


Score 


106 


Exons 


728. .904, 759. .905 






Seq. No. 


8889 


Seq. ID 


OJ991210_05.0121.C5 


Gene No. 


18971 


Strand 


+ 




39 


End 


798 


Name 


OJ991210 05.0121.C5.ol.gp 


Method 


AAT/GAP 


Start 


39 


End 


798 


GI 


5816562 


Score 


661 


Exons 


39. .64, 385. .798 






GI Descrip. 


6016845/dbj 1 AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 




Seq. No. 


8889 


Seq. ID 


OJ991210_05.0121.C5 


Gene No . 


18972 


Strand 


+ 


Start 


9245 


End 


12434 


Name 


OJ991210 05.0121.C5.o4.np 


Method 


AAT/NAP 


Start 


9245 


End 


12431 


GI 


3402672 


Score 


2110 


Exons 


9245.. 9281, 10552.. 12431 






GI Descrip. 


{AC004697) putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


8889 


Seq. ID 


OJ991210_05.0121.C5 


Gene No. 


18972 


Strand 


+ 


Start 


9245 


End 


12434 


Name 


OJ991210 05.0121,C5.o5.gs 


Method 


GENSCAN 


Start 


10335 


End 


12434 



9359 




GI 


none 




Score 


1 




Exons 


10335. .12434 










Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121 


.C5 


Gene No. 


18972 




Strand 


+ 




Start 


9245 




End 


12434 




NBiue 


OJ991210 05 0121 


.C5.o3.gp 


Method 


AAT/GAP 




Start 


11175 




End 


11732 




GI 


3762287 




Score 


1116 




Exons 


11175. .11732 










GI Descrip. 


3402672 6.0e-51 


(AC004 697) putative white protein [Arabidopsis 




thaliana] 










Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121 


-C5 


Gene No. 


18973 




Strand 






Start 


1 




End 


339 




Name 


OJ991210 05.0121 


.C5 .ol .np 


Method 


AAT/NAP 




Start 


1 




End 


339 




GI 


5902444 




Score 


403 




Exons 


1. .339 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121 


.C5 




18973 




Strand 






Start • 


1 




End 


339 




Name 


OJ991210 05.0121 


.C5.ol.gs 


Method 


GENSCAN 




Start 


74 




End 


339 






none 




Score 


.81 




Exons 


74. .339 










Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121 


.C5 




18974 




Strand 






Start 


2335 




End 


5532 




Name 


OJ991210 05.0121 


.C5.o3.gs 


Method 


GENSCAN 




Start' 


2335 




End 


4377 




GI 


none 




Score 


1 




Exons 


2335. .4377 










Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121 


.C5 


Gene No. 


18974 




Strand 






Start 


2335 




End 


5532 




Name 


OJ991210 05.0121 


.C5.o2.np 


Method 


AAT/NAP 




Start 


2338 




End 


5532 




GI 


3402672 




Score 


2075 




Exons 


2338.. 4264, 5404 


. .5532 








GI Descrip. 


(AC004 697) putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121 


.C5 


OdiC INvJ . 


18975 




Strand 






Start 


6383 




End 


12434 




Name 


OJ991210 05.0121 


.C5.o5. tc 


Method 


TBLASTX: Cress 




Start . 


2335 




End 


12434 




GI 


none 




Score 


78 




Exons 


2335.. 2562, 2341 


..2469, 2345. 


.2491, 12207. .12434, 12257 


. ,12373 


Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121 


.C5 


Gene No. 


18975 




Strand 







9360 



start 
Name 
Start 
GI 

Exons 



6383 

OJ991210_05.0121.C5.ol.tc 

2566 

none 



End 12434 

Method TBLASTX : Cress 

End 12203 

Score 323 



2566.. 2940, 2567.. 2929, 11837 12202, 11931. .12203 



Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 



8889 

18975 

6383 

OJ991210_05.0121.C5.ol.ts 

2596 

none 



Seq. ID OJ991210_05.0121.C5 
Strand 

End 12434 

Method TBLASTX : Soybean 

End 12173 

Score 307 



2596. .3003, 2597. .2998, 11766 .. 11864 , 11771 .. 12172 , 11928. .12173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8889 

18975 

6383 

OJ991210_05.0121.C5.o2.tm 

2702 

none 



Seq. ID OJ991210_05.0121.C5 
Strand 

End 12434 

Method TBLASTX : Mai ze 

End 12067 

Score 234 



2702. .2980, 2704 .. 2979, , 11789 12067 , 11790 .. 11864 , 11928. .12065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



8889 

18975 

6383 

OJ991210_05.0121.C5.o2.tc 

2962 

none 



Seq. ID OJ991210_05.0121.C5 
Strand 

'End 12434 

Method TBLASTX : Cress 

End 11807 

Score 7 6 



2962. .3066, 2962. .3285, 2972. .3286, 3305. .3361, 11408 .. 114 64 , 
11483. .11797, 11484. .11807, 11703. .11807 



8889 

18975 

6383 

OJ991210_05.0121.C5.o2.ts 

3430 

none 



Seq. ID OJ991210_05.0121.C5 
Strand 

End 12434 

Method TBLASTX : Soybean 

End 11348 

Score 125 



3430.. 3600, 3434. .3601, . 3652. .3798, 3653.. 3826, 1097 6 11122 , 
10977. .11123, 11174. .11347, 11175.. 11348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8889 

18975 

6383 

OJ991210_05.0121.C5.o4.tm 

3523 

none 



Seq. ID OJ991210_05.0121.C5 
Strand 

End 12434 ^i;. 

Method TBLASTX : Mai ze 

End 11279 

Score 181 



3523.. 3600, 3659. .4021, 3670.. 3795, 3850.. 4026, 1074 9 .. 10925 , 
10752. .10808, 10853. .10921, 1097 9 .. 1111 6, 10980 .. 11105, 
11174. .11254, 11175. .11279 



Seq. No. 8889 

Gene No. 18975 

Start 6383 

Name OJ991210_05 . 0121 . C5 . o4 . tc 

Start 3703 

GI none 
Exons 



Seq. ID OJ991210_05.0121.C5 
Strand 

End 12434 

Method TBLASTX : Cress 

End 11072 

Score 54 



3703. .3795, 3704. .3781, 3821. .4039, 3850. .4029, 4099. .4203, 



9361 



4130. .4201, 10557.. 10676, 10749.. 10925, 10853 .. 10921 , 
10980. .11072, 10994.. 11071 



Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121.C5 


Gene No. 


18975 




Strand 




Start 


6383 




End 


12434 


Name 


OJ991210 05. 


0121.C5,o4.ts 


Method 


TBLASTX : Soybean' 


Start 


3826 




End 


10925 


GI 


none 




Score 


110 


Exons 


3826. . 4029, 


3827.. 4042, 4054 


..4167, 10611. .10739, 10752. .10925 


Seq. No. 


8889 




Seq. ID 


OJ991210_05.0121.C5 


Gene No. 


18975 




Strand 




Start 


6383 




End 


12434 


Name 


OJ991210 05. 


0121.C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


4090 




End 


10687 


GI 


none 




Score 


95 


Exons 


4090. .4197, 


4090.. 4203, 4130 


..4201, 4253. .4312, 4261.^4311, 




■ 10403. .10471 


, 10404. .10472, 


10452. .10685, 105 69 .. 10685 , 




10574. .10687 









Seq. No. 8889 Seq. ID OJ991210_05 . 0121 . C5 

Gene No. 18975 Strand 

Start 6383 End 12434 

Name OJ991210_05 . 0121 .C5 . o2 . gp Method AAT/GAP 

Start 6187 End 8501 

GI 3851_1.R1084 Score 2157 

Exons 6187. .6818, 6928. .7023, 7136. .7332, 7462. .7557, 7658. .7697, 

8388. .8501 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 8889 Seq. ID OJ9912 10_05 . 0121 . C5 

Gene No. 18975 Strand 

Start 6383 End 12434 

Name OJ991210_05 . 0121 .05 . o4 . gs Method GENSCAN 

Start 6383 End 8494 

GI none Score .48 

Exons 6383.. 6708, 6928.. 7023, 7179.. 7332, 7462.. 7600, 8003. '.'8035, 
8388.. 8494 



Seq. No. 


8889 






Seq. ID 


OJ991210_05. 0121-05 


Gene No. 


18975 






Strand 




Start 


. 6383 






End 


12434 


Name 


OJ991210 05 


.0121.C5.o3. 


np 


Method 


AAT/NAP 


Start 


6458 






End 


8494 


GI 


6729501 






Score 


587 


Exons 


6458. .6761, 


6937. .7029, 


7136. 


.7323, 7462. .7651, 8388. .8494 


GI Descrip. 


(AL132966) 


splicing factor-like protein 


I [Arabidopsis thaliana 


Seq. No. 


8889 






Seq. ID 


OJ991210_05.0121.O5 


Gene No. 


18975 






Strand 




Start 


6383 






End 


12434 


Name 


OJ991210 05 


.0121. 05. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6536 






End 


8497 


GI 


none 






Score 


42 


Exons 


6536. .6586, 


6554. .6586, 


6578, 


.6670, 6579. .6641, 6642.. 6719, 



9362 







6642. .6767, 


6643. 


.6762, 


6643. 


.6771, 6722. . 6805, 6781. .6825, 






6967. .7026, 


6968. 


.7024, 


6991^. 


.7029, 7135.. 7332, 7135.. 7332, 






7136. .7333, 


7136. 


.7333, 


7436. 


.7558, 7448. .7555, 7459.-7557, 






7653. .7700, 


7657. 


.7698, 


7658. 


.7702, 7658. .7699, 8381. .8497, 






8387. .8497 














Seq. No. 


8889 








Seq. ID 


OJ991210_05.0121.C5 




Gene No. 


18975 








Strand 
















End 


12434 




Name 


OJ991210 05 


.0121. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


6551 








End 


8499 




GI 


none 








Score 


221 




Exons 


6551. .6703, 


7136. 


.7315, 


7138. 


.7314, 7462. .7569, 7463. .7570, 






7658. .7699, 


8387. 


.8494, 


8388. 


.8471, 8: 


389. .8499 




Seq. No. 


8889 








Seq. ID 


OJ991210_05.0121.O5 




Gene No. 


18975 








Strand 






Start 


6383 








End 


12434 




IN CtlLlC 




• VJ J- ^ J- * 






Method 


TBLASTX: Cress 




Start 


7145 








End 


8494 




GI 


none 








Score 


221 




Exons 


7145. .7321, 


7147. 


.7320, 


7151. 


.7321, 7153. .7323, 7410. .7553, 






7448. .7558, 


7462. 


.7557, 


7641. 


.7700, 7658. .7699, 8378. .8494, 






8387. .8494 












1 

"S 3? 


Seq. No. 


8890 








Seq. ID 


OJ991210 05.0121.08 


m 


Gene No. 


18976 








Strand 






Start 


3133 








End 


4730 




Name 


OJ991210 05 


.0121. 


08. ol. 


np 


Method 


AAT/NAP 




Start 


3133 








End 


4730 




GI 


5042434 








Score 


600 




Exons 


3133. .3266, 


3488. 


.4730 








rii 


GI Descrip. 


(AC006193) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


8890 








Seq. ID 


OJ991210_05.0121.C8 






± O -7 / D 








Strand 


+ 




Start 


3133 








End 


4730 




Name 


OJ991210 05 


.0121. 


C8.01. 


tw 


Method 


TBLASTX -.Wheat 


==l 


Start 


3170 








End 


3575 




GI 


none 








Score 


64 


:=* 


Exons 


3170. .3229, 


3171. 


.3212, 


3194. 


.3307, 3195.. 3302, 3492,. 3575 




. Seq. No. 


8890 








Seq. ID 


OJ991210_05. 0121.08 




V3CIJ.C LNU • 










Strand 


+ 




Start 


3133 








End 


4730 




Name 


OJ991210 05 


.0121. 


08. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3705 








End 


4004 




GI 


none 








Score 


249 




Exons 


3705. .4004, 


3707. 


.3811, 


3911. 


.3988 






Seq. No. 


8890 








Seq. ID 


OJ991210_05.0121.C8 




Gene No. 


18976 








Strand 


+ 




Start 


3133 








End 


4730 




Name 


OJ991210 05 


.0121. 


08. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3876 








End 


4495 




GI 


none 








Score 


674 




Exons 


3876. .4493, 


3876. 


.4037, 


3878. 


.4495, 3911. .4087, 3964. .4491, 



9363 




4214. .4495 

8891 -Seq. ID OJ991210_05 . 0121 . CIO 

18977 Strand 

1 End 974 

OJ991210_05. 0121. CIO. ol.gp Method AAT/GAP 

1 End 927 

4284_1.R1084 Score 1018 

1..315, 711. .927 

'1943751 5.0e-49 {U93845) Arabidopsis thaliana ER-type calcium 
pump protein, complete sequence >gi_2078292 {U96455) ER-type 
Ca2+-pumping ATPase; ECAlp [Arabidopsis thaliana] ' 



Seq. No. 


8891 




Seq. ID 


OJ991210_05.0121. 


CIO 


Gene No. 


18977 




Strand 






Start 


1 




End 


974 




Name 


OJ991210 05. 0121. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


45 




End 


925 






none 




Score 


.76 




Exons 


45. .315, 711. .925 










Seq. No. 


8891 




Seq. ID 


OJ991210_05.0121. 


CIO 


Gene No. 


18977 




Strand 






Start 


1 




End 


974 




Name 


OJ991210 05. 0121. CIO. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


53 




End 


964 






none 




Score 


38 




Exons 


53. .94, 54. .104, 109. .315, 117. .314, 136. .345, 705. .926, 






710. .928, 710. .964 










Seq. No. 


8891 




Seq. ID 


OJ991210_05.0121. 


CIO 


Gene No, 


18977 




Strand 






Start 


1 




End 


974 




Name 


OJ991210 05. 0121. CIO. ol 


.tc 


Method 


TBLASTX: Cress 




Start 


201 




End 


974 






none 




Score 


48 




Exons 


201. .314, 713. .964, 716 


. .784, 


807. .974 


, 843. .968 




Seq. No. 


8892 




Seq. ID 


OJ991210_05.0121. 


C12 


Gene No. 


18978 




Strand 


+ 




Start 


2431 




End 


3091 




Name 


OJ991210 05.0121.C12.ol 


.gs 


Method 


GENSCAN 




Start 


2431 




End 


3091 




GI 


"none 




Score 


.86 




Exons 


2431. .2610, 2639. .3091 










Seq. No. 


8892 




Seq. ID 


OJ991210_05.0121. 


C12 


Gene No. 


18978 




Strand 


+ 




Start 


2431 




End 


3091 




Name 


OJ991210 05.0121.C12.ol 


np 


Method 


AAT/NAP 




Start 


2431 


End 


3070 




GI 


6522609 




Score 


77 




Exons 


2431. .2570, 2684. .2808, 


2943. 


.3070 






GI Descrip. 


(AL133298) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


8892 




Seq. ID 


OJ991210_05.0121. 


C12 


Gene No. 


18979 




Strand 







Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9364 




start 


3479 


End 


4433 




Name 


ujyyx-diu uo . ui^± , bi^. o^ . gs 


iYie unou 


bhjNbbAiN 




Start 


J4 / y 


ijna 


A A "^"^ 

4 4 o J 






none 


Score 


. bX 




Exons 










O y-i \T j»v 

beq. INO . 


Q Q Q '3 

o y y J 


beq . X u 


vjjyyxzxu uo.uxzx 


. bX J 


Gene No. 


18980 


Strand 


+ ~ 




Start 


121 


End 


390 




Naiue 


vjjyyiziu uD.ui^ii.bXj.oi.ys 




nx?w cue Tata 
btjiNbbAIM 




b rar u 


XZ X 


bna 


jyu 






none 


Score 






Exons 


xz X . . J y u 








beg. iNO . 


Q Q Q "3 

oo y J 


beq . X u 


ujyyxzxu uo.uxzx 


. bX J 


Gene No. 


18981 


Strand 






Start 


677 


End 


6046 




Name 


vJjyyX<i:XU UO . UXZX . bX J . O^i . yS 


Fje unou 


blliiNbbAlN 




b uar L 


D / / 


i^na 


oU 4 b 






none 


Score 


. Ob 




Exons 


D//..OX3, OOD..XUDO, XDXO.. 


.X/yb/ ZDDO. 


.Z/Uo, 04y4..bU4b 




beq, NO., 


ooy4 


beq. xu 


ujyyxzxu uo.uxzx 


. bX 4 


Gene No . 


xyyoz 


b urana 


+ 






1 ■ 


End 


1033 




Name 


OJ991210 05.0121.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


548 




GI 


6907106 


Score 


378 




Exons 


1..54, 87. .303, 375. .548 








GI Descrip. 


(AP001129) EST AU068291 {C12960) corresponds to a region 


of the 



predicted gene.; hypothetical protein [Oryza sativa] 





Seq. No. 


8894 


Seq. ID 


OJ991210 05.0121.C14 




Gene No. 


18982 


Strand 


+ 


i3 


Start 


1 


End 


1033 


t 
or 


Name 


OJ991210 05.0121.C14.ol.gs 


Method 


GENSCAN 


'■'1.1 
•t 


Start 


7 


End 


132 




GI 


none ■ 


Score 


.47 




Exons 


7. .132 






s; 


Seq. No. 


8894 


Seq. ID 


OJ991210_05.0121.C14 




Gene No. 


18982 


Strand 


+ 




Start 


1 


End 


1033 




Name 


OJ991210 05.0121.C14.ol.gp 


Method 


AAT/GAP 




Start ■ 


239 


End 


1033 




GI 


6547 1.R1084 


Score 


690 




Exons 


239.. 533, 819.. 1033 








GI Descrip. 


'5257255/dbj | AP000364 . 1 1 AP000364 4 . Oe- 


-52 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


8894 


Seq. ID 


OJ991210_05.0121.C14 




Gene No . 


18983 


Strand 






Start 


3417 


End 


3863 




Name 


OJ991210 05.0121.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


60 


End 


452 




GI 


none 


Score 


109 




Exons 


60. .185, 76. .111, 91. .186, 


100. .186, : 


L01..187, 184. .204, 



9365 





186. .311, 186, .305, 316 


, .384, 


320, .397, 320. .451, 387. .452 


Seq. No, 


8894 






Seq. ID 


OJ991210 05.0121.C14 


Gene No. 


18983 






Strand 




Start 


3417 






End 


3863 


Name 


OJ991210 05 


,0121,C14,o2 


.gs 


Method 


GENS CAN 


Start 


3417 






End 


3863 


GI 


none 






Score 


.88 


Exons 


3417. .3656, 


3786, ,3863 








Seq. No. 


8 895 






Seq, ID 


OJ991210_05 . 0121 .C15 


Gene No. 


18984 






Strand 


+ 


Start 


500 






End 


623 


Name 


OJ991210 05 


,0121.C15.ol 


.gs 


Method 


GENS CAN 


Start 


500 




End 


623 


GI 


none 






Score 


.76 


Exons 


500, .623 










Seq. No. 








Seq. ID 


OJ991210 05,0121.C16 


Gene No. 


18985 






Strand 


+ 


Start 


3919 






End 


7366 


Name 


OJ991210 05 


.0121.C16,ol, 


. gs 


Method 


GENSCAN 


Start 


3919 






End 


7045 


GI 


none 






Score 


,84 


Exons 


3919. .5316, 


5570, ,5639, 


5762 . 


.5883, 6019. .6297, 6668. .7045 


Seq. No, 


8896 






Seq, ID 


OJ991210_05,0121.C16 


Gene No. 


18985 






Strand 


+ 


Start 


3919 






End 


7366 


Name 


OJ991210 05 


.0121.C16,ol. 


.np 


Method 


AAT/NAP 


Start 


3919 






End 


7366 


GI 


1943751 






Score 


2449 


Exons 


3919. .5316, 


5570, .5630, 


5756, 


.5883, 6019.. 6297, 6668.. 7045, 




7345. .7366 










GI Descrip, 


(U93845) Arabidopsis thaliana 


ER-type 


calcium pump protein. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



complete sequence gi 12078292 (U96455) ER-type Ca2+-pumping 
ATPase; ECAlp [Arabidopsis thaliana] 



8896 

18985 

3919 

OJ991210_05,0121.C16.ol.tc 

3985 

none 



Seq. ID OJ991210_05.0121.C16 

Strand + 

End 7366 

Method TBLASTX : Cress 

End 7048 

Score 37 



3985. .4011, 4078, .4164, 4237, .4554, 4239. .4553, 4560,, 5327, 

4561. .5319, 5763. .5879, 5764. .5862, 5791. .5883, 5795. ,5875, 

6016. .6204, 6017. .6133, 6018. .6203, 6196. .6297, 6203. .6298, 

6204. .6299, 6205. .6297, 6665. .7048, 6667. .7047 



8896 Seq. ID 

18985 Strand 

3919 End 
OJ991210_05 . 0121 . C16 . ol . ts Method 

4867 End 

none Score 

4867. .5088, 4870, .5259, 4872. .5252 



OJ991210_05.0121,C16 
+ 

7366 

TBLASTX: Soybean 

5259 

487 



9366 



Seq. No. 


8896 








Seq. ID 


OJ991210 


_05.0121.C16 


cpnp No 


18985 








Strand 


+ 




Start 


3919 








End 


7366 




Name 


OJ991210 05 


.0121. 


C16.02. 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5040 








End 


5654 




GI 


none 








Score 


258 




Exons 


5040. .5327, 


5041. 


.5316, 


5568. 


.5654 






Seq. No. 


8896 








Seq. ID 


OJ991210 


_05.0121.C16 


Gene No. 


18985 








Strand 


+ 




Start 


3919 








End 


7366 




Name 


OJ991210 05 


.0121. 


C16.02. 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


5755 








End 


6299 




GI 


none 








Score 


130 




Exons 


5755. .5871, 


5763. 


.5885, 


5763. 


.5879, 6016. . 6210, 


6018. .6203, 




6205. .6297, 


6213. 


.6299 










Seq. No. 


8896 








Seq. ID 


OJ991210 


_05.0121.C16 


Gene No, 


18985 








Strand 


+ 




Start 


3919 








End 


7366 




Name 


OJ991210 05 


.0121. 


C16.pl. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6207 








End 


7048 




GI 


none 








Score 


106 




Exons 


6207. .6299, 


6208. 


.6297, 


6663. 


.6920, 6665.. 7000, 


6677. .6994, 




6991. .7047, 


6992. 


.7048 










Seq. No. 


8896 








Seq. ID 


OJ991210 


_05.0121.C16 




18985 








Strand 


+ 




start 


3919 








End 


7366 




Name 


OJ991210 05 


.0121. 


C16.03. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6665 . 








End 


7069 




GI 


none 








Score 


113 




Exons 


6665. .6808, 


6665. 


.6793, 


6824. 


.7069, 6899. .7042, 


6961. .7047 


Seq. No. 


8897 








Seq. ID 


OJ991210 


_05.0121.C17 


Gene No. 


18986 








Strand 


+ 




Start 


1 








End 


944 




Name 


OJ991210 05 


.0121. 


C17.01. 


gp 


Method 


AAT/GAP 




Start 


1^ ' ■ 








End 


405 




GI 


2312706 








Score 


468 




Exons 


1..257, 360 


. .405 













GI Descrip. 1943751 5.0e-49 {U93845) Arabidopsis thaliana ER-type calcium 
pump protein, complete sequence >gi_2078292 (U96455) ER-type 
Ca2+-pumping ATPase; ECAlp [Arabidopsis thaliana] 



Seq. No. 8897 
Gene No. 18986 
Start 1 

Name OJ991210_05 . 0121 . C17 . ol . np 

Start 1 
GI 1943751 
Exons 1..257, 360.. 933 

GI Descrip. (U93845) Arabidopsis thaliana ER-type calcium pump protein, 
complete sequence gi 12078292 {U96455) ER-type Ca2+-pumping 
ATPase; ECAlp [Arabidopsis thaliana] 



Seq. ID OJ991210_05.0121.C17 

Strand + 

End 94 4 

Method AAT/NAP 

End 933 

Score 1130 



Seq. No. 



8897 



Seq. ID OJ991210_05.0121.C17 



9367 






Gene No . 


18986 




Strand 


+ 






Start 


1 




End 


944 






Name* 


OJ991210 05.0121.C17.ol.gs 




Method 


GENSCAN 






Start 


33 




End 


944 






GI 


none 




Score 


.98 






Exons 


33. .257, 360. .944 












Seq. No. 


8897 




Seq. ID 


OJ991210_05.0121 


.C17 




Gene No . 


18987 




Strand 








Start 


593 




End 


1350 






Name 


OJ991210 05.0121.C17.ol.tc 




Method 


TBLASTX: Cress 






Start 


20 




End 


894 






GI 


none 




Score 


114 






Exons 


20. .259, 20. .268, 27. .260, 


359. .886, 360. .794, 796. .894 






Seq. No. 


8897 




Seq. ID 


OJ991210_05.0121 


.C17 




Gene No . 


18987 




Strand 








Start 


. 593 




End 


1350 






Name 


OJ991210 05.0121.C17.ol.tm 




Method 


TBLASTX: Maize 






Start 


20 




End 


599 






GI 


none 




Score 


404 






Exons 


20. .268, 27. .260, 28. .276, 


359.. 598, 360.. 599 






Seq. No. 


8897 




Seq. ID 


OJ991210_05.0121 


.C17 




Gene No. ^ 


18987 




Strand 








- Start 


593 




End 


1350 




!:ri 


Name 


OJ991210 05.0121.C17.ol.ts 




Method 


TBLASTX : Soybean 




rii 


Start 


137 




End 


846 






GI 


none 




Score 


204 




; c 


Exons 


137. .259, 138. .260, 181. .276, 


356. .559, 


359. .568, 360.. 


569, 


: ! : 
. =( 




554. .808, 562. .714, 564. .791, 


564. .845, 


781. .846 




ru 


Seq. No. 


8897 




Seq. ID 


OJ991210_05.0121 


.C17 


- 


Gene No . 


18987 




Strand 








Start 


593 




End 


1350 






Name 


OJ991210 05.0121.C17.ol.tw 




Method 


TBLASTX: Wheat 




"1 


Start 


510 




End 


844 






GI 


none 




Score 


415 




, 


Exons 


510. .794, 515. .808, 548. .844, 


561. .842 








Seq. No. 


8897 




Seq. ID 


OJ991210_05.0121 


.C17 




Gene No. 


18987 




Strand 








Start 


593 




End 


1350 






Name 


OJ991210 05.0121.C17.o2.gp 




Method 


AAT/GAP 






Start 


593 




End 


1350 






GI 


21844 1.R1084 




Score 


1452 






Exons 


593. .1350 












GI Descrip. 


'1943751 "2.06-33 (U93845) Arabidopsis thaliana ER-type - 


calcium 






pump protein, complete sequence >gi_2078292 (U96455) ER 


-type 






Ca2+-pumping ATPase; ECAlp 


[Arabidopsis 


: thaliana] ' 






Sea No 


8897 




Seq. ID 


OJ991210_05.0121 


. C17 




Gene No. 


18987 




Strand 








Start 


593 




End 


1350 






Name 


OJ991210 05.0121.C17.o2.tm 




Method 


TBLASTX: Maize 






Start 


600 




End 


902 






GI 


none 




Score 


310 








9368 









Exons 



600. .794, 602. .886, 605. .877, 612. .902, 855. ,902 





Seq. No. 


8898 






Seq. ID 


OJ991210_05.0121.C18 




Gene No. 


18988 






Strand 


+ 




Start 


62 






End 


5815 




Name 


OJ991210 05 


.0121 


.C18.ol.gs 


Method 


GENSCAN 




Start 


62 






End 


5815 




GI 


none 






Score 


.8 




Exons 


62. .92, 208 


. .251 


, 603.. 809, 


863. .1724, 


1833. .2133, 2139. .2350, 






2359. .2796, 


.2833 


.,2971, 3028 


..3325, 3518. .4039, 4073. .5815 




Seq. No. 


8898 






Seq. ID 


OJ991210_05.0121.C18 




Gene No. 


18988 






Strand 


+ 




Start 


62 






End 


5815 




Name 


OJ991210 05 


.0121 


.C18.ol.np 


Method 


AAT/NAP 




Start 


1386 






End 


5812 




GI 


6498441 






Score 


5549 




Exons 


1386. .2653, 


2837 


..2971, 3145 


..3868, 4040. .5437, 5531. .5812 




GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of the 






predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon 


RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


8898 






Seq. ID 


OJ991210_05.0121.C18 




Gene No. 


18989 








- 




.Start 


6435 






End 


10064 


■ "t . 


Name 


OJ991210 05 


.0121 


.C18.o5.tw 


Method 


TBLASTX: Wheat 


i;n 


Start 


1538 






End 


1927 




GI 


none 






S core 




bf 


Exons 


a J. -J \J ^ f 


J- J u ^ 










Seq. No. 


8898 






Seq. ID 


OJ991210_05.0121.C18 




Gene No. 


18989 






Strand 




li 


Start 


6435 






End 


10064 




Name 


OJ991210 05 


.0121 


.C18 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


2363 






End 


2750 


; cr 


GI 


none 






Score 


4 95 


. t 


Exons 


2363. .2743, 


2364 


. .2750 








Seq. No. 


8898 






Seq. ID 


OJ991210_05.0121.C18 




Gene No. 


18989 






Strand 






Start 


6435 






End 


10064 


: S7 


Name 


OJ991210 05 


.0121 


.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


2418 






End 


2774 




GI 


none 




'•^ ■- 


Score 


392 




Exons 


2418. .2774, 


2453 


. .2764, 2658 


. .2774 






Seq. No. 


8898 






Seq. ID 


OJ991210__05,0121.C18 




Gene No. 


18989 






Strand 






Start 


6435 






End 


10064 




Name 


OJ991210 05 


.0121 


.C18.03. tm 


Method 


TBLASTX: Maize 




Start 


2801 






End 


3184 




GI 


none 






Score 


287 




Exons 


2801. .3085, 


2802 


..3086, 3074 


. .3184 






Seq. No. 


8898 






Seq. ID 


OJ991210_05. 0121,018 




Gene No. 


18989 






Strand 






■ Start 


6435 






End 


10064 



9369 




Name 


OJ991210 05 


.0121 


.018. o2, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2858 








End - 


3277 




GI 


none 








Score 


281 




Exons 


2858. .3088, 


2859 


. .3089, 


3071. 


.3277, 3095.. 3250, 3097.. 3252 


Seq. No. 


8898 










wU-z^X^XU uo.ux^x 


- v-- X 


mono KT^ 


1 O QQ Q 








Cl-f- -ra nH 






Start 


6435 










X U U O 4 




Name 


OJ991210 05 


.0121 


.018. ol. 


. ts 




TRT ZiQTV • Q ^ d n T-i 

± DXirio 1 A . ooyoean 




Start 


.2937 








End 


3307 




GI 


none 








Score 


154 




Exons 


2937. .3080, 


2954 


. .3079, 


3077. 


.3307 






Seq. No. 


8898 








Seq. ID 


OJ991210_05.0121 


.01 












Strand 






Start 


6435 








End 


10064 




Name 


OJ991210 05 


.0121 


.018.04, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3716 








End 


4174 




GI 


none 








Score 


239 




Exons 


3716. .3970, 


3740 


. .3964, 


3805. 


.3981, 4025. .4174, 4036. .4173 


Seq. No. 


8898 








Seq. ID 


uj yyiziu .UD.uizi 


. Ul 


Gene No, 


18989 








Strand 








6435 








End 


X U U 04 




Name 


OJ991210 05 


.0121 


.018.02, 


ts 


Method 


i dLiAo i A : boyoean 




Start ■ 


3863 








End 


4 4 z y 




GI 


5666795 








Score 


68 




Exons 


3863. .3961, 


4037 


. .4174, 


4229. 


. 4429 






GI Descrip. 


4206306 2.0e-10 


(AFO49110) prpol [Zea 


mays ] 




Seq. No. 


8898 








Seq. ID 


ujyyiziu uo.uxzi 


.Li 




18989 








Strand 






Start 


6435 








End 


10064 




Name 


OJ991210 05 


.0121 


.018.07. 


tw 


Method 


TBLASTX: Wheat 




Start 


4177 








End 


4489 




GI 


none 








Score 


193 




Exons 


4177. .4353, 


4229 


. .4489 










Seq. No. 


8898 








Seq. ID 


OJ991210_05.0121 


.01: 


OCX It? Lnw • 


18989 








Strand 






start 


6435 








End 


10064 




Name 


OJ991210 05. 


.0121 


.018.02. 


tm 


Method 


TBLASTX: Maize 




Start 


4682 








End 


5014 




GI 


none 








Score 


358 




Exons 


4682. .5005, 


4711, 


. .4992, 


4'802. 


.5014 






Seq. No. 


8898 








Seq. ID 


OJ991210_05.0121 


.011 


oclle iNO • 


18989 








Strand 






Start 


6435 








End 


10064 




Name 


OJ991210 05, 


.0121, 


.018. o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4819 








End 


5220 




GI 


none 








Score 


366 . 




Exons 


4819. .5220, 


4820. 


. .5200 










Seq. No. 


8898 








Seq. ID 


OJ991210_05.0121 


.01) 


Gene No. 


18989 








Strand 






Start 


6435 








End 


10064 





9370 




Name 


OJ991210 05.0121.C18.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


5225 




End 


5803 


GI 


none 




.Score 


245 


Exons 


5225.. 5503, 5227.. 5484, 


5249. 


.5617, 5677.. 5799, 5678. .5803 


Seq. No. 


8898 




O C V.^ . 1. u 


OiTQgi?10 OS 0121 C18 












Start 


6435 




FnH 


1 nnfi4 

X U U O 1 


Name 


OJ991210 05.0121.C18.o4 


.tm 




1 oxi/-iO 1 /\ . LMdX cr 


Start 


5672 




End 


5815 


GI 


none 




Score 


184 


Exons 


5672.. 5815, 5677.. 5811 








Seq. No. 


8898 




Seq. ID 


OJ991210_05.0121.C18 


Gene No. 


18989 




Strand 




o tax L. 






End 


10064 


Name 


OJ991210 05.0121.C18.o2 


.gs 


Method 


GENS CAN 


Start 


6435 




End 


10064 


GI 


none 




Score 


.79 


Exons 


6435.. 7274, 7285.-8244, 


8447. 


.9391, 9529.. 9664, 9835.. 9950, 




10005. .10064 








Seq. No. 


8898 




Seq. ID 


OJ991210_05.0121.C18 


Gene No. 


18989 




Strand 


- 




V *± J -J 




End 


10064 


Name 


OJ991210 05.0121.C18.o2 


.np 


Method 


AAT/NAP 


Start 


6438 




End 


9645 


GI 


6907089 




Score 


4153 


Exons 


6438. .8281, 8385. .9645 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sat iva ] 


Seq. No. 


8899 




Seq. ID 


OJ991210_05. 0121,019 


Gene No. 


18990 




Strand 


+ 




218 




End 


2485 


Name 


OJ991210 05.0121.C19.ol 


. gs 


Method 


GENSCAN 


Start 


218 




End 


2485 


GI 


none 




Score 


.8 


Exons 


218. .390, 946. .1252, 1337. .1413, 1975. 


.2104, 2231.. 2265, 




2342. .2485 








Seq. No. 


8900 




Seq. ID 


OJ991210_05.0121.C20 




18991 




Strand 




Start ■ , 


599 




End 


1874 


Name 


OJ991210 05.0121.C20.ol 


.gs 


Method 


GENSCAN- 


Start 


599 




End 


1874 


GI 


none 




Score 


.41 


Exons 


599. .937, 1701. .1874 








Seq. No. 


8900 




Seq. ID 


OJ991210_05.0121.C20 




18992 




Strand 




Start 


3021 




End 


3911 


Name 


OJ991210 05.0121.C20.o2 


.gs 


Method 


GENSCAN 


Start 


3021 




End 


3899 


GI 


none 




Score 


.47 


Exons 


3021. .3899 








Seq. No. 


8900 




Seq. ID 


OJ991210_05.0121.C20 



9371 



Gene No. 


18992 


Strand 






Start 


3021 


End 


3911 




Name 


OJ991210 05.0121.C20.ol.np 


Method 


AAT/NAP 




Start 


3048 


End 


3911 




GI 


3355466 


Score 


116 




Exons 


3048. .3911 








GI Descrip. 


(AC004218) unknown protein [Arabidopsis thaliana] 




Seq. No. 


8901 


Seq. ID 


OJ991210_05.0121 


.C21 


Gene No. 


18993 


Strand 






Start 


1 


End 


140 




Name 


OJ991210 05.0121.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


140 




GI 


5902444 


Score 


205 




Exons 


1 . .140 








GI Descrip. 


(AB030283) GAG-POL orecursor 


[Oryza sativa] 




Seq. No. 


8902 


Seq. ID 


OJ991210_05.0121 


.024 


Gene No. 


18 994 


Strand 


+ 




Start 


1 


End 


625 




Name 


OJ991210 05.0121.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End . 


625 




GI 


5902445 


Score 


990 




Exons 


1 . . 625 








GI Descrip. 


fAB0^n?8^^ GAG-POT. nrprnrc?or 


[Oryza sativa] 




Seq. No. 


8902 


Seq. ID 


OJ991210_05.0121 


.024 


Gene No . 


18994 


Strand 


+ 




Start 


1 


End 


625 




Name 


OJ991210 05 0121 C24 o2 tw 


Method 


TBLASTX: Wheat 




Start 




End 


136 




GI 


none 


Score 


169 




Exons 


1 135 2 136 








Seq. No. 


8902 


Seq. ID 


OJ991210_05.0121 


.024 


Gene No . 


18994 


Strand 


+ 




Start 


1 


End 


625 




Name 


OJ991210 05.0121.C24.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


367 




GI 


none 


Score 


261 




Exons 


1..126, 2. .367 








Seq. No. 


8902 


Seq. ID 


OJ991210_05.0121 


.024 


Gene No. 


18994 


Strand 


+ 




Start 


1 


End 


625 




Name 


OJ991210 05.0121.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


34 


End 


478 




GI 


none 


Score 


267 




Exons 


34. .183, 35. .289, 35. .292, 311. .454, 452. .478 




Seq. No. 


8902 


Seq. ID 


OJ991210_05.0121 


.024 


Gene No. 


18994 


Strand 


+ 




Start 


1 


End 


625 




Name 


OJ991210 05.0121.C24.ol.gs 


Method ^ 


GENSCAN 




Start 


41 


End 


415 




GI 


none 


Score 


.74 




Exons 


41. .415 









9372 




C ■ LH\J t 


8902 




OJ991210_05. 


,0121. 




Gene No. 


18994 


Strand 


+ 






Start 


1 


End 


625 






Name 


OJ991210 05.0121.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


137 


End 


565 






GI 


none 


Score 


402 






Exons 


137. .565, 232. .564 










Seq. No. 


8903 


Seq. ID 


OJ991210_05. 


0121.. 


C25 


Gene No 


18995 


Strand 








Start 


1 


End 


472 






Name 


OJ991210 05.0121.C25.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


472 






GI 


5902444 


Score 


570 






Exons 


1. .472 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


8903 


■Seq. ID 


OJ991210_05. 


0121. 




Gene No. 


18995 


Strand 








Start 


1 


End 


472 






Name 


OJ991210 05.0121.C25.ol.gs 


Method 


GENSCAN 






Start 


11 


End 


415 






GI 


none 


Score 


.88 






Exons 


11. .415 










9(=>n No 

O • IN (J • 


ft 904 


Seq. ID 


OJ991210 03. 


0121. 




Gene No. 


18996 


Strand 


+ 






Start 


2477 


End 


2944 






Name 


OJ991210 03.0121.Cl.ol.gs 


Method 


GENSCAN 






Start 


2477 


End 


2944 






GI 


none 


Score 


.95 






Exons 


2477. .2944 










Seq. No. 


8904 


Seq. ID 


OJ991210_03. 


0121. 


CI 


Gene No . 


18997 


Strand 








Start 


2427 


End 


6395 






Name 


OJ991210 03.0121.Cl.ol.np 


Method 


AAT/NAP 






Start 


2427 


End 


6395 






GI 


5902444 


Score 


3150 






Exons 


2427. .2465, 3864. .6395 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






O C ■ IN w ■ 


8904 


Seq. ID 


OJ991210_03. 


0121. 


n 

W -L 


Gene No. 


18997 


Strand 








Start 


2427 


End 


6395 






Name 


OJ991210 03.0121.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4677 


End 


5079 






GI 


none 


Score 


61 






Exons 


4677. .5078, 4975. .5079 










Seq. No. 


^8905 


Seq. ID 


OJ991210_03. 


0121. 


C2 


Gene No. 


18998 


Strand 


+ 






Start 


1 


End 


13822 






Name 


OJ991210 03.0121.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


10243 






GI 


3980411 


Score 


105 







9373 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..238, 2304. .2636, 2900. .3026, 4239. .4330, 5879. .5985, 
10153. . 10243 ■ 

(AC004561) putative proline-rich protein [Arabidopsis thaliana] 



8905 

18998 

1 

OJ991210_03 . 0121 . C2 . ol . gs 
23 

none 
23. .253 



Seq. ID OJ991210_03.0121-C2 

Strand + 

End 13822 

Method GENSCAN 

End 253 

Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8905 Seq. ID OJ991210 

18998 Strand + 

1 End 13822 

OJ991210_03 . 0121 . C2 . o4 . np Method AAT/NAP 

8841 End 13822 

130582 Score 651 
8841. ,8891, 



03. 0121. C2 



13014, 



13822 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 I pir I I S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| {X13777) ORE [Nicotiana tabacum] 



CI| Seq. No. 


8905 








Seq. ID 


OJ991210 


_03.0121.C2 


ill Gene No. 


18999 








Strand 






ffl Start 


2288 








End 


13005 




■aij Name 


OJ991210 03 


. 0121 . 


C2.o4. 


tm 


Method 


TBLASTX:: 


Maize 


■.^^ Start 


1 








End. 


196 




Q GI 


none 








Score 


207 




U| Exons 


1..195, 2.. 


196 












'-si 

Seq. No. 


8905 








Seq. ID 


OJ991210 


_03.0121-C2 


Gene No. 


18999 








Strand 






i. Start 


2288 








End 


13005 




U Name 


OJ991210 03 


.0121. 


C2.01. 


gp 


Method 


AAT/GAP 




\j Start 


2149 






End 


2652 




GI - 


4716750 








Score 


973 




. =: Exons 


2149. .2652 














Seq. No. 


8905 








Seq. ID 


OJ991210 


_03.0121.C2 


Ul Gene No. 


18999 








Strand 






Start 


2288 








End 


13005 




Name 


OJ991210 03 


,0121. 


C2.02. 


gs 


Method 


GENSCAN 




Start 


2288 








End 


8420 




GI 


none 








Score 


.49 




Exons 


2288. ;2539, 


3759. 


.4079, 


4468. 


.4700, 4764, .5133, 


5498. .5758, 




6141. .6161, 


6242. 


.6360, 


6468. 


.6654, 6740, .7106, 


7182. .7255, 




7553. .7581, 


7802. 


.8420 










Seq. No. 


8905 








'Seq, ID 


OJ991210_ 


_03.0121.C2 


Gene No. 


18999 








Strand 






Start 


• 2288 








End 


13005 




Name 


OJ991210 03 


.0121, 


C2.o2. 


np 


Method 


AAT/NAP 




Start 


4750 








End 


9995 




GI 


5441880 








Score 


2720 




Exons 


4750. .4964, 


5258. 


.5758, 


5863. 


,6161, 6740. ,7073, 


7182, .7321, 



9374 




7923. .8249,. 8508. .8539, 8984. .9995 
GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] .: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8905 Seq. ID OJ991210_03 . 0121 . C2 

18999 Strand 

2288 End 13005 

OJ991210_03 . 0121 .C2 . o2 . gp Method AAT/GAP 

5071 End 5395 

LIB3433-020-P1-K1-A6 Score 590 

5071. .5395 

•5670155/gb|AF161269. 1 1 AF161269 2.0e-35 Oryza sativa subsp. 

japonica BAG clone 34K24, complete sequence* 



Seq. No. 8905 

Gene No. 18999 

Start 2288 

Name OJ991210_03 . 0121 . C2 . o3 . tw 

Start 6833 

GI none 
Exons 



Seq. ID OJ991210_03.0121.C2 
Strand 
End 

Method 
End 
Score 



13005 

TBLASTX: Wheat 

7015 

107 



6833. .6952, 6834. .6953, 6951. .7001, 6962. .7015 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8905 

18999 

2288 

OJ991210_03.0121.C2.o3.gs 

8598 

none 



Seq. ID OJ991210_03.0121.C2 



.Strand 
End 

Method 

End 

Score 



13005 
GENSCAN 
12281 
.62 



8598. .10000, 10419. .10465, 10723 10797, 12217. .12281 



Seq. No. 


8905 




Seq. ID 


OJ991210_03.0121.C2 


Gene No. 


18999 




Strand 




Start 


2288 




End 


13005 


Name 


OJ991210 03. 


0121.C2.ol.tw 


Method 


TBLASTX .-Wheat 


Start 


8757 




End 


9132 


GI 


none 




Score 


66 


Exons 


8757. .8930, 


8768. .8908, 8863. 


.8931, 8955. .9131, 8980. .9132 


Seq. No. 


8905 




Seq. ID 


OJ991210_03.0121.C2 


Gene No. 


18999 




Strand 




Start 


2288 




End 


13005 


Name 


OJ991210 03. 


0121.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


8832 




End 


9428 


GI 


none 




Score 


171 


Exons 


8832. .8903, 


8950. .9249, 8961. 


.9428, 9301. .9423 


Seq. No. 


8905 




Seq. ID 


OJ991210_03.0121.C2 


Gene No. 


18999 




Strand 




Start 


2288 




End 


13005 


Name 


OJ991210 03. 


0121.C2.o3.np 


Method 


AAT/NAP 


Start - 


11112 




End 


13005 


GI 


5902448 




Score 


180 


Exons 


11112. .11145, 12675. .13005 







GI Descrip. (AB030283) orf3 [Oryza sativa] 

Seq. No. 8905 Seq. ID OJ991210_03 . 0121 . C2 



9375 



Gene No. 


19000 




Strand 




Start 


1 JUio 




■ End 


13816 


Name 


OJ991210 03. 0121. C2. 


o3. tm 


Method ■ 


TBLASTX: Maize 


Start 


13018 




End 


13344 


GI 


none 




Score 


129 


Exons 


13018. .13329, 13026. 


.13331, 


13028. .13339, 13028 .. 13321, 




13093. .13344 








Seq. No. 


8905 




Seq. ID 


OJ991210_03.0121.C2 


Gene No. 


19000 




Strand 




btart 


loUio 




End 


13816 


Name 


OJ991210 03. 0121. C2. 


ol, ts 


Method 


TBLASTX : Soybean 


Start 


13203 




End 


13765 


GI 


none 




Score 


85 


Exons 


13203. .13316, 13215. 


.13310, 


13347. .13571, 13412 .. 13567, 




13590. .13661, 13658. 


.13765 






Seq. No. 


8905 




Seq. ID 


OJ991210_03.0121.C2 


Gene No . 


xyuuu 




Strand 




Start 


13018 




End 


13816 


Name 


OJ991210 03. 0121. C2. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


13368 




End 


13789 


GI 


none 




Score 


137 


Exons 


13368. .13571, 13412. 


.13558, 


13590. .13661, 13658.. 13789 


Seq. No. 


8905 




Seq. ID 


OJ991210_03.0121.C2 


Gene No. 


19000 




Strand 




Start 


1 jUio 




End 


13816 


Name 


OJ991210 03. 0121. C2. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


13395 




End 


13816 


GI 


none 




Score 


282 


Exons 


13395. .13661, 13412. 


.13633, 


13572. .13643, 13643 .. 13816, 




13658. .13810, 13687. 


.13812 






Seq. No. 


8906 




Seq. ID 


OJ991210_03.0121.C3 


Gene No. 


19001 




Strand 


+ 


Start 


592 




End 


738 


Name 


OJ991210 03. 0121. C3. 


ol.gp 


Method 


AAT/GAP 


Start 


592 




End 


738 


GI 


21474 1.R1084 




Score 


235 


Exons 


592. .738 








GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidop 




thaliana] * 








Seq. No. 


8906 




Seq. ID 


OJ991210_03.0121.C3 


Gene No. 


19002 




Strand 


+ 


Start 


4241 




End 


4512 


Name 


OJ991210 03. 0121. C3. 


o2 . gp 


Method 


AAT/GAP 


Start 


4241 




End 


4512 


GI 


2310235 




Score 


398 


Exons 


4241. .4512 








GI Descrip. 


5852182/emb|CAB55420 


.11 9.0e 


-13 (AL117265) zhb0012.1 [Oryz 




sativa] 








Seq. No. 


8906 




Seq. ID 


OJ991210_03.0121.C3 


Gene No. 


19003 




Strand 




Start 


233 




End 


5570 



9376 



Name 

Start 

GI 

Exons 



OJ991210_03.0121.C3.ol,gs " Method GENSCAN 
233 End 5570 

none Score . 6 

233. .285, 1114. .1216, 1296. .1394, 1666. .1756, 1851. .2024, 
2132. .2193, 2335. .2408, 2608. .2863, -3035. .3139, 3272. .3391, 
3437. .3720, 3960. .4470, 5416. .5452, 5518. .5570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8906 

19003 

233 

OJ991210_03.0121.C3.ol.np 

1044 

4680204 



Seq. ID OJ991210_03.0121.C3 
Strand 

End . 5570 

Method AAT/NAP 
End 4707 
Score 891 



1044. .1186, 1537. .1756, 1851. .2017, 2111. .3176, 3272. .4707 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 8906 

Gene No. 19003 

Start 233 

Name OJ991210_03 . 0121 . 03 . ol . tw 

Start 3662 

GI none 
Exons 



Seq, ID OJ991210_03.0121.C3 
Strand 

End 5570 

Method TBLASTX : Wheat 

End 4064 

Score 61 



3662. .3832, ^3663. .3779, 3795 .. 4004, ■ 3827 .. 4000, 3979. .4062, 
3990. .4064 



Seq. No. 8907 

Gene No. 19004 

Start 18 

Name OJ991210_03 . 0121 . C4 . ol . gs 

Start 18 

GI none 

Exons 18.. 338 



Seq. ID OJ991210_03.0121.C4 
Strand 

End 338 

Method GENSCAN 

End 338 

Score .41 



Seq. No. 8908 

Gene No. 19005 

Start 1483 

Name OJ991210_03 . 0121 .06. ol . gs 

Start 1483 

GI none 

Exons 1483.. 1551 



Seq. ID OJ991210_03.0121.C6 

Strand + 

End 1551 

Method GENSOAN 

End 1551 

Score .48 



Seq. No. 


8909 








Seq. ID 


OJ991210_03. 


0121. C7 


Gene No, 


19006 








Strand 


+ 




Start 


329 








End 


3246 




Name 


OJ991210 03 


.0121. 


07. ol 


.gs 


Method 


GENSCAN 




Start 


329 








End 


3237 




GI 


none 








Score 


,74 




Exons 


329. .1119, 


1699. . 


2116, 


2153. 


.2287, 2377 


',.2867, 3027 


. .3237 


Seq. No. 


8909 








Seq. ID 


OJ991210_03. 


0121. 07 


Gene No. 


19006 








Strand 


+ 




Start 


329 








End 


3246 




Name 


OJ991210 03 


.0121. 


07. ol 


. np 


Method 


AAT/NAP 




Start 


332 








End 


3222 




GI 


3819099 








Score 


1523 




Exons 


332. .1119, 


1699. . 


2083, 


2174. 


.2287, 2377 


..2933, 3027 


. .3222 



GI Descrip, - (AJ009825) copper amine oxidase [Cicer arietinum] 



9377 





Seq. No. 


8909 






Seq. ID 


OJ991210_03. 0121.C7 




Gene No. 


19006 






Strand 


+ 




Start 


329 






End 


3246 




Name 


Oj991210 03. 


0121.C7.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


437 






End 


901 




GI 


none 






Score 


75 




Exons 


437. .544, 499. .543, 637 


. . 885, 


650. . 901 


, 650. .892 




Seq. No. 


8909 






Seq. ID 


OJ991210_03. 0121-C7 




Gene No. 


19006 






Strand 


+ 




Start 


329 






End 


3246 




Name 


OJ991210 03. 


0121.C7.ol. 


to 


Method 


TBLASTX: Cress 




Start 


488 






End 


3177 




GI 


none 






Score 


54 




Exons 


488. .544, 581. .697, 659 


. .874, 


685. .885 


, 887. .1045, 1696. .2025, 






1697. .2074, 


1700. .2086, 


2226. 


.2288, 2228. .2290, 2376.-2546, 






2386. .2595, 


2614 . .2934, 


2616. 


.2936, 3012.. 3176, 3022.. 3177 




Seq. No. 


8909 






Seq. ID 


OJ991210_03.0121.C7 




Gene No. 


19006 






Strand 


+ 




Start 


329 






End 


3246 




Name 


OJ991210 03. 


0121.C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1697 






End 


3189 




GI 


none 






Score 


408 


-i 


Exons 


1697. .2050, 


1699. .1902, 


1957. 


.2049, 2168. .2290, 2176. .2289, 


:fi 




2374. .2451, 


2386. .2436, 


2446. 


.2595, 2686. .2784, 2763.-2915, 


;if 




2764 . .2934, 


3012. .3170, 


3022. 


.3189 




: sf 


Seq. No. 


8909 






Seq. ID 


OJ991210_03.0121.C7 


, li 


Gene No. 


19006 






Strand 


+ 


3; 
xn'i 


Start 


329 






End 


3246 


'if 

1 


Name 


OJ991210 03. 


0121.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3040 






End 


3246 




GI 


none 






Score 


197 


1,1 


Exons 


3040. .3246, 


3048. .3161 










Seq. No.„ 


8910 






SeqV ID 


OJ991210_03.0121.C8 


XI 
.1 


Gene No r 


19007 






Strand 




«i 


Start 


1935 






End 


"3007 




Name 


OJ991210 03. 


0121.C8.ol. 


gs 


Method 


GENSCAN 




Start 


1935 




End 


3007 




GI 


none 






Score 


.67 




Exons 


1935. .2110, 


2971. .3007 










Seq. No. 


8911 






Seq. ID 


OJ991210_03.0121-C10 




Gene No. 


19008 






Strand 






Start 


1 






End 


1774 




Name 


OJ991210 03. 


0121. CIO. ol 


.gp 


Method 


AAT/GAP 




Start 


1 






End 


1284 




GI 


342 1.R1084 






Score 


2056 




Exons 


1. .1284 












GI Descrip. 


M574 406/gb|AAD24042.1 1 


O.Oe+OO (AF121139) RIM2 protein [Oryza 






sativa] * 












Seq. No. 


8911 






Seq. ID 


OJ991210_03. 0121. CIO 




Gene No. - 


19008 






Strand 





9378 




start 


1 






End 


1774 




Name 


OJ991210 


03. 0121. CIO. ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1288 




GI 


4680203 






Score 


1470 




Exons 


1. .1288 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


8911 






Seq. ID 


OJ991210_03.0121 


.CIO 


Cp-np No 


19008 






Strand 






Start 


1 






End 


1774 




Name 


OJ991210 


03. 0121. CIO. ol. 


gs 


Method 


GENSCAN 




Start 


12 






End 


1288 




GI 


none 






Score 


.46 




Exons 


12 . . 173, 


476. .1288 










Seq. No. 


8911 






Seq. ID 


OJ991210_03.0121 


.CIO 


cprip No 


19008 






Strand 






Start 


1 






End 


1774 




Name 


OJ991210 


03. 0121. CIO. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


27 






End 


368 




GI 


none 






Score 


104 




Exons 




27. .194, 70. .195, 100. .195,, 1 


88. .367, 189. .368 




Seq. No. 


8 911 






*^pa TO 


- 

OJ991210_03.0121 


.CIO 




1. y \j \j o 












Start 


1 








1774 




Name 


OJ991210 


03. 0121. CIO. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


111 






End 


496 




GI 








Score 


115 , 




Exons 


111 194 


188.. 391, 189. 


.368, 


407. .496 






Seq. No. 


8911 






Seq. ID- 


OJ991210_03.0121 


.CIO 




19008 
J. J \j \j \j 






Strand 






Start 


1 






End 


1774 




Name 


OJ991210 


03. 0121. CIO. ol. 


tc 


Method 


TBLASTX: Cress 




Start 


188 






End 


503 




GI 


none 






Score 


68 




Exons 


188 496 


216. .311,. 351. 


,503 








Seq. No. 


8911 






Seq. ID 


OJ991210_03.0121 


.CIO 


Rpnp No 


19008 






Strand 






Start 


1 

X 






End 


1774 




Name 


OJ991210 


03. 0121. CIO. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


236 






End 


665 




GI 


none 






Score 


105 




Exons 


236. .532, 


249. .500, 582. 


.665, 


590. . 664 






Seq. No. 


8911 






Seq. ID 


OJ991210_03.0121 


.CIO 


Gene No. 


19008 






Strand 






Start 


1 






End 


1774 




Name 


OJ991210 


03. 0121. CIO. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


586 






End 


982 




GI 


none 






Score 


185 




Exons 


586. .828, 


594. .836, 596. 


.847, 


597. .839 


, 623. .847, 830-. 


982, 




844. .963, 


854. .955 










Seq. No. 


8911 






Seq. ID 


OJ991210_03.0121 


.CIO 



9379 



Gene No. 


19008 




Strand 








Start 


1 




End 


1774 






Name 


OJ991210 03. 0121. CIO. o2 




Method 


AAT/GAP 






Start 


1149 




End 


1774 






GI 


2310235 




Score 


305 






Exons 


114 9. . 1288, 1737 .. 1774 












GI Descrip. 


5852182/emb|CAB55420. 1 1 


9.0e- 


13 (AL117265) zhb0012 


. 1 [Oryza 




sativa] 












Seq. No. 


8912 




Seq. ID 


OJ991210_03 


.0121 


.Cll 


Gene No. 


19009 




Strand 


+ 






Start 


4724 




End 


4949 






Name 


OJ991210 03. 0121. Oil. o3 


.gp 


Method 


AAT/GAP 






Start 


4724 




End 


4949 






GI 


2312838 




Score 


65 






Exons 


4724,,. 4782, 4929. .4949 












GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 








4-coiimarate-CoA ligase 


gene, 


intron 1, 


partial sequence 




Seq. No. 


8912 




Seq. ID 


OJ991210 03 


.0121 


.Cll 


Gene No. 


19010 




Strand 








Start 


415 




End 


6210 






Name 


OJ991210 03.0121.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


415 




End 


6210 






GI 


none 




Score 


. 42 






Exons 


415. .424, 856. .972, 1377. .1540, 3366.. 


3578. 5127 


5384, 






5570. .5683, 5763. .5854, 


6144. 


.6210 








Seq. No. 


8913 




Seq. ID 


OJ991210 03 


.0121 


.C12 


Gene No . 


19011 




Strand 


+ ~ 






Start 


9 




End 


363 






Name 


OJ991210 03.0121.C12.ol 


.gs 


Method 


GENSCAN 






Start 


9 




End 


363 






GI 


none 




Score 


.54 






Exons 


9. .148, 333. .363 












Seq. No. 


8913 




Seq. ID 


OJ991210_03 


.0121 


.C12 


Gene No. 


19012 




Strand 








Start 


1 




End 


229 






Name 


OJ991210 03.0121.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


229 






GI 


6721556 




Score 


82 






Exons 


1. .229 












GI Descrip. 


(AP001073) hypothetical 


■protein [Oryza 


sativa] 








gi 1-6815081 Idbj IBAA90367 


.11 (AP001081) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


8913 




Seq. ID 


OJ991210_03 


.0121 


.C12 


Gene No . 


19013 




Strand 








Start 


914 




End 


1111 






Name 


OJ991210 03.0121.C12.o2 


.gs 


Method 


GENSCAN 






Start- 


914 




End 


1111 






GI 


none 




Score 


1 






Exons 


914. .1111 












Seq. No. 


8914 




Seq. ID 


OJ991210_03 


.0121 


.C13 


Gene No. 


19014 




Strand 


+ 







9380 




start 


3206 


End 


5902 


Name 


OJ991210 03.0121.C13.o2.gs 


Method 


GENSCAN 


Start 


3206 


End. 


5902 


GI 


none 


Score 


.57 


Exons 


3206.. 3241, 5596.. 5677, 5736.. 5902 




Seq. No. 


8914 


Seq, ID 


OJ991210_03.0121.C13 


-r^ M ^s. 

Liene ino . 


19015 . 


Strand 


+ 


Start 


6593 


End 


10824 


Name . 


OJ991210 03.0121.C13.o3.gs 


Method 


GENSCAN 


Start 


6593 


End 


10824 


GI 


none 


Score 


.54 


Exons 


6593.-6652, 6737. .6901, 8108. .8259, 10650. .10824 


Seq. No. 


8914 


Seq. ID 


OJ991210_03.0121.C13 


Gene No. 


19016 


Strand 


+ 


Start 


19537 


End 


25064 


LNctiUcr 


OJ991210 03.0121.C13.o3.np 


Method 


AAT/NAP 


Start 


19537 


End 


25064 


GI 


4680341 


Score 


626 


Exons 


19537. .19590, 21720 .. 21911, 


21970. .22344, 22643 .. 22693, 




25043. .25064 






GI Descrip. 


{AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


8914 


Seq.. ID 


Oj991210_03.0121.C13 


Gene No . 


19017 


Strand 




Start 


11 


End 


2003 


Name 


OJ991210 03 . 0121.C13.ol .gs 


Method 


GENSCAN 


Start 


11 


End 


805 


GI 


none 


Score 


.54 


Exons 


11. .202, 235. .343, 624. .805 






Seq. No. 


8914 


Seq. ID 


OJ991210_03.0121.C13 


Gene No. 


19017 


Strand 




o t ar u 


11 


End 


2003 


Name 


OJ991210 03.0121.C13.ol.np 


Method 


AAT/NAP 


Start 


20 


End 


2003 


GI 


6681342 . 


Score 


154 


Exons 


20. .382, 1957. .2003 






GI Descrip. 


(AC015985) unknown protein. 


3' partial 


[Arabidopsis thaliana 


Seq. No. 


8914 


Seq. ID 


OJ991210_03.0121.C13 


Gene No. 


19018 


Strand 




Start 


11202 


End 


14134 


Name 


OJ991210 03.0121.C13.ol.gp 


Method 


AAT/GAP 


o Lair L 


11202 


End 


12235 


GI 


13133 1.R1084 


Score 


1807 


Exons 


11202. .11825, 11920. .12235 






GI Descrip. 


'4415931/gb|AAD20161| 3.0e- 


83 {AC00641E 


J) unknown protein 




[Arabidopsis thaliana] >gi 


4559393_gb_AAD23053.1_AC006526_18 




(AC006526) unknown protein 


[Arabidopsis thaliana] * 


Seq. No. 


8914 


Seq. ID 


OJ991210_03 . 0121 . C13 


Gene No. 


19018 


Strand 




Start 


11202 


End 


14134 


Name 


OJ991210 03.0121.C13.o2.np 


Method 


AAT/NAP 


Start 


11448 


End 


13248 



9381 





GI 


4415931 




Score 


1471 




Exons 


11448'; . 11825, 11920. .13248 










GI Descrip. 


(AC006418) putative ubiquitin 


[Arabidopsis thaliana] 




Seq. No. 


8914 




Seq. ID 


OJ991210 03 0121 C13 

\JKJ ^ X £^ X\J \J -J . \J X ^ X. m \^ X 




Gene No . 


19018 




o I. X diiVMi 






Start 


11202 




End 


14134 




Name 


OJ991210 03 0121 C13 o4 as 






W I-J LN O V^iT-iN 




Start 


11448 ~ 




End 


13248 




GI 


none 




Score 


.56 




Exons 


11448 .. 11825, 11920 13248 










Seq. No. 


8914 




Seq. ID 


OJ991210_03.0121.C13 




Gene No. 


19018 




Strand 






Start 


11202 




End 


14134 




Name 


OJ991210 03 0121 ri3 n2 an 




Method 


AAT/GAP 




Start 


12684 ~ 

X ^ V) o 1 




End 


14134 




GI 


20328 1 R1084 




Score 


2058 




Exons 


12684~ 13462 13551 13629 


13740. .13834, 13983.. 14134 




GI Descrip. 


' 441 /ah 1 AADPOl 61 1 R Op^- 


38 


(AC006418) unknown protein 






[Arabidopsis thaliana] >gi 


4559393_gb_AAD23053.1_AC006526_ll 






(AC006526) unknown protein 


[Arabidopsis thaliana] ' 


.3 3'. 


Seq. No. 


R 91 4 

O -7 X *1 




Seq. ID 


OJ991210_03.0121.C13 


. »i 


Genp No 


19019 
1. J \j ±. J 




Strand 




iat i 


Start 


25843 




End 


26111 


t" 1 £ 


Name 


OJ991210 03 0121 C13 o4 ts 




Method 


TBLASTX : Soybean 


! Li 


Start 


11 ~ 
X X 




End 


175 


i" °i 


GI 


none 




Score 


151 


t i 


Exons 


11. .175, 12. .161 








Q 

ry 


Seq. No. 


R91 4 




Seq. ID 


OJ991210_03.0121.C13 




Gene No 


19019 




Strand 






Start 


25843 




End 


26111 




Name 


OJ991210 03 0121 C13 o3 tr 




Method 


TBLASTX: Cress 


^1 


Start 


21 ~ 




End 


175 


1- J, 


GI 


none 




Score 


116 


: ~\ 

"a sf 


Exons 


27. .161, 38. .175 








ri 

'S cr 


Seq. No. 


8914 




Seq. ID 


OJ991210_03.0121.C13 




Gene No. 


19019 




Strand 






Start 


25843 




End 


26111 




Name 


OJ991210 03.0121.C13.o3.tm 




Method 


TBLASTXiMaize 




Start 


42 




End 


175 




GI 


none 




Score 


135 




Exons 


42. . 161, 44. .175 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8914 
19019 
25843 
OJ991210 
11332 
none 
11332 
11420 
11519 
12529 



03.0121.C13.ol.tm 



11361, 11333. .11368, 

11476, 11421. .11828, 

11830, 11920. .12531, 

12783, 12781. .13212, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11334 . .11369, 
11423. .11830, 
11921. .12532, 
12783. .13022, 



OJ991210 03.0121.C13 



26111 

TBLASTX: Maize 
13258 
42. 

11416. .11790, 
11424. .11852, 
12520. .12783, 
12784. .13245, 



9382 






13043. 


.13222, 13238. 


.13258 








Seq. No. 


8914 






Seq. ID 


OJ991210_03.0121 


.C13 


Gene No . 


19019 






Strand 






Start 


25843 






End 


26111 




Name 


OJ991210 03.0121.C13 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11466 






End 


11831 




GI 


none 






Score 


215 




Exons 


11466. 


.11828, 11467. 


.11829, 


11538. .11831 




Seq, No. 


8914 






Seq. ID 


OJ991210_03.0121 


.C13 


Gene No. 


19019 






Strand 






Start 


25843 






End 


26111 




Name 


OJ991210 03.0121.C13 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11586 






End 


12384 




GI 


none 






Score 


74 




Exons 


11586. 


.11852, 11923, 


.11970, 


11947. .12138, 12154. .12195, 






12232. 


.12300, 12325. 


.12384 








Seq. No. 


8914 






Seq. ID 


OJ991210_03.0121 


,C13 


Gene No . 


19019 






Strand 






Start 


25843 






End 


26111 




Name 


OJ991210 03.0121.C13 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


11923 






End 


12276 




GI 


none 






Score 


64 




Exons 


11923. 


.11973, 11971. 


.12138, 


12232. .12276 




Seq. No. 


8914 






Seq. ID 


OJ991210_03.0121 


.C13 


Gene No. 


19019 






Strand 






Start 


25843 






End 


26111 




Name 


OJ991210 03.0121.C13 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11974 






End 


12571 




GI 


none 






Score 


170 




Exons 


. 11974. 


.12138, 11975. 


.12139, 


11984 . .12157, 12143. . 12217, 






12148, 


.12198, 12211. 


.12555, 


12223. .12309, 12227.. 12571 




Seq. No. 


8914 






Seq. ID 


OJ991210_03.0121 


.C13 


Gene No . 


19019 






Strand 






Start 


25843 






End 


26111 




Name 


OJ991210 03.0121.C13 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


12796 






End 


13098 




GI 


none 






Score 


112 




Exons 


12796. . 


.13098, 12799. 


.13095 








Seq. No. 


8914 






Seq, ID 


OJ991210_03.0121 


.C13 


Gene No . 


19019 






Strand 






Start 


25843 






End . 


26111 




Name 


OJ991210 03.0121.C13, 


. o3.ts 


Method 


TBLASTX : Soybean 




Start 


12892 






End 


13092 




GI 


none 






Score 


78 




Exons 


12892. , 


,13092, 12903.. 


.13076 








Seq. No. 


8914 






Seq. ID 


OJ991210_03.0121 


.C13 


Gene No. 


19019 






Strand 






Start 


25843 






End 


26111 




Name 


OJ991210 03.0121.C13. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13072 






End 


13428 





9383 



GI 

Exons 



none 



Score 



206 



13072. .13245, 13076 13246, 13256 13324 , 13336 13392 , 
13338. .13391, 13339 .. 13392, 13371 .. 13427 , 13374 134 15, 
13375.. 13428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8914 

19019 

25843 

OJ991210_03.0121.C13.o4.tw 

22192 

none 

22192. .22209, 22231 22326, 
22352. .22372, 22352 .. 22399, 
22404. .22469, 22574 .. 22633, 



8914 

19019 

25843 

OJ991210_03.0121.C13.o2.tw 

23685 

none 

23685. .'23729, 23738 .. 23842, 
23860. .24042 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991210 03.0121.C13 



26111 

TBLASTX: Wheat 
22652 
46 

22233. .22283, 22234 .. 22332 , 
22394. .22468, 22403 224 68 , 
22617. .22652 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99121(3_03.0121.C13 
26111 

TBLASTX: Wheat 

24042 

67 



23739. .23819, 23747 .. 23839, 



Seq. No. 8914 

Gene No. 19019 

Start 25843 

Name OJ991210_03 . 0121 .C13 . o2 . tm 

Start 23774 

GI none 

Exons 23774. .23842, 23799 .. 23855, 

Seq. No. 8914 

Gene No. 19019 

Start 25843 

Name OJ991210_03 . 0121 . C13 . o6 . gs 

Start 25843 

GI none 

Exons 25843. .25971, 26040.. 26111 



Seq. ID OJ991210_03.0121.C13 
Strand 

End 26111 

Method TBLASTX : Maize 

End 24087 

Score 43 
23872. .24087, 23879.. 23989 

Seq. ID OJ991210_03.0121.C13 
Strand 

End 26111 

Method GENSCAN 

End 26111 

Score .89 



Seq. No. 8915 

Gene No. 19020 

Start 66 

Name OJ991210_03 . 0121 . C14 . ol . gs 

Start 66 

GI none 

Exons 66.. 235, 494.. 565 

Seq. No. 8916 

Gene No. 19021 

Start 439 

Name OJ991210_03 . 0121 . C15 . ol . gs 

Start 439 

GI none 

Exons 439.. 617 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991210_03.0121.C14 
+ 

565 

'GENSCAN 
565 
.8 



OJ991210_03.0121.C15 
+ 

617 

GENSCAN 

617 

.55 



Seq. No. 



8916 



Seq. ID OJ991210_03.0121.C15 



9384 




Gene No. 


19022 


Strand 






Start 


1 


End 


1222 ' 




Name 


OJ991210 03.0121.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1 o o o 

1222 




GI 


6721512 


Score 


83 




Exons 


1..21, 805. .923, 965. .1094, 


1122. .1222 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8917 


Seq. ID 


OJ991210_03 . 0121 . 


C17 


Gene No. 


19023 


Strand 


+ 




Start 


1 ■ 


End 


624 




Name 


OJ991210 03.0121.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


624 




GI 


2995405 


Score 


/"TO 

618 




Exons 


1. .624 








GI Descrip, 


(Y12432) polyprotein [Ananas 


comosus] 






Seq. No. 


8917 


Seq. ID 


OJ991210_03 . 0121 . 


C17 


Gene No. 


19023 


Strand 


+ 




Start 


1 


End 


624 




Name 


OJ991210 03.0121.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9 : - 


End 


375 




GI 


none 


Score 


75 




Exons 


9. .68, 56. .283, 124. .279, 304. .375 






Seq. No. 


8917 


Seq. ID 


OJ991210_03 . 0121 . 


C17 


Gene No. 


19023 


Strand 


+ 




Start 


1 


End 


624 




Name 


OJ991210 03.0121.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


80 


End 


489 




GI 


none 


Score 


219 




Exons 


80. .283, 80. .283, 124. .285, 


298. .435, : 


303. .452, 304. .489 


Seq. No. 


8917 


Seq. ID 


OJ991210_03.0121. 


C17 


Gene No. 


19023 


Strand 


+ 




Start 


1 


End 


624 




Name 


OJ991210 03.0121.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


82 


End 


250 




GI 


none 


Score 


187 




Exons 


82. .246, 83. .250 








Seq. No. 


8917 


Seq. ID 


OJ991210_03.0121. 


C17 


Gene No. 


19023 


Strand 


+ 




Start 


1 . • « 


End 


624 




Name 


OJ991210 03.0121.C17.ol.gs 


Method 


GENSCAN 




Start 


265 


End * 


480 




GI 


none 


Score 


.94 




Exons 


265. .480 








Seq. No. 


8917 


Seq. ID 


OJ991210 03.0121. 


C17 


bene No . 


19023 


Strand 


+ 




Start 


1 


End 


624 




Name 


OJ991210 03.0121.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


307 


End 


623 




GI 


none 


Score 


215 




Exons 


307. .537, 327. .533, 533. .622 


, 534. .623 







9385 



1 



Seq. No. 8918 Seq. ID OJ991210_03 . 0121 . C19 

Gene No. 19024 Strand 

Start 428 ■ End 1950 

Name OJ991210_03 . 0121 . C19 . ol . np Method AAT/NAP 

Start 407 End 1950 

GI 2130082 Score 740 

Exons 407.. 823, 933.. 1950 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi| 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 Iprf I I2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 8918 Seq. ID 

'Gene No. 19024 Strand 

Start ' 428 End 

Name OJ991210_03 . 0121 . C19 . ol . gs Method 

Start 428 End 

GI none Score 

Exons 428.. 823, 1036.. 1830 



OJ991210_03.0121.C19 

1950 
GENSCAN 
1830 
.7 



Seq. No. 


8918 


Seq. ID 


OJ991210_03.0121 


.C19 


Gene No. 


19024 


Strand 






Start 


428 


End 


1950 




Name 


OJ991210 03.0121.C19.ol. 


ts Method 


TBLASTX : Soybean 




Start 


443 


End 


1512 




GI 


none 


Score 


67 




Exons 


443. .562, 444. .554, 644. 


.778, 754. .825 


, 783. .824, 934.. 


981, 




935.. 973, 948.. 998, 985. 


.1512, 993. .1163, 1006. .1455, 1016. .li 


Seq. No. 


8918 


Seq. ID 


OJ991210_03.0121 


.C19 


Gene No. 


19024 


Strand 






Start 


428 


End 


1950 




Name 


OJ991210 03.0121.C19.ol. 


tc Method 


TBLASTX: Cress 




Start 


446 


End 


1905 




GI 


none 


Score - 


71 




Exons 


446. .556, 707. .778, 991. 


.1182, 1285. .1518, 1774. .1905 




Seq. No. 


8918 


Seq. ID 


OJ991210_03.0121 


.C19 


Gene No. 


19024 


Strand 






Start 


428 


End 


1950 




Name 


OJ991210 03.0121.C19.ol. 


gp Method 


AAT/GAP 




Start 


553 


End 


995 




GI 


LIB3434-012-P1-K1-A6 


Score 


566 




Exons 


553.. 823, 933.. 995 








GI Descrip. 


•2586083 9.0e-14 (U72725 


) receptor kinase-like protein 


[Oryza 




longistaminata] ' 








Seq. No. 


8918 


Seq. ID 


OJ991210_03.0121 


.C19 


Gene No. 


19024 


Strand 






Start 


428 


End 


1950 




Name 


OJ991210 03.0121.C19.ol. 


tm Method 


TBLASTX: Maize 




Start - 


940 


End 


1375 




GI 


none 


Score 


66 





Exons 940. .966, 1003. .1158, 1022, .1087, 1024. .1158, 1207. . 1374, 

1214 . .1375 



9386 




Seq. No. 


8918 


Seq. ID 


OJ991210_03.0121.C19 


Gene No. 


19024 


Strand 




Start 


428 


End 


1950 


Name 


OJ991210 03.0121.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


949 


End 


1155 


GI 


none 


Score 


180 


Exons 


949. .1155 






Seq. No. 


8919 


Seq. ID 


OJ991210_03.0121.C20 


Gene No. 


19025 


Strand 


— 


Start 


1 


End 


1571 


Name 


OJ991210 03.0121.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1571 


GI 


2586083 


Score 


808 


Exons 


1..1037, 1110.. 1571 






GI Descrip. 


{U72725) receptor kinase-like 


protein 


[Oryza longistaminata 



Seq. No. 8919 

Gene No. 19026 

Start 2780 

Name OJ991210_03 . 0121 . C20 . ol . tc 

Start 6 

GI none 

Exons 6.. 80, 6.. 80, 132.. 503, 135 



OJ991210 03.0121.C20 



Seq. ID 
Strand 
End 

Method 
End 
Score 

485, 135. .485, 135. .485, 135. .473, 
135. .398, 135. .338, 142. .459, 144. .470, 144. .503, 145. .372, 
327. .464, 546. .752, 591. .776, 591. .752, 594. .788, 594. .752, 
603. .752, 789. .959, 792. .1358, 792. .1076, 801. .1346, 804. .1142, 
1008. .1346, 1011. .1355, 1018. .1350, 1071. .1349, 1084. .1194, 
1167. .1355 



3985 

TBLASTX: Cress 

1358 

97 

.485, 135. .485, 135. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8919 

19026 

2780 

OJ991210_03.0121.C20.ol.tm 
6 

none 



OJ991210_03. 0121.C20 
3985 

TBLASTX: Maize 
1367 
74 

6. .80, 132. .485, 135. .359, 135. .455, 135. .398, 135. .401,^ 
144. ..470, 145. .384, 198. .470, 211. .384, 216. .479, 351. .482, 
351. .482, 489. .575, 591. .782, 594. .785, 594. .752, 594. .761, 
594. .779, 801. .1208, 873. .1346, 1020. .1349, 1077. .1358, 
1080.. 1367, 1090.. 1248, 1093.. 1353 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8919 

19026 

2780 

OJ991210_03.0121.C20.ol.ts 

135 

none 



Seq. ID OJ991210_03.0121.C20 
Strand 

End 3985 

Method TBLASTX : Soybean 

End 1355 

Score 78 



135. .485, 135. .473, 135. .347, 135. .416, 141. .485, 144. .482, 
145. .384, 147. .482, 211. .477, 360. .431, 483. .587, 591. .776, 
594. .788, 594. .752, 792. .1349, 795. .1073, 795. .959, 801. .1346, 
804.. 1139, 1069.. 1263, 1167.. 1355 



Seq. No. 8919 Seq. ID 

Gene No. 19026 Strand 

Start 2780 End 

Name OJ991210 03 . 0121 . C20 . ol . tw Method 



OJ991210_03.0121.C20 
3985 

TBLASTX: Wheat 



9387 



start 
GI 

Exons 



189 End 1319 

none Score 80 

189. .344, 261. .416, 417. .479, 433. .582, 435. .581, 591. .842, 

630. .842, 1077. .1160, 1170. .1319 



Seq. No. 8919 Seq. ID OJ991210_03 . 0121 . C20 

Gene No. 19026 Strand 

Start 2780 End 3985 

Name OJ991210_03 . 0121 .C20 . o2 . np Method AAT/NAP 

Start 2780 End 3985 

GI 5922636 Score 205 

Exons 2780.. 2826, 3577.. 3985 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 1 dbj I BAA85212 . 1 1 {AP000570) ESTs 
C99517 (E20319) ,AU078130(E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


8920 


Seq. ID 


OJ991210_ 


_03.0121.C21 


Gene No. 


19027 


Strand 


+ 




Start 


438 


End 


3 7;? 9 




Name 


OJ991210 03.0121.C21.o2.np 


Method 


AAT/NAP 




Start 


438 


End 


3799 




GI 


5852181 


Score 


96 




Exons 


438. .501, 3540. .3799 








GI Descrip. 


{AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


8920 


Seq. ID 


OJ991210_ 


_03.0121.C21 


Gene No. 


19027 


Strand 


+ 




Start 


438 


End 


3799 




Name 


OJ991210 03.0121.C21.ol.gs 


Method 


GENSCAN 




Start 


770 


End 


1488 




GI 


none 


Score 


.85 




Exons 


770. .1111, 1225. .1488 








Seq. No. 


8920 


Seq. ID 


OJ991210_ 


_03.0121.C21 


Gene No. 


19028 


Strand 






Start 


1 


End 


2273 




Name 


OJ991210 03.0121.C21.ol.np 


Method 


'AAT/NAP 




Start 


1 


End 


2273 




GI 


5922636 


Score 


141 




Exons 


1..152, 956. .1116, 1266. .1359, 2217..; 


2273 




GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) 


correspond to 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016^69 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) ,AU078130(E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


8920 




Seq. ID 


OJ991210 


Gene No. 


19029 




Strand 




Start 


2213 




End 


3061 


Name 


.OJ991210 03. 


.0121.C21.o2.gs 


Method 


GENSCAN 


Start 


2213 




End 


3061 


GI 


none 




Score 


.71 


Exons 


2213. .2363, 


3012. .3061 






Seq. No. 


8921 




Seq. ID 


OJ991210 



9388 




Gene No. 


19030 




Strand 






Start 


698 




End 


2012 




Name 


OJ991210 03 . 0121 . C22 . ol 


.gs 


Method 


GEN SCAN 




Start 


698 




End 


2005 




GI 


none 




Score 


. 51 




Exons 


698.. 729, 1765.. 2005 










Seq. No. 


8921 




Seq. ID 


OJ991210 


_03.0121,C22 


Gene No. 


19030 




Strand 






Start 


698 




End 


2012 




Name 


OJ991210_03 . 0121 . C22 . ol 


.np 


Method 


AAT/NAP 




Start 


1740 




End 


2012 




GI 


4680179 




Score 


217 




Exons 


1740 . . 2012 










GI Descrip. 


(AF111709) polyprotem 


[Oryza 


sativa ; 


subsp. indica] 


Seq. No. 


8921 




Seq. ID 


OJ991210 


_03.0121.C22 


Gene No. 


19030 




Strand 






Start 


698 




End 


2012 




Name 


OJ991210 03 . 0121 .C22 , ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


1784 




End 


2011 




GI 


none 




Score 


11 




Exons 


1784. .2011, 1848. .2009 










Seq. No. 


8921 




Seq. ID 


OJ991210 


03.0121.C22 


Gene No. 


19030 




Strand 






Start 


698 




End 


2012 




Name 


OJ991210_03. 0121 .022 .ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1790 




End 


2011 




GI 


none 




Score 


80 




Exons 


17 90.. 2011, 1817.. 1969, 


1848 . . 


. 1994 






Seq. No, 


8922 




Seq. ID 


OJ991210 


03.0121.C23 


Gene No. 


19031 




Strand 


+ 




Start 


6941 




End 


7242 




Name 


OJ991210_03 . 0121 .C23 . o2 


.gs 


Method 


GENSCAN 




Start 


6941 




End 


7242 




GI 


none 




Score 


.92 




Exons 


6941.. 7022, 7049.. 7242 










Seq. No. 


8922 




Seq. ID 


OJ991210 


_03.0121.C23 


Gene No. 


19032 




Strand 


+ 




Start 


7569 




End 


11206 




Name 


OJ991210_03.0121.C23.o3, 


.gs 


Method 


GENSCAN 




Start 


7569 




End 


10002 




GI 


none 




Score 


.68 




Exons 


7569. .7793, 7880. .8048, 


8252 . . 


8285, 8590. .8755, 


8789. .8911, 




8983. .9127, 9863. .10002 










Seq. No. 


8922 




Seq. ID 


OJ991210 


_03.0121.C23 


Gene No. 


19032 




Strand - 


+ 










End ' ^^ 


11206 • 




Name 


OJ991210 03.0121.C23.ol, 


-gp 


Method 


AAT/GAP 




Start 


8800 


End 


9249 




GI 


uC-osflM202048ellbl 




Score 


511 




Exons 


8800.. 8911, 8983.. 9078, 


9170. . 


9249 






GI Descrip. 


•24 94312/sp|P70541 IE2BG 


_RAT 9. 


Oe-13 TRANSLATION 


INITIATION 



9389 



FACTOR EI-F-2B' GAMMA SUBUNIT (EIF-2B GDP-GTP EXCHANGE -FACTOR) 
>gi_15370i5 (U38253) initiation factor eIF-2B gamma subunit 
[Rattus norvegicus] ' 





Seq. No. 


8922 


Seq. ID 


OJ991210_03.0121. 


C23 




Gene No. 


19032 


Strand 


+ 






Start 


7569 


End 


11206 






Name 


OJ991210 03.0121.C23.o2.np 


Method 


AAT/NAP 






Start 


8852 


End 


11206 






GI 


2983302 . 


Score 


51 






Exons 


8852. .8911, 8986. .9078, 11157 


. .11206 








GI Descrip. 


(AE000704) mannose-l-phosphate guanyltransf erase [Aquifex 






aeolicus] 










Seq. No. 


8922 


Seq. ID 


OJ991210_03.0121. 


C23 




Gene No. 


19033* 


Strand 








Start 


1 


End 


6394 






Name 


OJ991210 03.0121.C23.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3250 






GI 


4680179 


Score 


1005 






Exons 


1..1046, 1206. .1971, 3226. .3250 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


8922 


Seq. ID 


OJ991210_03.0121. 


C23 




Gene No. 


19033 


Strand 








Start 


1 


End 


6394 




I-I i 


Name 


OJ991210 03.0121.C23.ol.tm 


Method 


TBLASTX: Maize 




\'\ i 
\ kt 


Start 


1 


End 


378 




C=l 


GI 


none 


Score 


94 




i-U 


Exons 


1..189, 3.-377, 235. .378 










Seq. No. 


8922 


Seq. ID 


OJ991210_03.0121. 


C23 


ni 


Gene No. 


19033 


Strand 






i; 


Start 


1 


End 


6394 






Name 


OJ991210 03.0121.C23.ol.tw 


Method 


TBLASTX: Wheat 






Start 


3 


End 


483 






GI 


none 


Score 


281 






Exons 


3. .377, 4. .483, 426. .482 








Si, 


Seq. No. 


8922 


Seq. ID 


OJ991210_03.0121. 


C23 




Gene No. 


19033 


Strand 








Start 


1 


End 


6394 






Name 


OJ991210 03.0121.C23.ol.gs 


Method 


GENSCAN 






Start 


273 


End 


6394 






GI 


none 


Score 


.41 






Exons 


273. .526, 984. .1035, 1053. .1133, 1496 


..1710, 2743. .2889, 








2894. .3071, 3597. .4147, 5755. 


5879, 6066.. 6394 






Seq. No. 


8922 


Seq. ID 


OJ991210_03.0121. 


C23 




Gene No. 


19033 


Strand 








Start 


1 


End 


6394 






Name 


OJ991210 03.0121.C23.o2.tw 


Method 


TBLASTX: Wheat 






Start 


1616 


End 


1987 






GI 


none 


Score 


49 






Exons 


1616. .1987, 1617. .1757, 1799. 


1960 








Seq. No. 


8922 


Seq. ID 


OJ991210_03.0121. 


C23 



9390 



.Gene No. 

Start 

Name 

Start 

GI 

Exons 



19034 Strand 

8746 End 

OJ991210_03 . 0121 . C23 . o2 . tm Method 

8746 End 

none Score 



9262 

TBLASTX: Maize 

9250 

37 



8746. .8808, 8815. .8874, 8843. .8875, 8968. .9081, 8982. .9080, 
9164. .9250, 9169. .9210 



Seq. No. 


8922 


Seq. ID 


OJ991210_03. 0121. 023 


Gene No . 


19034 


Strand 




Start 


8746 


End 


9262 


Name 


OJ991210 03.0121.C23.ol. ts 


Method 


TBLASTX : Soybean 


Start 


8842 


End 


9262 


GI 


none 


Score 


55 


Exons 


8842.. 8892, 8846.. 8887, 8965. 


.9081, 9164. .9262 


Seq. No. 


8923 


Seq. ID 


OJ991210_03. 0121. 024 


Gene No. 


19035 


Strand 


+ 


Start 


362 


End 


776 


Name 


OJ991210 03.0121.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


356 


End 


776 


GI 


none 


Score 


95 


Exons 


356. .454, 372. ,446, 382. .456, 


394 . .456, 


546. .776, 547. .768 


Seq. No. 


8923 


Seq. ID 


OJ991210_03. 0121. 024 


Gene No. 


19035 . 


Strand 


+ 


Start 


362 


End 


776 


Name 


OJ991210 03.0121.C24.ol.gp 


Method 


AAT/GAP 


Start 


362 


End 


701 


GI 


uC-osflM202048ellbl 


Score 


437 


Exons 


362. .452, 547. .701 






GI Descrip. 


'2494312/spl P70541 1 E2BG RAT 9 


. Oe-13 TRANSLATION INITIATION 



FACTOR EIF-2B GAMMA SUBUNIT (EIF-2B GDP-GTP EXCHANGE FACTOR) 
>gi_1537015 {U38253) initiation factor eIF-2B gamma subunit 
[Rattus norvegicus] * " 



Seq. No. 


8923 






Seq. ID 


OJ991210 


Gene No. 


19035 






Strand 


+ 


Start 


362 






End 


776 


Name 


OJ991210 03.0121.024 


.ol 


. gs 


Method 


GENSOAN 


Start 


372 






End 


766 


GI 


none 






Score 


.95 


Exons 


372. .452, 547. .766 










Seq. No. 


8924 






Seq. ID 


OJ991210^ 


Gene No. 


19036 






Strand 


+ 


Start 


1 






End 


619 


Name 


OJ991210 03.0121.025 


.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


619 


GI 


342 1.R1084 






Score 


1024 


Exons 


1. .619 










GI Descrip. 


M574 4 06/gb| AAD24 042 


.11 


0. 


Oe+00 (AF121139) RIM2 




sativa] * 










Seq. No. 


8924 






Seq. ID 


OJ991210_ 


Gene No. 


19036 






Strand 


+ 


Start 


1 






End 


619 



9391 






Name 


OJ991210 03.0121.C25.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


619 






GI 


4680203 


Score 


567 






Exons 


1. . 619 










GI Descrip. 


(AF114171) TNP2-like protein 


.[Sorghiim 


bicolor] 






Seq. No. 


8924 


Seq. ID 


OJ991210_03.0121 


.C25 




Gene No. 


19036 


Strand 


+ 






Start 


1 


End 


619 






Name 


OJ991210 03.0121.C25.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1 


End 


616 






GI 


none 


Score 


290 






Exons 


1..405, 2. .406, lie. 421, 429 


..470, 431. .475, 478. .573, 








482. .541, 520. .615, 521. .616 










Seq. No. 


8924 


Seq. ID 


OJ991210_03.0121 


.C25 




Gene No . 


19036 


Strand 


+ . 






Start 


1 


End 


619 






Name 


OJ991210 03.0121,C25.ol.gs 


Method 


GENSCAN 






Start 


320 


End 


460 








none 


Score 


.8 






Exons 


320. .460 










Seq. No. 


8925 


Seq. ID 


OJ991210_03.0121 


.C27 




Gene No. 


19037 


Strand 






.!! 


Start 


363 


End 


668 




ri 


Name 


OJ991210 03.0121.C27.ol.np 


Method 


AAT/NAP 




11 


Start 


363 


End 


668 






GI 


4063770 


Score 


221 




,a| 


Exons 


363. .668 










GI Descrip. 


(AB004 906) transposase [Ipomoea purpurea] 




:s} 
; J 

Cf 


Seq. No. 


8926 


Seq. ID 


OJ991220_02.0127 


.CI 




Gene No . 


19038 


Strand 


+ 






Start 


147 


End 


868 




;o! 


Name 


OJ991220 02.0127.Cl.ol.tm 


Method 


TBLASTX: Maize 




hi 


Start 


144 


End 


868 




is: . 


GI 


none 


Score 


184 




: sf 


Exons 


144. .305, 149. .265, 202. .282, 


812. .868 






J 

=i 


Seq. No. 


8926 


Seq. ID 


OJ991220_02.0127 


.CI 




Gene No . 


19038 


Strand 


+ 






Start 


147 


End 


868 






Name 


OJ991220 02.0127.Cl.ol.gs. 


Method 


GENSCAN 






Start 


147 


End 


868 






GI 


none 


Score 


.64 






Exons 


147. .294, 816. .868 










Seq. No. 


8927 


Seq. ID 


OJ991220_02.0127 


.C2 




Gene No. 


19039 


Strand 








Start 


909 


End 


3229 






Name 


OJ991220 02.0127.C2.ol.gs 


Method 


GENSCAN 






Start 


909 


End 


3229 






GI 


none 


Score 


.8 






Exons 


909. .1049, 1853. .2141, 2663.. 


2734, 2818. .2995, 3181. .3229 




Seq. No. 


8927 


Seq. ID 


OJ991220_02.0127 


.C2 



9392 




Gene No . 


19040 


Strand 




Start 


4605 


End 


4796 


Name 


OJ991220 02.0127.C2.o2.gs 


Method 


GENSCAN 


Start 


4605 


End 


4796 


GI 


none 


Score 


.55 


Exons 


4605. .4796 






Seq. No. 


8927 


Seq. ID 


OJ991220_02.0127.C2 


Gene No. 


19041 


Strand 




Start 


5565 


End 


9247 


Name 


OJ991220 02.0127.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


903 


End 


3023 


GI 


none 


Score 


159 


Exons 


903. .1049, 906. .1061, 1853.. 


2143, 1853 


..2143, 1854. .2144, 




2660.. 2734, 2663.. 2734, 2665 


..2742, 2667. .2747, 2798. .2893, 




2814.. 2924, 2816.. 2890, 2820 


..2900, 2907.. 3023, 2910.. 2996 


Seq. No. 


8927 


Seq. ID 


OJ991220_02.0127.C2 


Gene No. 


19041 


Strand 




Start 


5565 


End 


9247 


Name 


OJ991220 02.0127.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


906 


End 


2846 


GI 


none 


Score 


69 


Exons 


906. .1004, 907. .978, 909. .1004, 920. .1048, 1853. .2143, 




1854.. 2072, 1949.. 2125, 2663 


. .2734, ,2665. .2742, 2814. .2846 


Seq. No. 


8927 


Seq. ID 


OJ991220_02.0127.C2 


Gene No. 


19041 


Strand 




Start 


5565 


End 


9247 


Name 


OJ991220 02.0127.C2.ol.np 


Method 


AAT/NAP 


Start 


5565 


End 


9247 


GI 


4454050 


Score 


241 


Exons 


5565.. 5690, 7340.. 7676, 8397 


..8522, 9199. .9247 


GI Descrip. 


(AL035394) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8927 


Seq. ID 


OJ991220_02.0127.C2 


Gene No . 


19041 


Strand 




Start 


5565 


•End 


9247 ■ 


Name 


OJ991220 02.0127.C2.o3.gs 


Method 


-GENSCAN 


Start 


6992 


End 


8522 


GI 


none 


Score 


.99 


Exons 


6992.. 7676, 8397.. 8522 






Seq. No. 


8928 


Seq. ID 


OJ991220_02.0127.C3 


Gene No. 


19042 


Strand 




Start 


60 


End 


144 


Name 


OJ991220 02.0127.C3.ol.gp 


Method 


AAT/GAP 


Start 


60 


End 


144 


GI 


69953 1.R1084 


Score 


109 


Exons 


60. .144 






GI Descrip. 


•5295936/cibj | AB026295 . 2 | AB026295 7 . Oe- 


34 Oryza sativa genomic 




DNA, chromosome w6, clone : P0681F10, complete sequence' 


Seq. No. 


8928 


Seq. ID 


OJ991220_02.0127.C3 


Gene No. 


19043 


Strand 




Start 


602 


End 


966 


Name 


OJ991220 02.0127.C3.ol.gs 


Method 


GENSCAN 



9393 



start 
GI 

Exons 



602 
none 
602. .966 



End 
Score 



966 
.82 



Seq. No. 8929 Seq. ID 

Gene No. 19044 Strand 

Start 83 End 

Name OJ991220_02 . 0127 . C5 . ol . gs Method 

Start 83 End 

GI none Score 

Exons 83.. 133, 450.. 584 



OJ991220_02.0127.C5 
+ 

584 

GENSCAN 

584 

.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8930 Seq. ID 

19045 Strand 

5186 End 

OJ991220_02 . 0127 .C6 . o2 . gs Method 

5186 End 

none Score 

5186. .5338, 5429. .5596, 5735. .5749 



OJ991220_02.0127.C6 
+ 

5749 
GENSCAN 
5749 
. 95 



8930 Seq. ID 

19046 Strand 

12324 - End 

OJ991220_02.0127.C6.ol.gp Method 

12324 End 

LIB34 33-054-P1-K1-E2 Score 
12324.. 12695 

•6015437/dbj I AB008112.il AB008112 2.0e-12 Homo sapiens PEXl mRNA, 
complete cds * 



OJ991220_02.0127.C6 
+ 

12695 
AAT/GAP 
12695 
711 



8930 Seq. ID 

19047 Strand 

2 End 

OJ991220_02.0127.C6.ol.np Method 

2 End 

6721547 Score 



OJ991220_02.0127.C6 

10443 
AAT/NAP 
10220 
1488 



2. .1842, 2972. .3440, 10142. .10220 

{AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. No. 


8930 








Seq. ID 


OJ991220 


Gene No. 


19047 








Strand 




Start 


2 








End 


10443 


Name 


OJ991220 02 


.0127 


. C6 . o3 . 


gs 


Method 


GENSCAN 


Start 


6566 








End 


10429 


GI 


none 








Score 


.41 


Exons 


6566. .6856, 


7199 


. .8587, 


9482. 


.10429 




Seq. No. 


8930 








Seq. ID 


OJ991220 


Gene No. 


19047 








Strand 




Start 


2 








End 


10443 


Name 


OJ991220 02 


.0127 


.06. o2. 


np 


Method 


AAT/NAP 


Start 


.6753 








End 


10443„. 


GI 


4680207 








Score 


780 ' ■ ~ " 


Exons 


6753. .7347, 


7402 


. .8468, 


9482. 


.9564, 9632.. 10443 



GI Descrip. (AF114171) disease resistance protein RPMl homolog [Sorghum 
bicolor] 



9394 



Seq. No. 8930 

Gene No. 19048 

Start 10455 

Name OJ991220_02 . 0127 . C6 . ol . ts 

Start 138 

GI none 
Exons 



Seq. ID OJ991220_02.0127.C6 
Strand 

End 15643 .:'( • ■ 

Method TBLASTX : Soybean 

End 13577 

Score 52 

1421, 1444. .1668, 



138. .515, 861. .1016, 1245. .1430, 1311. 
1446. .1679, 1650. .1853, 1666.. 1743, 1874. .1960, 7406. .7561, 
7796. .7975, 7992. .8117, 7994. .8227, 8198. .8302, 8244. .8273, 
8339.. 8512, 11754 .. 12131, 12483 .. 12 635 , 12864 .. 1304 6, 
13063. .13287, 13065 .. 13292 , 13269 13373, 13300 .. 13362 , 
13398. .13577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991220 02. 0127. C6 



Seq. No. 
Gene No, 
Start 
Name 
Start • 
GI 

Exons 



8930 Seq. ID 

19048 Strand 
10455 End 
OJ991220_02 . 0127 . C6 . ol . tc Method 
927 End 
none Score 
927. .1016, 1074. .1109, 1200. .1259, 1254 
1668. .1760, 1934. .2008, 3196. .3276, 3283. .3357, 6674 
7472. .7654, 7802. .7897, 8000. .8173, 8216 .. 8311, ''8435 



15643 

TBLASTX: Cress 
,15126 
79 

1331, 1452,. 1625, 
6892, 
8479, 



8486. .8554, 9746. .9805, 9815. .9886, 11751 .. 12038 , 12873 .. 12968 , 
12892. .13053, 13071 .. 13217 , 13123 131 94 , 13230 .. 13277 , 
13287. .13394, 13288 .. 133B0, i3500 13544 , 13551 .. 13619, 
14536. .14616, 14815.. 15126 



Seq. ID OJ991220_02.0127.C6 
Strand 
End 

Method 
End 
Score 

927. .1055, 1065. .1175, 1197. .1376, 1273. .1368, 7472. .7600, 
7607. .7711, 7769.. 7897, 12546. . 12674 , 12657 .. 12791, 
12816. .12995, 12892.. 12996 



8930 

19048 

10455 

OJ991220_02.0127.C6.o3,tm 

927 

none 



15643 

TBLASTX: Maize 

12996 

64 



Seq. No. 8930 

Gene No. 19048 

start 10455 

'-'-^ Name OJ991220_02 ,0127 . C6 . ol . tm 

Start 1413 

GI none 

Exons 1413.. 1658, 1447.. 1671, 7958. 
13066. .13242 



OJ991220_02.0127.C6 
15643 

TBLASTX: Maize 

13277 

113 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8200, 7995.. 8195, 13032 .. 13277 , 



Seq. No. 8930 
Gene No. 19048 
Start 10455 

Name OJ991220_02 . 0127 . C6 . ol . tw 

Start . ■ 1459 

GI none 

Exons 1459.. 1659, 1461.. 1661, 1650. 

8009. .8209, 8198. .8305, 8244. 
13269. .13376, 13270.. 13377 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991220 02. 0127. C6 



15643 

TBLASTX: Wheat 
13377 
96 

1757, 1651. .1758, 8007. .8201, 
8300, 13078. .13278, 13080 .. 13280, 



Seq. No. 



8930 



Seq. ID OJ991220_02.0127.C6 



9395 



# • 



Gene No. 


19048 


Strand 




Start 


10455 


End 


15643 


Name 


OJ991220 02.0127.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


1677 


End 


13652 


GI 


none 


Score 


51 


Exons 


1677. .1748, 1681. .1749, 1788 


..1850, 1854. .2003, 1880. .2002 




8216.. 8296, 8339.. 8401, 8430 


..8555, 8 


432.. 8554, 13287.. 134 




13288. .13467, 13495. .13620, 


13497. .13619, 13521.. 13652 


Seq. No. 


8930 


Seq. ID 


OJ991220_02.0127.C6 


Gene No. 


19048 


Strand 




Start 


10455 


End 


15643 


Name 


OJ991220_02.0127.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1785 


End 


13603 


GI 


none 


Score 


79 


Exons 


1785. .1871, 1874. .1987, 1881 


..1985, 8 


336.. 8539, 8337.. 8537 




13393.. 13602, 13398.. 13601, 


13451. . 13603 


Seq. No. 


8930 


Seq. ID 


OJ991220_02.0127.C6 


Gene No. 


19048 


Strand 




Start 


10455 


End 


15643 


Name 


OJ991220 02.0127.C6.o4.np 


Method 


AAT/NAP 


Start 


10455 


End 


15643' 


Q GI 


4521190 


Score 


554 


1 '\ Exons 


10455. .10487, 12471. .13617, 


14332. .14 


697, 15605.. 15643 


GI Descrip. 


(AB013448) Pib [Oryza sativa 


] gi 1 4521192 Idbj IBAA76282.il 




(AB013449) Pib [Oryza sativa 


] 




Q Seq. No. 


8930 


Seq. ID 


OJ991220_02.0127.C6 


Ly Gene No. 


19048 


Strand 




;^=^ Start 


10455 


End 


15643 


Name 


OJ991220_02.0127.C6.o3.np 


Method 


AAT/NAP 


• Start 


10790 


End 


14722 


'L. GI 


. 6721547 


Score 


1447 


CI? Exons 


10790. .10843, 11661 .. 13458, 


14312.. 14722 


GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448 


Seq. No. ,r: 


- 8930 


Seq. ID 


OJ991220_02.0127.C6 


Gene No. 


19048 


Strand 




Start 


10455 


End 


15643 


i.-l Name 


0J9 91220 02 . 0127 .C6. o4 . gs 


Method 


GENSCAN 


' Start 


11643 


End 


15123 


GI 


none 


Score 


.82 


Exons 


11643.. 13 61 7, 143 12.. 144 93, 


14560. .15123 


Seq. No. 


8930 


Seq. ID 


OJ991220_02.0127.C6 


Gene No. 


19048 


Strand 




Start 


10455 


End 


15643 


Name 


OJ991220 02.0127.C6.o6.np 


Method 


AAT/NAP 


Start 


13167 


End ' 


15201 


GI 


6721549 


Score 


608 


Exons 


13167. .13617, 14312. .14515, 


14542.. 15201 


GI Descrip, 


(AP001073) Similar to Disease resistance gene homolog 9N. 




(AF105140) [Oryza sativa] 






Seq. No. 


8931 • 


Seq. ID 


OJ991220_02.0127.C7 


Gene No. 


19049 


.Strand 





9396 




Start 


966 








End 


1260 


Name 


OJ991220 02 


.0127. 


C7.01. 


gs 


. Method 


GENSCAN 


Start 


966 








End 


1260 


GI 


none 








Score 


.4 


Exons 


966. .1260 












Seq. No. 


8931 








Seq. ID 


OJ991220_02.0127.C7 


Gene No. 


19050 








Strand 




Start 


2614 








End 


5997 




OJ991220 02 


.0127. 


C7.01. 


gp • 


Method 


AAT/GAP. 


Start 


2498 








End 


3741 


GI 


uC-osroM202003cl2a2 




Score 


717 


Exons 


2498. .2694, 


2794. 


.2872, 


2956. 


.3012, 3669. .3741 


GI Descrip. 


'3702326 3. 


Oe-27 


(AC005397) hypothetical protein [Arabidops, 




thaliana] ' 












Seq. No. 


8931 








Seq. ID 


OJ991220_02.0127.C7 


Gene No. 


19050 








Strand 




Start 


2614 








End 


5997 




OJ991220 02 


,0127. 


C7.o2. 


gs 


Method 


GENSCAN 


Start 


2614 








End 


5997 


GI 


none 








Score 


.81 


Exons 


2614. .2717, 


2794. 


.2872, 


2956. 


.3012, 3669.. 3756, 3988.. 4.060, 




4382. .4451, 


5186, 


.5291, 


538 9. 


.5454, 5537. .5636, 5675. .5779, 




5852. .5997 












Seq. No. 


8931 








Seq. ID 


OJ991220_02,0127.C7 


Gene No. 


19050' " 








Strand 




Start 


^ U ^ *3 








End 


5997 


Name 


OJ991220 02 


.0127. 


C7,ol, 


np 


Method 


AAT/NAP 


Start 


2731 








End 


5610 


GI 


3702326 








Score 


577 


Exons 


2731. .2872, 


2956. 


.3012, 


3669. 


.3756, 3988. .4060, 4382. .4424, 




5186. .5291, 


5389. 


.5454, 


5537. 


.561.0 




GI Descrip. 


(AC005397) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


8931 








Seq. ID 


OJ991220_02.0127.C7 


Gene No. 










Strand 




Start 


2614 








End 


5997 


Name 


OJ991220 02 


.0127. 


C7.01. 


ts 


Method 


TBLASTX : Soybean 




2774 








End 


5592 


GI 


none 








Score 


91 


Exons 


2774. .2881, 


2795. 


.2872, 


2796. 


.2882, 2953. ,3015, 2957. .3013, 




2968. .3015, 


3669. 


.3758, 


3670. 


.3759, 3964. ,4059, 3987.. 4.058, 




4362. .4424, 


4378. 


.4443, 


4380. 


.4427, 4381. .4443, 5183. .5290, 




5187. .5282, 


5190. 


.5291, 


5388. 


.5453, 5569. .5592 


Seq. No. 


8931 








Seq. ID 


OJ991220_02.0127,C7 


Gene No. 


19050 








Strand 






2614 








End 


5997 


Name 


OJ991220 02 


.0127, 


C7.02. 


tm 


Method 


TBLASTX: Maize 


Start 


2790 








End 


3046 


GI 


none 








Score 


138 


Exons 


2790. .2882, 


2792. 


.2917, 


2792. 


.2908, 2947. .3036, 2948.. 3046, 




2948. .3046 












Seq. No. 


8931 








Seq. ID 


OJ991220_02.0127.C7 



9397 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



19050 
2614 

OJ991220_02.0127.C7.ol.tc 

2792 

none 



Strand 
End 

Method 
End 
Score 

2792. .2881, 2795. .2872, 2796. .2882, 2953. .3015, 2957. .3013, 
3669.. 3764, 3670. .3747, 3987., 4037 



5997 

TBLASTX: Cress 

4037 

75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8931 
19050 
2614 

OJ991220_02.0127.C7.ol.tm 
3666 



Seq. ID OJ991220__02.0127.C7 
Strand 

5997 

TBLASTX: Maize 
5617 
58 



End 

Method 
End 

none Score 
3666. .3716, 3671. .3715, 3708. .3758, 3709. .3759, 3715 
3987. .4058, 3988. .4059, 3990. .4064, 4362. .4427, 4380 
5176. .5286, 5177. .5290, 5190. .5291, 5192. .5290, 5200 
5377. .5457, 5388.-5459, 5432. .5455, 5534. .5611, 5543 



.3762, 
.4427, 
.5292, 
.5617 



Seq. No. 


8932 








Seq. ID 


OJ991220_02.0127 


.08 


Gene No. 


19051 








• Strand 


+ 




Start 


1 








End 


1493 




Name 


OJ991220 02 


.0127.C8, 


.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


1426 




GI 


6692116 








Score 


131 




Exons 


1..61, 1124 


. .1426 












(a± L/coorJ-p. 


\ riv^ U U / / OH } 


F22C12.6 


[Arabidopsis thaliana] 




Seq. No. 


8932 








Seq. ID 


OJ991220_02.0127 


.08 


Gene No. 


19051 








Strand 


+ 




Start 


1 








End 


1493 




Name 


OJ991220 02 


.0127.08, 


.ol 


.gs 


Method 


GENSOAN 




Start 


1232 








End 


1493 




GI 


none 








Score 


.7 




Exons 


1232. .1348, 


1437. .1493 










Seq. No. 


8932 








Seq. ID 


OJ991220_02.0127 


.08 


Gene No. 


.19052 








Strand 


+ 




Start 


2969 








End 


3895 




Name 


OJ991220 02 


.0127.08. 


.ol 


.gp 


Method 


AAT/GAP 




Start 


2841 








End 


3196 




GI 


none 








Score 


641 




Exons 


2841. .3196 














Seq. No. 


8932 








Seq. ID 


OJ991220_02.0127 


.08 


Gene No. 


19052 








Strand 


+ 




Start 


2969 








End 


3895 




Name 


OJ991220 02 


.0127.08. 


.o2 


.gs 


Method 


GENSOAN 




Start 


2969 








End 


3895 




GI 


none 








Score 


.48 




Exons 


2969. .3895 














Seq. No. 


8933 








Seq. ID 


OJ991220_02.0127 


.09 


Gene No. 


19053 








Strand 






Start 


198 








End 


2024 




Name 


OJ991220 02 


.0127.09. 


,o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


" 192 








End 


816 





9398 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
192. .308, 619. .816, 638. .814 



129 



8933 

19053 

198 

OJ991226_02.0127.C9.ol.tm 

193 

none 

193. .309, 194. .337, 198. .308, 
1368.. 1436, 1372.. 1437, 1678. 
1680.. 1862, 1681.. 1839, 1833. 
1880. .2017 



Seq. ID OJ991220_02.0127.C9 
Strand 
End 

Method 
End 
Score 

619. .864, 620. .862, 1356. .1436, 



2024 

TBLASTX: Maize 

2017 

150 

620. .862, 1356. 



1836, 1679. .1837, 1680. .1838, 
1988, 1834. .1992, 1838. .1987, 



Seq. No. 


8933 






Seq. ID 


OJ991220_02.0127. 


C9 


Gene No. 


19053 






Strand 






Start 


198 






End 


2024 




Name 


OJ991220 


02. 0127. C9. 


. ol . gs 


Method 


GENSCAN 




Start 


198 






End 


1823 




GI 


none 






Score 


.67 




Exons 


198. .307, 


621. .860, 


1371. . 


1434, 1681.. 


.1823 




Seq. No. 


8933 






Seq. ID 


OJ991220_02.0127. 


C9 


Gene No. 


19053 






Strand 






Start y 


198 






End 


2024 




Name 


OJ991220 


02. 0127. C9, 


, ol'.np 


Method 


AAT/NAP. 




Start 


201 






End 


2024 




GI 


2316016 






Score 


662 




Exons 


201. .307, 


621. .860, 


1371. . 


1434, 1681.. 


.2024 




GI Descrip. 


(U92650) 


MRP-like ABC transporter [Arabidopsis thaliana] 




Seq. No. 


8933 






Seq. ID 


OJ991220_02.0127. 


C9 


Gene No. 


19053 






Strand 






Start 


198 






End 


2024 




Name 


OJ991220 


02.0127-C9. 


,ol.tc 


Method 


TBLASTX: Cress 




Start 


204 






End 


1437 




GI 


none 






Score 


' 69 




Exons 


204. .308, 


223. .309, 


619. .8 


164, 620.. 862, 792-. .863, 1372.. 


1437, 




1373. .1435 










Seq. No. 


8933 






Seq. ID 


OJ991220_02.0127. 


C9 


Gene No. 


19053 






Strand 






Start 


198 






End 


2024 




Name 


OJ991220 


02. 0127. C9. 


. ol . tw 


' Method 


TBLASTX: Wheat 




Start 


685 






End 


1836 




GI 


none 






Score 


■114 




Exons 


685. .861, 


689. .862, 


1681. . 


1836, 1712.. 


1834 





Seq. No. 8933 

Gene No. 19053 

Start 198 

Name OJ991220_02 . 0127 . C9 . ol . 

Start 817 

GI none 

Exons 817.. 861, 1375.. 1437, 1 
1833. .1988, 1833. .1988, 



Seq. ID OJ991220_02.0127.C9 
Strand 

End 2024 

ts Method TBLASTX: Soybean 

End 1989 

Score 71 
376. .1435, 1678. .1836, 1679. .1837, 
1906. .1989 



9399 




Seq. No. 


8933 




Seq, ID 


OJ991220 


_02.0127 


.C9 


Gene No . 






Strand 








Start 


198 




End 


2024 






Name 


OJ991220 02. 0127. C9, 


o2. tc 


Method 


TBLASTX: 


Cress 




Start 


1681 




End 


1988 






GI 


none 




Score 


89 






Exons 


1681,-1836, 1682.. 18 


37, 1833.. 1988, 18 


33, .1988 






Seq. No, 


8934 




Seq. ID 


OJ991220 


_02.0127 


,C10 


Gene No. 


19054 




Strand 








o Larr 


9275 




End 


1 ^ Z oD 






Name 


OJ991220 02. 0127, CIO 


.o3.gs 


Method 


GENSCAN 






Start 


9275 




End 


14265 






GI 


none 




Score 


.59 






Exons 


9275.. 9297, 10502 .. 10666, 11336,. 11474 


, 12303., 


12473, 






14188. .14265 












Seq. No. 


8934 




Seq. ID 


OJ991220 


_02,0127 


.CIO 


Gene No. 


19055 




Strand 


+ 








24796 




End 


4 ^ ^ 






Name 


OJ991220 02. 0127, CIO 


.o4.np 


Method 


AAT/NAP 






Start 


24414 




End 


25916 






GI 


6006367 




Score 


41 






Exons 


24414. .24553, 25861. 


.25916 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq, No. 


8934 




Seq. ID 


OJ991220 


_02.0127 


,C10 


Gene No, 


19055 




Strand 


+ 






Start 


24796 




End 


32499 






Name 


OJ991220 02. 0127. CIO 


. o5 . gs 


Method 


GENSCAN 






Start 


24796 




End 


32499 






GI 


none 




Score 


.57 






Exons 


24796. .24853, 25235. 


.25349, 


25581. .25648, 27607 


, ,27770, 






28754. .29071, 29132. 


.29432, 


30692. .30777, 30908 


, ,31131, 






31205. .31265, 31928. 


.32122, 


32275. .32499 






Seq, No. 


8934 




Seq. ID 


OJ991220 


_02,0127 


,C10 


Gene No , 


19056 




Strand 


+ 






Start 


35545 




End 


40317 






Name 


OJ991220 02. 0127. CIO 


. o3 . gp 


Method 


AAT/GAP 






Start 


35540 




End 


36042 






GI 


5003741 




Score 


759 






Exons 


35540. .35766, 35851. 


.36042 










Seq, No. 


8934 




Seq. ID 


OJ991220 


_02,0127 


,C10 


Gene No. 


19056 




Strand 


+ 






otar u 


35545 




End 


40317 






Name 


OJ991220 02. 0127, CIO 


. o7 .gs 


Method 


GENSCAN 






Start 


35545 




End 


39281 






GI 


none 




Score 


.67 






Exons 


35545. .35648, 35757. 


.36154, 


36995. .37080, 37152 


. .37441, 






37519. .37579, 38067. 


.38162, 


38742. .38897, 39105 


. .39281 




Seq. No, 


8934 




Seq. ID 


OJ991220 


_02,0127 


,C10 


Gene No. 


19056 




Strand 


+ 






Start 


35545 




End 


40317. 






Name 


OJ991220 02, 0127, CIO 


. o6 . np 


Method 


AAT/NAP 







9400 



start 


35577 


End 


37594 


GI 


5295966 


Score 


487 


Exons 


35577. .35766, 35851 .. 36154 , 


36995. .37084, 37222 .. 3744 1, 




37519. .37594 






GI Descrip. 


(AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Oryza 




sativa] 






Seq. No. 


8934 


Seq. ID 


OJ991220_02. 0127. CIO 


Gene No. 


19056 


Strand 


+ 


Start 


35545 


End 


40317 


Name 


OJ991220 02.0127.C10,o7.np 


Method 


AAT/NAP 


Start 


35596 


End 


38676 


GI 


2129844 


Score 


334 


Exons 


35596. .35766, 35851. .36154, 


36995. .37080, 37218 .. 374 4 1, 




38625. .38676 






GI Descrip. 


stress-induced protein stil 


- soybean 




Seq. No. 


8934 


Seq. ID 


.OJ991220_02. 0127. CIO 


Gene No. 


19056 


Strand 


+ 


Start 


35545 


End 


40317 


Name 


OJ991220_02 .0127 .CIO. o8 .np 


Method 


AAT/NAP 


Start 


36089 


End 


40317 


GI 


6522560 


Score 


137 


Exons 


36089 .. 36151, 39083 .. 39270 , 


40278. .40317 


GI Descrip. 


(AL132967) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


8934 


Seq. ID 


OJ991220_02. 0127. CIO 


Gene No. 


19056 


Strand 


+ 


Start 


35545 


End 


40317 


Name 


0 J991220_02. 0127 .CIO. o4 . gp 


Method 


AAT/GAP 


Start 


38135 


End 


39525 


GI 


98709_1.R1084 


Score 


1134 


Exons 


38135. .38162, 38742 .. 388 97 , 


39105. .39525 


GI Descrip. 


JJoddUJ l.Ue-1/ (ACUU4DDO) 


unknown protein [Arabidopsis 




thaliana] * 






Seq. No. 


8934 


Seq. ID 


OJ991220_02. 0127. CIO 


Gene No. 


19057 


Strand 




o uar c 


1 


End 


4235 


Name 


OJ991220 02.0127.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1877 


GI 


3142303 


Score 


830 


Exons 


1..60, 512. .1877 






GI Descrip. 


(AC002411) Strong similarity 


to MRP-like ABC transporter 



gb|U92650 from A. thaliana and canalicular multi-drug resistance 
protein gb|L4 9379 from Rattus norvegicus . [Arabidopsis thaliana] 



Seq. No. 8934 

Gene No. 19057 

Start 1 

Name OJ991220_02 . 0127 .CIO . ol . gs 

Start 516 

GI none 

Exons 516.. 1402, 1438.. 2070, 2441. 
4157. .4235 



OJ991220_02. 0127. CIO 

4235 
GENSCAN 
4235 
.47 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,2550, 3581.. 3620, 3693.. 3878, 



Seq. No. 



8934 



Seq. ID OJ991220 02. 0127. CIO 



9401 



Gene No. 19058 Strand 

Start . 15779 End 

Name OJ991220_02 , 0127 . CIO . o4 . gs Method 

Start 15779 End 

GI none Score 

Exons 15779. 

19232. 

22034. 



23298 
GENSCAN 
22596 
.41 

.16005, 16401. .17043, 18121 .. 18279, 18509 18843, 
.19302, 19842. .20541, 20634 .. 20758 , 21444 21622, 
,22171, 22525.. 22596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8934 Seq. ID OJ991220_02 . 0127 . CIO 

19058 Strand 

15779 End 23298 

OJ991220_02 .0127 . CIO . ol . gp Method AAT/GAP 

18665 End 18726 

4878407 Score 88 

18665. .18726 

6069643/dbj I AP000616.il AP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,8934 Seq. ID 

19058 Strand 

15779 . End 
OJ991220__02 .0127 . CIO . o2 . np Method 
19678 End 
5295955 Score 



OJ991220_02. 0127. CIO 

23298 
AAT/NAP 
22237 
680 



19678. .20615, 20644 .. 207 63> 2144 4 .. 21558 , 22102. .22237 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8934 Seq. ID 

19058 Strand 

15779 End 

OJ991220_02 . 0127 . CIO . o3 . np Method 

21725 End 

4680186 Score 
21725. .21759, 23135.. 23298 

(AF111709) unknown [Oryza sativa subsp, indica] 



OJ991220_02. 0127. CIO 

23298 
AAT/NAP 
23298 
220 



8934 Seq. ID OJ991220_02 . 0127 . CIO 

19059 Strand 

33821 End 34239 

OJ991220_02 . 0127 . CIO . o2 . gp Method AAT/GAP 

33636 . End 34239 

267_2^-R1084 Score 108 6 

33636. .34239 

'2116601/dbj IBAA20144 I 4.0e-47 (AB003784) HistoneH3 [Drosophila 
simulans] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8934 

19059 

33821 

OJ991220_02. 0127. CIO. o6.gs 

33821 

none 

33821. .34231 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991220_02. 0127, CIO 

34239 
GENSCAN 
34231 
1 



Seq. No. 



8934 



Seq. ID OJ991220_02. 0127 .CIO 



9402 




Gene No, 


19059 


Strand 




Start 


33821 


End 


34239 


Name 


OJ991220 02.0127.C10.o5.np 


Method 


AAT/NAP 


Start 


33824 


End 


34231 


GI 


122085 


Score 


673 


Exons 


33824. .34231 






GI Descrip. 


HISTONE H3 gi | 81641 | pir | | S06250 histone H3 - Arabidopsis 




thaliana gi | 82482 | pir | | S04099 


histone 


H3 (variant H3R-21) - 




gi| 1362194 Ipirl IS57626 histone H3 - maize gi I 20251 1 emb | CAA3 




(X13678) histone H3 (AA 1-136) 


(Oryza 


sativa] 




gi 1202531 emb 1CAA31970I (X13680) histone H3 (AA 1-136) [Oryz, 




sativa] gi 1168493 (M36658) histone H3 


(H3C3) [Zea mays] 




gi 1168495 (M13378) h 






Seq. No. 


8934 


Seq. ID 


OJ991220__02. 0127. CIO 


Gene No. 


19060 


Strand 




Start 


39854 


End 


40292 


Name 


OJ991220 02 . 0127 . CIO . ol . tc 


Method 


TBLASTX: Cress 


Start 


510 


End 


. 1874 


GI 


none 


Score 


89 


Exons 


510. .638, 511. .609, 513. .671, 


738. .1436, 765. .959, 991..144i 




1442. .1873, 1452. .1544, 1743.. 


1874 




Seq. No. 


8934 


Seq. ID 


OJ991220 02. 0127. CIO 


Gene No. 


19060 


Strand 




Start 


39854 


End 


4 02 92 


Name 


OJ991220 02 . 0127 , CIO . o3 . tm 


Method 


TBLASTX: Maize 


Start 


513 


End 


858 


GI 


none 


Score 


404 


Exons 


513. .854, 517. .858 






Seq. No. 


8934 


Seq. ID 


OJ991220_02. 0127. CIO 


Gene No. 


19060 


Strand 




Start 


39854 


End 


40292 


Name 


OJ991220_02 ,0127. CIO. o4.ts 


Method 


TBLASTX : Soybean 


Start 


564 


End 


827 


GI 


none 


Score 


121 


Exons 


564. .692, 565..672, 738. .827, 


739. .825 




Seq. No. 


8934 


Seq. ID 


OJ991220_02. 0127 .CIO 


Gene No. 


19060 


Strand 




Start 


39854 


End 


40292 


Name 


OJ991220 02.0127.C10.o2.ts 


Method 


TBLASTX : Soybean 


Start 


921 


End 


1320 


GI 


none 


Score 


368 


Exons 


921.. 1319, 922.. 1320 






Seq. No. 


8934 


Seq. ID 


OJ991220_02 . 0127 . CIO 


Gene No. 


19060 


Strand 




Start 


39854 


End 


40292 


Name 


OJ991220 02.0127.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


994 


End ■ 


1423 


GI 


none 


Score 


547 


Exons 


994. .1419, 996. .1421, 1046. .1423 




Seq. No. 


8934 


Seq. ID 


OJ991220_02. 0127 .CIO 


Gene No. 


19060 


Strand 





9403 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39854 End 

OJ991220_02. 0127. CIO. o3.ts Method 

1353 End 

none Score 



40292 

TBLASTX : Soybean 

1777 

72 



1353. .1451, 1354. .1434, 1445. .1777, 1446. .1775 

OJ991220 02. 0127. CIO 



8934 
19060 
39854 

OJ991220_02. 0127. CIO. o4.tm 

28883 

none 



Seq. ID _ 
Strand 

End 40292 

Method TBLASTX : Maize 

End 37439 

Score 62 



28883. .29065, 29150 .. 29203, 29152 .. 2 9331 , 30690 .. 307 94 , 
30691. .30780, 30911 .. 31138, 30933 31133, 31203 .. 312 65, 
36993. .37088, 36994 .. 37083, 37221,. 37439 



8934 

19060 

39854 

OJ991220_02. 0127. CIO. o6.ts 

28943 

none 



Seq. ID OJ991220_02. 0127, CIO 
Strand 

End' 4 02 92 

Method TBLASTX : Soybean 

End 37439-. 

Score 60 



28943. .29065, 29150 29203, 30691 .. 30765, 30911 31138 , 
30917. .31126, 31203. .31265, 36994 .. 37080 , 37221 37439, 
37275.. 37433 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8934 

19060 

39854 

OJ991220_02.0127.C10.o4.tc 

30911 

none 



Seq. ID OJ991220_02.0127,C10 
Strand 

End 40292 

Method TBLASTX : Cress 

End 37439 

Score 198 



30911. .31138, 30914. .31093, 37221. .37439 



8934 

19060 

39854 

OJ991220_02. 0127. CIO. o5.ts 

32268 

none 



Seq. ID OJ991220_02. 0127. CIO 
Strand 

End 4 0292 

Method TBLASTX : Soybean 

End 39311 

Score 228 



32268. .32438, 32269 .. 32451, 32277 .. 32453, 39090 .. 39284 , 
39098. .39310, 39099.. 39311 



8934 

19060 

39854 

OJ991220_02. 0127. CIO. o3.tc 

32289 

none 



Seq. ID OJ991220_02. 0127. CIO 
Strand 

End 40292 

Method TBLASTX : Cress 

End 39284 

Score 206 



32289. .32450, 32290 .. 324 93, 39119 .. 3927 1 , 39120 .. 39284 , 
39126. .39284 



8934 Seq. ID 

19060 Strand 

39854 End 

OJ991220_02. 0127. CIO. ol.ts Method 

33851 End 



OJ991220_02. 0127. CIO 
40292 

TBLASTX : Soybean 
40246 



9404 



.C SL 

u 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



139 



33851. .34114, 33851 .. 34231, 33858 .. 34223, 3984 8 40210, 
39855. .40220, 40083 .. 40220, 40220. .40246 



8934 Seq. ID 

19060 Strand 
39854 End 
OJ991220_02. 0127. CIO. o2.tc Method 
33851 End 
none Score 

33851. .34231, 33855 34223, 

40086. .40220, 40219. .40245 



OJ991220_02. 0127. CIO 
40292 

TBLASTX: Cress 
40292 
382 

39848. .40210, 39855 40292, 



8934 Seq. ID 

19060 Strand 
39854 End 
OJ991220_02 , 0127 . CIO . o2 . tm Method 
33851 End 
none ' Score 

33851. .34000, 33851 .. 34231 , 33855 

39851. .40210, 39852 .. 40220 , 40083 

40220". .40246, 40221.. 40247 



OJ991220 02. 0127. CIO 



40292 

TBLASTX: Maize 
40251 
141 

34223, 34135. .34233, 
40220, 40129. .40251, 



8934 Seq, ID 

19060 Strand 

39854 End 

OJ991220_02. 0127. CIO. ol.tw Method 

33851 End 

none Score 



OJ991220_02. 0127. CIO 
40292 

TBLASTX: Wheat 

40246 

226 



33851. .34114, 33851 .. 34231 , 33855 .. 34223, 34201 .. 34257, 
39845. .40210, 39854 .. 40213, 39855 .. 4 0220, 40020 .. 4 0220, 
40220. .40246 



US 



Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8934 Seq. ID OJ991220_02 . 0127 . CIO 

19060 Strand 

39854 End 40292 

OJ991220_02 . 0127 . CIO . o9 . np Method AAT/NAP 

39854 End 40251 

122085 Score 585 

39854. .40251 

HISTONE H3 gi | 8164 1 1 pir | | S06250 histone H3 - Arabidopsis 
thaliana gi | 82482 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gi| 1362194 Ipirl IS57626 histone H3 - maize gi | 20251 | emb | CAA31969 | 
(X13678) histone H3 (AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA3i970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi 1168493 (M36658) histone H3 (H3C3) [Zea mays] 
gi|168495 (M13378) h 



8935 

19061 

2293 

OJ991220_02 , 0127 . Cll . o2 . gs 

2293 

none 



Seq. ID OJ991220_02. 0127. Cll 

Strand + 

End 7057 

Method GENS CAN 

End 7055 

Score .82 



2293. .2548, 2850. .3057, 3773. .4074, 4198. .4394, 4732. .4984, 
5790. .5847, 5921. .5972, 6468. .6545, 6879. .7055 



9405 



Seq. No. 8935 
Gene No. 19061 
Start 2293 

Name OJ991220_02 , 0127 . Cll . o2 . np 

Start 4200 
GI 5295938 
Exons 4200. .4394, 4726.-4984, 6879. .6901 

GI Descrip. (AB026295) EST C73147 (E2988 ) corresponds to a region of the 
predicted gene.; Similar to Glycin max gmsti mRNA. (X7977 0) 
[Oryza sativa] 



Seq. ID OJ991220_02. 0127. Cll 

Strand + 

End - 7057 

Method AAT/NAP 

End 6901 . 

Score 7 64 



O C ^ • ViKJ m 


8935 


Seq. ID 


OJ991220_02. 


0127 


. Cll 


Gene No. 


19061 


Strand 


+ 






Start 


2293 


End 


7057 






Name 


OJ991220 02.0127.Cll.ol.gp 


Method 


AAT/GAP 






Start 


6891 


End 


7057 






GI 


75279 1.R1084 


Score 


313 






Exons 


6891. .7057 










GI Descrip. 


'6069643/dbj IAP000616.il AP000616 1 . Oe- 


152 Oryza sativa 


genomic 




DNA, chromosome 6, clone : P0514G12 ' 








Seq. No. 


8935 


Seq. ID 


OJ991220_02. 


0127 


.Cll 


Gene No. 


19062 


Strand 








Start 


1414 


End 


2631 






Name 


OJ991220 02.0127.Cll.ol.gs 


Method 


GENSCAN 






Start - 


1414 


End 


2053 






GI 


none 


Score 


.91 






Exons 


1414.. 1629, 1727.. 2053 










Seq. No. 


8935 


Seq. ID 


OJ991220_02. 


0127 


.Cll 


Gene No. 


19062 


Strand 








Start 


1414 


End 


2631 






Name 


OJ991220 02.0127.Cll.ol.np 


Method 


AAT/NAP 






Start 


1417 


End 


2631 






GI 


5295937 


Score 


1457 






Exons 


1417. .2013, 2383. .2631 












(AB026295) hypothetical protein [Oryza 


sativa] 






Seq. No. 


8935 


Seq. ID 


OJ991220_02. 


0127 


.Cll 


Gene No. 


19062 


Strand 








Start 


1414 


End 


2631 






Name 


OJ991220 02.0127.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1915 


End 


2547 






GI 


none 


Score 


143 






Exons 


1915. .2001, 2353. ,2547, 2375. 


.2506 








Seq. No. 


8936 


Seq. ID 


OJ990530_37. 


0126 


,C2 


Gene No. 


19063 


Strand 








Start 


28 


End 


388 






Name 


OJ990530 37.0126.C2.ol.gs 


Method 


GENSCAN 






Start 


28 


End 


388 






GI 


none 


Score 


.59 






Exons 


28. .163, 315. .388 










Seq. No. 


8937 


Seq. ID 


OJ990530_37. 


0126 


.C4 


Gene No. 


19064 


Strand 


+ 






Start 


515 


End 


660 







9406 



Name 

Start 

GI 

Exons 



OJ990530_37 . 0126 . C4 . ol . gs Method GENSCAN 

515 End 660 

none Score . 94 
515. .660 



Seq. No. 8938 ' Seq. ID 

Gene No. 19065 Strand 

Start 1 End 

Name OJ990530_37 . 012 6 . C6 . ol . np Method 

Start 1 End 

GI 6498441 - Score 

Exons 1..178, 272.. 569 

GI Descrip. (AP000815) EST C72786 (E2'258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990530_37.0126.C6 
+ 

569 

AAT/NAP 

569 

441 



Hi 



'-'i 
i.j. 



Seq.. No. 


8938 


Seq. ID 


OJ990530_37.0126.C6 


Gene No. 


■-19065 


Strand 


+ 


Start 


1 


End 


569 


Name 


0J9 90530 37.0126.C6.ol.as 


Method 


GENSCAN 


Start 


395 


End 


546 


GI 


none 


Score 


.96 


Exons 


395. .546 






Seq. No. 


8939 


Seq. ID 


OJ990530_37.0126.C7 


Gene No. 


19066 


Strand 


+ 


Start 


1 


End 


601 


Name 


0J9 90530 37.0126.C7.ol.nD 


Method 


AAT/NAP 


Start 


1 


End 


601 


GI 


3367515 


Score 


299 


Exons 


1..40, 351. .601 






GI Descrip. 


(AC004392) Similar to glucose 


-6-phosphate/phosphate- trans locator 




(GPT) gb|AF020814 from Pisum 


sativum. 


[Arabidopsis thaliana] 


Seq. No. 


8939 


Seq. ID 


OJ990530_37.0126.C7 


Gene No. 


19066 


Strand 


+ 


Start 


1 


End 


601 


Name 


OJ990530 37.0126.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


329 


End 


569 


GI 


none 


Score 


299 


Exons 


329. .421, 343. .564, 351. .560, 


479. .565 


, 513. .569 


Seq. No. 


8939 


Seq. ID 


OJ990530_37.0126.C7 


Gene No. 


19066 


Strand 


+ . . 


Start 


1 


End 


601 


Name 


OJ990530 37.0126.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


342 


End 


565 


GI 


none 


Score 


296 


Exons 


342. .551, 343. .564, 479. .565 






Seq. No. 


8939 


Seq. ID 


OJ990530_37.0126.C7 


Gene No. 


19066 


Strand 


+ 


Start 


1 


End 


601 


Name 


OJ990530 37.0126.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


343 


End 


564 


GI 


none 


Score 


212 



Exons 



343. .564, 369. .563 



9407 



Seq. No. 8939 Seq. ID 

Gene No. 19066 ' Strand 

Start 1 End 

Name OJ990530_37 . 0126 .C7 . ol . gp Method 

Start 351 End 

GI 2214_1.R1084 Score 

Exons 351.. 601 

GI Descrip. '2997591 l.Oe-68 (AF020814) 

glucose- 6-phosphate/phosphate-translocat or precursor [Pisum 
sativum] ' 



OJ990530_37.0126.C7 
+ 

601 

AAT/GAP 

601 

384 



Seq. No. 8939 Seq. ID 

Gene No. 19066 Strand 

Start 1 End 

Name OJ990530_37 . 0126 . C7 . ol . gs Method 

Start 351 End 

GI none _ Score 

Exons 351 . . 564 



OJ990530_37.0126.C7 
+ 

601 

GENSCAN 

564 

.95 



Seq. No. 8940 Seq. ID 

Gene No. 19067 Strand 

Start 68 End 

Q Name OJ990530_37 . 0126.C9.ol . ts Method 

^1 Start 61 End 

GI none Score 

Exons 61.. 249, 71.. 250, 123.. 251 



OJ990530_37.0126.C9 
+ 

279 

TBLASTX : Soybean 

251 

319 



Seq. No. 
Ly Gene No. 
K=| Start 
Name 
Start 
L GI 

Exons 
*-J GI Descrip, 

H' 

•'•.,1 



8940 Seq. ID OJ990530_37 . 0126 . C9 

19067 Strand + 

68 End 279 

OJ990530_37 . 0126 .C9 . ol . np Method AAT/NAP 

68 End 279 

2500380 Score 303 

68. .279 

60S RIBOSOMAL PROTEIN L44 gi | 2119128 | pir | |JC4 923 

protein RL44 - upland cotton gi 11553129 (U64677) 

protein L44 isoform a [Gossypium hirsutum] gi 11553131 

ribosomal protein L44 isoform b [Gossypium hirsutum] 



ribosomal 
ribosomal 

U64678) 



Seq, No. 8940 Seq. ID 

Gene No. 19067 Strand 

Start 68 End 

Name OJ990530_37 . 0126 . C9 . ol . tc Method 

Start 70 End 

GI none Score 

Exons 70.. 249, 71.. 250, 135.. 251 



OJ990530_37.0126.C9 
+ 

279 

TBLASTX: Cress 

251 

320 



Seq. No. 8940 Seq. ID 

Gene No. 19067 Strand 

Start 68 End 

Name OJ990530_37 . 0126 . C9 . ol . tw Method 

Start 70 End 

GI none Score 

Exons 70.. 249, 71.. 250, 123.. 251 



OJ990530_37.0126.C9 
+ 

279 

TBLASTX: Wheat 

251 

326 



Seq. No. 



8940 



Seq. ID OJ990530_37.0126.C9 



9408 



Gene No. 19067 Strand 

Start 68 End 

Name OJ990530_37 . 0126 . C9 . ol . tm Method 

Start 70 End 

GI none Score 

Exons 70.. 249, 71.. 250, 123.. 254 



+ 

279 

TBLASTX: Maize 

254 

329 



Seq. No. 8940 Seq. ID OJ990530_37 . 0126 . C9 

Gene No. 19067 Strand + 

Start 68 . End 279 

Name OJ990530_37 . 0126 . C9 . ol . gp Method AAT/GAP 

Start 71 End 279 

GI 381_1.R1084 Score 329 

Exons 71.. 279 

GI Descrip. ' 2500380/sp | Q964 99 | RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] * 



Seq. No. 8940 Seq. ID 

Gene No. 19067 Strand 

Start 68 - End 

Name OJ990530_37 . 0126 . C9 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 250 



OJ990530_37.0126.C9 
+ 

279 

GENSCAN 

250 

.96 



3f 
.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8941 

19068 

435 

OJ990530_37.0126.C13.ol.gs 

435 

none 

435. .587 

8942 
19069 
65 

OJ990530_37.0126.C14.ol.gs 
65 

none 

65. .115, 195. .326, 1083. 



Seq. ^ ID OJ990530_37.0126.C13 
Strand 

End 587 

Method GENSCAN 

End 587 

Score .47 



8942 

19069 

65 

OJ990530_37.0126.C14.ol, 

1076 

none 

1076. .1261, 1083. .1262, 
1599.. 1682, 1622.. 1681 



Seq. ID OJ990530_37.0126.C14 

Strand + 

End 2009 

Method GENSCAN 

End 2009 

Score .81 
.1262, 1450. ,1524, 1920. .2009 

Seq. ID OJ990530_37.0126.C14 

Strand + 

End 2009 

ts Method TBLASTX : Soybean 

End 1682 

Score 319 
1135. .1263, 1447. .1536, 1449. .1523,. 



Seq. No. 8942 

Gene No. 19069 

Start 65 

Name OJ990530_37 . 0126 . C14 . ol .np 



Seq. ID OJ990530_37.0126.C14 

Strand + 

End . 2009 

Method AAT/NAP 



9409 



start 1080 End 1679 

GI 2500380 Score 483- 

Exons 1080.. 1262, 1450.. 1524, 1623.. 1679 

GI Descrip. 60S RIBOSOMAL PROTEIN L44 gi | 2119128 | pir | |JC4 923 ribosomal 

protein RL44 -upland cotton gi|1553129 (U64677) ribosomal 

protein L44 isoform a [Gossypium hirsutum] gi 11553131 {U64678) 

ribosomal protein L4 4 isoform b [Gossypium hirsutum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8942 
19069 
65 

OJ990530 37.0126.C14.ol.tc 



1082 
none 

1082. .1261, 
1599. .1685, 



1083. 
1621, 



.1262, 
,1689, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1126. .1263, 1447 
1622. .1681 



OJ990530_37.0126.C14 
+ 

2009 ' 

TBLASTX: Cress 
1689 
320 

1536, 1449. .1523, 



8942 

19069 

65 

OJ990530_37 . 0126 . C14 . ol . tm 

1082 

none 



Seq. ID OJ990530_37.0126.C14 

Strand + 

End 2009 

Method TBLASTX: Maize 

End 1684 

Score 329 



1082. .1261, 1083. .1262, 1126. .1263, 1135. .1266, 1447. .1536, 
1449. .1523, 1599.. 1682, 1621.. 1680, 1622.. 1684, 1622. "1681 



Seq. No. 8942 

Gene No. 19069 

Start 65 

Name OJ990530_37 . 0126 .C14 . ol . tw 

Start 1082 

GI none 

Exons 1082.. 1261, 1083.. 1262, 1126. 



Seq. ID OJ990530_37. 0126.C14 

Strand + 

End 2009 

Method TBLASTX : Wheat 

End 1695 

Score 326 

1263, . 1135. .1263, 1447. .1536, 



1449. .1523, 1599. .1682, 1621. .1695, 1622. .1681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8942 

19069 

65 

OJ990530_37.0126.C14.ol.gp 
1083 

381_1.R1084 

1083. .1262, 1450. .1524, 1623.. 
'25003.80/sp|Q96499|RL44 GOSHI 



OJ990530_37.0126.C14 
+ 

2009 

AAT/GAP ■ 

1707 

588 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1707 

2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4 923 ribosomal protein RL4 4 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 {U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] ' 



8942 Seq. ID 

19069 Strand 

65 End 

OJ990530_37 . 0126 . C14 . o2 . gp Method 

1152 End 

381 1.R1084 Score 



OJ990530_37.0126.C14 
+ 

2009 
AAT/GAP 
1894 
812 



1152. .1262, 1450. .1524, 1623. .1894 

'2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 
>gi 2119128 pir . JC4923 ribosomal protein RL44 - upland cotton 



9410 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

„. Exons 

GI Descrip. 

tr? 

fi Seq. No. 
ii Gene No. 
t: start 

Name 
u Start 

:i GI 

II Exons 



>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) . ribosomal protein L44 isoform b 
[Gossypium hirsutum] ' 



OJ990530_37.0126.C14 
+ 

2009 
AAT/GAP 
1933 
653 



8942 Seq. ID 

19069 Strand 
65 End 
OJ990530_37 . 0126 . C14 . o3 . gp Method 
1450 End 
381_1.R1084 Score 
1450. .1524, 1623. .1933 

'2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S RIBOSOMAL PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 {U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] ' 



8943 Seq. ID 

19070 Strand 

1 End 
OJ990530_37.0126.C16.ol.np Method 

1 End 

6742729 Score 
1. .189 

(AF121139) RIM2 protein [Oryza sativa] 

8943 Seq. ID 

19070 Strand 

1 End 
OJ990530_37.0126.C16.ol.ts Method 

1 End 

none Score 
1..213/ 4. .192 



OJ990530_37.0126.C16 
213 

AAT/NAP 

189 

322 



OJ990530_37.0126.C16 
213 

TBLASTX : Soybean 

213 

92 



=; Seq. No. 

Gene No. 
^•1 Start 

Name 
'I Start ' 
==1 GI 

Exons 
" GI Descrip. 



8944 Seq. ID OJ990530_37 . 0126 . C17 

19071 Strand 

1 End 24 6 

OJ990530_37 . 0126 . C17 . ol . np Method AAT/NAP 

1 End 246 

2997589 Score 236 

1. .246 

(AF020813) glucose- 6-phosphate/phosphate-translocat or precursor 
[Zea mays] 



Seq. No. 8944 Seq. ID 

Gene No. 19071 Strand 

Start 1 End 

Name OJ990530_37 . 0126 . C17 . ol . tc Method 

Start 53 End 

GI none Score 

Exons 53.. 244, 55.. 246 



OJ990530_37.0126.C17 
246 

TBLASTX: Cress 

246 

226 



Seq. No. 8944 Seq. ID 

Gene No. 19071 Strand 

Start 1 End 

Name OJ990530_37 . 0126 . C17 . ol . tm Method 

Start 53 . End 



OJ990530_37.0126.C17 
246 

TBLASTX: Maize 
246 



9411 



GI . none 

Exons ' 53.. 244, 55.. 246, 

Seq. No. 8944 

Gene No. 19071 

Start 1 

Name OJ990530_37 . 0126. C17 . ol . tw 

Start 53 

GI none 

Exons . 53. .244, 55. .246, 55. .246 

Seq. No. 8944 

Gene No. 19071 

Start 1 

Name OJ990530_37 . 0126 . 017 . ol . ts 

Start 55 

GI none 

Exons 55. .243, 55. .246, 56. .244 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



198 



OJ990530_37.0126.C17 
246 

TBLASTX: Wheat 

246 

260 



OJ990530_37.0126.C17 
246 

TBLASTX : Soybean 

246 

86 



•is? 



Seq. No. 8944 • Seq. ID 

Gene No. 19071 Strand 

Start 1 End 

Name OJ990530_37 . 0126 . C17 . ol . gs Method 

Start 57 End 

GI none Score 

Exons 57 . . 163 



OJ990530_37.0126.C17 
246 

GENSCAN 

163 

.82 



Y^l Seq. No. 

Gene No. 

Start 
'''V, Name 
''^ Start 

rll GI 

i= Exons 

GI Descrip. 

:> I 



8945 Seq. ID OJ990530_37 . 0126. C19 

19072 Strand + 

407 End 742 

OJ990530_37.0126.C19.ol.np Method AAT/NAP 

407 End 742 

480314 Score 68 

407. .637, 683. .742 

UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase - 
garden petunia (fragment) gi | 397567 | emb | CAA81057 | (Z25802) UDP 
rhamnose : anthocyanidin-3-glucoside rhamnosyltransf erase 
[Petunia x hybrida] 



Seq. No. 8945 Seq. ID 

Gene No. 19073 Strand 

Start 377 End 

Name OJ990530_37 . 0126 . CI 9 . ol . gs Method 

Start 377 End 

GI none Score 

Exons 377. . 623 



OJ990530_37.0126.C19 
623 

GENSCAN 

623 

.53 



Seq. No. 8946 Seq. ID OJ990530_37 . 0126. C20 

Gene No. 19074 Strand + 

Start 1 End 10093 

Name OJ990530_37 . 0126 . C20 . ol . gp Method AAT/GAP 

Start , 1 End 1980 

GI 2131_1.R1084 Score 2163 

Exons 1..347, 1209.. 1980 

GI Descrip. M17745/sp | P32112 | SAHH_WHEAT O.Oe+00 ADENOSYLHOMOCYSTEINASE 
(S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) (ADOHCYASE) >gi_170773 
(L11872) S-adenosyl-L-homocysteine hydrolase [Triticum 



9412 



aestivum] ' 



Seq. No. 


8946 Seq. ID 


OJ990530_37.0126.C20 


Gene No. 


19074 Strand 


+ 


Start 


1 End 


10093 


Name 


OJ990530 37.0126.C20.o2.np Method 


AAT/NAP 


Start 


1 End 


10093 


GI 


5922620 Score 


122 


Exons 


1..69, 9992. .10093 




GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi 1 6016853 | dbj | BAA85196. 1 | (AP000570) 


EST D15357 (C0514) 




corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 




Seq. No. 


8946 Seq. ID 


OJ990530_37.0126.C20 


Gene No. 


19075 Strand 


+ 


Start 


15851 End 


16528 


Name 


OJ990536 37.0126.C20.o2.gp Method 


AAT/GAP 


Start 


15780 End 


16326 


GI 


25688 1.R1084 Score 


1028 


Exons 


15780. .16326 




GI Descrip. 


*2244749/emb|CAB10172.1| l.Oe-62 (Z97335) 




hydroxymethyltransf erase [Arabidopsis 


thaliana] ' 


Seq. No. 


8946 Seq. ID 


OJ990530_37.0126.C20 


Gene No. 


19075 Strand 


+ 


Start 


15851 End 


16528 


Name 


OJ990530 37.0126.C20.o4.gs Method 


GENSCAN 


Start 


15851 End 


16528 


GI 


none Score 


.81 


Exons 


15851. .16528 




Seq. No. 


8946 Seq. ID 


OJ990530_37.0126.C20 


Gene No. 


19075 Strand 


+ 


Start 


15851 End 


16528 


Name 


OJ990530 37.0126.C20.o4.np Method 


AAT/NAP 


Start 


15851 * End 


16528 


GI 


2244749 Score 


994 


Exons 


15851.. 16528 




GI Descrip. 


(Z97335) hydroxymethyltransf erase [Arabidopsis thaliana] 


Seq. No. 


8946 Seq. ID 


OJ990530_37.0126.C20 


Gene No. 


19076 Strand 




Start 


1 End 


7852 


Name 


OJ990530 37.0126.C20.ol.np Method 


AAT/NAP 


Start 


1 End 


1918 


GI 


417745 Score 


1717 


Exons 


1..345, 1207. .1918 




GI Descrip. 


ADENOSYLHOMOCYSTEINASE (S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) 




(ADOHCYASE) gi 1170773 (L11872) S-adenosyl-L-homocysteine 




hydrolase [Triticum aestivum] 




Seq. No. 


8946 Seq. ID 


OJ990530_37.0126.C20 


Gene No. 


19076 Strand 




Start 


1 End 


7852 


Name 


OJ990530 37.0126.C20.ol.gs Method 


GENSCAN 



9413 





start 


12 




End 


7852 






GI 


none 




Score 


.68 






Exons 


12. .345, 1207. .1767, 1874. .1953, 4091. 


.4206, 5547. .5670, 








7765. .7852 












Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 




Gene No. 


19077 




Strand 








Start 


9172 




End 


16536 






Name 


OJ990530 37.0126.C20.ol. 


tc 


Method 


TBLASTX: Cress • 






Start 


1 




End 


1936 






GI 


none 




Score 


355 






Exons 


1..348, 1..360, 34. .135, 


287. . 


,397, 1207. .1866, 1208. .1468, 






1520. .1813, 1868. .1936, 


1872. . 


.1907 








Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 




Gene No. 


19077 




Strand 


— 






Start 


9172 




End 


16536 






Name 


OJ990530 37.0126.C20.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


2248 






GI 


none 




Score 


434 






Exons 


1..348, 1..360, 287. .367 


1207.. 1866, 


1208. .1813, 1868.. 


1912, 






1874. .1966, 2159. .2248 












Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 


'huf 


Gene No. 


19077 




Strand 


— 






Start 


9172 




End 


16536 




m 


Name 


OJ990530 37.0126.C20.ol. 


ts 


Method 


TBLASTX: Soybean 




i Li 


Start 


1 




End 


1912 




• as; 
: t 


GI 


none 




Score 


383 






Exons 


1..348, 1..360, 287. .367 


, 1207. .1866, 


1208 . . 1813, 1868 . . 


1912, 






1872. .1907 










!= i i 

i h'} 


Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 




Gene No . 


19077 




Strand 


— 






Start 


9172 




End 


16536 




•E S? 


Name 


OJ990530 37.0126.C20.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


1 




End 


180 




i ; 


GI 


none 




Score 


240 




■ul 


Exons 


1. .177, 1. .180, 2. .178 










a 


Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 




Gene Wo . 


19077 




Strand 








Start 


9172 




End . 


16536 






Name 


OJ990530 37.0126.C20.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


185 




End 


1402 






GI 


none 




Score 


48 






Exons 


185. .214, 187. .360, 207. 


.347, 


287. .367 


, 1207.. 1401, 1208 


. .140 




Seq. No. 


0^4 6 




Seq. ID 


OJ990530_37.0126. 


C20 




Gpnp No 


19077 




Strand 








Start 


9172 




End 


16536 






Name 


. OJ990530 37.012;6..C20.o2. 


gs 


Method 


GENSCAN 






Start 


9172 




End * 


12357 






GI 


none 




Score 


.74 






Exons 


9172. .9434, 9670. .9735, 


10178. 


.10250, 


12310. .12357 






Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 



9414 




Gene No. 


19077 




Strand 


- 




Start 


9172 




End 


16536 




Name 


.OJ990530 37.0126.C20. 


. o3.np 


Method 


AAT/NAP 




Start 


10232 




End 


16007 




GI 


6630699 




Score 


98 




Exons 


10232. .10309, 15751., 


,16007 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 Idbj | BAA89566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


.C20 


Gene No. 


19077 




Strand 






Start 


9172 




End 


16536 




Name 


OJ990530 37.0126.C20. 


, ol . tm 


Method 


TBLASTX: Maize 




Start 


15851 




End 


16531 




GI 


none 




Score 


1076 




Exons 


15851. .16528, 15946.. 


16242, 


16220. .16531 




Seq. No. 


8946 




Seq. ID 


OJ990530_37,0126. 


C20 


Gene No . 


19077 




Strand 






Start 


9172 




End 


16536 




Name 


OJ990530 37.0126.C20. 


o3. tc 


Method 


TBLASTX: Cress ' 




Start 


15851 




End 


16015 




GI 


none 




Score 


202 




Exons 


15851. . 16015, 15946.. 


16011 








Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 


Gene No. 


19077 




Strand 






Start 


9172 




End 


16536 




Name 


OJ990530 37.0126.C20. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


15851 




End 


16536 




GI 


none 




Score 


974 




Exons 


15851. .16528, 15946.. 


16074, 


16135. .16242, 16220 .. 16342 , 






16285. .16416, 16385.. 


16531, 


16486. .16536 




Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 


Gene No . 


19077 




Strand 






Start • - 


9172 




End 


16536 




Name 


OJ990530 37.0126.C20. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


15946 




End 


16384 




GI 


none 




Score 


494 




Exons 


15946. .16242, 15947.. 


16384, 


16220. .16333 




Seq. No. 


8946 




Seq. ID 


OJ990530_37.0126. 


C20 


Gene No . 


19077 




Strand 






Start 


9172 




End 


16536 




Name 


OJ990530 37.0126.C20. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


16016 




End 


16531 




GI 


none 




Score 


767 




Exons 


16016. .16528, 16021.. 


16242, 


16220. . 16531 




Seq. No. 


8947 




Seq. ID 


OJ990530 37.0126. 


C21 


Gene No. 


19078 




Strand 


+ 




Start 


710 




End 


3033 




Name 


OJ990530 37.0126.C21. 


ol .gs 


Method 


GENS CAN 




Start 


710 


End 


3033 




GI 


none 




Score 


.72 





9415 



Exons 



710. .1100, 1194. .1295, 1563. .1738, 2234. .2275, 2511. .2638, 
2922.. 3033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



8947 Seq. ID 

19078 Strand 

710 End 

OJ990530_37 . 0126 . C21 . ol . np Method 

710 End 

2244749 Score 



OJ990530_37.0126.C21 
+ 

3033 
AAT/NAP 
1804 
1036 



710. .1100, 1194. .1295, 1563. .1804 

(Z 97 335) hydroxymethyltransf erase [Arabidopsis thaliana] 



rli 
Q 



Seq. No. 8947 Seq. ID 

Gene No. 19078 Strand 

Start 710 End 

Name OJ990530_37 . 0126 . C21 . ol . gp Method 

Start 735 End 

GI 82_3.R1084 Score 

Exons 735.. -1100, 1194.. 1295, 1563.. 2120 

GI Descrip. '2244749/emb | CAB10172 . 1 | 5.0e-61 (Z97335) 

hydroxymethyltransferase [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990530_37.0126.C21 
+ 

3033 
AAT/GAP 
2120 
1988 



8947 

19079 

13169 

OJ990530_37.0126.C21.o4.gs 

13169 

none 



Seq. ID OJ990530_37.0126.C21 

Strand + 

End 15553 

Method GENSCAN 

End 15553 

Score . 93 



13169. .13199, 13963. .14030, 15332. .15553 



Seq. ID 

Strand 

End 

Method 

End 

Score 



0126. C21 



8947 
19079 
13169 

OJ990530_37.0126.C21.o4.gp 
14821 

533_1.R1084 
14821. .14909, 14932.. 14985 

'113172/sp|P15543|ACP3_HORVU 9.'0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III)- >gi_100561_pir S17 928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



OJ990530_37. 
+ 

15553 
AAT/GAP 
14985 
170 



8947 

19080 

3758 

OJ990530_37.0126.C21.o2.gs 

3758 

none 

3758. .4125, 4364. .4487, 4589. 
6474. .6542, 7609. .7901 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530_37.0126.C21 

8045 
GENSCAN 
7901 
.53 



.4723, 5610.. 5956, 6118.. 6326, 



Seq. No. 8947 Seq. ID 

Gene No. 19080 Strand 

Start 3758 End 

Name OJ990530_37 . 0126 . C21 . o2 . np Method 

Start 3862 End 

GI 6539588 Score 



OJ990530_37.0126.C21 

8045 
AAT/NAP 
4152 
189 



9416 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



![ Seq. No. 

=^ Gene No. 

n Start 

L| Name 

h Start 

^; Exons 

'I GI Descrip. 



3862, .4152 
{AP000837) 



hypothetical protein- [Oryza sativa] 



OJ990530 37.0126.C21 



8947 
19080 
3758 

OJ990530_37 . 0126 . C21 . o2 . gp 
7075 

31424_1.R1084 
7075.. 8045 

'6016877/dbj IBAA85220.il 5.0e-ll (AP000570) ESTs 

AU077642 (E30706) ,AU077641 (E30706) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa]* 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8045 
AAT/GAP 
8045 
1903 



8947 

19081 

9538 

OJ990530_37 . 0126 . C21 . o3 . gp 

9341 

5004456 

9341. .9576 

2352023/gb|U93713| 6.0e-12 
marker, complete sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530_37.0126.C21 

17807 
AAT/GAP 
9576 
435 



Cloning vector pRS400 with kanMX4 



8947 - 
19081 
9538 

OJ990530_37.0126.C21.o3.np 
9505 
6041833 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990530 37.0126.C21 



17807 
AAT/NAP 
17807 
557 

9505. .9886, 9936. .10324, 11058 11332, 17727. .17807 
(AC009853) unknown protein [Arabidopsis thaliana] 
gi|6642634 |gb|AAF20215.1|AC012395_2 (AC012395) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


8947 




Seq. ID 


OJ990530_ 


_37 


.0126. 


C21 


Gene No. 


19081 




Strand 










Start 


9538 




End 


17807 








Name 


OJ990530 37.0126.C21 


.o3.gs 


Method 


GENSCAN 








Start 


9538 




End 


12205 








GI 


none 




Score 


.98 








Exons 


9538. .10324, 11058.. 


11332, 


12101. .12205 








Seq. No. 


8947 




Seq. ID 


OJ990530_ 


_37 


.0.126, 


C21 


Gene No. 


19081 




Strand 










Start 


9538 




End 


17807 








Name 


OJ990530 37.0126.C21 


.o5.gs 


Method 


GENSCAN 








Start 


16665 




End 


17042 








GI 


none 




Score 


.79 








Exons 


16665. .16679, 16857. 


.17042 












Seq. No. 


8947 




Seq. ID 


OJ990530_ 


_37 


.0126. 


C21 


Gene No. 


19081 




Strand 










Start 


9538 




End 


17807 








Name 


OJ990530 37.0126.C21 


. o5 . gp 


Method 


AAT/GAP 








Start 


16868 




End 


17182 








GI 


none 




Score 


607 









9417 




Exons 


16868. .17182 










Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 


.C21 


Gene No. 


19082 




Strand 






Start 


20325 




End 


^ X V J 




Name 


OJ990530 37.0126.C21,ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


707 




End 


1807 




GI 


none 




Score 


549 




Exons 


707. .1099, 710. .1102, 832. .1101, 1192. 


.1299, 1193.. 1297 






1549. .1803, 1562. .1807 










Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 


.C21 


Gene No. 


19082 




Strand 






Start 


20325 




End 


21659 




Name 


OJ990530 37.0126.C21.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


708 




End 


1807 




GI 


none 




Score 


128 




Exons 


708. .803, 708. .1103, 710. .1102, 942. .1109, 1181. .1294, 






1192. .1299, 1193. .1297, 


1549. 


.1749, 1549. .1806, 1562. .1807 


Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 




Gene No. 


19082 




Strand 






Start 


20325 




End 


21659 




Name 


OJ990530 37.0126.C21.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


719 




End 


1666 




GI 


none 




Score 


124 




Exons 


719. .802, 721. .795, 842 


. .946, 


845'.. 1102, 856.. 954, 1015 


. .IK 




1189. .1296, 1193. .1297, 


1561. 


.1665, 1562. .1666 




Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 


no 1 




19082 




Strand 






start 


20325 




End 


21659 




Name 


OJ990530 37.0126.C21.ol 


• tw 


Method 


TBLASTX: Wheat 




Start 


848 




End 


1276 




GI 


none 




Score 


293 




Exons 


848.. 1102, 859.. 957, 1033.. 1101, 1181. 


.1276 




Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 


.C21 




19082 




Strand 






Start 


20325 




End 


21659 




Name 


OJ990530 37.0126.C21.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7588 




End 


7802 




GI 


none 




Score 


144 




Exons 


7588.. 7716, 7591.. 7704, 


7602. 


.7751, 7758. .7802 




Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 


.C21 


f^prjP No 
VJ die LN w • 


19082 




Strand 






Start 


20325 




End 


21659 




Name 


OJ990530 37.0126.C21.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


9520 




End 


10026 




GI 


none 




Score 


68 




Exons • 


9520.. 9669, 9676.. 9801, 


9701. 


.9808, 9946.. 10026 




Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 


.C21 


Gene No. 


19082 




Strand 






Start 


20325 




End 


21659 




Name 


OJ990530 37.0126.C21.o4 . 


.tm 


Method 


TBLASTX: Maize 





9418 




start 


9629 




End 


9892 


GI 


none 




Score 


110 


Exons 


n^'Oft ft"7 >i o 

9629 . . 9748, 


9629.. 9751, 9631.. 9783, 9749.. 9892, 9752.. 9892 


Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126.C21 


Gene No. 


19082 




Strand 




Start 


20325 




End 


21659 


Name 


r\-rftnocori ot 

OJ99UdoO_o / . 


0126.C21.o2.ts 


Method 


TBLASTX: Soybean 


Start 


ft ft c o 

9958 




End 


10371 


GI 


none 




Score 


154 


Expns 


ftftCO TftftCft 

9958 . . 1Q059, 


10097. ,10363, 


10099. .10326, 10111. . 10371 


Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126.C21 


Gene No . 


19082 




Strand 




Start 


20325 




End 


21659 


Name 


OJ990530 37. 


0126.C21.o2.tc 


Method 


TBLASTX: Cress 


Start 


10108 




End 


11332 


GI 


none 




Score 


67 


Exons 


10108. .10335, 11027. .11332, 


11064. .11243 



Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 


.C21 


Gene No. 


19082 




Strand 






Start 


20325 




End 


21659 




Name 


OJ990530 37.0126.C21 


. o3 . tm 


Method 


TBLASTX: Maize 




Q Start 


11151 




End 


11345 




Q GI 


none 




Score 


225 




yl Exons 


11151. .11336, 11153. 


.11335, 


11154. .11345 




1 l\ 

'.zll Seq. No. 


8947 




Seq. ID 


OJ990530_37.0126 


.C21 


1="^ Gene No. 


19082 




Strand 






Ul Start 


20325 




End 


21659 




'■ill Name 


OJ990530 37.0126.C21 


.06. gs 


Method 


GENSCAN 




rll Start 


20325 




End 


21659 




GI 


none 




Score 


.65 




[,^., Exons 


20325. .20441, 21222. 


.21344, 


21481. .21591, 21621.. 21659 




"'"^l Seq. No. 


8948 




Seq. ID 


OJ990530_37.0126 


..C22 


M= Gene No. 


19083 




Strand 


+ 




Q Start 


1 




End 


2488 




i^'^i Name 


OJ990530 37.0126.C22 


.ol.gp 


Method 


AAT/GAP 




start 


1 




End 


62 






4908 1.R1084 




Score 


95 




Exons 


1. .62 











GI Descrip. '3068809 l.Oe-40 (AF059295) Skpl homolog [Arabidopsis thaliana] * 



Seq. No. 8948 Seq. ID OJ990530_37 . 012 6 . C22 

Gene No. 19083 Strand + 

Start 1 End 2488 

Name OJ990530_37 . 0126 .C22 . ol .np Method AAT/NAP 

Start 1 End 2241 

GI 2759997 Score 359 

Exons 1..62, 2071.. 2241 

GI Descrip. (AJ003134) f imbriata-associated protein [Citrus sinensis] 



Seq. No. 
Gene No. 
Start 



8948 

19083 

1 



Seq. ID OJ990530_37.0126.C22 
Strand + 
End 2488 



9419 




Name 


OJ990530 37.0126.C22.ol.gs 


Method 


GENSCAN 




Start 


2071 


End 


2244 




GI 


none 


Score 


.97 




Exons 


2071. .2244 








Seq. No. 


8948 


Seq. ID 


OJ990530_37.0126 


.022 


Gene No. 


19083 


Strand 


+ 




Start 


1 


End 


2488 




Name 


OJ990530 37.0126.C22.o3.gp 


Method 


AAT/GAP 




Start 


2071 


End 


2488 




GI 


80900 1.R1084 


Score 


774 




Exons 


2071. .2488 








GI Descrip. 


'3068809 l.Oe-11 (AF059295) 


Skpl homolog [Arabidopsis thali. 


Seq. No. 


8948 


Seq. ID 






Gene No . 


19084 


Strand 






Start 


283 


End 


54 8 




Name 


OJ990530 37.0126.C22.o2.gp 


Method 


RAT /CAP 




Start 


283 


End 


548 




GI 


2431225 


Score 


512 




Exons 


.283. .548 








Seq. No. 


8948 ' 


Seq. ID 




COO 


Gene No. 


19085 


Strand 






Start 


4773 


End 


t ^ ^ A. 




Name 


OJ990530 37.0126.C?2.ol.tm 


Method 


TRT.A9TY • Ma i 

1 O J-irlO 1 A, ■ Via J. c: 




Start 


2 


End 


2363 




GI 


none 


Score 


93 




Exons 


2. .70, 3. .53, 2070. .2234, 2070. .2243, 


9011 99^^ 9011 


99 A 




2304. .2363 








Seq. No. 


8948 


Seq. ID 




COO 


Gene No . 


19085 


Strand 






Start 


4773 


End 


1 O O J. 




Name 


OJ990530 37.0126.C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


2244 




GI 


none 


Score 


ft s 




Exons 


2.. 70, 3.. 53, 2067.. 2243, 2070.. '2243, 






Seq. No. 


8948 


Seq. ID 


OJ990530_37.0126 


.C22 


Gene No . 


19085 


Strand 






Start 


4773 


End 


7331 




Name. 


OJ990530 37.0126.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


3 


End 


2247 




GI 


none 


Score 


75 




Exons 


3.. 53, 2070.-2243, 2071.. 2247 






Seq. No. 


8948 


Seq. ID 


OJ990530_37.0126 


.C22 




" 19085 


Strand 






Start 


4773 


End 


7331 




Name 


OJ990530 37.0126.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2109 


End 


2312 




GI 


none 


Score 


185 




Exons 


2109.. 2312, 2109.. 2243, 2110 


. .2244 






Seq. No. 


8948 


Seq. ID 


OJ990530_37.0126 


,C22 


Gene No. 


19085 


Strand 







9420 





start 


4773 


End 


7331 






Name 


OJ990530 37.0126.C22.o2.gs 


Method 


GENSCAN 






Start 


4773 


End 


7331 






GI 


none 


Score 


.47 






Exons 


4773. .4988, 5627. .5686, 5996 


..6289, 6624. .6828, 6952. .6970, 






7094. .7208, 7213. .7331 










Seq. No. 


8949 


Seq. ID 


OJ990530_37 


.0126. C23 




Gene No . 


19086 


Strand 


+ 






Start 


2003 


End 


3076 






Name 


OJ990530 37.0126.C23.ol.gs 


Method 


GENSCAN 






Start 


2003 


End 


3076 






GI 


none 


Score 


.65 






Exons 


2003. .2076, 2929. .3076 










Seq. No. 


8949 


Seq. ID 


OJ990530 37 


. 0126. C23 




Gene No. 


19087 


Strand 


+ 






Start 


3438 


End 


8671 






Name 


OJ990530 37.0126.C23.ol.np 


Method 


AAT/NAP 






Start 


3438 


End 


8671 






GI 


5852175 


Score 


150 






Exons 


3438. .3486, 4018. .4201, 8628 


. .8671 








GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 








Seq.. No. 


8949 


Seq. ID 


OJ990530_37 


.0126. C23 




Gene No. 


19088 


Strand 






rn 


Start 


1263 


End 


1339 




:"i E 


Name 


OJ990530 37.0126.C23.ol.gp 


Method 


AAT/GAP 






Start 


1263 


End 


1339 




ui 


GI 


LIB3477-003-P1-K1-E9 


Score 


121 






Exons 


1263. .1339 








ril 


GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 



u 



sativa]. 



Seq. No. 


8949 






Seq. ID 


OJ990530 


Gene No. 


19089 






Strand 




Start 


2892 






End 


8671 


Name 


OJ990530 37 


.0126. 


C23.o2.np 


Method 


AAT/NAP 


Start 


2892 






End 


7900 


GI 


5852180 






Score 


62 


Exons 


2892. .3091, 


4260. 


.4354, 7805. 


.7900 




GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


8949 






Seq. ID 


OJ990530 


Gene No. 


19089 






Strand 




Start 


2892 






End 


8 671 


Name 


OJ990530 37 


.0126. 


C23.o2.gs 


Method 


GENSCAN 


Start 


3434 






End 


4163 


GI 


none 






Score 


.96 


Exons 


3434. .3582, 


4013. 


.4163 






Seq. No. 


8949 






Seq. ID 


OJ990530 


Gene No. 


19089 






Strand 




Start 


2892 






End 


8671 


Name 


OJ990530 37 


.0126. 


C23.o3.gs 


Method 


GENSCAN 


Start 


4843 • 






End 


8509 



9421 



GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 5 

4843. .4986, 5794. .6127, 6265. .6347, 6435. .6694, 7305. .7376, 
7907.. 8085, 8181.. 8509 



8949 

19089 

2892 

OJ990530_37, 

5974 

none 



0126.C23.ol.tw 



Seq. ID OJ990530_37.0126.C23 
Strand 
End 

Method 
End 
Score 



8671 

TBLASTX: Wheat 

6260 

47 



5974.. 6117, 6006.. 6065, 6041.. 6118, 6114.. 6260 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530 37.0126.C23 



8671 
AAT/NAP 
7115 
924 



8949 
19089 
2892 

OJ990530_37.0126.C23.o3.np 
6037 
6539555 
6037.. 6347, 6435.. 7115 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi | 6539592 | dbj I BAA88208 . 1 1 {AP000837) Similar to mariner 
transposase ' (AF078934) [Oryza- sativa] 

8949 Seq. ID OJ990530_37 . 0126 . C23 

19089 Strand 

2892 End 8671 

OJ990530_37.0126.C23.o4 .np Method AAT/NAP 

6547 End 8671 

480314 Score 346 

6547. .6584, 8131. .8671 

UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase - 
garden petunia (fragment) gi | 397567 | emb | CAA81057 | (Z25802) UDP 
rhamnose: anthocyanidin-3-glucoside rhamnosyltransf erase 
[Petunia x hybrida] 



8950 Seq. ID 

19090 Strand 

1470 End 
OJ990530_37 . 0i26 . C24 . o2 . gs Method 

1470 End 

none Score 
1470. .1685 



OJ990530_37.0126.C24 
+ 

1685 
GENSCAN 
1685 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 



8950 Seq. ID 

19091 Strand 

1 End 
OJ990530_37 . 0126 . 024 . ol . np Method 

1 End 

2146800 Score 
1. .158 

anthocyanin 3 glucoside 



OJ990530_37.0126.C24 
176 

AAT/NAP 

158 

92 



rhamnosyltransf erase - garden petunia 
(X71059) anthocyanin 3 glucoside: 
rhamnosyltransf erase [Petunia x hybrida] gi | 454253 | emb | CAA50377 | 
(X71060) anthocyanin: rhamnosyltransf erase [Petunia x hybrida] 



gi| 454245 |emb|CAA50376| 



8950 
19091 



Seq. ID 
Strand 



OJ990530 37,0126.C24 



9422 




start 


1 




End 


176 


"Name 


OJ990530 37 


.0126.C24.oi*. gs 


Method 


GENSCAN 


Start 


39 




End 


176 


GI 


none 




Score 


.55 


Exons 


39. .176 


- 






Seq. No. 


8951 




Seq. ID 


OJ990530_37.0126.C25 


Gene No . 


19092 




Strand 


+ 


Start 


687 




End 


3947 


Name 


OJ990530 37 


.0126.C25.ol.gs. 


Method 


GENSCAN 


Start 


687 




End 


3947 


GI 


none 




Score 


. 66 


Exons 


687. .759, 1592.. 1690, 2046.. 


2174, 2213. 


. .2327, 3869. .3947 


Seq. No. 


8951 




Seq. ID 


OJ990530_37 . 0126 . 025 


Gene No. 


19093 




Strand 


+ 


Start 


3919 




End 


5873 


Name 


OJ990530 37 


.0126. 025. o2.np 


Method 


AAT/NAP 


Start 


3919 




End 


5873 


GI 


4680186 




Score 


171 


Exons 


3919. .3956, 


5645. .5873 






GI Descrip. 


' (AF111709) 


unknown [Oryza sativa subsp. 


, indica] 


Seq. No. 


8951 




Seq. ID 


OJ990530_37 .0126.025 


Gene No. 


19094 




Strand 




Start 


1 




End 


4516 


Name 


OJ990530 37 


.0126.C25.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


,4516 


GI 


6691191 




Score 


702 


Exons 


1..39, 216. 


.490, 534. .778, 4167. .4516 




GI Descrip. 


(AC007534) 


F7F22.15 [Arabidopsis thaliana] 


Seq. No. 


8951 




Seq. ID 


OJ990530_37. 0126. 025 


Gene No. 


19095 




Strand 




Start 


6254 




End 


7455 


Name 


OJ990530 37 


.0126.C25.ol.tw 


Method 


TBLASTX: Wheat 


Start 


284 




End 


742 


GI 


none 




Score 


74 


Exons 


284. .412, 294. .395, 388. .489 


, 422. .493, 


53'6..739, 539.. 643, 




710. .742 








Seq. No. 


8951 




Seq. ID 


OJ990530_37. 0126.025 


Gene No . 


19095 




Strand 




Start 


6254- 




End 


'7455 


Name 


OJ990530 37 


.0126.C25.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4217 




End 


4637 


GI 


none 




Score 


105 


Exons 


4217. .4510, 


4238. .4441, 4311 


..4502, 4562. .4636, 4563. .4637 


Seq. No. 


8951 




Seq. ID 


OJ990530_37. 0126. 025 


.Gene No.- 


19095 




Strand 




Start 


6254 




End 


7455 


Name 


OJ990530 37 


.0126.C25.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4232 




End 


4562 


GI 


none 




Score 


93 


Exons 


4232. .4477, 


4232.. 4519, 4305 


. .4562 





9423 



Seq. No. 8951 
Gene No. 19095 
Start 6254 

Name OJ990530_37 . 0126.C25 .o3 .np 

Start 6254 
GI 6907087 
Exons 6254.. 6355, 6896.. 7455 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 {E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990530_37.0126.C25 
Strand 

End 7455 

Method AAT/NAP 

End 7455 

Score 393 



Seq, No. 8952 

Gene No. 19096 

Start 4328 

Name OJ990530_37 . 0126 . C26 . o2 . gs 

Start 4328 

GI none 
Exons 



Seq. ID OJ990530_37.0126.C26 
Strand 

End 9382 

Method GENSCAN 

End 9382 

Score . 57 



4328. .4867, 6041. .6231, 6693. .6989, 9331. .9382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990530_37.0126.C26 
Strand 

End .11324 

Method AAT/NAP 

End 11100 

Score 1090 



8952 
19097 
9703 

OJ990530_37.0126.C26.ol.np 
9694 
421948 
9694. .11100 

UDP rhamnose--anthocyanidin-3-glucoside rhamnosyltransf erase 
garden petunia 



8952 

19097 

9703 

OJ990530_37.0126.C26.o3.gs 

9703 

none 

9703. .11147, 11153. .11324 



Seq. ID OJ990530_37.0126.C26 
Strand 

End 11324 

Method GENSCAN 

End 11324 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8952 

19098 

12967 

OJ990530_37.0126.C26.ol.tm 

6280 

none 



Seq. ID OJ990530_37.0126.C26 
Strand 

End 17587 

Method TBLASTX : Mai ze 

End 6777 . 

Score 69 



6280. .6378, 6282. .6380, 6303. .6410, 6350. .6481, 6359. .6748, 
6433. .6483, 6471. .6734, 6478. .6777, 6494. .6748 



Seq. No. 8952 

Gene No. 19098 

Start 12967 

Name OJ990530_37 . 0126.C26.ol .ts 

Start 9847 

GI none 

Exons 9847.. 10188, 9866.. 10189 



Seq. ID OJ990530_37.0126.C26 
Strand 

End 17587 

Method TBLASTX : Soybean 

End 10189 

Score 172 



Seq. No. 
Gene No. 
Start 



8952 

19098 

12967 



Seq. ID OJ990530_37.0126.C26 
Strand 

End 17587 



9424 



Name 

Start 

GI 

Exons 



OJ990530_37.0126.C26.ol.tc Method 

9883 End 

none Score 
9883. .10071, 10081. .10146 



TBLASTX: Cress 

10146 

59 



Seq. No. 8952 

Gene No. 19098 

Start 12967 

Name OJ990530_37 . 012 6 . C26 . o2 . tm 

Start 9886 

GI none 

Exons 9886.. 10158 



Seq. ID OJ990530_37.0126.C26 
Strand 

End 17587 

Method TBLASTX : Mai ze 

End 10158 

Score 189 



Seq. No. 8952 

Gene No. 19098 

Start 12967 

Name OJ990530_37 . 0126.C26.o2 . ts 

Start 10297 

GI none 

Exons 10297. .10362, 10342 .. 10479, 
10996. .11079 



Seq. ID OJ990530_37 .0126.C26 
Strand 

End 17587 

Method TBLASTX : Soybean 

End 11079 

Score 84 
10558. .10599, 10648 .. 10911, 



Seq. No. 8952 Seq. ID 

Gene No. 19098 Strand 

Start 12967 End 

Name OJ990530_37 . 0126 . C26 . o4 . gs Method 

Start 12967 End 

GI none Score 
Exons 



OJ990530_37.0126.C2 6 

17587 
GENSCAN 
17587 
.49 



12967. .13457, 13692 .. 13747 , 14064 14338 , 15819 15981, 
17511. .17587 



Seq. No. 8953 Seq. ID 

Gene No. 19099 Strand 

Start 1280 End 

Name OJ990530_37 . 0126 . C27 . ol . gs Method 

Start 1280 End 

GI none Score 
Exons 



OJ990530_37.0126.C27 
+ 

5791 
GENSCAN 
4046 
.95 



1280. .1342, 2727. .2905, . 3181. .3264, 3376. .3502, 3548. .3572, 
3889.. 4.046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



8953 

19099 

1280 

OJ990530_37.0126.C27.o3.np 

3313 

5922620 

3313.. 3351, 3392.. 3544, 4199. 



OJ990530_37.0126.C27 
+ 

5791 
AAT/NAP 
5791 
369 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4512, 5593.. 5791 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



8953 

19100 

8121 

OJ990530_37.0126.C27.o4 .gs 



Seq. ID OJ990530_37.0126.C27 

Strand + 

End 8528 

Method GENSCAN 



9425 




start 


8121 




End 


8528 








GI 


none 




Score 


.81 








Exons. 


8121. .8166, 8257. .8528 














Seq. No. 


8953 




Seq. ID 


OJ990530_ 


37 


.0126 


.C27 


Gene No . 


19101 




Strand 


+ 








Start 


8725 




End 


9829 








Name 


OJ990530 37.0126.C27.ol 


.gp 


Method 


AAT/GAP 








Start 


8725 




End 


9829 








GI 


none 




Score 


1012 








Exons 


8725. .8966, 9508. .9829 














Seq. No, 


8953 




Seq. ID 


OJ990530_ 


37 


.0126 


.C27 


Gene No . 


19102 




Strand 


+ 








Start 


16562 




, End 


17428 








Name 


OJ990530 37.0126.C27.o6 


.gs 


Method 


GENSCAN 








Start 


16562 




End 


17428 








GI 


none 




Score 


. 64 








Exons 


16562. .16750, 16967. .17428 












Seq, No. 


8953 




Seq. ID 


OJ990530_ 


37 


.0126 


.C27 


Gene No. 


19103 




Strand 










Start 


1063 




End 


3039 








Name 


OJ990530 37.0126.C27.ol 


.np 


Method 


AAT/NAP 








Start ' 


1063 




End 


3039 








GI 


6539570 




Score 


171 








Exons 


1063, .1082, 2600. .2673, 


2846. .3039 










GI Descrip. 


fAP0008361 hvDothetical 


protein [Oryza 


sativa] 








Seq. No. 


8953 




Seq. ID 


OJ990530_ 


37 


.0126 


.C27 


Gene No. 


19104 




Strand 


— 








Start 


3175 




End , 


3281 








Name 


OJ990530 37.0126.C27.o2 


.np 


Method 


AAT/NAP 








Start 


3175 




End 


3281 








GI 


6630699 




Score 


90 








Exons 


3175. .3281 














GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 










gi 1 6721536 Idbj IBAA89566 


11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 














Seq. No. 


8953 




Seq. ID 


OJ990530_ 


37 


.0126 


.C27 


Gene No. 


19105 




Strand 










Start 


5930 




End 


7437 








Name 


OJ990530 37.0126.C27.o4 


np 


Method 


AAT/NAP 








Start 


5930 




End 


7274 








GI 


6630699 




Score 


104 








Exons 


5930. ,6016, 7164. .7274 














GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 










gi 1 6721536 | dbj | BAA89566 


11 


{AP001073) 


hypothetical protein 




[Oryza sativa] 














Seq. No. 


8953 




Seq. ID 


OJ990530_ 


31 


.0126 


.C27 


Gene No. 


19105 




Strand 










Start- 


5930 




End 


7437 








Name 


OJ990530 37.0126.C27.o3, 


gs 


Method 


GENSCAN 








Start 


7106 




End 


7437 








GI 


none 




Score 


.88 









9426 




Exons 


7106. .7315, 7390. .7437 








Seq. No. 


8953 




Seq. ID 


OJ990530_37.0126. 


C27 




19106 




Strand 






start 


12770 




End 


13477 




Name 


OJ990530 37.0126.C27 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12770 ~ 




End 


13477 




GI 


none 




Score 


550 




Exons 


12770. . 13477, 12808 . 


. 13026, 


12836. .13102, 13177. .13314 




Seq. No. 


8953 




Seq. ID 


OJ990530_37..0126. 


C27 




19106 




Strand 






Start 


12770 




End 


13477 




Name 


OJ990530 37.0126.C27 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12772 ~ 




End 


13021 




GI 


none 




Score 


236 




Exons 


12772. .13017, 12809. 


. 13021 








Seq. No. 


8953 




Seq. ID 


OJ990530_37.0126. 


C27 


Gene No. 


19106 




Strand 






Start 


12770 




End 


13477 




Name 


OJ990530 37.0126.C27 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13022 ~ 




End 


13402 




GI 


none 




Score 


117 




Exons 


13022 . 13168, 13024 . 


. 13167, 


13178. .13330, 13195. .13314,, 






13322 13402 










Seq. No. 


8953 




Seq. ID 


OJ990530_37.0126. 


C27 


Gene No. 


19107 




Strand 








13861 




End 


14425 




Name 


OJ990530 37.0126.C27 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13861 ~ 




End 


14332 




GI 


none 




Score 


286 




Exons 


13861. . 14049, 13862. 


. 14233, 


13911. .14120, 14194. .14229, 






14246. .14332, 14251. 


. 14328 








Seq. No. 


8953 




Seq. ID 


OJ990530_37.0126. 


C27 


Gene No. 


19107 




Strand 






Start 


13861 




End 


14425 




Name 


OJ990530 37.0126.C27 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14057 




End 


14425 




GI - 


none 




Score 


334 




Exons 


14057. .14425, 14060. 


.14425 









Seq. No. 


8953 


Seq. ID 


OJ990530_37.0126 


.C27 


Gene No. 


19108 


Strand 






Start 


16730 


End 


17083 




Name 


OJ990530 37.0126.C27.o4.tw 


Method 


TBLASTX: Wheat 




Start 


16730 


End 


17083 




GI 


none 


Score 


189 




Exons 


16730. .17083, 16786.. 17001 








Seq. No. 


8954 


Seq. ID 


OJ990620_35.0114 


.CI 


Gene No. 


19109 


Strand 


+ 




Start 


9606 


End 


9689 




Name 


OJ990620 35.0114.Cl.ol.np 


Method 


AAT/NAP 




Start 


9606 


End 


9689 





9427 



GI 


6630699 


Score 


78 


Exons 


9606. :9689 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


, sativa] 




gil 6721536 Idbj | BAA8 9566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


8954 


Seq. ID 


OJ990620 35. 0114. CI 


Gene No. 


. 19110 


• Strand 


4- 


Start 


14515 


End 


14598 


Name 


OJ990620 35.0114.Cl.o3.np 


Method 


AAT/NAP. 


Start 


14515 


End 


14598 


GI 


6630699 


Score 


85 


Exons 


14515. .14598 






GI Descrip, 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi 1 6721536 1 dbj 1 BAA89566 . 1 1 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No-. - 


8954 


Seq. ID 


OJ990620_35.0114.C1 


Gene No.' 


19111 


Strand 


+ 


Start 


15751 


End 


16228 


Name 


OJ990620 35.0114.Cl.o5.np 


Method 


AAT/NAP 


Start 


15751 


End 


16228 


GI 


5922628 


Score 


126 


Exons 


15751. .15973, 16081.. 16228 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gil 6016861 Idbj |BAA85204.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


8954 


Seq. ID 


.OJ990620_35.0114.C1 




19112 


Strand 




Start 


19442 


End 


19681 


Name 


OJ990620 35.0114.Cl.o4.gs 


Method 


GENSCAN 


Start 


19442 


End 


19681 


GI 


none 


Score 


.41 


Exons 


19442. .19681 






Seq. No. 


8954 


Seq. ID 


OJ990620_35.0114-C1 


Gene No. . 


19113 


Strand 




Start 


2283 


End 


2653 


Name 


OJ990620 35.0114.Cl.ol.gp 


Method 


AAT/GAP 


Start 


2283 


End 


2653 


GI 


uC-osflM202085g09al 


Score 


742 


Exons 


2283. .2653 






GI Descrip. 


'1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence' 


Seq. No. 


8954 


Seq. ID 


OJ990620_35.0114.C1 


Gene No. 


19114 


Strand 




Start 


9828 


End 


14460 


Name 


OJ990620 35.0114.Cl.o2.np 


Method 


AAT/NAP 


Start 


9828 - 


End 


14460 


GI 


5922620 


Score 


339 


Exons 


9828. .9980, 10258 .. 10314 , 11230. .11473 


, 11605. .11771, 




14318. .14382, 14422. .14460 






GI Descrip. 


(AP000492) EST D15357 {C0514 ) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gil 6016853 Idbj | BAA85196.il 


(AP000.570) 


EST D15357 {C0514) 



9428 



corresponds to a region of the predicted gene,; hypothetical 
protein [Oryza sativa] 



OJ990620_35.0114.C1 

16507 
AAT/NAP 
16507 
157 



Seq. No. 8954 Seg. ID 

Gene No. 19115 Strand 

Start 14737 End 

Name OJ990620_35 .0114 . CI . o4 . np Method 

Start 14737 End 

GI 5922620 Score 

Exons 14737. .14870, 16483.. 16507 

GI Descrip. {AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 {C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 8954 Seq. ID OJ990620_35 . 0114 . CI 

Gene No. 19116 ■ _ Strand 

Start 18406 End 18464 

Name OJ990620_35 . 0114 : CI . o2 . gp Method AAT/GAP 

Start 18406 End 18464 

GI 2312838 ..Score 73 

Exons 18406. . 18464 

GI Descrip. 1420932/gb I U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 8955 

Gene No. 19117 

Start 78 

Name OJ990620_35 . 0114 .C2 . ol . gs 

Start 78 

GI none 
Exons 



Seq. ID OJ990620_35.0114.C2 

Strand + 

End 11059 

Method GENSCAN 

End 5999 

Score . 65 



78. .127, 1217. .1282, 1817. .1871, 2463. .3179, 3266. .3410, 
3585. ,3632, 3708. .4084, 4844. ,4869, 5239. .5356, 5425, .5506, 
5836. .5999 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



8955 

19117 

78 

OJ990620_35.0114.C2.ol.gp 
1773 
4969157 
1773. ,1871, 

8955 
19117 
78 

OJ990620 35 
2015 
5734720 
2015, .2060, 



1978. .2110 



_35.0114.C2.ol.np 



2489. .3174, 3258, 



Seq. ID OJ990620_35.0114.C2 

Strand • + 

End 11059 

Method AAT/GAP 

End 2110 

Score 361 



Seq. ID OJ990620_35.0114 .C2 

Strand + 

End 11059 

Method AAT/NAP 

End. ' 4793 

Score 560 

.3476, 3585. .3982, 4710,. 4793 



(AC008075) Contains PF 101426 BAH (bromo-adj acent homology) , 
domain, ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 and 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



Seq. No. 
Gene No, 



8955 
19117 



Seq. ID OJ990620_35.0114 ,C2 
Strand + 



9429 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



78 End 11059 

OJ990620_35 . 0114 . C2 . o2 . gp Method AAT/GAP 

2738 End 3810 

4951_1.R1084 Score 1646 

2738. .3179, 3266. .3476, 3585. .3810 

•5734720/gb|AAD49985.1 |AC008075_18 6.0e-45 (AC008075) Contains 
PF_01426 BAH (bromo-adjacent homology) domain. ESTs gb_N9634 9, 
.gb_T42710, gb_H77084, gb_AA395147 and gb_AA605500 come from this 
gene. [Arabidopsis thaliana] * 



Seq. No. 8955 

Gene No. 19117 

Start 78 

Name OJ990620_35 . 0114 .C2 . o2 . np 

Start 3947 

GI 6503010 

Exons 3947.. 4072, 
9100. .9320, 



4925. .5336, 8201. 
9348.. 9805, 11027 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8419, 8506 
. .11059 



OJ990620_35.0114.C2 
+ 



11059 
AAT/NAP 
11059 
713 

8702, 



8790. . 9025, 



GI Descrip. (AF174427) formin-like protein AHFl [Arabidopsis thaliana] 



Seq. No. 8955 Seq. ID OJ990620_35 . 0114 . C2 

Gene No. 19118 Strand 

Start 4004 End 4531 

Name OJ990620_35 . 0114 . C2 . o3 . gp Method AAT/GAP 

Start _ 4004 End 4531 

GI 3113_1.R1084 Score 1029 

Exons 4004.. 4531 

GI Descrip. ' 5881963/gb | AAD55139 . 1 1 AF066079_1 l.Oe-12 (AF066079) 

dihydrolipoamide S-acetyltransf erase [Arabidopsis thaliana] ' 



Seq. No. 8955 Seq. ID 

Gene No. 19119 Strand 

Start 10433 End 

Name 0 J 9 9 0 6 2 0_3 5.0114.C2.o4.gp Method 

Start 10433 End 

GI 3768201 Score 

Exons 10433. .10778, 12077.. 12123 

GI Descrip. 5881963/gb | AAD55139 . 1 | AF066079_1 l.Oe-12 (AF066079) 

dihydrolipoamide S-acetyltransf erase [Arabidopsis thaliana] 



OJ990620_35.0114.C2 

13810 
AAT/GAP 
12123 
700 



Seq. No. 8955 

Gene No. 19119 

Start 10433 

Name OJ990620_35. 0114 .C2 .o3.np 

Start 10677 

GI 5881963 

Exons 10677. .10778, 12077 
12591. .12782, 12890 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End' 

Score 



OJ990620_35.0114.C2 

13810 
AAT/NAP ^ 
13810 
1362 



12257. .12327, 12414. 



12160, 
13810 

(AF066079) dihydrolipoamide S-acetyltransf erase 
thaliana] 



.12501, 
[Arabidopsis 



Seq. No. 8955 Seq. ID 

Gene No. ' 19120 Strand 

Start 15820 End 

Name OJ990620_35 . 0114 . 02 . o4 . tm Method 

Start 1980 End 

GI none Score 



OJ990620_35.0114.C2 
16731 

TBLASTX: Maize 

2686 

134 



9430 






Exons 


1980 . .2105, 


1981 . 


.2106, 


2002 . 


.2139, .2003. .2110, 


2451 . .2684 






2456 . . 2686, 


24 61 . 


.2685, 


24 62 . 


.268 6 








Seq. No. 


8955 








Seq. ID 


OJ990620 


35 . 0114 . C2 




Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620 35 


.0114. 


C2.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2611 








End 


3682 






GI 


none 








Score 


101 






Exons 


2611 . . 2724 , 


2616. 


. 2846, 


2618 . 


.2764, 2619.. 2864, 


3030 . . 3158 






3038 . .3163, 


3052 . 


. 3159, 


3260 . 


.3343, 3264.. 3347, 


3265 . . 3342 






3361 . .3477, 


3376 . 


. 3444, 


3377 . 


.3514, 3572.. 3682 






Seq. No. 


8955 








Seq. ID 


OJ990620 


_35 . 0114 . C2 




Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620_35 


. 0114 . 


C2 . ol . 


tm 


Method 


TBLASTX: 


Maize 




Start 


2733 








End 


4190 






GI 


none 








Score 


275 






Exons 


2733. .2945, 


2742. 


.2939, 


2744. 


.2971, 2845. .2976, 


3023. .3181, 






3024 . . 3179, 


3032 . 


. 3181, 


3244 . 


.3477, 3260.. 3478, 


3572 . .3706, 






3582 . . 374 6, 


3582 . 


. 3728, 


3774 . 


.3836, 3809.. 3886,. 


3834 . . 3935, 






3864 . . 3941, 


3871 . 


. 3972, 


3987 . 


.4085, 3988. .4068, 


3992 . . 4075, 






4067 . . 4108, 


4148 . 


.4186, 


4166 . 


.4189, 4173. .4190 






Seq. No. 


8955 








Seq. ID 


OJ990620 


35 . 0114 . C2 


i i 


Gene No. 


19120 








Strand 






III 


Start 


15820 








End 


16731 






Name 


OJ990620_35 


. 0114 . 


C2.o4 . 


tc 


Method 


TBLASTX: 


Cress 


n 


Start 


3042 








End 


3432 




i • " 


GI 


none 








Score 


141 






Exons 


3042 . . 3179, 


3050 . 


. 3181, 


3260- 


.3343, 3355.. 3432, 


3383 . . 3430 




Seq. No. 


8955 








Seq. ID 


OJ990620 


_35 . 0114 .C2 




Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620_35 


.0114 . 


C2.o3. 


tm 


Method 


TBLASTX: 


Maize 


i:s: 


Start 


8815 








End 


9315 




: '\ 


GI 


none 








Score 


202 






Exons 


8815 . . 9042, 


8816. 


. 9031, 


9102. 


.9311, 9103.. 9315 






Seq. No. 


8955 








Seq. ID 


OJ990620 


_35 . 0114 .C2 




Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620 35, 


. 0114 . 


C2 . o3 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


8846 








End 


9326 






GI 


none 








Score 


117 






Exons 


8846 - . 9031, 


9098 . 


, 9310, 


9102. 


,9311, 9103. .9318, 


9132 . . 9326 




Seq. No. 


8955 








Seq. ID 


OJ990620 


_35 .0114 .C2 




Gene No . 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620 35. 


.0114. 


C2.04. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


9102 








End 


9374 






GI 


none 








Score 


255 






Exons 


9102. .9374, 


9103. 


.9351 











9431 



Seq. No.' 


8955 








Seq. ID 


OJ990620 


_35,0114 


.C2 


Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620 35. 0114. C2. 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


9477 








End 


9726 






GI 


none 








Score 


227 






Exons 


9477. . 


9599, 9478.. 9726, 9574.. 9726 








Seq. No. 


8955 








Seq. ID 


OJ990620 


_35.0114 


.C2 


Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620 35. 0114. C2. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


10595 








End 


12448 






GI 


none 








Score 


141 






Exons 


10595. 


.10774, 


10626. 


. 10778, 


10659. .10778, 10660 


. .10779, 






12065. 


.12163, 


12071. 


.12163, 


12255. . 12326, 12257 


. .12343, 






12258. 


.12344, 


12407. 


.12448, 


12412. .12447 






Seq. No. 


8955 








Seq. ID 


OJ990620 


__35.0114 


.C2 


Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620 35. 0114. C2. 


ol . tc 


Method ^ 


TBLASTX: 


Cress 




Start 


10657 








End 


13033 






GI 


none 








• Score 


128 






Exons 


10657. 


-.10779, 


10671. 


. 10778, 


12071. .12163, 12074 


. .12163, 






12075. 


.12164, 


12075. 


. 12164 , 


12256. .12303, 12256 


. .12303, 






12257. 


.12337, 


12261. 


. 12329, 


12410. .12502, 12412 


. .12504, 






12412. 


.12504, 


12577. 


. 12687, 


12588. .12635, 12634 


. .12783, 






12636. 


.12782, 


12887. 


.13033, 


12918. .13010, 12929 


. .13012 




Seq. No. 


8955 








Seq. ID 


OJ990620 


_35.0114 


.C2 


Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620 -35.0114.02. 


o2 . tm 


Method 


TBLASTX : : 


Maize 




Start 


10665 








' End 


13487 






GI 


none 








Score 


89 






Exons 


10665. 


.10778, 


10681. 


. 10779, 


12071. .12160, 12080 


. . 12151, 






12223. 


.12303, 


12260. 


. 12337, 


12261. .12329, 12407 


. .12502, 






12410. 


.12496, 


12412. 


. 12504, 


12415. .12504, 12568 


. .12780, 






12572. 


.12778, 


12588. 


.12782, 


12591. .12782, 12887 


. .13057, 






12918. 


.13010, 


12929. 


.13057, 


13134. .13244, 13136 


. .13258, 






13352. 


.13486, 


13428. 


. 13487 










Seq. No. 


8955 








Seq. ID 


OJ990620 


_35.0114 


.C2 


Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 






Name 


OJ990620 35. 0114. C2. 


ol.ts 


Method 


TBLASTX:; 


Soybean 




Start 


10674 








End 


13246 






GI 


none 








Score 


90 






Exons 


10674. 


.10778, 


10678. 


.10779, 


12071. .12160, 12072 


. .12161, 






12260. 


.12292, 


12261. 


.12293, 


12293. .12337, 12410 


. .12490, 






12412. 


.12504, 


12568. 


.12780, 


12588. .12782, 12591 


. .12785, 






12887. 


.13057, 


12933. 


.13013', 


13133. .13246, 13134 


. .13244 




Seq. No. 


8955 








Seq. ID 


OJ990620_ 


__35.0114 


.C2 


Gene No. 


19120 








Strand 








Start 


15820 








End 


16731 







9432 



Name 


OJ990620 35. 0114. C2 


.o2. tc 


Method 


TBLASTX: 


Cress 




Start 


13358 




End 


13645 






GI 


none 




Score 


116 






Exons 


13358 . . 13645, 13428 


. .13637 










Seq. No. 


8955 




Seq. ID 


OJ990620 


_35.0114 


.C2 


Gene No. 


19120 




Strand 








Start 


15820 




End 


16731 






Name 


OJ990620_35 . 0114 .C2 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


13400 




End 


13645 






GI 


none 




. Score 


72 






Exons 


13400. . 13645, 13428 


. .13490, 


13484. .13618, 13584 


. . 13637 




Seq. No. 


8955 




Seq. ID 


OJ990620 


_35.0114 


.C2 


Gene No. 


19120 




Strand 








Start 


15820 




End 


16731 






Name 


OJ990620_35. 0114 .02 


.o5. tm 


Method 


TBLASTX : 


Maize 




Start 


13490 




End 


13645 






GI 


none 




Score 


153 






Exons 


13490. . 13624, 13490 


. .13645 










Seq. No. 


8955 




Seq. ID 


OJ990620 


_35.0114 


.C2 


Gene No. 


19120 




Strand 








Start 


15820 




End 


16731 






Name 


OJ990620 35. 0114. C2 


.o4 .gs 


■ Method 


GENSCAN 






Start 


15820 




End 


16648 






GI 


none 




Score 


.94 






Exons 


15820. . 16020, 16613 


. .16648 










Seq. No. 


8955 




Seq. ID 


OJ990620 


_35.0114 


.C2 


Gene No. 


19120 




Strand 








Start 


15820 




End 


16731 






Name 


OJ990620 35. 0114. C2 


. o5 . gp 


Method 


AAT/GAP 






Start 


15846 




End 


16187 






GI 


25792 1.R1084 




Score 


645 






Exons 


15846. .16187 












GI Descrip. 


'4512233/dbj IAB014743.1IAB014743 O.Oe+00 Oryza 


sativa copia 



retrotransposon RIRE7 DNA, partial sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene, No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990620_35.0114.C2 
Strand 

End 16731 

Method AAT/GAP 

End 16731 

Score 632 



8955 
19120 
15820 

OJ990620_35.0114.C2.o6.gp 
16362 
2312718 
16362. .16731 

4512233/dbj IAB014743.1IAB014743 l.Oe-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



8956 

19121 

8275 

OJ990620_35.0114.C3.o2.gs 

8275 

none 

8275. .8683, 8759. .8913 



Seq. ID OJ990620_35.0114.C3 

Strand + 

End 91.99 

Method GENSCAN 

End 8913 

Score .76 



9433 



Seq. No. 


8956 


Seq. ID 


OJ990620_35.0114 


.C3 


Gene No. 


19121 


Strand 


+ 




Start 


8275 


End 


9199 




Name 


OJ990620 35.0114.C3.o2.gp 


Method 


AAT/GAP 




Start 


8424 


End 


9199 




GI 


34533_1.R1084 


Score 


1325 




Exons 


8424. .8683, 8759. .9199 








GI Descrip. 


* 224 5001 /emb | CAB10421 . 1 1 4 . Oe 


-43 (Z97341) hypothetical 


proi 




[Arabidopsis thaliana] ' 








Seq. No. 


8956 


Seq. ID 


OJ990620_35.0114 


.C3 


Gene No. 


19121 


Strand 


+ 




Start 


8275 


End 


9199 




Name 


OJ990620_35.0114.C3.o2.np 


Method 


AAT/NAP 




Start 


8530 


End 


8922 




GI 


2245001 


Score 


395 




Exons 


85 30.. 8 68 3, 8759. .8922 








GI Descrip. 


(Z97341) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


8956 


Seq. ID 


OJ990620 35.0114 


.C3 


Gene No. 


19122 


Strand 


+ 




Start 


12841 


End 


14092 




Name 


OJ990620 35.0114.C3.o3.gs 


Method 


GENSCAN 




Start 


12841 


End 


14092 




GI 


^none 


Score ■ - 


.72 




Exons 


■ 12841. .12895, ' 13707 14092 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8956 Seq. ID OJ990620 

19122 Strand + 

12841 End 14092 

OJ990620_35 . 0114 . C3 . o3 . np Method AAT/NAP 

13116 End 13199 

133404 Score 55 
13116. .13199 
DNA-DIRECTED 
DNA-directed 



35. 0114. C3 



RNA 
RNA 



POLYMERASE 
polymerase 



ALPHA CHAIN gi | 66963 | pir | | RNRZA 
(EC 2.7.7.6) alpha chain - rice 
chloroplast gi 1 12018 I emb I CAA3397 9 I (X15901) RNA polymerase alpha 
subunit [Oryza sativa] gi | 226639 | prf M 1603356BN RNA polymerase 
alpha [Oryza sativa] 



Seq. No. 8956 Seq. ID 

Gene No. 19123 Strand 

Start 19225 End 

Name OJ990620_35 . 0114 . C3 . o3 . gp Method 

Start 19225 End 

GI 55343_1.R1084 Score 

Exons 19225. .19484, 20853.. 21428 

GI Descrip. ' 5042437/gb I AC007789 . 1 1 AC007789 8.0e-24 Oryza sativa BAC T49B20 

genomic sequence, complete sequence' 



OJ990620_35.0114.C3 
+ 

21428 
AAT/GAP 
21428 
1562 



Seq. No. 8956 Seq. ID 

Gene No. 19124 .Strand 

Start ' 861 End 

Name - OJ990620_35 . 0114 .C3 . ol . gs Method 

Start 8 61 End 

GI none Score 
Exons 



OJ990620_35.0114.C3 

7344 
GENSCAN 
7344 
.61 



861. .973, 1420. .1593, 1657. .2098, 2249. .2389, 2436. .2543, 



9434 



2636. .2897/ >.3002.;^.-3300, .3381. .3499, 3533 . . 37 94 / 38 99 . . 4068 , • 
^4092. .4246; 43221.4395, 4891.. 5207, 5478 .. 5645,' 6177 . .6317 , 
7151. .7277, 7342. .7344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8956 Seq. ID OJ990620_35 . 0114 . C3 

19124 Strand 

861 End 7344 

OJ990620_35.0114 .C3.ol.np Method AAT/NAP 

1643 End 7145 

5441880 Score 2653 

1643. .1857, 2150. .2385, 2636. ,2897, 3002. .3300, 3880, .4213, 
4322. .4461, 5074. .5400, 5659. .5690, 6135., 7145 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq, No. 


8956 




Seq. ID 


OJ990620_35.0114.C3 


Gene No. 


19124 




Strand 




Start 


861 




End 


7344 


Name 


OJ990620 35 


.0114.C3.ol.gp 


Method 


AAT/GAP 


Start 


1964 




End 


4207 


GI 


LIB3433-020- 


-P1-K1-A6 


Score 


703 


Exons 


1964. .2343, 


4165.. 4207 






GI Descrip. 


'5670155/gb|AF161269.1|AF161269 2.0e-: 


35 Oryza sativa subsp. 




japonica BAG clone 34K24, complete sequence* 


Seq. No. 


8956 




Seq. ID 


OJ990620_35.0114.C3 


Gene No. 


19124 




Strand 




Start 


861 




End 


7344 


Name 


OJ990620 35 


.0114.C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


3973 




End 


4155 


GI 


none 




Score 


105 


Exons 


3973. .4092, 


3974. .4093, 4091. 


.4141, 4102. .4155 


Seq, No, 


8956 




Seq. ID 


OJ990620_35.0114.C3 


Gene No. 


19124 




Strand 




Start 


861 




End 


7344 


Name 


OJ990620 35, 


.0114.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5908 




End 


6285 


GI 


none 




Score 


61 


Exons 


5908. .6081, 


5919.. 6059, 6014. 


.6082, 6106,. 6282, 6131.. 6283, 




6136. .6285 








Seq, No, 


8956 




Seq. ID 


OJ990620_35.0114 .C3 


Gene No, 


19124 




Strand 




Start 


861 




End 


7344 


Name 


OJ990620 35. 


.0114 .C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


6101 




End 


6579 


GI 


none 




Score 


216 . 


Exons 


6101. .6574, 


6112. .6579 






Seq. No, 


8956 




Seq. ID 


OJ990620_35. 0114.C3 


Gene No. 


19125 




Strand 




Start 


8122 




End 


8946 


Name 


OJ990620 35, 


,0114 .C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8122 




End 


8823 


GI 


none 




Score 


250 



9435 




Exons 


8122. .8178, 


8518. 


.8757., 


8526. 


.8687, 8781. .8822, 


8782--.;;8823 


Seq. No. 


8956 








Seq. ID 


OJ990620 


_35;0114.C3 


Gene No. 


19125 








Strand 








o IZZ 








End 


8946 




Name 


OJ990620 35 


0114. 


C3.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8438 








End 


8946 




GI 


none 








Score 


38 




Exons 


8438. .8461, 


8439. 


.8462, 


8509. 


.8685, 8526. .8687, 


8751. .8909, 




8755. .8946 














Seq. No. 


8956 








Seq. ID 


OJ990620 


_35.0114.C3 


oene wo . 










Strand 






Start 


8122 








End 


8946 




Name 


OJ990620 35 


0114. 


C3.01. 


tc 


Method 


TBLASTX : 


Cress 


Start 


8521 








End 


8901 




GI 


none 








Score 


221 




Exons 


8521. .8685, . 


8529. 


.8687, 


8751. 


.8891, 8755. .8901 




Seq. No. 


8956 








Seq. ID 


OJ990620 


_35.0114.C3 


oene jno . 


1 Q1 9 R 








Strand 






Start 


8122 








End 


8946 




Name 


OJ990620 35. 


0114. 


03. ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8524 








End 


8907 




GI 


none 








Score 


240 




Exons 


8524. .8685, 


8529. 


.8687, 


8751. 


.8900, * 8755. .8907 




Seq. No. 


8957 








Seq, ID 


OJ990620 


_35.0114.C4 


Gene No. 


19126 








Strand 


+ 




otarc 


1 99 Q 








End 


6423 




Name 


OJ990620 35. 


0114. 


04. ol. 


gs 


Method 


GENSCAN 




Start 


1229 








End 


6423 




GI 


none 








Score 


.55 




Exons 


1229. .1318, 


2550. 


.2589, 


2595. 


.2741, 3963.. 4011, 


5983. .6044, 




6324. .6423 














Seq. No. 


8958 








Seq. ID 


OJ990620 


_35.0114.C5 


Cjene no. 


1 Q1 9*7 








Strand 






Start 


768 








End 


887 




Name 


OJ990620 35. 


0114. 


05.01. 


gs 


Method 


GENSCAN 




Start 


768 








End 


887 




GI 


none 








Score 


.95 




Exons 


768. .887 , 














Seq. No. 


8959 








Seq. ID 


OJ990620 


_35.0114.C6 


oene ino . 


19128 








Strand 


+ 




Start 


224 








End 


1099 




Name 


OJ990620 35. 


0114. 


06. ol. 


gs 


Method 


GENSCAN 




Start 


224 








End 


1089 




GI 


none 








Score 


.94 




Exons 


224.. 345, 468.. 527, 695 


. .1089 








Seq. No. 


8959 








Seq. ID 


OJ990620 


_35.0114.C6 


Gene No. 


19128 








Strand 


+ 




Start 


224 








End 


1099 




Name 


OJ990620 35. 


0114. 


06. ol. 


np 


Method 


AAT/NAP 




Start 


464 








End 


1099 





9436 






GI . 


2498930 


Score 


727 , • . 




Exons 


454. .527, 695. .1099 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 






PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 




Seq. No. 


8960 


Seq. ID 


OJ990620_35.0114.C7 




Gene No. 


19129 


Strand 


+ 




Start 


1 


End 


3714 




Name 


OJ990620 35.0114.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3320 




GI 


6498441 


Score 


3786 




Exons 


1..371, 468. .807, 1000. .1382, 1554. .2951, 3046. .3320 




GI Descrip. 


(AP000815) EST C72786 {E2258 ) 


corresponds to a region of the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. {AF098806) 


[Oryza sativa] 




Seq. No. 


8960 


Seq. ID 


OJ990620_35.0114.C7 




Gene No . 


19129 


Strand 


+ 




Start 


1 


End 


3714 




Name 


OJ990620 35.0114.C7.ol.gs 


Method 


GENSCAN 




Start . 


631 


End 


3714 




GI 


none 


Score 


•71 




Exons 


631. .2977, 2988. .3341, 3516. 


.3714 






Seq. No. 


8960 


Seq. ID 


OJ990620_35.0114.C7 




Gene No. 


19130 


Strand 


+ 




Start 


12613 


End 


15099 


'1 ! 


Name 


OJ990620 35.0114.C7.o2.gp 


Method 


AAT/GAP 


' "t 


Start 


12611 


End 


15020 


; S7 


GI 


LIB3432-052-P1-K1-E2 


Score 


760 


ll 


Exons 


12611. .12688, 13276. .13426, 


14838. .15020 


; sr 


GI Descrip. 


•5734712/gb|AAD49977.1|AC008075_10 4.0e-37 (AC008075) ESTs 


'i J 




gb T41781 and gb AA586096 come from this gene. [Arabidopsis 






thaliana] ' 






., 5 


Seq. No. 


8960 


Seq. ID 


OJ990620_35.0114 .C7 




Gene No . 


19130 


Strand 


+ 




Start 


12613 


End 


15099 


_! 


Name 


OJ990620 35.0114.C7.o4.gs 


Method 


GENSCAN 


=i 


Start 


12613 


End 


15099 


:\ 


GI 


none 


Score 


.92 




Exons 


12613. .12688, 13276 .. 13426, 


14838. .15099 




Seq. No. 


8960 


Seq. ID 


OJ990620_35.0114.C7 




Gene No. 


19130 


Strand 


+ 




Start 


12613 


End 


15099 




Name 


OJ990620 35.0114.C7.o5.np 


Method 


AAT/NAP 




Start 


12613 


End 


15096 




GI 


5734712 


Score 


499 




Exons 


12613. .12670, 13270. .13426, 


14838. .15096 




GI Descrip. 


(AC008075) ESTs gb|T41781 and gb|AA586096 come from this ger 






[Arabidopsis thaliana] 








Seq'. No. 


8960 


Seq. ID 


OJ990620_35.0114 .C7 




Gene No. 


19131 


Strand 


+ 




Start 


16845 


End 


20881 




Name 


OJ990620 35.0114.C7.o5.gs 


Method 


■ GENSCAN 



9437 



start 


16845 


■End 


20881 , 






GI 


none 


Score 


.57 






Exons 


16845. .17008, 18205 .. 18373/ 


19025. .19120, 19622 


. .19829, 






20664. .20881 










Seq. No. 


8960 


Seq. ID 


OJ990620 


_35.0114 


.C7 


Gene No . 


19132 


Strand 


+ 






Start 


21765 


End 


23476 






Name 


OJ990620 35.0114..C7.o6.gs 


Method 


GENSCAN 






Start 


21765 


End 


23476 






GI 


none 


Score 


.64 






Exons 


21765. .21901, 23395. .23476 










Seq. No. 


8960 


Seq. ID 


OJ990620 


_35.0114 


.C7 


Gene No . 


19133 


Strand 


— 






Start 


3950 


End 


11491 






Name 


OJ990620 35.0114.C7.o2.gs 


Method 


GENSCAN 






Start 


3950 


End 


7293 






GI 


none 


Score 


.92 






Exons 


3950. .5936, 6032. .6430, 6572 


. .7293 








Seq. No. 


8960 


Seq. ID 


OJ990620 


_35.0114 


.C7 


Gene No. 


19133 


Strand 








Start 


3950 


End 


11491 






'=^1 Name : 


OJ990620 35.0114.C7.o2.np 


Method 


AAT/NAP 






•-f Start ' 


3953 


End 


7293 






m GI 


5803259 


Score 


5052 







ry Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3953.. 5622, 5707.. 5936, 6032.. 7293 

(AP000399) hypothetical protein [Oryza sativa] 



8960 

19133 

3950 

OJ990620_35.0114.C7.o3.np 

6994 

3319345 



Seq. ID . OJ990620_35.0114.C7 
Strand 

End 11491 
Method AAT/NAP 
End 10291 
Score 532 



6994. .7234, 9016. .9405, 9498. .9952, 10052. .10291 
(AF077407) contains similarity to' maize transposon .MuDR 
{GB:M76978) [Arabidopsis thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8960 
19133 
3950 

OJ990620_35.0114.C7.o3.gs 
7950 
none 

7950. .8055, 8215. .8290, 8530. .8691, 8775. .9405, 9498.-9686, 
9765. .10044, 10243 .. 10860, 1124 9 .. 11303, 11422. .11491 



Seq. ID OJ990620_35.0114.C7 
Strand 

End 11491 

Method GENSCAN 

End 11491 

Score . 62 



8960 

19134 

28362 

OJ990620_35.0114.C7.o3.tw 

325 

none 

325. .582, 325. .573, 327. .581 



Seq. ID OJ990620_35.0114 .C7 
Strand 

End 29283 

Method TBLASTX; Wheat 

End 582 

Score 295 



9438 




Seq. No. 


8960 








Seq. ID 


OJ.990620_35.0114 


.C7 


Gene Np . 


19134 








Strand 






Start 


28362 








End 


29283 




Name 


OJ990620 35 


.0114 


.C7.03. 


tm 


Method 


TBLASTX: Maize 




Start 


327 








End 


713 




GI 


none 








Score 


235 




Exons 


327. .599, 328. .600, 600. .713, 


644 . . 682 






Seq. No. 


8960 








Seq. ID 


OJ990620_35.0114 


.C7 


Gene No. 


19134 








Strand 






Start 


28362 








End 


29283 




Name 


OJ990620 35 


.0114 


.C7.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


1254 








End 


1688 




GI 


none 








Score 


236 




Exons 


1254. .1505, 


1254 


. .1451, 


1319. 


.1495, 1539. .1688, 1550. .1687 


Seq. No. 


8960 








Seq. ID 


OJ990620 35.0114 


-07 


Gene No. 


19134 








Strand 






Start 


28362 








End 


29283 




Name 


OJ990620 35 


.0114 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1377 








End 


1943 




GI 


56667 95,v,. .. 








Score 


68 




Exons 


1377. .1375, 


1551 


. .1688, 


1743. 


.1943 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


ma v*^ 1 

ILLCL y ^ J 




Seq. No. 










Seq. ID 


OJ990620 35 0114 


. C7 


Gene No . 


19134 








Strand 






Start 


28362 








End 


29283 




Name 


OJ990620 35 


.0114 


.C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1691 








End 


2003 




GI 


none 








Score 


187 




Exons 


1691. .1867, 


1743 


. .2003 










Seq. No. 


8960 








Seq. ID 


OJ990620_35.0114 


. C7 


Gene No . 


19134 








Strand 






Start 


28362 








End 


29283 




Name 


OJ990620 35 


.0114 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2196 








End 


2519 




GI 


none 








Score 


364 




Exons 


2196. .2519, 


2225 


. .2506 










Seq. No. 


8960 








Seq. ID 


OJ990620_35.0114 


.C7 


Gene No . 


19134 








Strand 






Start 


28362 








End 


29283 




Name 


OJ990620 35 


.0114 


.C7.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


2333 








End 


2714 




GI 


none 








Score 


378 




Exons 


2333. .2389, 


2334 


. .2714, 


2430. 


.2675, 2435. .2683 




Seq. No. 


8960 








Seq. ID 


OJ990620_35.0114 


.07 


Gene No. 


19134 








Strand 






Start 


28362 








End 


29283 




Name 


OJ990620 35, 


.0114 


.C7.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


2715 








End 


3303 




GI 


none 








Score 


250 




Exons 


2715. .2987, 


2719 


. .2790, 


2720. 


.2818, 2853.. 2957, 2855.. 2983, 




3192. .3302, 


3193 


. .3303 











9439 






Seq. No. 


8960 " '--^ ' 




Seq. ID 


OJ990620_35.0114 


. C7 




Gene No. 


19134 




. Strand 








Start 


28362 




End 


29283 






Name 


OJ990620 35. 0114. C7 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


13272 




End 


15251 






GI 


none 




Score 


42 






Exons 


10T70 iooytr\ loono 

lo2 /2 . . Ioi40, 132/0 


. . 13365, 


13275. .13307, 13339 .. 13422, 








lOOOn IQvfOO lOOyll 


. . 13424 , 


13352. .13423, 13367 .. 13429, 








lOO^O lOVIOT 1>10'D£: 


1 C A A O 

. . 15099, 


14839. .15009, 14840 .. 15064 , 








14 922 15095, 15222 


. . 15251 










Seq. No. 


8960 




Seq. ID 


OJ990620_35.0114 


. C7 




Gene No. 


19134 . 




Strand 








Start 


28362 




End 


29283 






Name 


OJy90620 i5.0114.C7 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


T O O O ^ 

1 J JOi 




End 


15113 






GI 


none 




Score 


67 






Exons 


T'5'DO'3 TOVIOT TVIOOC 

13383 .. 13427, 14835 


. . 15011 , 


14836. .15099, 1490.5 .. 15009, 








14 922 . . 15113 












Seq. No. 


8960 




Seq. ID 


OJ990620_35.0114 


.C7 




Gene No. 


19134 




Strand 








Start 


28362 




End 


29283 




i. -f 


Name 


OJ990620_35 . 0114 . C7 


. 61 . tc 


Method 


TBLASTX: Cress 






Start 


14836 




End 


15099 




m 


GI 


none 




Score 


371 




f Li 


Exons 


1483b .. 15099, 14905 


1 C A A A 

. . 15009, 


14922.. 15098 




!, _! 


Seq. No. 


8960 




Seq. ID 


OJ990620_35^0114 


.07 


j : I 


Gene No. 


19134 




Strand 








Start 






End 


29283 






Name 


OJ990620_35 . 0114 .C7 


. o7 . gs 


Method 


GENSCAN 




j sf 


Start 


28362 




End- 


29153 






GI 


none 




Score 


.7 




'n 3 


Exons 


28362 . . 29153 












Seq. No. 


8960 




Seq. ID. 


OJ990620_35.0114 


. C7 




Gene No. 


19134 




Strand 








Start 


28362 




End 


29283 




r| 


Name 


OJ990620 35. 0114. C7 


.06. np 


Method 


AAT/NAP 






Start 


28520 




End 


29283 






GI 


2051979 




Score 


181 






Exons 


28520. .29283 












GI Descrip. 


(U94494) teosinte branchedl 


protein [Zea mays] 






Seq. No. 


8960 




Seq. ID 


OJ990620_35.0114 


.C7 




Gene No. 


19134 




Strand 








Start 


28362 




End 


29283 






Name 


OJ990620 35. 0114. C7. 


. o3.ts 


Method 


TBLASTX : Soybean 






Start 


28749 




End 


28901 






GI 


none 




Score 


92 






Exons 


28749. .28895, 28749. 


. .28901, 


28750. .28896 






Seq. No. 


8961 




Seq. ID 


OJ990620_35.0114 


.C8 




Gene No. • 


19135 




Strand 








Start 


505 




End 


9783 





9440 



Name 


OJ990620 35.0114.C8.ol.gs 


Method . 


GENSCAN 


Start 


505 


•End 


9'783 


GI 


none 


Score 


.66 


Exons 


505.. 627, 2220.. 2341, 2373. 


.2535, 3562, 


..3847, 6441. .6587, 




7712. .7891, 8052. .8248, 8490. .8595, 9698. .9783 


Seq. No. 


8961 


Seq. ID 


OJ990620_35.0114.C8 


Gene No. 


19136 


Strand 


+ 


Start 


11545 


End 


11685 


Name 




Method 


AAT/GAP 


Start 


1154 5 ~ 


End 


11685 


GI 


21474 1.R1084 


Score 


220 


Exons 


11545. .11685 






GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidop; 




thaliana] * 






Seq. No. 


8961 


Seq. ID 


OJ990620_35.0114.C8 


Gene No. 


19137 


Strand 




Start 


9610 


End 


16592 


Name 


OJ990620 35.0114.C8.ol.np 


Method 


AAT/NAP 


Start 


9610 


End 


15699 


GI 


4680204 


Score 


1066 


Exons 


9610.. 9650, 120.39. .12135, 12486 12709, 


12806. .12979, 




13089. .14188, 14263. .15699 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


8961 


Seq. ID 


OJ99062Q_35.0114.C8 


Gene No. 


19137 


Strand 




Start 


9610 


End 


16592 


Name 


OJ990620 35.0114.C8.o2.gs 


Method 


GENSCAN 


Start 


11986 


End 


16592 


GI 


none 


Score 


.73 


Exons 


11986. .12165, 12218. .12343, 


12438. .12510, 12599. .12709, 




12806. .12979, 13089 .. 14 188, 


14263. .15684, 16519.. 16592 


Seq. No. 


8961 


Seq. ID 


OJ990620_35.0114.C8 




19137 


Strand 




Start 


9610 


End 


16592 


Name 


OJ990620 35.0114.C8.o3.tw 


Method 


TBLASTX: Wheat 


Start 


12640 


End 


13162 


GI 


none 


Score 


70 


Exons 


12640. .12711, 12811. .12993, 


12818. .12943, 13082. .13162 


Seq. No. 


8961 


Seq. ID 


OJ990620_35.0114 .C8 


Genp No 


19137 


Strand 




Start 


9610 


End 


16592 


Name 


OJ990620 35.0114.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


13976 


End 


14652 


GI 


none 


Score 


54 


Exons 


13976. .14197, 14121 .. 14195, 


14260. .14331, 14572. .14652 


Seq. No. 


8961 


Seq. ID 


OJ990620_35.0114 .C8 


Gene' No. 


19137 


Strand 




Start 


9610 


End 


16592 


Name 


OJ990620 35.0114.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


14653 


End 


15056 


GI 


none 


Score 


50 



9441 



Exons 



14653. .14748, 14 653 .. 14 823, . 14813 14 953, 14818 15054, 
14905. .15054, 14 916 .. 15056, 14940.. 15056 



Seq. No. 8962 

Gene No. 19138 

Start 1048 

Name OJ990620_35 . 0114 .C9 . o4 . gp 

Start 1048 

GI LIB3431-028-P1-N1-A10 

Exons 1048... 1118, 1146.. 1493 

GI Descrip. M 680203/gb | AAD27566 . 1 | AF114171_7 
protein [Sorghum bicolor] * 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990620 
+ 

1493 
AAT/GAP 
1493 
763 



35. 0114. C9 



3.0e-33 (AF114171) TNP2-like 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8962 Seq. ID 

19139 Strand 

177 End 

OJ990620_35 .0114 . C9 . ol . gp Method 

177 End 

342 1.R1084 Score 



OJ990620_35.0114.C9 

2452 
AAT/GAP 
2452 
3513 



177. .694, 804. .901, 1033. .2452 

M574406/gb|AAD24042.1| O.Oe+00 {AF121139) RIM2 protein 
sativa] ' ■ - 



[Oryza 



Seq. No. 8962 Seq. ID 

Gene No. 19139 Strand 

Start 177 End ' 

Name OJ990620_35 . 0114 . 09 . ol . gs Method 

Start 1111 End 

GI none Score 

Exons 1111.. 1384, 1509.. 2353 



OJ990620_35.0114.C9 

2452 
GENSCAN 
2353 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8962 

19139 

177 

OJ990620_35, 

1186 

none 

1186. .1278, 
1449. .1544, 



0114..C9.ol.tw 



1187. .1252, 
1481. .1540, 



1267. 



Seq. ID OJ990620_35.0114.C9 
Strand 

End 2452 

Method TBLASTX : Wheat 

End 2452 

Score 52 

.1347, 1379.. 1501, 1380, 



1547.. 1591, 1552.. 1572, 1586- 



.1502, 
.2407, 



1602. .2408, 2407. .2451, 2414. .2452 



Seq. No. 


8962 




Seq. ID 


OJ990620_35.0114 


.09 


Gene No. 


19139 




Strand 






Start 


177 




End 


2452 




Name 


OJ990620 35 


.0114.C9.ol.np 


Method 


AAT/NAP 




Start 


1671 




End 


2452 




GI 


6742729 




Score 


1182 




Exons 


1671. .2452 










GI Descrip. 


{AF121139) 


RIM2 protein [Oryza sativa] 






Seq. No. 


8962 




Seq. ID 


OJ990620_35.0114 


.09 


Gene No. 


. 19139 




Strand 






Start 


177 




End 


2452 




Name 


OJ990620 35 


.0114.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


1769 




End 


2220 




GI 


none 




Score 


315 




Exons 


1769. .2212, 


1773. .2216, 1809.. 


2216, 2038.. 2220 





9442 




Seq. No. 


8962 




Seq. ID 


OJ990620 


_35.0114 


.C9 


Gene No. 


19139 




Strand 








Start 


1 / / 




End 


2452 






Name 


OJyyOb^O . 0114 . C9 . ol . 


tm 


Method 


TBLASTX:: 


Maize 




Start 


zl47 




End 


2451 






GI 


none 




Score 


66 






Exons 


OI^T OOTT OT^T O/im 


/ O . 


.2417, 2407. .2451 






Seq. No. 


8963 




Seq. ID 


OJ990620 


_35.0114 


-CIO 


Gene No. 


19140 




.Strand 


+ 






Start 






End 


6229 






Name 


OJ990620_35 .0114, CIO. o2 


.gs 


Method 


GENSCAN 






Start 


0469 




End 


4082 






GI 


none 




Score 


.69 






Exons 














Seq. No. 


o n "3 
0 y oo 




Seq. ID 


OJ990620 


oo . U114 


1 A 

. ClU 


Gene No. 


19140 




Strand 


+ 






Start 


3469 




End 


6229 






Name 


OJ990620 35. 0114. CIO. o2 


.np 


Method 


AAT/NAP 






Start 


3916 




End 


- 6229 






GI 


4586018 




Score 


266 






Exons 


3916.. 4097, 6193.. 6229 












GI Descrip. 


(AC007210) putative MADS-box protein ANRl [Arabidopsis 


thaliana] 


Seq. No. 


8963 




Seq. ID 


OJ990620 


_35.0114 


. CIO 


Gene No . 


19141 




Strand 








Start 


1 




End 


2727 






Name 


OJ990620 35. 0114. CIO. ol 


.gp 


Method 


AAT/GAP 






Start 


1 




End 


2274 






GI 


342 1.R1084 




Score 


3857 






Exons 


1. .2274 












GI Descrip. 


M574406/gb IAAD24 042.il 


O.Oe+00 {AF121139) RIM2 


protein 


[Oryza 




sativa] ' 












Seq. No. 


8963 




Seq. ID 


OJ990620 


_35.0114 


.CIO 


Gene No. 


19141 




Strand 








Start 


1 




End 


2727 ' 






Name 


OJ990620 35. 0114. CIO. ol 


.gs 


Method 


GENSCAN 






Start 


23 




End 


2278 






GI 


none 




Score 


.97 






Exons 


23. .2278 












Seq. No. 


8963 




Seq. ID 


OJ990620_ 


_35.0114 


. CIO 


Gene No. 


19141 




Strand 








Start 


1 




End 


2727 






Name 


OJ990620 35. 0114. CIO. ol 


.np 


Method 


AAT/NAP 






Start 


196 




End 


2278 






GI 


4680203 




Score 


2351 








196.. 451, 605.. 2278 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


8963 




Seq. ID 


OJ990620_ 


_35.0114 


.CIO 


Gene No. 


19141 




Strand 








Start 


1 




End 


2727 






Name 


OJ990620 35. 0114. CIO. o3 


.gp 


Method 


AAT/GAP 







9443 



.start 


2139 . 


GI 


2310235 , - 


Exohs 


2139.. 2278, 2690.. 2727 


GI Descrip. 


5852182/embl CAB55420 . 1 1 




sativa] 


Seq. No. 


8963 




19142 


Start 


5361 


Name 


OJ990620 35. 0114. CIO. o2 


Start 


2 


GI 


none 


Exons 


2. .211, 2. .295, 9. .284 


Seq. No. 


8963 




19142 


Start 


5361 


Name 


OJ990620 35. 0114. CIO. o3 


Start 


2 


GI 


none 


Exons 


2. .298, 3. .299, 3. .299 


Seq. No. 


8963 


Gene No. 


19142 




J O U J. 


Name 


OJ990620 35. 0114. CIO. o2 


Start - 


300 


GI 


none 


Exons 


300.. 425, 302.. 430, 302 




699. .749 


Seq. No. 


8963 




19142 


Start 


5361 


Name 


OJ990620 35. 0114. CIO. o3 


Start 


782 


GI 


none 


Exons 


782 . :1024 


Seq. No. 


8963 




^ y X ri 


Start 


5361 


Name 


OJ990620 35. 0114. CIO. ol 


Start 


854 


GI 


none 


Exons 


854. .1048, 1058. .1312, : 


Seq. No. 


8963 


Gene No. 


19142 


Start 


5361 


Name 


OJ990620 35. 0114. CIO. ol 


Start 


888 


GI 


none 


Exons 


888. .1094, 888. .1097, 8! 




1098.. 1190, 1199.. 1303, 



End 
Score 



2727 
297 



Seq. ID OJ990620_35. 0114. CIO 
Strand 

End 5866 

Method TBLASTX : Maize 

End 295 

Score 60 



Seq. ID OJ990620_35. 0114 .CIO 
Strand 

End 5866 

Method TBLASTX : Wheat 

End 299 

Score 27 9 



Seq. ID OJ990620_35. 0114. CIO 
Strand 

End 5866 

Method TBLASTX : Wheat 

End 74 9 

Score 113 



Seq. ID OJ990620_35. 0114. CIO 
Strand 

End 5866 

Method TBLASTX : Soybean 

End 1024 

Score 216 



Seq. ID OJ990620_35. 0114. CIO 
Strand 

End 5866 

Method TBLASTX : Mai ze 

End 1312 

Score 96 



Seq. ID OJ990620_35. 0114. CIO 
Strand 

End 5866 

Method TBLASTX : Wheat 

End 1357 

Score 173 



Seq. No. 



8963 



Seq. ID OJ990620_35. 0114 .CIO 



9444 




Gene No.- 


• 19142 








Strand 






Start 


5361 








End 


5866 




Name 


OJ990620_35 


.0114 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1145 








End 


1493 




GI 


none 








Score 


80 




Exons 


1145 . .1486, 


1164 


. . 1301, 


1341 . 


. 1493 






Seq. No. 


8963 








Seq. ID 


OJ990620 35.0114 


. CIO 


Gene No. 


19142 








Strand 






Start 


5361 








End 


5866 




Name 


OJ990620 35. 


0114 


.ClO.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


1226 








End 


1655 




GI 


none 








Score 


121 




Exons 


1226. . 1522, 


1244 


. . 1468, 


1517 . 


.1579, 1572. .1655, 1580. .1654 


Seq. No. 


8963 








Seq. ID 


OJ990620_35.0114 


.CIO 


Gene No. 


19142 








Strand 






Start 


5361 








End 


5866 




Name 


OJ990620 35. 


0114 


. CIO . o4 


tw 


Method 


TBLASTX: Wheat 




Start 


1576 








End 


1927 




GI 


none 








Score 


187 




Exons 


1576. . 1827, 


1586 


. . 1837, 


1587 . 


.1829, 1820.. 1927 




Seq. No. 


8963 








Seq. ID 


OJ990620_35.0114 


.CIO 


Gene No. 


19142 








Strand 






Start 


5361 








End 


5866 




Name 


OJ990620_35 . 


0114 


.C10.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3931 








End 


4095 




GI 


none 








Score 


224 




Exons 


3931. .4095, 


3957 


. .4091 










Seq. No. 


8963 








Seq. ID 


OJ990620_35.0114 


.CIO 


Gene No. 


19142 








Strand 






Start 


5361 








End 


5866 




Name 


OJ990620_35 . 


0114 


.C10.o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3931 








End 


4098 




GI 


none 








Score 


207 




Exons 


3931 . .4098, 


3957 


. .4085 










Seq. No. 


8963 








Seq. ID 


OJ990620_35.0114 


.CIO 


Gene No. 


19142 








Strand 






Start 


5361 








End 


5866 




Name 


OJ990620_35 . 


0114 


.CIO .o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3931 








End 


4100 




GI 


none 








Score 


234 




Exons 


3931 . .4098, 


3957 


. .4100 










Seq. No. 


8963 








Seq. ID 


OJ990620_35.0114 


.CIO 


Gene No. 


19142 








Strand 






Start 


5361 








End 


5866 




Name 


OJ990620_35 . 


0114 


.CIO .o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


3931 








End 


4097 




GI 


none 








Score 


226 




Exons 


3931. .4095, 


3946 


. .4017, 


3957. 


.4097 






Seq. No. 


8963 








Seq. ID 


OJ990620_35.0114 


.CIO 


Gene No. 


19142 








Strand 







9445 



start 
Name 
Start 
GI 

Exons 



5361 End 

OJ990620_35 . 0114 . CIO . o4 . gp Method 

5361 End 

4714911 Score 
5361. .5845 



5866 
AAT/GAP 
5845 
893 



Seq. No. 8963 

Gene No. 19142 

Start 5361 

Name OJ990620_35 . 0114 . CIO . o3 . gs 

Start 5688 

GI none 

Exons 5688.. 5866 



Seq. ID OJ990620_35. 0114. CIO 
Strand 

End 5866 

Method GENSCAN 

End ■ 5866 

Score .96 



Seq. No. 8964 

Gene No. 19143 

Start 74 

Name OJ990620_38 . 0103 . CI . ol . gs 

Start 74 

GI none 

Exons 74 . .271 



Seq. ID OJ990620_38.0103.C1 

Strand + 

End 271 

Method GENSCAN 

End 271 

Score .66 



Seq. No. 
Gene No, 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8965 

19144 

5476 

OJ990620_38.0103.C2.o2.gs 

5476 

none 



Seq. ID OJ990620_38.0103.C2 

Strand + 

End '8136 

Method GENSCAN 

End 8136 

Score .51 



5476. .5531, 5760. .5963, 6304. .6483, 6773. .6885, 7239.-7348, 
7550. .7919, 7974. .8136 



8965 
19144 
5476 

OJ990620_38.0103.C2.o3.np 
6530 
5777617 
6530.. 6631 

{AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990620_38.0103.C2 

Strand + 

End 8136 

Method AAT/NAP 

End 6631 

Score 82 



8965 
19145 
1 

OJ990620_38.0103.C2.ol.np 
1 

5852093 
1..30, 850. .967, 2315. .2341 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990620_38.0103.C2 
Strand 

End 3192 

Method AAT/NAP 

End 2341 

Score 7 6 



8965 

19145 

1 

OJ990620_38.0103.C2.o2.np 
219 

4678261 



Seq. ID OJ990620_38.0103.C2 
Strand 

End 3192 

Method AAT/NAP 

End 3192 

Score 124 



219. .256, 2092. .2182, 2927. .3192 

(AL04 9657) putative proteasome regulatory subunit [Arabidopsis 



9446 




thaliana] 



O q • IN U . 








Seq. ID 


OJ990620_38.0103 


.02 


Gene No. 


19146 






Strand 






Start 


5149 






End 


8208 




Name 


OJ990620 38 


.0103.C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1381 






End 


1996 




GI 


none 






Score 


66 




Exons 


1381. .1470, 


1470. .1532, 


1600. 


.1692, 1601. .1684, 1689. .1733 




1739. .1804, 


1740. .1793, 


1895. 


. 1996 






"^pn No 


8965 






Seq. ID 


OJ990620_38.0103 


.02 


Gene No. 


19146 






Strand 






Start 


5149 






End 


8208 




Name 


OJ990620 38 


.0103.C2.o4. 


np 


Method 


AAT/NAP 




Start 


5149 






End 


8208 




GI 


6006864 






Score 


62 




Exons 


5149. .5229, 


7124. .7221, 


8146. 


.8208 






GI Descrip. 


(AC009540) 


hypothetical protein [Arabidopsis thaliana] 






8966 






Seq. ID 


OJ99G620_38.0103 


.03 


Gene No. 


19147 






Strand 


+ 




Start 


35 






End 


923 




Name 


OJ990620 38 


.0103.C3.ol. 


np 


Method 


AAT/NAP 




Start • 


35 






End 


923 




GI 


5669654 






Score 


82 




Exons 


35. .107, 772. .923 










GI Descrip. 


(AF096262) 


ER6 protein 


[Lycopersicon esculentum] 




Seq. No. 


8966 






Seq. ID 


OJ990620_38.0103 




Gene No. 


19148 






Strand 






Start 


4343 






End 


4747 




Name , 


OJ990620 38 


.0103.C3.o2. 


tm 


Method 


TBLASTX:Maize 




Start 


789 






End 


905 




GI 


none 






Score 


185 




Exons 


789. .899, 795. .905 










Seq,. No. 


8966 






Seq. ID 


OJ990620_38.0103 




Gene No. 


19148 






Strand 






Start 


4343 






End' 


4747 




Name 


OJ990620 38 


.0103.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1959 






End 


2275 




GI 


none 






Score 


199 




Exons 


1959. .2213, 


2033. .2212, 


2228. 


.2275 






Seq. No. 


8966 






Seq. ID 


OJ990620_38.0103 


.03 


Gene No. 


19148 






Strand 






Start 


4343 






End 


4747 




Name 


OJ990620 38 


.0103.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2356 






End 


2652 




GI 


none 






Score 


200 




Exons 


2356. .2652, 


2361. .2504 










Seq. No. 


8966 






Seq. ID 


OJ990620_38.0103 


.03 


Gene No. 


19148 






Strand 






Start 


4343 






End 


4747 




Name 


OJ990620 38 


.0103.C3.ol. 


gp 


Method 


AAT/GAP 





9447 




start 


4173 


..End 


4619 


GI 


3761484 


Score 


745 


Exons 


4173. .4619 






Seq- No. 


8966 


Seq. ID 


OJ990620_38.0103.C3 




19148 


O L. i. Cll ILX 




Start 


4343 


End 


4747 


Name 


OJ990620 38.0103,C3.o2.gs 


Method 


GENSCAN 


Start 


4343 


End 


4747 


GI 


none 


Score 


.84 


Exons 


4343.-4747 






Seq. No. 


8967 


Seq. ID 


OJ990620_38.0103.C4 


Gene No. 


19149 


Strand 




Start 


1 


End 


482 


Name 


OJ990620 38.0103.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


- End 


482 


GI 


4206114 


Score 


161 


Exons 


1..31, 185. .243, 420. .482 






GI Descrip. 


(AF097663) cytoplasmic glucose-6-phosphate 1-dehydrogenase 




[Mesembryanthemum crystallinum] 




Seq. No. 


0 y D / 


oeq. iu 


OJ990620 38. 0103. C4 




1 Q1 /4 Q 


otzrana 


- 


Start 


1 


hna 


482 


Name 


OJ990620 38.0103..C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


51 


End 


480 


GI 


none 


Score 


/ O 


Exons 






414. .479, 421. .480 


Seq. No. 


8967 


Seq. ID 


OJ990620_38.0103.C4 


f^pnf^ Mr> 


19149 


Strand 




Start 


1 


End 


482 


Name 


OJ990620 38.0103.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


178 


End 


480 


GI 


none 


Score 


77 


Exons 


178. .249, 186. .287, 414--479 


, 421. .480 




Seq. No. 


8967 


Seq. ID 


OJ990620_38-0103.C4 


(^pnp Mrj 


19149 


Strand 




Start 


1 


End 


482 


Name 


OJ990620 38.0103.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


184 


End 


480 


GI 


none 


Score 


72 


Exons 


184-.249, 414.-479, 421. .480 






Seq. No. 


8968 


Seq. ID 


OJ990620_38.0103.C5 


f^pnp Mo 


19150 


Strand 




Start 


108 


End 


381 


Name 


OJ990620 38.0103.C5.ol.gs 


Method 


GENSCAN 


Start 


108 . 


End 


381 


GI 


none 


Score 


.69 . 


Exons 


108. .381 






Seq. No. 


8969 


Seq. ID 


OJ990620 38-0103-C6 


Gene No. 


19151 


Strand 




Start 


1784 


End 


1940 



9448 



Name- OJ990620_38 .0103.C6.ol.gp Method AAT/GAP 

Start - - 1784 End 1940 

GI 3761181 Score 280 

Exons 1784.. 1940 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 





Seq. No. 


8969 


Seq. ID 


OJ990620_38.0103. 


C6 




Gene No. 


19152 


Strand 


- 






Start 


4 62 


find 


1514 . 






Name 


OJ990620 38.0103.C6.ol.gs 


Method 


GENSCAN 






Start ■ 


4 62 


End 


1514 






GI 


none 


Score 


.52 






Exons 


462.. 569, 1429. .1514 










Seq. No. 


8970 


Seq. ID 


OJ990620_38.0103. 


C7 




Gene No. 


19153 


Strand 


+ 






Start 


1 


End 


3473 ■ 






Name 


OJ990620 38.0103.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3473 






GI 


5091513 


Score 


1823 






Exons 


1..746, 1399. .2229, 2351. .2608, 3348. 


.3473 






GI Descrip. 


{AB023482) Hypothetical protein [Oryza sativa] 




hi 


Seq. No. 


8970 


Seq. ID 


OJ990620_38.0103. 


C7 




Gene No. 


19154 


Strand 






\'\\ 


Start 


2990 


End 


3341 




: s? 
-J 


Name: 


OJ990620 38.0103.C7.o2.gs 


Method 


GENSCAN 




'! sr 


Start 


2990 


End 


3341 






GI 


none 


Score 


.5 






Exons 


2990.. 3072, 3212.. 3341 








rii 

is 


Seq. No. 


8971 


Seq. ID 


OJ990620_38.0103. 


C8 




Gene No. 


19155 


Strand 


+ 






Start 


1 


End 


3364 






Name 


OJ990620 38.0103.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2383 




Si 

:. : 
3 sr 


GI 


3122591 


Score 


103 




: 


Exons 


1..100, 952. .1050, 1156. .1233 


, 1281..: 


1338, 1433.. 1515, 




:' 




1602.. 1671, 1919. .2044, 2220. 


.2383 








GI Descrip. 


PROTEIN PHOSPHATASE 2C GAMMA 


ISOFORM 


( PP2C-GAMMA) ( PROTEIN 



PHOSPHATASE IB) (MAGNESIUM- DEPENDENT CALCIUM INHIBITABLE 
PHOSPHATASE) (MCPP) gi 11754694 {U81159) magnesium-dependent 
calcium inhibitable phosphatase [Bos taurus] 



Seq. No. 8971 
Gene No. 19155 
Start 1 

Name OJ990620_38 . 0103 .08 . ol . gs 

Start 329 
GI none 

Exons '329.. 445, 936.. 1055, 1158. 

1815. .1866, 2162. .3364 



Seq. ID OJ990620 38. 0103. C8 



Strand 
End 

Method 

End 

Score 



+ 

3364 . 
GENSCAN 
3364 
.86 



.1338, 1433. .1509, 1596. .1648, 



Seq. No. 
Gene No, 
Start 



8971 

19156 

6054 



Seq. ID OJ990620_38.0103.C&- 
Strand + 
End 11683 



9449 



Name 

Start 

GI 

Exons 



OJ990620_38 . 0103 . C8 . o3 . gs 

6054 

none 

6054. .6074, 7112. .7171, 7176. 



Method GENSCAN 
End 11683 
Score .59 
.7278, 7399.. 7432, 9159. 



9278, 



9659. .9724, 10160 .. 10184 , 11035 .. 11158 , 11376. .11683 



Seq. No. 


8971 


Seq. ID 


OJ990620 


_38 


. 0103 


.C8 


Gene No. 


19157 


strand 


+ 








Start 


14873 


End 


15481 








Name 


OJ990620 38.0103.C8.o5.gs 


Method 


GENSCAN 








Start 


14873 


End 


15481 








GI 


none 


Score 


. 94 








Exons 


14873 . . 15481 












Seq. No. 


8971 


Seq. ID 


OJ990620_ 


_38 


. 0103 


.C8 


Gene No. 


19158 


Strand 


+ 








Start 


15926 


End 


16346 








Name 


OJ990620 38.0103.C8.ol.gp 


Method 


AAT/GAP 








Start 


15926 


End 


16346 








GI 


none 


Score 


345 








Exons . 


1592 6. .16153, 16314. .16346 












Seq. No. 


8971 


Seq. ID 


OJ990620_ 


_38 


. 0103 


.C8 


Gene No. 


19159 


Strand 










start 


4224 


End 


5369 








'"l-j Name 


OJ990620 38.0103.C8.o2.gs 


Method 


GENSCAN 








start 


4224 


End 


5369 








ry GI 


none 


Score 


.58 








r~| Exons 

•s sr 


4224. .5369 












I \\ 

Seq. No. 


8971 


Seq. ID 


OJ990620_ 


_38 


. 0103 


- C8 


Gene No. 


19160 


Strand 










ry Start 


8858 


End 


9965 








iH Name 


OJ990620 38.0103.C8.o2.np. 


Method 


AAT/NAP 








Start 


8858 


End 


9965 










6815053 


Score 


n o Q 








. ]' Exons 


8858.. 9093, 9143.. 9318, 9819. 


.9965 










GI Descrip. 

Q 


(AP001080) hypothetical protein [Oryza 


sativa] 








Q Seq. No. 


8971 


Seq. ID 


OJ990620_ 


_38 


.0103 


.C8 


f=l Gene No. 


19161 


Strand 










start 


10501 


End 


11104 








Name 


OJ990620 38.0103.C8.o3.np 


Method 


AAT/NAP 








start 


10501 


End 


11104 








GI 


6721559 


Score 


393 








Exons 


10501. .10632, 10665. .11104 












GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 









gi I 6815084 I dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 8971 

Gene No. 19162 

Start 11077 

Name OJ990620_38 . 0103 . C8 . o4 . np 

Start 11077 

GI 6721560 
Exons 



Seq. ID OJ990620_38.0103.C8 
Strand 

End 11708 

Method AAT/NAP 

End 11708 

Score 234 



11077. .11293, 11452. .11551, 11593. .11708 



9450 



GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi| 6815085 Idtij |BAA90371.1| (AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


8971 


Seq. ID 


OJ990620_ 


38. 0103. C8 


Gene No. 


19163 


Strand 






Start 


12400 


End 


13167 




Name 


OJ990620 38.0103.C8.o5.np 


Method 


AAT/NAP 




Start 


12400 


End 


13167 




GI 


4680183 


Score 


197 




Exons 


12400. .12489, 13097.. 13167 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


8972 


Seq. ID 


OJ990620 


38 0103 C9 


Gene No. 


19164 


Strand 


+ 




Start 


2861 


End 


9824 




Name 


OJ990620 38.0103.C9.ol.gs 


Method 


GENSCAN 




Start 


2861 


End 


9621 




GI 


none 


Score 


' .41 




Exons 


2861. .3982, 5132.. 5543, 5853. 


.6393, 6425. .6575, 


6161 . .6949, 




■7.277. .7346, 7976.. 8231, 8592. 


.9621 






Seq. No. 


8972 


Seq. ID 


OJ990620_ 


_38 . 0103. C9 


Gene No. 


19164 


Strand 


H- 




Start 


2861 


End 


.9824 




Name 


OJ990620 38.0103.C9.ol.np 


Method 


AAT/NAP 




Start 


5779 


End 


9824 




GI 


5922636 


Score 


469 




Exons 


5779. .5857, 6341. .6575, 6869. 


.7007, 9809. .9824 




GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) 


correspond 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


8972 




Seq. ID 


OJ990620_38.0103 


.C9 


Gene No. 


19165 




Strand 






Start 


180 




End 


1912 ■ 




Name 


OJ990620 


38.0103.C9.ol.gp 


Method 


AAT/GAP 




Start 


180 




End 


1912 




GI 


none 




Score 


455 




Exons 


180. .230, 


1047. .1240, 1881. 


.1912 






Seq. No. 


8972 




Seq. ID 


OJ990620_38.0103 


.C9 


Gene No. 


19166 




Strand 






Start 


4581 




End 


9824 




Name 


OJ990620 


38.0103.C9,ol.tm 


Method 


TBLASTX: Maize 




Start 


172 




End 


1241 




GI 


none 




Score 


203 




Exons 


172. .228, 


1045.. 1239, 1046. 


.1240, 1050 


. .1241 




Seq. No. 


8972 




Seq. ID 


OJ990620_38.0103 


.C9 


Gene No, 


19166 




Strand 






Start 


4581 




End 


9824 




Name 


OJ990620 


38.0103.C9.o2.np 


Method 


AAT/NAP 




Start 


4581 




End 


9824 




GI 


6069654 




Score 


129 





9451 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4581. .4736, 5272. .5551, 6238. .6324, 6652. .6818, 7321. .7712, 

7904.. 8121, 8671.. 9081, 97'54..9824 

(AP000616) hypothetical protein [Oryza sativa] 



8973 

19167 

1 

OJ990620_38. 0103. CIO. ol.np 
1 

5777623 



Seq. ID OJ990620_38. 0103. CIO 

Strand + 

End 4058 

Method AAT/NAP 

End 4058 

Score 1244 



1..25, 168. .347, 598. .735, 915. .1423, 2230. .2472, 3961. .4058 
(AJ245900) CAA303711.1 protein [Oryza sativa] 



8973 Seq. ID 

19167 Strand 
1 End 
OJ990620_38. 0103. CIO. ol.gp Method 
3103 End 
38782_1.R1084 Score 
3103., 3599 

'6069643/dbj I AP000616.il AP000616 0,0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 * 



OJ990620_38, 0103. CIO 
+ 

4058 
AAT/GAP 
3599 
806 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8973 Seq. ID 

19168 Strand 

4538 End 

OJ990620_38 . 0103 . CIO . o2 , gp Method 

4538 End 

LIB3477-002-P1-K1-D5 Score 
4538. .4669 

•4521193/dbj' IAB013450.1IAB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ990620_38. 0103. CIO 
+ 

4669 
AAT/GAP 
4669 
245 



8973 

19169 

836 

OJ990620_38. 0103. CIO. o2.np 
836 

4680186 



Seq. ID OJ990620_38. 0103. CIO 
Strand 

End 4891 

Method AAT/NAP 

End 4891 

Score 212 



836. .870, 2619. .2797, 3302. .3365, 4795. .4891 
(AF111709) unknown [Oryza sativa subsp. indica] 



8973 
19169 
836 - 

OJ990620_38. 0103. CIO. ol.gs 

1059 

none 



Seq. ID OJ990620_38. 0103. CIO 
Strand 

End 4891 

Method GENSCAN 

End 4717 

Score .54 



1059. .1434, 2347. .2444, 2619. .2793, 3207. .3322, 3901. .3939, 
4559. .4717 



Seq. No. 8974 Seq. ID 

Gene No. 19170 Strand 

Start 77 End 

Name OJ990620_38 . 0103 . Cll . ol . gs Method 

Start 77 End 

GI none Score 



OJ990620_38. 0103. Cll 
+ 

1400 
GENSCAN 
140.0 
.98 



9452 



Exons 



77. .153, 246. .298, 453. .504, 876. .1400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8974 Seq. ID 

19171 Strand 
2116 End 
OJ990620_38 . 0103 . Cll . ol . np Method 
2116 End 
499014 Score 
2116.. 2263, 3793.. 3829 

(X79609) putative heme ABC transporter membrane domain [Triticum 
aestivum] gi 1 1395188 | dbj | BAA10942 | (D64067) ABC-type heme 

transporter subunit [Oryza sativa] 



OJ990620_38. 0103. Cll 
+ 

5528 
AAT/NAP 
3829 
103 



8974 

19171 

2116 

OJ990620_38. 0103. Cll. o2.gp 
2601 

82047_1.R1084 

2601. .2925, 5354. .5440 

M678261/emb|CAB41122.1| 4. 



Seq. ID OJ990620_38. 0103. Cll 

Strand + 

End 5528 

Method AAT/GAP 

End 5440 

Score 708 

Oe-16 (AL04 9657) putative proteasome 



regulatory subunit [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8974 

19171 

2116 

OJ990620_38. 0103. Cll. ol.tm 

2615 

none 

2615. .2950, 2707. .2832, 2807. 
5356. .5445, 5357. .5476 



Seq. ID OJ990620_38. 0103. Cll 

Strand + 

End 5528 

Method TBLASTX: Maize 

End 5476 

Score 333 

.2935, 5352. .5444, 5355. .5450, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8974 Seq. ID 

19171 Strand 

2116 End 

OJ990620_38 .0103 . Cll . o2 . np Method 

2672 End 

4678261. Score 
2672. .2925, 5354. .5528 

(AL04 9657) putative proteasome regulatory subunit [Arabidopsis 
thaliana] 



OJ990620_38. 0103. Cll 
+ 

5528 
AAT/NAP 
5528 
320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8974 

19171 

2116 

OJ990620_38. 0103. Cll. ol.tc 

2678 

none 



Seq. ID OJ990620_38. 0103. Cll 



Strand 
End 

Method 

End 

Score 



+ 

5528 

TBLASTX: Cress 

5476 

251 



2678. .2950, 5352. .5444, 5355.-5453, 5357. .5476 



8974 

19171 

2116 

OJ990620_38. 0103. Cll. ol.ts 

2681 

none 



Seq. ID OJ990620_38. 0103. Cll 

Strand + 

End 5528 ' 

Method TBLASTX : Soybean 

End 5479 

Score 213 



2681. .2950, 5352.-5444, 5355.-5444, 5357. .5479 



9453 



Seq. No. 8975 

Gene No. 19172 

Start 1 

Name OJ990620__38 . 0103 . C12 . ol . gp 

Start 1 

GI 78815_1.R1084 

Exons 1..402 

GI Descrip. '2982297 l.Oe-43 {AF051233) KIAA0107-like protein [Picea 
mariana] ' 



Seq. ID. OJ990620_38:0103.C12 

Strand + 

End 402 

Method AAT/GAP 

End 402 

Score 779 



Seq, No. 8975 

Gene No. 19172 

Start 1 

Name OJ990620_38 .0103. C12 . cl . np 

Start 1 

GI 4678261 

Exons 1. . 135 . 

GI Descrip. '(AL049657) putative proteasome regulatory subunit [Arabidopsis 
thaliana] 



Seq. ID OJ990620_38.0103.C12 

Strand + 

End 402 

Method AAT/NAP 

End 135 

Score 218 



Seq. No. 8975 

Gene No. 19173 

Start 870 

Name OJ990620_38 . 0103 . C12 . o2 . tc 

Start i 

GI none 

Exons 1..138, 3.. 137 



Seq. ID OJ990620_38.0103.C12 
Strand 

End 6731 

Method TBLASTX: Cress 

End 138 

Score 219 



Seq. No. 8975 

Gene No. 19173 

Start 870 

Name OJ990620_38 . 0103 . C12 . o2 . tm 

Start 1 

GI none 

Exons 1..138, 2.. 136, 3.. 137 



Seq. ID OJ990620_38 .0103.C12 
Strand 

End 6731 

Method TBLASTX : Mai ze 

End 138 

Score 228 



Seq. No. 8975 

Gene No. 19173 

Start 870 

Name OJ990620_38 . 0103 . C12 . o2 . ts 

Start 1 

GI none 

Exons 1..159, 3. .134, 4. .141 



Seq. ID OJ990620_38.0103.C12 
Strand 

End 6731 

Method TBLASTX : Soybean 

End 159 

Score 224 



Seq. No. 8975 

Gene No. 19173 

Start 870 

Name OJ990620_38 . 0103 . C12 . o2 . gp 

Start 590 

GI 37294_1.R1084 

Exons 590.. 918, 1062.. 1275 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB0134 50 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. ID OJ990620_38.0103.C12 
Strand 

End 6731 

Method AAT/GAP 

End 1275 

Score 1027 



Seq. No. 
Gene No. 



8975 
19173 



Seq. ID OJ990620_38. 0103.C12 
Strand 



9454 



start 


870 








End 


6731 


Name 


OJ990620 38 


.0103. 


C12.01. 


.gs 


Method 


GENSCAN 


Start 


870 








End 


2524 


GI 


none 








Score 


. 96 


Exons 


870. .985, 1062. .1275, 1772.. 


1858, 1971. 


. .2108, 2225. .2524 


Seq. No. 


8975 








Seq. ID 


OJ990620_38 .0103.C12 


Gene No. 


19173 








Strand 




Start 


870 








End 


6731 


Name 


OJ990620 38 


.0103. 


C12.02, 


,np 


Method 


AAT/NAP 


Start 


1132 








End 


6731 • 


GI 


6728875 








Score 


440 


Exons 


1132. .1275, 


1627. 


.1674, 


1772 


..1858, 1971. .2108, 2225. .2390, 




6707. .6731 












GI Descrip. 


(AC008113) 


F12A21 


..14 [Arabidopsis thaliana] 


Seq. No. 


8975 








Seq. ID 


OJ990620_38.0103.C12 


Gene No. 


19173 








Strand 




Start 


870 








End 


6731 


Name 


OJ990620 38 


.0103. 


CI2.0I. 


tc 


Method 


TBLASTX: Cress 


Start 


1624 








End 


2311 


GI 


s none 








Score 


66 


Exons 


1624. .1674, 


1718. 


. 1858, 


1772 


..1861, 1969. .2109, 1971. .2126, 




2222 . .2311, 


2226. 


. 2291 








Seq. No. 


8975 








Seq. ID 


OJ990620_38. 0103. 012 


Gene No. 


19173 








Strand 




Start 


870 








End 


6731 


Name 


OJ990620 38 


. 0103. 


C12 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


1624 ~ 








End 


2314 


GI 


none 








Score 


160 


Exons 


1624 . .1674, 


1772. 


.1861, 


1969 


..2127, 1971.. 2126, 2222.. 2314, 




2226. .2291 












Seq. No. 


8975 








Seq. ID 


OJ990620_38. 0103. 012 


Gene No. 


19173 








Strand 




Start 


870 








End 


6731 


Name 


OJ990620 38 


. 0103. 


012. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1781 








End 


2327 


GI 


none 








Score 


87 


Exons 


1781. .1879, 


1781. 


.1861, 


1783 


..1866, 1969. .2109, 1971. .2108, 




2052 . .2111, 


2222. 


.2290, 


2222 


..2305, 2226.. 2303, 2265.. 2327 


Seq. No. 


8975 








Seq. ID 


OJ990620_38 .0103.012 


Gene No. 


19173 








Strand- 




Start 


870 








End 


6731 


Name 


OJ990620 38 


.0103. 


C12.03. 


np 


Method 


AAT/NAP 


Start 


1887 








End 


4556 


GI 


2130121 








Score 


108 


Exons 


1887. .1984, 


3897. 


.4556 








GI Descrip. 


cyclin II - 


maize 


gi|516550 


(U10077) cyclin IlZm [Zea mays] 


Seq. No. 


8975 








Seq. ID 


OJ990620_38. 0103. 012 


Gene No. 


19173 








Strand 




Start 


870 








End 


6731 


Name 


OJ990620 38 


.0103. 


C12.02. 


gs 


Method 


GENSCAN 


Start 


3666 








End 


4959 



9455 



GI - 


none 




Score 


.52 


Exons 


3666. .4713, 4847 


..4959 






Seq. No. 


8975 




Seq. ID 


OJ990620 


Gene No. 


19173 




Strand 




Start 


870 




End 


6731 


Name 


OJ990620 38.0103 


.C12.o3.gp 


Method 


AAT/GAP 


Start 


5841 




End 


6092 


GI 


3761181 




Score 


432 


Exons 


5841. .6092 








GI Descrip. 


4521193/cibj | AB013450 . 1 1 AB013450 1 . Oe- 


99 Oryza 




similar sequence 


to Pib gene 






Seq. No. 


8976 




.Seq. ID 


OJ990620 


Gene No. 


19174 




Strand 


+ 


Start 


2757 




End 


3044 


Name 


OJ990620 38.0103 


.C13 . ol . gs 


Method 


GENSCAN 


Start 


2757- 




End 


3044 


GI 


none 




Score 


.89 


Exons 


2757. .3044 








Seq: No. 


8976 * 




Seq. ID 


OJ990620 


Gene No. 


19175 




Strand 




Start 


3374 




End 


8351 


Name 


OJ990620 38.0103 


.C13.o2.gs 


Method 


GENSCAN 


Start 


3374 




End 


7469 


GI 


none 




Score 


.69 


Exons 


3374.. 3387, 3555 


..3665, 3744. 


.3991, 5237.. 5361, 




5697.. 5835, 7279 


. .7469 







38.0103.C12 



38.0103.C13 



5470. .5610, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Dej^crip . 



8976 Seq. ID OJ990620_38 . 0103 . C13 

19175 Strand 

3374 End 8351 

OJ990620_38 . 0103 . C13 . ol . gp Method AAT/GAP 

6296 End 8351 

LIB3477-003-P1-K1-E9 • Score 119 

6296.-6369, 8328.. 8351 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



-Seq. No. 8976 Seq. ID 

Gene No. 19176 Strand 

Start 9384 End 

Name OJ990620_38 . 0103 . C13 . o3 . gs Method 

Start 9384 End 

GI none Score 

Exons 9384.. 9527, 9671.. 9826 



OJ990620_38.0103.C13 

9826 
GENSCAN 
9826 
.55 



Seq. No. 8977 Seq. ID 

Gene No. 19177 Strand 

Start 1 - End 

Name OJ990620_38 . 0103 . C14 . ol . np Method 

Start 1 End 

GI 2498930 Score 

Exons 1 . . 155 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 



OJ990620_38.0103.C14 
+ 

155 

AAT/NAP 
155 
37 



9456 




PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 


8977 


Seq. ID 


OJ990620_38.0103.C14 


Gene No. 


19178 


Strand 


-1- 


Start 


96 


End 


155 


Name 


OJ990620 38.0103.C14.ol.gs 


Method 


GENSCAN 


Start 


96 


End 


155 


GI 


none 


Score 


. 98 


Exons 


96. .155 






Seq. No. 


8978 


Seq. ID 


OJ990620_38.0103.C15 


Gene No. 


19179 


Strand 


+ 


Start 


311 


End 


4462 


Name 


OJ990620 38.0103.C15.ol.gs 


Method 


GENSCAN 


Start 


311 


End 


4462 


GI 


none 


Score 


.66 


Exons 


311. .425, 1280. .1459, 1977.. 


2027, 2315 


..2472, 2486. .2564, 




3055.. 3197, 3342.. 3652, 3670 


..3768, 4306. .4462 


Seq. No. 


8978 


Seq. ID 


OJ990620__38.0103.C15 


Gene No . 


19180 


Strand 




Start 


4370 


End 


6109 


Name 


OJ990620 38.0103.C15.ol.np 


Method 


AAT/NAP 


Start 


4370 


End 


6107 


GI 


6754906 


Score 


777 


Exons 


4370.. 4415, 5221.. 5410, 5515 


. .6107 




GI Descrip. 


nucleotide binding protein 1 


gil 6018 1931 gb|AAF01786.1 IAF114: 




(AF114170) nucleotide-binding protein 


long form [Mus musculi 


Seq. No. 


8978 


Seq. ID 


OJ990620_38.0103.C15 


Gene No. 


19180 


Strand 




Start 


4370 


End 


6109 


Name 


OJ990620 38.0103.C15.ol.gp 


Method 


AAT/GAP 


Start 


5102 


End 


5728 


GI 


36743 1.R1084 


Score 


1201 


Exons 


5102. .5728 






GI Descrip. 


'6018193/gb|AAF01786.1|AF114170 1 5 . Oe 


-30 (AF114170) 




nucleotide-binding protein long form [Mus musculus] ' 


Seq. No. 


8978 


Seq. ID 


OJ990620_38.0103.C15 


Gene No. 


19180 


Strand 




Start 


4370 


End 


6109 


Name 


OJ990620 38.0103.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


5220 


End 


6109 


GI 


none 


Score 


72 


Exons 


5220.. 5345, 5225.. 5302, 5236 


..5313, 5295. .6086, 5302. .6108, 




5303. . 6109 






Seq. No. 


8978 


Seq. ID 


OJ990620_38.0103.C15 


Gene No. 


19180 


Strand 




Start 


4370 


End 


6109 


Name 


OJ990620 38.0103.C15.o2.gs 


Method 


GENSCAN 


Start 


5260 


End 


6107 


GI 


none 


Score 


.93 


Exons 


5260. .6107 






Seq. No. 


8978 


Seq. ID 


OJ990620_38.0103.C15 



9457 





19180 






St r;5nd 

ih^ .L. Oi 1 L\JL. 






start 


4370 






End 


6109 ■ . 




Name 


OJ990620 38.0103. 


C15.02 


.ts 


Method 


TBLASTX: Soybean 




Start 


5305 






End 


5451 




GI 


none 






Score 


168 




Exons 


5305.. 5451, 5306. 


.5446 










Seq. No. 


8978 






Seq. ID 


OJ990620_38.0103 


.C15 




19180 






Strand 






Start 


4370 






End 


6109 




Name 


OJ990620 38.0103. 


C15.01 


. tc 


Method 


TBLASTX: Cress 




Start 


5501 






End 


5818 




GI 


none 






Score 


269 




Exons 


5501.. 5707, 5503. 


.5817, 


5504. 


.5818 






Seq. No. 


8978 






Seq. ID 


OJ990620_38.0103 


.C15 




19180 






rand 






Start 


4370 






End 


6109 




Name 


OJ990620 38.0103. 


C15.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


5746 






End 


6109 




GI 


none 






Score 


481 




Exons 


5746., 6108, 5747. 


.6109 










Seq. No. 


8978 






Seq. ID 


OJ990620_38.0103 


.C15 


Gene No. 


19180 






Strand 






Start 


4370 






End 


6109 




Name 


OJ990620 38.0103. 


C15.02 


.gp 


Method 


AAT/GAP 




Start 


5909 






End 


6107 




GI 


62555 1.R1084 






Score 


371 





Exons 5909.. 6107 

GI Descrip. ' 4056552/emb | CAA22587 | 6.0e-33 {AL034583) putative nucleotide 
binding protein [Schizosaccharomyces pombe] ' 



Seq. No. 8978 

Gene No. 19180 

Start 4370 

Name OJ990620_38 . 0103 . C15 . o2 . tc 

Start 5920 

GI none 

Exons 5920.. 6108, 5924.. 6109 



Seq. ID OJ990620_38.0103.C15 
Strand 

End 6109 

Method TBLASTX : Cress 

End 6109 

Score 213 



Seq. No. 8979 

Gene No. 19181 

Start 1 

Name OJ990620_38 . 0103 . C16 . ol . gp 

Start 1 

GI 62555_1.R1084 

Exons 1..87, 217.. 354 

GI Descrip. ' 4056552/emb | CAA22587 | 6.0e-33 (AL034583) putative nucleotide 
binding protein [Schizosaccharomyces pombe] * 



Seq. ID OJ990620_38.0103.C16 
Strand 

4111 
AAT/GAP 
354 
421 



End 

Method 

End 

Score 



Seq. No. 8979 

Gene No. 19181 

Start 1 

Name OJ990620_38 . 0103 . C16 . ol . np 

Start 1 

GI 2497978 



Seq. ID OJ990620_38.0103.C16 
Strand 

End 4111 

Method AAT/NAP 

End 247 

Score 97 



9458 



Exons 1..87, 217.. 247 

GI Descrip, MRP-FAMILY PUTATIVE NUCLEOTIDE-BINDING PROTEIN F10G8.6 

gi|3875736|enib|CAB02285.1| (Z80216) similar to nucleotide 
binding protein; cDNA EST yk331c8.3 comes from this gene; cDNA 
EST yk:331c8.5 comes from this gene; cDNA EST yk331e7.3 comes 
from this gene; cDNA EST yk331e7.5 comes from this gene; cDNA 
EST ylc39. . . 





Seq. No. 


8979 




Seq. ID 


OJ990620_38 


.0103 


.C16 




Gene No. 


19181 




Strand 


— 








Start 


1 




End 


4111 








Name 


OJ990620 38 


.0103.C16,ol.gs 


Method 


GENSCAN 








Start 


110 




End 


4111 








GI 


none 




Score 


.42 








Exons 


110.\365, 1076.. 1105, 2454. 


.2713, 2945 


..3158, 3325 


. .3392, 






3887 . .4111 














Seq. No. 


8979 




Seq. ID 


OJ990620_38 


.0103 


.C16 




Gene No. 


19181 




Strand 


— 








Start 


1 




End 


4111 








Name 


OJ990620 38 


.0103.C16.o2.np 


Method 


AAT/NAP 








Start 


1608 




End 


3033 








GI 


5852084 




Score 


80 








Exons 


1608. . 1728, 


3001. .3033 










'so? 


GI Descrip. 


{AL117264) 


zwh0007.1 [Oryza 


sativa] 








u\ 


Seq. No. 


8979 




Seq. ID 


OJ990620_38 


.0103 


.C16 


ry 


Gene No. 


19181 




Strand 










Start 


1 




End 


4111 






■ ,i 


Name 


OJ990620__38 


. 0103.C16.o3.np 


Method 


AAT/NAP 






ZT 


Start 


2192 




End 


4037 






hll 


GI 


6006359 




Score 


60 






I if 


Exons 


2192. .2247, 


3937. .4037 












GI Descrip. 


(AP000559) 


hypothetical protein [Oryza 


sativa] 






rj 


Seq, No. 


8980 




Seq. ID 


OJ990620_38 


.0103 


.C18 




Gene No. 






Strand 










Start ■ 


137 




End 


577 








Name 


OJ990620 38 


.0103.C18.ol.gs 


Method 


GENSCAN 








Start 


137 




End 


577 








GI 


none 




Score 


.5 








Exons 


137. .577 














beq. No. 


8981 




Seq. ID 


OJ990620_38 


.0103 


.C20 




Gene No. 


19183 




Strand 










Start 


1 




End 


323 








Name 


OJ990620 38 


.0103.C20.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


323 








GI 


4559345 




Score 


124 








Exons 


1..85, 207. 


.323 . 












GI Descrip. 


{AC006585) ] 


putative protein 


phosphatase 2C [Arabidopsis 








thaliana] 














Seq. No. 


8981 




Seq. ID 


OJ990620_38, 


.0103 


.C20 




Gene No. 


19183 




Strand 










Start 


1 




End 


323 








Name 


OJ990620 38 


.0103.C20.ol.gs 


Method 


GENSCAN 







9459 




start 


18 


End 


317 








GI 


none 


Score 


.81 








Exons 


18. .85, 139. .317 












Seq. No. 


8982 


Seq. ID 


OJ990620 


__38. 


0103. 


C22 


Gene No. 


19184 


Strand 


+ 








Start 


1 


End 


403 

1 W J 








Name 


OJ990620 38.0103.C22.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


403 








GI 


5091513 


Score 


551 








Exons 


1. .403 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 




Seq. ID 


OJ990620 


_38. 


0103. 


C22 




1 Q1 Q y1 


Strand 










Start 


JL 


End 


403 








Name 


ATQon^^on "^Q mm coo ^^i /^e? 
vjjyyuuzu oo . uiu J . uzz . oi . qs 


Method 


GENSCAN 








Start 


D / 


End 


309 








GI 


none 


Score 


.67 








Exons 


67. .136, 200. .309 












Seq. No. 


8983 


Seq. ID 


OJ990520_ 


_23. 


0103. 


CI 


Gene No. 


19185 


Strand 


+ 








Start 


6514 


End 


16676 








Name 


OJ990520 23.0103.Cl.o2.np 


Method 


AAT/NAP 








Start 


6467 


End 


14129 








GI 


5306245 


Score 


152 








Exons 


6467. .6628, 11699 .. 12196, 


14067. .14129 










GI Descrip. 


{AC006438) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


8983 


Seq. ID 


OJ990520_ 


_23. 


0103. 


CI 


Gene No. 


19185 


Strand 


+ 










6514 


End 


16676 








Name 


OJ990520 23.0103.Cl.o3.gs 


Method 


GENSCAN 








Start 


6514 


End 


16676 








GI 


none 


Score 


.5 








Exons 


6514.. 6835, 8279.. 8435, 10835 1097 6, 


11893. .12027, 








13116. .13175, 15184.. 15472 


, 16411. .16458, 16597 


. .16676 




Seq. No. 


8983 


Seq. ID 


OJ990520_ 


_23. 


0103. 


CI 




19186 


Strand 


+ 








Start 


17959 


End 


18438 








Name 


OJ990520 23.0103.Cl.o4.gs 


Method 


GENSCAN 








Start 


17959 


End 


18438 








GI 


none 


Score 


.9 








Exons 


17959. .18041, 18390. .18438 












Seq. No. 


8983 


Seq. ID 


OJ990520_ 


23. 


0103. 


CI 


Gene No. 


19187 


Strand 


+ 








Start 


19237 


End 


20478 








Name 


OJ990520 23.0103.Cl.o3.np 


Method 


AAT/NAP 








Start 


19237 


End 


20478 








GI 


6721543 


Score 


100 








Exons 


19237. .19363, 20418. .20478 












GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








Seq. No. 


8983 


Seq. ID 


OJ990520_ 


_23. 


0103. 


CI 



94 60 






Gene No . 


1 n 1 o o 


Strand 






o tar L 


n 
1 


End 


3480 




Name 


OJ990520 23.0103.Cl.ol.gp 


Method 


AAT/GAP 




brarc 


1 


End 


277 






LIB3432-012-P1-K1-B6 


Score 


507 




Exons 


1. .277 








GI Descrip. 


'2130082/pirl IA57676 l.Oe-13 


protein kinase Xa21 (EC 2.7.1.-) 






rice >gi 1122443 (U37133) receptor kinase-like protein [Oryza 






sativa] >gi 2586085 (U72723) 


receptor 


kinase-like protein [Ory 






longistaminata] >gi 1586408 prf 2203451A receptor kinase-like 






protein [Oryza sativa] ' 








Seq. No. 


8983 


Seq. ID 


OJ990520_23.0103.C1 




Gene No. 


19188 


Strand 






Start 


1 


End 


3480 




Name 


OJ990520 23.0103.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3438 




GI 


6522540 


Score 


1637 




Exons 


1..220, 453. .2549, 2907. .3438 








GI Descrip. 


{AL132955) receptor-kinase like protein [Arabidopsis thaliana] 




Seq. No. 


8983 


Seq. ID 


OJ990520_23.0103.C1 




Gene No. 


19188 


Strand 


_ 




Start 


1 


End 


3480 




Name 


OJ990520 23.0103.Cl.ol.gs 


Method 


GENSCAN 




Start 


10 


End 


3480 


iifi 


GI 


none 


Score 


.92 


fi! 


Exons 


10.. 286, 453-.-.3480 








Seq. No. 


8983 


Seq. ID 


OJ990520_23.0103.C1 


U! 


Gene No. 


19189 


Strand 






Start 


4532 


End 


4779 




Xl-^ win 

Name 


OJ990520 23.0103.Cl.o2.gs 


Method 


GENSCAN 




Start 


4532 


End 


4779 


!s 


GI 


none 


Score 


.99 


:? 5{ 
■:s? 
'i, : 


Exons 


4532. .4624, 4774. .4779 






M: 


Seq. No. 


8983 


Seq; ID 


OJ990520_23.0103.C1 


c; 


Gene No. 


19190 


Strand 




■■is? 


Start 


19876 


End 


22297 




Name 


OJ990520 23.0103.Cl.o3.tm 


Method 


TBLASTX:Maize 


's or 


Start 


105 


End 


314. 




GI 


none 


Score 


99 




Exons 


105. .314, 114. .287, 130. .312 








Seq. No. 


8983 


Seq. ID 


OJ990520_23.0103.C1 




Gene No. 


19190 


Strand 






Start 


19876 


End 


22297 




Name 


6J990520 23.0103.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


150 


End 


3234 




GI 


none 


Score 


76 




Exons 


150. .287, 532. .702, 536. .700, 


736. .804 


, 817. .882, 1243. .1623, 






1288.. 1629, 1297.. 1644, 1297. 


.1629, 1297. .1629, 1303. .1824, 






1303.. 1743, 1345.. 1629, 1372. 


.1629, 1448. .1657, 1636. .1827, 



1639. .1827, 1639. .1827, 1657. .1824, 1661. .1855, 1666. .1827, 

1790. .1909, 1882. .2079, 1882. .2001, 2122. .2184, 2176. .2577, 

2176. .2400, 2176. .2298, 2176. .2271, 2269. .2619, 2287. .2604, 

9461 




2311, .2442, 2311. .2601, 2314. .2577, 2324. .2491, 2395. .2610, 

2491.. 2610, 2557.. 3222, 2599.. 3234, 2605.. 2805, 2608.. 3.198, 

2608.. 3135, 2608.. 3051, 2 609 .. 2836,^ 2680 .. 3087 , 2741.. 3022, 

2960.. 3133, 2962.. 3231 



Seq. No. 8983 
Gene No. 19190 
Start 19876 

Name OJ990520_23 . 0103 . CI . ol . tc 

Start 180 
GI none 
Exons 180., 

1297, 

1303. 

1303. 

1633. 

2011. 

2308, 

2323, 

2608, 

2753, 



OJ990520_23.0103.C1 
22297 

TBLASTX: Cress 
3288 
67 



287, 532. .690, 542. .679, 

.1629, 1297. .1629, 1297. 

.1644, 1303.. 1629, 1303. 

.1629, 1306. .1629, 1313. 

.1821, 1639.. 1821, 1658. 

.2070, 2122.. 2304, 2173. 

.2604, 2311. .3150, 2314. 

.2610, 2326.. 2604, 2533. 

.3087, 2608.. 3231, 2609. 

.3055, 2773.. 3237, 2959. 



Seq. ID 
Strand 
End 

Method 

End 

Score 

1243.. 1353, 1252. 
.1629, 1300.. 1629, 
.1629, 1303.. 1635, 
.1630, 1436. .1630, 
.1906, 1885.. 2007, 
.2304, 2176. .2280, 
.2595, 2314.. 2595, 
.3222, 2602. .2946, 
.2785, 2680.. 3231, 
.3222, 3091.. 3201, 



1635, 
1300. 
1303. 
1519. 
1993. 
2281. 
2320. 
2608. 
2683. 
3253. 



1569, 
1572, 
1584, 
2076, 
2388, 
2610, 
3234, 
3237, 
3288 



Seq. No. 8983 Seq. ID 

Gene No. 19190 Strand 

Start 19876 End 

Name OJ990520_23 . 0103 . CI . ol . tm Method 

Start 4 60 End 

GI none Score 

Exons 460.. 909, 467.. 904 



OJ990520_23.0103.C1 
22297 

TBLASTX: Maize 

909 

257 



Seq. No. 8983 Seq. ID 

Gene No. 19190 Strand 

Start 19876 End 

Name OJ990520_23 . 0103 . CI . o2 . tc Method 

Start 706 End 

GI none Score 

Exons 706.. 1044, 713.. 1039 



OJ990520_23.0103.C1 
22297 

TBLASTX: Cress 

1044 

140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8983 

19190 

19876 

OJ990520_23, 
1297 
none 
1297. 
1510. 
1879. 
2170. 
2609, 
2878. 



.1629, 
.1623, 
.2001, 
.2271, 
.2776, 
.3144, 



Seq. ID OJ990520_23.0103.C1 
Strand 

End 22297 
Method TBLASTX: Maize 
End 3234 
Score 80 
.1629, 1303. .1500, 1357. .1629, 1457. .1627, 
.1821, 1657. .1821, 1733. .1909, 1808. .1996, 
.1986, 1879. .1983, 1882. .2007, 1882. .2004, 
.2595, 2314. .3078, 2324. .2563, 2606. .2707, 
.3150, 2681. .3052, 2740. .3234, 2747. .3007, 
.3234, 3025.. 3222 



0103.Cl.o2.tm 



1300, 
1639, 
1879. 
2311. 
2671. 
2968. 



Seq. No. 8983 Seq. ID 

Gene No. 19190 Strand 

Start 19876 End 

Name OJ990520_23 . 0103 . CI . ol . tw Method 

Start 1639 - End 

GI none Score 



OJ99052Q_23.0103.C1 
22297 

TBLASTX: Wheat 

3018 

140 



9462 



Exons 



1639. .1728, 1898. .2083, 1900. .2082, 1919. .2083, 2083. .2169, 
2088. .2177, 2090. .2173, 2197. .2388, 2455. .2547, 2914. .3018 



Seq. No. 8983 Seq. ID OJ990520_23 . 0103 . CI 

Gene No. 19190 Strand 

Start 19876 End 22297 

Name OJ990520_23 . 0103 . CI .o2 . gp Method AAT/GAP 

Start 19598 End 20051 

GI LIB3431-045-P1-N1-A10 Score 888 

Exons 19598.. 20051 

GI Descrip. ' 544 1876/dbj | AP000367 . 1 | AP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) * 



Seq. No. 8983 

Gene No. 19190 

Start 19876 

Name OJ990520_23 . 0103 . CI . o5 . gs 

Start 19876 

GI none 

Exons 19876. .20036, 20172 .. 2044 1, 
21105. .21363, 21440. .21516, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20505. .20687, 
22190. .22297 



OJ990520 23. 0103. CI 



22297 
GENSCAN 
22297 
. 64 

20835. 



.21012, 



Seq. No. 8983 Seq. ID OJ990520_23 . 0103 . CI 

Gene No. 19190 Strand 

Start 19876 End 22297 

Name OJ990520_23 . 0103 . CI .o4 . np Method AAT/NAP 

Start 20155 End 21545 

GI 5441880 Score 1221 

Exons 20155. .20389, 20505 .. 20636, 20727 .. 20750, 20787 .. 20860, 

21105. .21363, 21440. .21545 
GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Seq. No. 


8983 


Seq. ID 


OJ990520 


Gene No. 


19190 


Strand 




Start 


19876 


End 


22297 


Name 


OJ990520 23.0103.Cl.o5.np 


Method 


AAT/NAP 


Start 


20930 


End 


22175 


GI 


6721543 


Score 


119 


Exons 


20930. .20972, 22043.. 22175 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


8983 


Seq. ID 


OJ990520 


Gene No. 


19190 


Strand 




Start 


19876 


End 


22297 


Name 


OJ990520 23.0103.Cl.o3.gp 


Method 


AAT/GAP 


Start 


21113 


End 


21545 


GI 


LIB3475-007-P1-K1-G8 


Score 


641 


Exons 


21113. .21363, 21440. .21545 






GI Descrip. 


•5441880/dbj IBAA82378.il 5, 


.Oe-75 (AP000367) EST 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa]' 



Seq. No. 
Gene No. 
Start 



8983 

19190 

19876 



Seq. ID 

Strand 

End 



OJ990520 23. 0103. CI 



22297 



9463 



Name 
Start 
GI - 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990520_23 . 0103 . CI . o4 . gp Method AAT/GAP 

22009 . End 22161 

7406_1.R1084 Score 217 

22009.. 22161 

'1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 

8984 Seq. ID OJ990520_23 . 0103 . C2 

19191 Strand 

226 End 3838 

OJ990520_23 . 0103 . C2 . ol . np Method AAT/NAP 

226 End 3105 

119714 Score 132 

226. .457, 2700. .3105 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi| 82169|pir I I S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 198 67 | emb | CAA320 90 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 


8984 




Seq. ID 


OJ990520_23, 


. 0103 


.C2 


Gene No. 


19191 




' Strand 








Start 


226 




End 


3838 






Name 


OJ990520 23.0103.C2.ol. 


gs 


Method 


GENSCAN 






Start 


274 ■ 




End 


3838 






GI 


none 




Score 


.45 






Exons 


274. .545, 2698. .2893, 3024.. 


3185', 3702 


. .3838 






Seq. No. 


8985 




Seq. ID 


OJ990520_23, 


.0103 


.C3 


Gene No. 


19192 




Strand 


+ 






Start 


57 




End 


1747 






Name 


OJ990520 23.0103.C3.ol. 


gs 


Method 


GENSCAN 






Start 


57 




End 


1747 






GI 


none 




Score 


.87 






Exons 


57. .241, 1680. .1747 












Seq. No- 


8986 




Seq. ID 


OJ990520_23. 


.0103 


.C4 


Gene No. 


19193 




Strand 


+ 






Start 


1898 




End 


3154 






Name 


OJ990520 23.0103.C4.o2. 


gs 


Method 


GENSCAN 






Start 


1898 




End 


3154 






GI 


none 




Score 


.74 






Exons 


1898.. 2291, 2293.. 2465, 


2482 


..2669, 2959.. 3154 






Seq. No. 


8986 




Seq. ID 


OJ990520_23, 


.0103 


.C4 


Gene No. 


19194 




Strand 








Start 


81 




End 


811 






Name 


OJ990520 23.0103.C4.ol. 


gs 


Method 


GENSCAN 






Start 


81 




End 


811 






GI 


none 




Score 


.58 






Exons 


81. .216, 380. .811 












Seq. No. 


8986 




Seq. ID 


OJ990520_23. 


,0103 


.C4 


Gene No. 


19195 




Strand 








Start 


3681 




End 


8197 






Name 


OJ990520 23.0103.C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3460 




End 


3827 






GI 


none 




Score 


167 







9464 






Exons 


3460, ,3495, 


3501 


. .3716, 


3502. 


.3729, 3503. .3721, 3528, .3725 






3529, .3726, 


3785 


. ,3817, 


3786. 


.3818, 3786.. 3827 




Seq. No. 


8986 








Seq. ID 


OJ990520_23.0103.C4 




Gene No. 


19195. 








Strand 






Start 


3681 








End 


8197 




Name 


OJ990520 23 


.0103 


.C4.01, 


np 


Method 


AAT/NAP 




Start 


3681 








End 


8149 




GI 


6815097 








Score 


2921 




Exons 


3681. .4393, 


4534 


.6193, 


6308. 


.6913, 7249. .8149 




GI Descrip. 


(AP001081) 


Similar to putative copia polyprotein (AC006248 






[Oryza sativa] 












Seq. No. 


o ^ o u 








Seq. ID 


OJ990520_23.0103.C4 




Cpne* No 


19195 








Strand 


- 




start 


-.J U O J. 








End 


8197 




Name 




, U X u o 


C4.02. 


ts 


Method 


TBLASTX: Soybean 




Start 


"^8^7 ~ 








End 


4189 




GI 


none 








Score 


188 




Exons 


3827. .4189 














Seq. No. 


O -7 O D 








Seq. ID 


OJ990520_23.0103.C4 














Strand 






Start 










End 


8197 




Name 




, 0103 . 


C4.01, 


tm 


Method 


TBLASTX: Maize 


•; = ? 


Start 


?848 ~ 

-J O *i O 








End 


4171 




GI 


none 








Score 


190 


fll 


Exons 


3848. .4171, 


3849. 


,4160 








i'l 

': I 


Seq. No. 


O -7 O O 








Seq. ID 


OJ990520_23.0103.C4 


■s 'tr 


Gene No. 


J. ^ X ^ ^ 








Strand 






Start 


^ u o J. 








End 


8197 




Name 


OJ990S20 2^ 


. X VJ .J . 


C4.01. 


ts 


Method 


TBLASTX: Soybean 




Start 


4 Sfil ~ 

*i »J V J- 








End 


5006 




GI 


5509260 








Score 


82 


'h, i 


Exons 


4561. .4641, 


4569. 


.4640, 


4668. 


.4754, 4800. .5003, 4821. .5006 


'1 

jrs: 


GI Descrip. 














iji 


Seq. No. 


0 D 








Seq. ID 


OJ990520_23.0103.C4 




Gene No . 


19195 








Strand 






Start 


3681 








End 


8197 




Name 


OJ990520 23 


.0103. 


04. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4575 








End 


4951 




GI 


none 








Score 


45 




Exons 


4575, .4640, 


4672. 


.4755, 


4674. 


.4925, 4800. .4919, 4835. .4951 




Seq. No. 


8986 








Seq. ID 


OJ990520_23.0103.C4 




Gene No 


19195 








Strand 






Start 


3681 








End 


8197 




Name 


OJ990520 23 


.0103. 


C4.04. 


gs 


Method 


GENSCAN 




Start 


7293 






End 


8197 




GI 


none 








Score 


.46 




Exons 


7293, ,7723, 


8158. 


.8197 










Seq. No, ' 


8987 








Seq. ID 


OJ990520_23.0103.C5 




Gene No, 


19196 








Strand 


+ 




Start 


479 








End 


6324 



94 65 



Name 

Start 

GI 

Exons 



OJ990520_23,0103.C5.ol.gs 
479 



Method GENSCAN 
End 6324 
none Score .87 

479. .550, 609. .725, 3364. .4287, 4506. .4662, 4914. .5102, 
5177.. 5361, 5437.. 5626, 5699.. 5803, 5876.. 6324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exoh's 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8987 

19196 

479 

OJ990520_23.0103.C5.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4856, 4933 
.6321 



OJ990520_23.0103.C5 
+ 



6324 
AAT/NAP 
6321 
2407 

5102, 



3403 
6691716 

3403.. 4273, 4471.-:4662, 4744.. 4856, 4933.. 5102, 5186.. 5361, 
5437. .5548, 5699. ,5803, 58' 
{AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



8987 Seq. ID 

19197 Strand 

21279 End 

OJ990520_23.0103.C5.o3.np Method 

21279 End 

5823018 Score 



OJ990520_23.0103.C5 
+ 

28991 
AAT/NAP 
28988 
702 



21279. .21365, 27778 .. 2812*6, 28387. .28988 

(AF089848) senescence-specific cysteine protease [Brassica 
napus] 



8987 Seq. ID 

19197 Strand 

21279 End 

OJ990520_23.0103.C5.ol.gp Method 

27529 End 

LIB3474-008-P1-K1-H11 Score 
27529. .28010 

•2224810/emb|CAB09698 I l.Oe-13 {Z97022) cysteine proteinase 
[Hordeum vulgare] * 



OJ990520_23.0103.C5. 
+ 

28991 
AAT/GAP 
28010 
920 



8987 Seq. ID 

19197 . Strand 
21279 End 
OJ990520_23.0103.C5.o6.gs Method 
27658 End 
none Score 
27658. .28126, 28387. .28991 

8987 Seq. ID 

19198 Strand 
6640 End 
OJ990520_23 . 0103 . C5 . o2 . gs Method 
6640 End 
none Score 
6640. .9721, 9818. .12750 



OJ990520_23.0103.C5 
+ 

28991 
GENSCAN 
28991 
.88 



OJ990520_23.0103.C5 

12750 
GENSCAN 
12750 
.94 



Seq. No. 
Gene No. 
Start 



8987 

19198 

6640 



Seq. ID 

Strand 

End 



OJ990520 23. 0103. C5 



12750 



9466 



Name OJ990520_23 . 0103 .C5 .o2 .np Method AAT/NAP 

Start 6676 End 12750 

GI . 5922631 Score 6715 

Exons 6676.. 9203, 9810.. 10733, 10860 .. 11011, 11054 11618 , 

11664. .11873, 12123. .12367, 12626.. 12750 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


8987 








Seq. ID 


OJ990520_23. 0103.05 


Gene No. 


19199 








Strand 


- 


Start 


15079 








End 


15582 


Name 


OJ990520 23. 


0103. 


C5.03. 


gs 


Method 


GENSCAN 


Start 


15079 








End 


15582 


GI 


none 








Score 


.89 


Exons 


15079. .15582 










Seq. No. 


8987 








Seq. ID 


Oj990520_23.0103.C5 


Gene No. 


■ 19200 








Strand ' 




Start 


24925 








End 


26544 


Name 


OJ990520 23 


0103- 


C5.01C 


i.tw 


Method 


TBLASTX: Wheat 


Start 


3523 








End 


3813 


GI 


none 








Score 


217 


Exons 


3523 . . 3813 












Seq. No. 


8987 








Seq. ID 


OJ990520_23. 0103.05 


Gene No. 


19200 








Strand 




Start 


24925 








End 


26544 


Name 


OJ990520 23. 


0103. 


05. o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6652 








End 


7266 


GI 


none 








Score 


75 


Exons 


6652. .6789, 


6775. 


.6933, 


6988. 


.7266, 7004. .7111, 7157. .7246 


Seq. No. 


8987 








Seq. ID,. 


.,OJ990520_23. 0103.05 


Gene No. 


19200 








Strand ■ 




Start 


24925 








End 


26544 


Name 


OJ990520 23. 


0103. 


C5.05. 


tm 


Method 


TBLASTX: Maize 


Start 


6689 








End 


6924 


GI 


none 








■ Score - 


104 


Exons * 


6689. .6793, 


6691. 


.6792, 


6772. 


. 6924 




Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103.O5 


Gene No. 


19200 








Strand 




Start 


24925 








End 


26544 


Name 


OJ990520 23. 


0103. 


C5.07. 


tm 


Method 


TBLASTX: Maize 


Start 


7036 








End 


7309 


GI 


none 








Score 


56 


Exons 


7036. .7122, 


7132. 


.7215, 


7145. 


.7219, 7202. .7309, 7210. .7308 


Seq. No. 


8987 








Seq. ID 


OJ990520_23. 0103.05 


Gene No. 


19200 








Strand 




Start 


24925 








End 


26544 


Name 


OJ99Q520 23. 


0103. 


05. o3. 


tw 


Method 


TBLASTX: Wheat 



9467 




start 


7381 








End 


7768 




GI 


none 








Score 


114 




Exons 


7381. .7572, 


7381 


. .7767, 


7457. 


. 7768 






Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103. 


C5 




19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520 23. 


0103 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7411 








End 


7774 




GI 


none 








Score 


67 




Exons 


7411. .7458, 


7412 


. .7459, 


7439. 


.7585, 7450. .7773, 7463. .7774 


Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103. 


C5 


Gene No . 


19200 








Strand 






Start • 


24925 








End 


26544 




Name 


OJ990520 23. 


0103 


.C5.011 


.tw 


Method 


TBLASTX: Wheat 




Start 


7771 








End 


8070 




GI 


none 








Score 


130 




Exons 


7771. .7911, 


7936 


. .8070 










Seq. No. 


8987 








Seq. ID 


OJ990520 23.0103. 


C5 


Gene No . 


. 19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520 23. 


0103 


.C5 .06. 


tm 


Method 


TBLASTX: Maize 




Start 


8002 








End 


8256. 




GI 


none 








Score 


193 




Exons 


8002. .8256 














Seq. No. 


8987 








Seq. ID 


OJ990520 23.0103. 


C5 


Gene No, 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520 23. 


0103 


.C5.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


8086 








End 


8508 




GI 


none 








Score 


266 




Exons 


8086. .8508, 


8096 


. .8500 










Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103. 


C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520 23. 


0103 


.05. o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8129 








End 


8517 




GI 


none 








Score 


157 




Exons 


8129. .8509, 


8131 


. .8373, 


8413. 


.8517 






Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103. 


C5 


Gene No . 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520 23. 


0103 


.C5.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


8508 








End 


8794 




GI 


none 








Score 


70 




Exons 


8508. .8606, 


8512 


. .8793, 


8524. 


.8658, 8717. .8794 




Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103. 


C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520 23. 


0103 


.C5.03. 


tm 


Method 


TBLASTX: Maize 




Start 


8632 








End 


9076 





9468 




GI 


none 








Score 


89 




Exons 


8632 . .8658, 


8656 


. . 8799, 


8669 


.,8800, 8815. .9051, 8821. .9075, 




8822 . . 9076 














Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103 


.C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 






Name 


OJ990520 23. 


0103 


. C5 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


8743 








End 


9144 




GI 


none 








Score 






Exons 


8743 . , 9144 , 


8984 


. . 9127 










Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103 


.C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 


2 DD4 4 




Name 


OJ990520_23 . 


A T A O 

0103 


. Co . o2 . 


tw 


Method 


TBLASTX : Wheat 




Start 


8798 








End 


A A A A 

9222 




GI 


none 








Score 


A O T 

287 




Exons 


8798 . . 9178, 


8798 


. . 9157, 


8812 


A A O A 

. .9222 






Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103 


.C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520_23. 


0103 


.C5.o4 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


9307 








End 


9663 




GI 


none 








Score 


A 1 A 

210 




Exons 


9307 . . 9663, 


9317 


. . 9616 










Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103 


.C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520_23 . 


0103 


. C5 . ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


9337 








End 


A T A A 

9792 




GI 


none 








Score 


ACT 

257 




Exons 


9337 . . 9792, 


9338 


. . 9757, 


9367 


. .9765 






Seq. No. 


- 8987 








Seq. ID 


OJ990520_23.0103 


.C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520_23 . 


0103 


. C5 . o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


9388 








End 


9753 




GI 


none 








Score 


134 




Exons 


9388 . . 9522, 


9529 


. . 9753 










Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103 


.C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520_23 . 


0103 


. C5 . o6 . 


tw 


Method 


TBLASTX: Wheat 




Start 


10013 








End 


10470 




GI 


none 








Score 


150 




Exons 


10013 . . 10249 


, 10015. .10245, 


10294. .10470 




Seq. No. 


8987 








Seq. ID 


OJ990520_23.0103 


.C5 


Gene No. 


19200 








Strand 






Start 


24925 








End 


26544 




Name 


OJ990520 23. 


0103 


.05. o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


11047 








End 


11449 





9469 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 
11047, 



.11448, 11180. .11449 



8987 

19200 

24925 

OJ990520_23.0103,C5.o5.gs 

24925 

none 

24925. .24997, 25256 25395, 
26225. 1.26544 



Score 

Seq. ID 

Strand 

End 

Method 

End 

Score 



115 



OJ990520_23,0103.C5 

26544 
GENSCAN 
26544 
,56 



25415. .25575, 25661 257 13, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8987 

19201 

27727 

OJ990520_23.0103.C5.o8.tm 

27727 

none 



Seq. ID OJ990520_23.0103.C5 
Strand 
End 

Method 
End 
Score 



29064 

TBLASTX: Maize 

27990 

150 



27727. .27915, 27810 27914 , 27910 27990, 27920. .27982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8987 Seq. ID 

19201 Strand 

27727 End 

OJ990520_23.0103.C5.o7.tw Method 

27781 End 

none Score 



OJ990520_23.0103.C5 
29064 

TBLASTX: Wheat 

28916 

107 



27781. .27918, 27919 .. 28002 , 28063 .. 28116, 28385 .. 2848 6, 
28386. .28487, 28509. . 28733, 28647.-28748, 28737 .. 28775, 
28797. .28847, 28853 .. 28909, 28854, .28916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8987 Seq. ID 

19201 Strand 
27727 End 

OJ990520_23 . 0103 . 05 . ol . tc ' Method 
27790 End 
none Score 



OJ990520_23.0103.C5 
29064 

TBLASTX: Cress 

29064 

138 



27790. .27990, 28024 .. 28128, 28391 ,. 28492, 28392 28493, 
28500. ,28775, 28631 .. 28774 , 28796 28981, 287 97 28 982, 
29008.. 29064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8987 

19201 

27727 

OJ990520_23.0103.C5.ol.ts 

27925 

none 

27925. ,27990, 28048 .. 28128, 
28389. .28502, 28472 28567, 
28797. .28985, 28799. .28981 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 23. 0103. C5 



29064 

TBLASTX : Soybean 
28985 
60 

28380. .28478, 28388 .. 28501 , 
28497. .28775, 28 628 .. 28774 ^ 



Seq. No. --8987 

Gene No. 19201 

Start 27727 

Name OJ990520_23 . 0103 . C5 . o2 . tm 

Start 27997 

GI none 
Exons 



Seq. ID OJ990520_23..0103.C5 
Strand 
End 

Method 
End 
Score 



29064 

TBLASTX: Maize 

28940 

88 



27997. .28128, 28026 ., 28115, 28391 .. 28564, 28392 .. 28592, 



9470 



28637. .28756, 28638 28775, 28730 28909, 28776.. 28940 



Seq.^ No. 


. 8988 


. .Seq. ID 


bJ99p520_23.0103.'C6 


Gene No. 


19202 


Strand 


+ 


Start 


2773 


End 


2872 


Name 


OJ990520 23.0103.C6.ol.gs 


Method 


GENSCAN 


Start 


2773 


End 


2872 


GI 


none 


Score 


.59 


Exons 


2773. .2872 






Seq. No. 


8988 


Seq. ID 


OJ990520_23. 0103.C6 


Gene No . 


19203 


Strand 




Start 


2898 


End 


3190 


Name 


OJ990520 23.0103.C6.ol.gp 


Method 


AAT/GAP 


Start 


2898 


End 


3190 


GI 


72524 1.R1084 


Score 


423 


Exons 


2898. .3190 






GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


8989 


Seq. ID 




Gene No. 


19204 - 


^ Strand 




Start 


31 


End 




Name 


OJ990520 23.0103.C8.ol.gs 


Method 




Start 


31 


End 




GI 


none 


Score 




Exons 


31. .160, 309. .382 






Seq. No. 


8989 


Seq. ID 


OJ990520_23.0103.C8 


Gene No. 


19205 


Strand 




Start 


107 


End 


3799 


Name 


OJ990520 23.0103.C8.ol.np 


Method 


AAT/NAP 


Start 


107 


End 


3799 


GI 


5091513 


Score 


825 


Exons 


107;. 142, 756. .1037, 2169.. 


2700, 3444. 


.3799 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


8989 


Seq. ID 


OJ990520_23.0103.C8 


Gene No. 


19205 


Strand 




Start 


107 


End 


3799 


Name 


OJ990520 23.0103.C8.o2.gs 


Method 


GENSCAN 


Start 


518 


End 


2691 


GI 


none 


Score 


.56 


Exons 


518. .945, 1511. .1670, . 2269. 


.2691 




Seq. No. 


8989 


Seq. ID 


OJ990520_23.0103.C8 


Gene No. 


19206 


Strand 




Start 


5029 


End 


5339 


Name 


OJ990520 23.0103.C8,ol.gp 


Method 


AAT/GAP 


Start 


5029 


End 


5339 


GI 


72524 1.R1084 


Score 


429 


Exons 


5029. .5339 






GI Descrip. 


' 50914 96/cibj | AB023482 . 2 | AB023482 3.0e- 


84 Oiryza sativa genomii 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


8989 


Seq. ID 


OJ990520_23.0103.C8 


Gene No. 


19207 


Strand 





9471 



start 
Name 
Start 
GI 

Exons 



7281 

OJ990520_23 . 0103 . C8 . ol . tm 
1111 
none 
1111. 
1211. 

1785. .1826, 1915. ,2031, 1916. 
2014. .2142, 2015. .2143 



.1227, 1112. .1216, 1202. 
.1339, 1686.. 1784, 1686. 



End 7915 
Method TBLASTX: Maize 
End 2143 ■ 

Score 98 

.1336, 1210.. 1287, 1210. 
.1802, 1687.. 1791, 1785. 
.2020, 2006.. 2140, 2014. 



.1338, 
.1826, 
.2091, 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8989 Seq. ID OJ990520_23 . 0103 . C8 

19207 Strand 

7281 End 7915 

OJ990520_23 . 0103 . C8 . o2 . gp Method AAT/GAP 

7281 End 7915 

15296_1.R1084 Score 891 

7281. .7704, 7832. .7915 

'3023947/spl P56521 |HDAC_MAIZE 8.0e-21 PROBABLE HISTONE 
DEACETYLASE (RPD3 HOMOLOG) >gi_2665840 (AF035815) putative 
histone deacetylase RPD3 [Zea mays] * 

8989 Seq. ID OJ990520_23 . 0103 . C8 

19207 Strand . - 

7281 End 7915 

OJ990520_23 . 0103 . C8 . o2 . np Method AAT/NAP 

7600 End 7915 

3023947 Score 100 

7600. .7704, 7832. .7915 

PROBABLE HISTONE DEACETYLASE (RPD3 HOMOLOG) gi 12665840 
(AF035815) putative histone deacetylase RPD3 [Zea mays] 



Seq. No. 


8990 


Seq. ID 


OJ990520_23.0103.C9 


Gene No. 


19208 


Strand 




Start 


772 


End 


3450 


Name 


OJ990520 23.0103.C9.ol.gp 


Method 


AAT/GAP 


Start 


772 


End 


1686 


GI 


15296 1.R1084 


Score 


371 


Exons 


772. .837, 931. .1022, 1576. 


.1686 




GI Descrip. 


'3023947/sp|P56521|HDAC MAIZE 8.0e-21 


PROBABLE HISTONE 




DEACETYLASE (RPD3 HOMOLOG) 


>gi'2665840 


(AF035815) putative 




histone deacetylase RPD3 [Zea mays] * 




Seq. No. 


8990 


Seq. ID 


OJ990520_23.0103.C9 


Gene No. 


19208 


Strand 




Start 


772 


End 


3450 


Name 


OJ990520 23.0103.C9.ol.gs 


Method 


GENSCAN 


Start 


774 


End 


3319 


GI 


none 


Score 


.93 


Exons 


774. .837, 931. .1022, 1576. 


.1806, 2468. 


.2704, 2780. .3319 


Seq. No. 


8990 


Seq. ID 


OJ990520_23.0103.C9 


Gene No. 


19208 


Strand 




Start 


772 


End 


3450 


Name 


OJ990520 23.0103.C9.ol.np 


Method 


AAT/NAP 


Start 


788 


End 


3322 


GI 


3023947 


Score 


1938 


Exons 


788. .834, 931. .1022, 1576., 


.1806, 2264. 


.2704, 2780. .3322 


GI Descrip. 


PROBABLE HISTONE DEACETYLASE {RPD3 HOMOLOG) gi 12665840 



9472- 



(AF035815) putative histone deacetylase RPD3 [Zea mays] 



OJ990520 23. 0103. C9- 



■Seq. No. ' 8990 ■ 
Gene No. 19208 
Start 772 

Name OJ990520_23 . 0103 . C9 . o2 . gp 

Start 2579 
GI 31559_1.R1084 ' 

Exons 2579.. 2704, 2780.. 3369, 3419. 

GI Descrip, • 302 3945/sp | 02244 6 | HDAC_ARATH 

>gi_2318131 (AF014824) histone'deacetylase [Arabidopsis 

thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3450 

:2.0e-81 HISTONE DEACETYLASE (HD) 



3450 
AAT/GAP 
3450 
1054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8990 Seq. ID OJ990520_23 . 0103 . C9 

19208 - Strand 

772 End 3450 

OJ990520_23 . 0103 . C9 . o3 . gp Method AAT/GAP 

2954 End 3391 

31559_2.R1084 Score 868 

2954. .3391 

M467119/emb|CAB37553| 5.0e-56 (AL035538) Histone deacetylase 
[Arabidopsis thaliana] * 



Seq. No. 8990 Seq. ID 

Gene No. 19209 Strand 

Start 8234 End 

Name OJ990520_23 .0103. C9 . ol . tm Method 

Start 917 ' End 

GI none Score 

Exons 917.. 1024, 920.. 1024, 930.. 1025, 1567. 



OJ990520_23.0103.C9 
9520 

TBLASTX: Maize 

2965 

77 

.1809, 1613. .1807, 



1675.. 1809, 2263. 
2790. .2960 



.2457, 2264. .2707, 2265. .2654, 2780. .2965, 



Seq. No. 8990 
Gene No. 19209 
Start 8234 

Name OJ990520_23 . 0103 . C9 , ol . tc 

Start 1567 
GI none 

Exons 1567.. 1809, 1610.. 1807, 1681, 

2265. .2705, 2780. .2896, 2790. 
3388. .3411 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1809, 1697 
.2897, 2862 



OJ990520 23. 0103. C9 



9520 

TBLASTX: Cress 
3411 
194 

1816, 2264.. 2707, 
3275, 2900.. 3295, 



Seq. No. 8990 

Gene No. 19209 

Start 8234 

Name OJ990520_23 . 0103 . C9 . o3 . ts 

Start 1576 

GI none 

Exons 1576.. 1809, 1610.. 1807, 2264, 



Seq. ID OJ990520_23.0103.C9 
Strand 

End 9520 

Method TBLASTX : Soybean 

End 2356 

Score 211 

.2347, 2264.. 2356, 2265. .2354 



Seq. No. 8990 

Gene No. 19209 

Start 8234 

Name OJ990520_23 . 0103 . C9 . o4 . tw 

Start 1685 

GI none 



Seq. ID OJ990520_23.0103.C9 
Strand 

End 9520 

Method TBLASTX : Wheat 

End 1809 

Score 151 



94 73 



Exons 


1685. .1807, 


1687 


. .1.809, 


1699. 


.1809 




Seq. No. 


8990 ' 








Seq. ID' 


OJ990520_23.0103.C9 


f^pnp No 


19209 








Strand 




Start 


8234 








End 


9520 


Name 


OJ990520 23. 


0103 


.09. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2260 








End 


2551 


GI 


none 








Score 


82 


Exons 


2260. .2457, 


2264 


. .2551, 


2265. 


.2546 




Seq. No. 


8990 








Seq. ID 


OJ990520_23.0103.C9 


Gene No. 


19209 








Strand 




Start 


8234 








End 


9520 


Name 


OJ990520 23. 


0103 


.C9.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


2450 








End 


3295 


GI 


none 








Score 


232 


Exons 


2450, .2707, 


2460 


. .2705, 


2780. 


.2896, 2790. .2897, 2900. .3295, 




2901. .3275 












Seq. No, 


8990 








Seq. ID 


OJ990520 23 0103 C9 




19209 








Strand 




Start 


8234 








End 


9520 


Name 


OJ990520 23. 


0103 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2966 








End 


3313 


GI 


none 








Score 


406 


Exons 


2966, .3313, 


2967 


. .3275 








Seq. No. 


8990 








Seq. ID 


OJ990520_23.0103.C9 


fiipT-ip No 


19209 








Strand 




Start 


8234 








End 


9520 


Name 


OJ990520 23. 


0103 


.C9.04. 


gp 


Method 


AAT/GAP 


Start 


7362 








End 


8057 


GI 


3759647 








Score 


1289 


Exons 


7362. .8057 












Seq. No. 


8990 








Seq. ID 


OJ990520_23.0103.C9 


cpTip No 


19209 








Strand 




start 


8234 








End 


9520 


Name 


OJ990520 23. 


0103 


.09. o2. 


gs 


Method 


GENSCAN 


Start 


8234 








End 


9514 


GI 


none 








Score 


.96 


Exons 


8234. .9514 












Seq. No. 


8 990 








Seq. ID 


OJ990520_23. 0103.09 , 


Gene No. 


19209 








Strand 




Start 


8234 








End 


9520 


Name 


OJ990520 23. 


0103 


,09. o2. 


np 


Method 


AAT/NAP 


Start 


8249 








End 


9520 


GI 


4581110 








Score 


924 


Exons 


8249. .9520 












GI Descrip. 


{AC005825) putative retroelement poi polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


8990 








Seq. ID 


OJ990520_23. 0103.09 


Gene No. 


19209 








Strand 




Start 


8234 








End 


9520 


Name 


OJ990520 23. 


0103 


.09.02. 


ts 


Method 


TBLASTX : Soybean 



9474 




start 


8264 






End 


8908 




GI 


none • 






Score 


37 




Exons 


8264.. .'8488; 


8394 


. . 8483, .8516. 


.8908, 860^.. 8717, 8823. ^8906 


Seq. No. 


8990 






Seq. ID 


OJ990520_23.0103 


.C9 


Gene No. 


19209 






Strand 






Start 


8234 






End 


9520 




Name 


OJ990520_23 


. 0103 


.C9.o2. tc 


Method 


TBLASTX: Cress 




Start 


8300 






End 


8929 




GI 


none 






Score 


97 




Exons 


8300 . .8497, 


8513 


. .8635, 8747. 


. 8929 






Seq. No. 


8990 






Seq. ID 


OJ990520_23.0103 


.09 


Gene No. 


19209 






Strand 






Start 


8234 






End 


9520 




Name 


OJ990520_23 


. 0103 


.C9.o3. tm 


Method 


TBLASTX: Maize 




Start 


8318 






End 


8920 




GI 


none 






Score 


277 




Exons 


8318 . . 8491, 


8513 


. .8920 








Seq. No. 


8990 






Seq. ID 


OJ990520 23.0103 


.09 


Gene No. 


19209 






Strand 






Start 


8234 






End 


9520 




Name 


OJ990520 23 


.0103 


.C9.o2. tw 


Method 


TBLASTX: Wheat 




Start 


8672 






End 


9103 




GI 


none 






Score 


122 




Exons 


8672 . .8929, 


8933 


. . 9103 








Seq. No. 


8990 






Seq. ID 


OJ990520_23.0103 


.09 


Gene No. 


19209 






Strand 






Start 


8234 






End 


9520 




Name 


OJ990520_23 


. 0103 


.09. o4 . tm 


Method 


TBLASTX: Maize 




Start 


9038 






End 


9469 




GI 


none 






Score 


34 




Exons 


9038 . . 9364 , 


9084 


. . 9128, 9237. 


.9365, 9386.. 9469 




Seq. No. 


8990 






Seq. ID 


OJ990520_23.0103 


.09 


Gene No. 


19209 ■ 






Strand 






Start 


8234 






End 


9520 




Name 


OJ990520_23 


. 0103 , 


.C9.o3. tw 


Method 


TBLASTX: Wheat 




Start 


9107 






End 


9469 




GI 


none 






Score 


53 




Exons 


9107 . . 9277, 


9272 , 


. . 9373, 9374 . 


.9469, 9375.. 9455 




Seq. No. 


8990 






Seq. ID 


OJ990520_23.01Q3 


.09 


Gene No. 


19209 






Strand 






Start 


8234 






End 


9520 




Name 


OJ990520_23 . 


. 0103, 


.C9.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


9182 






End 


9469 




GI 


none 






Score 


70 




Exons 


9182 . . 9364, 


9240. 


-.9398, 9389. 


.9469 






Seq. No. 


8990 






Seq. ID 


OJ990520_23.0103, 


.09 


Gene No. 


19209 






Strand 






Start 


8234 






End 


9520 




Name 


OJ990520 23. 


.0103. 


C9.o5.gp 


Method 


AAT/GAP 




Start 


9203 






End 


9439 





9475 




GI 


1621496 




Score 


4 62 


Exons 


9203.. 9439 








GI Descrip. 


16214 97/cibj IBAA12904 1 2 


.Oe-42 


(D85878) 


reverse transcfiptasi 




[Oryza sativa] 








Seq. No. 


8991 




Seq. ID 


OJ990520_23. 0103. CIO 


Gene No. 


19210 




Strand 


+ 


Start 


2785 




End 


6933 


Name 


OJ990520 23. 0103. CIO. o2 


.np 


Method 


AAT/NAP 


Start 


2785 




End 


6933 


GI 


2586083 




Score 


1861 


Exons 


2785.. 2869, 4082. .6409, 


6555. 


.6933 




GI Descrip. 


{U72725) receptor kinase-like 


protein 


[Oryza iongistaminata' 


Seq. No. 


o ^ ^ ±. 




Seq. ID 


OJ990520_23. 0103. CIO 


Gene No . 


19211 




Strand 




Start 


1 8 

1. o 




End 


2925 


Name 


OJ99052.0 23. 0103. CIO. ol 


. gs 


Method 


GENSCAN 


Start 


18 


End 


2925 


GI 


n o n 




Score 


.76 


Exons 


1ft ?Q9^ 








Seq. No. 


ft QQ1 

O -7 _/ ± 




Seq. ID 


OJ990520_23. 0103. CIO 


Gene No . 


^ J £. J. J. 




Strand 




Start 


Vft 




End 


2925 


Name 


OJ990520 23. 0103. CIO. ol 


-gp 


Method 


AAT/GAP 


Start 


28 




End 


497 


GI 


none 




Score 


888 


Exons 


9ft A Q7 








Seq. No. 


ft QQ1 

O J J J. 




Seq. ID 


OJ990520_23. 0103. CIO 




X -7^ X J. 




Strand 




Start 


1 ft 

X o 




End 


2925 


Name 


OJ990520 23. 0103. CIO. o7 


.tm 


Method 


TBLASTX: Maize 


Start 


103 




End 


303 


GI 


none 




Score 


84 


Exons 


103. .303, 116. .208, 124 


. .303 






Seq. No. 


8991 




Seq. ID 


OJ990520_23.0103'.C10 


Gene No . 


19211 




Strand 




Start 


18 




End 


2925 


Name 


OJ990520 23. 0103. CIO. o2, 


.tc 


Method 


TBLASTX: Cress 


Start 


658 




End 


1101 


GI 


none 




Score 


277 


Exons 


658. .1101 








Seq. No. 


8991 




Seq. ID 


OJ990520_23. 0103. CIO 




19211 




Strand 




Start 


18 




End 


2925 


Name 


OJ990520 23. 0103. CIO. o3, 


,tm 


Method 


TBLASTX .'Maize 


Start 


661 




End 


1299 


GI 


none 




Score 


61 


Exons 


661. .1227, 914. .1090, 1228. .1299 




Seq. No. 


8991 




Seq. ID 


OJ990520_23. 0103. CIO 


Gene No. 


19211 




Strand 




Start 


18 




End 


2925 



9476 




Name 


OJ990520 23 


0103. 


C10,o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


709 








End 


1119 






GI 


no he 








Score: . 


71 






Exons 


709. .963, 709. .1119, 905. .1036 








Seq. No. 


8991 








Seq. ID 


OJ990520 


23. 0103. CIO 




19211 








Strand 








Start 


18 








End 


2925 






Name 


OJ990520 23 


0103, 


C10.O2 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


721 








End 


1335 






GI 


none 








Score 


67 






Exons 


721. .816, 889. .1335, . 989. ,1141, 1202. 


1321 






Seq. No. 


o ;? -7 J. 








Seq. ID 


OJ990520 


23, 0103. CIO 




X Z/ ^ X X - 








Strand 








Start 


1 R 

X 0 








End 


2925 






Name 






no oS 


. L.ill 


Method 


TBLASTX: 


Maize 




Start 


X J fl J 








End 


1522 






GI 


none 








Score 


132 






Exons 


1345. .1515, 


1355, 


.1522 












Seq. No. 


O J -7 X 








Seq. ID 


OJ990520 


23. 0103. CIO 


Gene No. 


X X X 








Strand 










1 ft 

X 0 








End 


2925 






Name 




U X U J . 


X U • \JO 


. L, W 


Method 


TBLASTX: 


Wheat 




Start 


X 0 x^ 








End 


1961 






GI 


none 








Score 


90 






Exons 


XOx^ . . X 1 Oc. f 


X oxo . 


1 7ftn 

. X / 0 u , 


X / X o . 


.1795, 1792.. 1938, 


1904. 


.1939, 




1 Qnt=i 1 Qfil 
XjUO . • X!7DX 
















Seq. No. 


ft QQ1 

O -7 -? X 








Seq. ID 


OJ990520 


23, 0103. CIO 


oerie lno . 


1 Q91 1 

X 7^ X X 








Strand 








Start 


1 ft 
X o 








End 


2925 






Name 


n,TQQnR9n 9*^ 


U X u o . 


CXU . Of! 




Method 


TBLASTX: 


Maize 




Start 


X D XCJ 








End 


1809 






GI 


none 








Score 


79 






Exons 


XOX^. . X / / o. 


X O X z> • 


. X o u , 


X O X o . 


.1807 








'Seq. No. 


O ^ ^ X 








Seq. ID 


OJ990520 


23, 0103. CIO 


Gene No. 


19212 








Strand 








Start 


3685 








End 


6907 






Name 


OJ990520 23. 


0103, 


ClO.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3685 








End 


6649 






GI 


, none 








Score 


103 






Exons 


' 3685. .3873, 


3688. 


.4170, 


3697. 


.3804, 3697. .4386, 


3697. 


.3969, 




3700. .3954, 


3712. 


.4026, 


3745. 


.3879, 3784. ,4098, 


3817. 


,4440, 




3817. .3987, 


3852, 


.4160, 


3856, 


,4161, 3925. ,4509, 


3928. 


.4074, 




3931. ,4245, 


3949, 


.4509, 


3949, 


,4131, 3958. .4017, 


3972. 


,4151, 




4003. .4305, 


4021, 


.4203, 


4075, 


,4386, 4093. .4275, 


4114 . 


.4161, 




4147. .4440, 


4168, 


.4356, 


4177. 


.4521, 4219. .4509, 


4237. 


,4419, 




4363. .4518, 


4384. 


.4527, 


4390. 


.4596, 4489. .4710, 


4534. 


.4611, 




4534. .4695, 


4540. 


.4680, 


4540. 


.4761, 4540. ,4752, 


4540. 


.4716, 




4540. .4716, 


4540. 


.4710, 


4540. 


.4713, 4753. .4830, 


4765. 


.5028, 




4783. .5124, 


4840, 


.5133, 


4843, 


.5130, 4e 


46. .5127, 


4846. 


.4989, 




4846, .5136, 


4849, 


.5121, 


4849, 


,5121, 4873. .5181, 


4884 , 


.5360, 




4885. ,5541, 


4912, 


.5100, 


4947. 


.5111, 4956. . 5180, 


4990. 


.5055, 




5032. .5127, 


5119. 


.5478, 


5131. 


.5544, 5134. .5274, 


5134. 


,5547, 



9477 



5134, .5541, 5149. .5547, 5152. .5415, 5233. .5322, 5236. .5469, 

5238. .5471, 5269. .5547, 5317. .5544, 5413. .5541, 5494. .5541, 

5569. .5601, 5704. .5823, 5974. .6054, 6067. .6126, 6157. .6393, 
6554.. 6649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8991 

19212 

3685 

OJ990520_23, 

3685 

none 

3685. .4347, 
3924. .4019, 



4534, 
4549. 
4852. 
5134. 



,4596, 
,4716, 
,5127, 
,5541, 



5338. .5547, 



0103. CIO. o2.tm 



3685.. 3774, 3736 

3970.. 4545, 4062 

4540.. 4761, 4549 

4559. .4588, 4603 

4858.. 5127, 5062 

5149. .5304, 5158 
5385. .5546 



Seq. ID OJ990520__23. 0103. CIO 
Strand 

End 6907 

Method TBLASTX : Mai ze 

End 5547 

Score 303 

.4422, 3808. .4440, 3922. .4521, 
.4151, 4131. .4439, 4165. .4509, 
.4716, 4549. .4716, 4549. .4758, 
.4716, 4825. .5130, 4843. ,5127, 
.5124, 5080. .5541, 5134. .5541, 
.5451, 5158. .5538, 5230. .5547, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8991 

19212 

3685 

OJ990520_23. 
3685 
none 
3685. 
3763. 
3924. 
4042. 
4206. 
4564. 
4806. 
4915. 
4963. 
5134. 
5160. 
5427. 



0103. CIO. o2.ts 



.4158, 
.4440, 
.4022, 
.4503, 
.4502, 
.4716, 
.5051, 
.5136, 
.5082, 
.54^69, 
.5396, 
.5546, 



3685. 
3817. 
3961. 
4062. 
4219. 
4576. 
4849. 
4945. 
5028. 
5134. 
5230. 
5460. . 



4080, 
4224, 
4368, 
4295, 
4338, 
4761, 
5127, 
5124, 
5126, 
5547, 
5541, 
5603 



3685. 
3835. 
3990. 
4114. 
4242. 
4582. 
4849. 
4950. 
5034. 
5134. 
5235. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3807, 3697 
.4710, 3921 
.4163, 3996 
.4509, 4137 
.4391, 4531 
.4707, 4606 
.5067, 4873 
.5129, 4953 
.5126, 5035 
.5469, 5143 
.5399, 5235 



OJ990520 23. 0103. CIO 



6907 

TBLASTX: 
5604 
197 

4374, 
4079, 
4223, 
4367, 
4716, 
4737, 
5112, 
51,11, 
5124, 
5451, 
5348, 



Soybean 



3739, 
3922, 
4003, 
4147, 
4564, 
4771. 
4884 . 
4956. 
5134, 
5143, 
5236. 



4215, 
4296, 
4125, 
4260, 
4725, 
5112, 
5111, 
5111, 
5604, 
5541, 
5547, 



Seq. No. 8991 
Gene No. 19212 
Start 3685 

Name OJ990520_23 . 0103 , CIO . ol . tw 

Start 3697 
GI none 

Exons 3697.. 3852, 3697.. 3813, 3745. 

3949. ,4131, 4093. ,4251, 4168,-4347, 4237. .4419, 4486, 
4654. .4764, 4984, .5127 



OJ990520_23. 0103. CIO 
6907 

TBLASTX: Wheat 
5127 
72 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3876, 3769. .3801, 3922, 



,4074, 
4893, 



Seq. No. 8991 

Gene No. 19212 

Start 3685 

Name OJ990520_23 . 0103 . CIO , ol . ts 

Start 5815 

GI none 

Exons 5815.. 5907, 5820.. 5906, 5920, 
6193.. 6324, 6515.. 6739, 6553. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 23. 0103. CIO 



6907 

TBLASTX: Soybean 
6907 
89 

6123, 5925.. 6113, 6160.. 6369, 
6657, 6824.. 6907 



9478 



Seq. No. 8991 Seq. ID 

Gene No. 19212 Strand 

Start . 3685 End 

Name ., OJ990520_23 . 0103 .CIO . ol . tm Method 

Start 5953 End 

GI none Score 

Exons 5953.. 6399, 5958.. 6314 



OJ990520_23. 0103. CIO 
6907 

'TBLASTXrMaize 
6399 
408 



Seq. No. 


8991 


Seq. ID 


OJ990520_23 . 0103 . CIO 


Gene No. 


19212 


Strand 




Start 




End 


6907 


Name 


OJ990520 23.0103. CIO. o6.tm 


Method 


TBLASTX: Maize 


Start 


6544 


End 


6907 


GI 


none 


Score 


172 


Exons 


6544. .6663, 6554. .6790, 6770. 


.6907 




Seq. No. 


8992 


Seq. ID 


OJ990520_23.0103.C11 


Gene No. 


19213 


Strand 


+ 


Start 


4767 


End 


6487 


Name 


OJ990520 23.0103.Cll.ol.gp 


Method 


AAT/GAP 


Start 


4767 


End 


5781 


GI 


31667 1.R1084 


Score 


1509 


Exons 


4767. .4824, 4944. .5166, 5249. 


.5781 




GI Descrip. 


'730290/sp|P40973| PEL LILLO 6 


. Oe-65 PECTATE LYASE PRECURSOR 



>gi_322883_pir S29612 pectate lyase - trumpet lily 

>gi_19451_emb_CAA7897 6_ (Z17328) pectate lyase [Liliiam 
longiflorum] >gi_308902 (L18911) pectate lyase [Lilium 
longiflorum] ' 



Seq. No. 8992 

Gene No. 19213 

Start 4767 

Name OJ990520_23 . 0103 . Cll . o3 . gs 

Start 4946 

GI none 
Exons 



Seq. ID OJ990520_23. 0103. Cll 

Strand + 

End 6487 

Method GENSCAN. 

End 6487 

Score . 99 



4946. .5389, 5400, .6013, 6127. .6487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8992 
19213 
4767 

OJ990520 
4976 
730290 
4976. .5215, 



23. 0103. Cll 



Seq. ID OJ990520_ 
Strand + 
End 6487 
Method AAT/NAP 
End 6484 
Score 1408 
6484 

PECTATE LYASE PRECURSOR gi | 322883 | pir | | S2 9612 pectate lyase - 
trumpet lily gi | 19451 | emb | CAA78 97 6 | {Z17328) pectate lyase 
[Lilium longiflorum] gi 1308902 (L18911) pectate lyase [Lilium 
longiflorum] 



23.0103.Cll.ol.np 



5307.. 6013, 6127. 



Seq. No. 8992 

Gene No. 19214 

Start 8 625 /^r 

Name OJ990520_23 . 0103 . Cll . o4 . gs 

Start 8625 

GI none 

Exons 8625.. 8762, 
9799. .9906 



8770. .8928, 8940. 



Seq. ID OJ990520_23. 0103. Cll 

Strand + 

End 9906 

Method GENSCAN 

End 9906 

Score .74 

.9221, 9228.. 9355, 9542.. 9779, 



9479 




Seq. No.. 


8992 ■ ' 


Seq. ID 


OJ990520 23. 0103. Cll 


Gene No.. 


19214 - 


Strand 


+ 


Start 


8625 


End 


9906 


Name 


OJ990520 23.0103.Cll.o2.np 


Method 


AAT/NAP 


Start 


8709 


End 


9903 


GI 


2281334 


Score 


880 


Exons 


8709. .9440, 9542. .9903 






GI Descrip. 


(U83619) putative pectate lyase [Arabidopsis thaliana] 


Seq. No. 


8992 


Seq. ID 


OJ990520 23. 0103. Cll 


Gene No. 


19214 


Strand 


+ ~ 


Start 


8625 


End 


9906 


Name 


OJ990520 23.0103.Cll.o3.np 


Method 


AAT/NAP 


Start 


8716 


End 


9903 


GI 


4753655 


Score 


871 


Exons 


8716.. 9440, 9542.. 9903 






GI Descrip. 


(AL049751) pectate lyase like 


protein 


[Arabidopsis thaliana] 


Seq. No. 


8992 


Seq. ID 


OJ990520 23. 0103. Cll 


Gene No. 


19214 


Strand 


+ 


Start 


8625 


End 


9906 


Name 


OJ990520 23.0103.Cll.o4.np 


Method 


AAT/NAP 


Start 


9582 


End 


9903 


GI 


405533 


Score 


328 


Exons 


9582.. 9903 






GI Descrip. 


(L20139) homology with pectate lyase 


rZea mavs 1 


Seq. No. 


8992 


Seq. ID 


OJ990520_23. 0103. Cll 


Gene No. 


19215 


Strand 




Start 


2881 


End 


4523 


Name 


OJ990520 23.0103.Cll.o2.gs 


Method 


GENSCAN 


Start 


2881 


End 


4523 


GI 


none 


Score 


.52 


Exons 


2881. .3021, 3052. .3190, 4480.. 


4523 




Seq. No. 


8992 


Seq. ID 


OJ990520_23. 0103. Cll 


Gene No. 


19216 


Strand 




Start 


6452 


End 


9953 


Name 


OJ990520 23.0103.Cll.ol.tc 


Method 


TBLASTX: Cress- 


Start 


4973 


End 


9906 


GI 


none 


Score 


78 


Exons 


4973. .5203, 5289. .5654, 5306.. 


5434, 5403. .5531, 5603. .6010, 



5706. .6029, 6125. .6367, 6133. .6366, 6392. .6487, 8713. .8916, 

8730. .8915, 8910. .9077, 8931. .9050, 9032. .9301, 9129. .9302, 

9304. .9456, 9381. .9413, 9519. .9665, 9540. .9743, 9548. .9724, 
9811. .9906 



Seq. No. 


8992 






Seq. ID 


OJ990520_23.0103 


.Cll 


Gene No. 


19216 






Strand 






Start 


6452 






End 


9953 




Name 


OJ990520 23. 


0103. Cll. o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


4984 






End 


5179 




GI 


none 






Score 


50 




Exons 


4984. .5028, 


4985. .5029, 


5011. 


.5175, 5024. .5179 




Seq. No. 


8992 






Seq. ID 


OJ990520_23.0103 


.Cll 



9480 






1-9216 








strand 






Start 


6452 








End 


.9953 




Name 


OJ990520 23 


.0103. 


C11.03. 


tw 


Method 


''TBLASTX: 


Wheat 


Start 


4994 








End 


5171 




GI 


none 








Score 


185 




Exons 


4994. .5167, 


5015. 


.5167, 


5139. 


.5171 






Seq. No. 


8992 








Seq. ID OJ990520 


_23.0103.C11 


Gene No. 


19216 








Strand 






Start 


6452 








End 


9953 




Name 


OJ990520 23 


.0103. 


Cll.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


5259 








End 


9909 




GI 


none 








Score 


414 




Exons 


5259. .5654, 


5306. 


.5539, 


5603. 


. 6013, 


5712. .6014, 


5946. .6014, 




6124. .6489, 


6125. 


.6490, 


8650. 


.8916, 


8676. .8915, 


8734. .8937, 




• 8910. .9077, 


8910. 


.9044, 


9029. 


. 9301, 


9138. .9302, 


9303. .9440, 




9304. .9441, 


9539. 


.9685, 


9539. 


.9730, 


9540. .9737, 


9732. .9908, 




9733. .9909 














Seq. No. 


8992 








Seq. ID OJ99.0520 


_23.0103.C11 


Gene No. 


19216 








Strand 






Start 


6452 








End 


9953 




Name 


OJ990520 23 


.0103. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5298 








End 


9953 




GI 


none 








Score 


422 




Exons 


5298. .5627, 


5303. 


.5620, 


5627. 


.6013, 


5712. .6014, 


5943. .6014, 




6124. .6279, 


6124. 


.6489, 


6125, 


.6487, 


6364. .6492, 


8722. .8916, 




8727. .8915, 


8912. 


.8965, 


8913. 


.9050, 


8916. . 9050, 


9050. .9298, 




9138. .9302, 


9304. 


.9441, 


9370. 


.9441, 


9539. . 9694, 


9539. .9730, 




9540. .9731, 


9732. 


.9905, 


9732. 


.9953, 


9733. . 9951 




Seq. No. 


8992 








Seq. ID OJ990520 


_23.0103.C11 


Gene No. 


19216 








Strand 






Start 


6452 








End 


9953 




Name 


OJ990520 23 


.0103. 


Cll.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5604 








End 


9378 




GI 


none 








Score 


426 




Exons 


5604. .5951, 


5604. 


.5654, 


5606. 


.5932, 


9029. :9301, 


9030. .9302, 




9304. .9378, 


9305. 


.9355 










Seq. No. 


8992 








Seq. ID OJ990520 


_23.0103.C11 


Gene No. 


19216 








Strand 






Start 


6452 








End 


9953 




Name 


OJ990520 23 


.0103. 


C11.02. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6221 








End 


9909 




GI 


none 








Score 


359 




Exons 


6221. .6505, 


6223. 


.6504, 


9636. 


.9743, 


9638. .9730, 


9732. .9905, 




9732. .9908, 


9733. 


.9909 










Seq. No. 


8992 








Seq. ID OJ990520 


_23.0103.C11 


Gene No. 


19216 








Strand 






Start 


6452 








End 


9953 




Name 


OJ990520 23 


.0103. 


C11.02. 


gp 


Method 


AAT/GAP 




Start 


6452 








End 


6939 




GI 


none 








Score 


869 




Exons 


6452. .6939 















9481 



Seq. No. 


8993 


Seq. ID 


OJ990520_23.0103.C12 


Gene No. 


19217 


Strand 




Start 


1102 


' End 


4738 


Name 


OJ990520 23.0103.C12.ol.gs 


Method 


GENSCAN 


Start 


1102 


End 


4738 


GI 


none 


Score 


.83 


Exons 


1102. .1434, 1661. .1728, 1971. 


.2167, 2402.. 2501, 3821.. 3914, 




4548. .4738 






Seq. No. 


8994 


Seq. ID 


OJ990520_23. 0103.C15 


Gene No . 


19218 


Strand 


+ 


Start 


411 


End 


639 


Name 


OJ990520 23.0103.C15.ol.gs 


Method 


GENSCAN 


Start 


411 


End 


639 


GI 


none 


Score 


.51 


Exons 


411. .423, 536. . 639 






Seq. No. 


8995 


Seq. ID 


OJ990430_25.0114.C1 


Gene No. 


19219 


Strand 


+ 


Start 


1 


End 


2084 


Name 


OJ990430 25.0114.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


706 


GI 


130582 


Score 


478 


Exons 


1. .706 






GI Descrip. 


RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir I I S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. ■ 8995 Seq. ID 

Gene No. 19219 Strand 

Start 1 End 

Name OJ990430_25 . 0114 .CI . ol . gs Method 

Start 220 End 

GI none Score 

Exons 220.. 334, 1556.. 1683, 2041.. 2084 



OJ990430_25.0114.C1 
+ 

2084 
GENSCAN 
2084 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8995 Seq. ID 

19220 Strand 

8359 End 

OJ990430_25. 0114 .Cl.o3.gs Method 

8359 End 

none Score 



OJ990430_25.0114.C1 
+ 

16102 
GENSCAN 
14968 
.64 



8359. .8554, 9574. .10532, 11431 .. 117 18 , 13200 .. 13229, 
13289. .13474, 14225 .. 14430, 14800. .14968 



Seq. No. 8995 Seq. ID 

Gene No. 19220 Strand 

Start 8359 End 

Name OJ990430_25 . 0114 .CI . o2 .np Method 

Start 8374 End 

GI 5921766 Score 

Exons 8374.. 8554, 9574.. 10565 

GI Descrip. CHALCONE SYNTHASE 8 (NARINGENIN-CHALCONE SYNTHASE 8) gil 2253119 

(AF007099) chalcone synthase [Bromheadia f inlaysoniana J 



OJ990430_25.0114-C1 
+ 

16102 
AAT/NAP 
10565 
937 



Seq. No. 



8995 



Seq. ID OJ990430_25.0114.C1 



9482 




Gene No. 


19220 


Strand 


+ 




Start 


8359 


End 


16102 




Name 


OJ990430 25.0114.Cl.o3.np 


Method 


AAT/NAP 




Start 


9967 


End 


16102 




GI 


4680203 


Score 


449 




Exons 


9967. .10027, 11974 .. 12161, 124 19 124 63, 13503 .. 13738 , 






14016. .14830, 15999.. 16102 








GI Descri-p. 


(AF114171) 'I*NP2-like protein 


[Sorghum bicolor] 




Seq. No. 


8995 




o.TQQD^'^n mid 


.CI 




19220 


Strand 


+ ~ 




Start 


8359 


End 


16102 




Name 


OJ990430 25.0114.Cl.o2.gp 


Method 


AAT/GAP 




Start 


10401 


End 


10685 




GI 


3106823 


Score 


558 




Exons 


10401. .10685 








Seq. No. 


8995 


.Seq. ID 


OJ990430_25.0114 


.CI 


Gene No. 


19221 


Strand 






Start 


1771 


End 


2383 




Name 


OJ990430 25.0114.Cl.ol.gp • 


Method 


AAT/GAP 




Start 


1771 


End 


2383 




GI 


uC-osflcyp039h04bl 


Score 


303 




Exons 


1771. .1833, 2212. .2383 








GI Descrip. 


'1617274/emb|CAA96522| l.Oe-09 (Z72152) 


AMP-binding protein 




[Brassica napus] * 








Seq. No. 


8995 


Seq. ID 


OJ990430_25.0114 


.CI 




19222 


Strand 






Start 


4568 


End 


5632 




Name 


OJ990430 25.0114.Cl.o2.gs 


Method 


GENSCAN 




Start 


4568 


End 


5632 




GI 


none 


Score 


.4 




Exons 


4568. .4736, 5235. .5351, 5547. 


.5632 






Seq. No. 


8995 


Seq. ID 


OJ990430__25.0114 


.CI 




19223 


Strand 






Start 


15199 


End 


15537 




Name 


OJ990430 25.0114.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


287 




GI 


none 


Score 


170 




Exons 


1..225, 2. .226, 2. .226, 3. .230, 228. .26 


(7 




Seq. No. 


8995- 


Seq. ID 


OJ990430_25.0114 


.CI 




19223 


Strand 






start 


15199 


End 


15537 




Name 


OJ990430 25.0114.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


311 


End 


667 




GI 


none 


Score 


110 




Exons 


311. .460, 313. .456, 479. .667, 


487. . 645 






Seq. No. 


8995 


Seq. ID 


OJ990430_25.0114 


.CI 


Gene No. 


19223 


Strand 






Start 


15199 


End 


15537 




Name 


OJ990430 25.0114.Cl.o4.tm 


Method 


TBLASTX: Maize 




Start 


311 


End 


697 




GI 


none 


Score 


110 





9483 



Exons 


311. .454, 328. .696, 


378. .629, 


479. .697 


, 509. .697 


Seq. No. 


8995 




Seq. ID 


OJ990430_25.0114 


(aene ino . 






Strand 




Start 


15199 




End 


15537 


Name 


OJ990430 25. 0114. CI 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


314 




End 


697 


GI 


none 




Score 


210 


Exons 


314. .574, 320. .442, 


325. .573, 


578. .697 




Seq. No. 


8995 




Seq. ID 


OJ990430_25.0114 


Gene No. . 


19223 




Strand 




o nar L 


15199 




End 


15537 


Name 


OJ990430 25. 0114. CI 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


8407 




End 


10544 


GI 


none 




Score 


166 


Exons 


8407.. 8556, 8412.. 8555, 9546. 


.10013, 9578. .10006, 10083 




10272. .10463, 10274 


..10402, 10479. .10544, 10484. .10543 


Seq. No. 


8995 




Seq. ID 


OJ990430_25.0114 


Gene No, 


19223 




Strand 




Start . 


15199 




End 


15537 


Name 


OJ990430 25. 0114. CI 


.ol. ts 


Method 


TBLASTX: Soybean 


Start 


8407 




End 


10544 


GI 


none * 




Score 


156 


Exons 


8407. .8559, 8418. .8561, 9546. 


.10013, 9581.. 9889, 10011. 




10013. .10285, 10272 


..10463, 10274. .104 


02, 10440. . 10544, 




10484. .10534 








Seq. No. 


8995 




Seq. ID 


OJ990430_25.0114 


Gene No. 


19223 




Strand 




b car u 


15199 




End 


15537 


Name 


OJ990430 25. 0114. CI 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


8407 




End 


10544 


GI 


none 




Score 


181 


Exons 


8407.. 8556, 8412.. 8555, 9546. 


.10013, 9578.. 10003, 10011 




10013. .10285, 10272 


..10463, 10274. ,10402, 10440. .10544 


Seq. No. 


8995 




Seq-. ID 


OJ990430_25.0114 


Gene No. 


19223 




Strand 




Start 


15199 




End 


15537 


Name 


OJ990430 25. 0114. CI 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


13604 




End 


13987 


GI 


none 




Score 


55 


Exons 


13604. .13672, 13648 


..13986, 13676.. 13987 


Seq. No. 


8995 




Seq. ID 


OJ990430_25.0114 


Gene No. 


19223 




Strand 




o rare 


15199 




End 


15537 


Name 


OJ990430 25. 0114. CI 


. ol.tw 


Method 


TBLASTX: Wheat 


Start 


13628 




End 


14830 


GI 


none 




Score 


44 


Exons 


13628. .13696, 13742 


..14029, 13995. .14153, 14003 .. 14 152 , 




14168. .14344, 14443 


..14550, 14539. .14643, 14768. .14830 


Seq. No. 


8995 




Seq. ID 


OJ990430_25.0114 


Gene No. 


19223 '"-^ 




Strand 





9484 



start 
Name 
Start' 
GI 

Exons 



15199 End 
OJ99G430_25. 01-14. CI. o4.gs Method 

15199 . End 
none Score 
15199. .15537 



1553.7 
GENSCAN 
15537 
.8 



Seq. No. 8996 

Gene No. 19224 

Start 1921 

Name OJ9904 30_25 . 0114 . C2 . ol . gs 

Start 1921 

GI none 

Exons 1921 
4714 



Seq; ID 
Strand 
End 

Method 
End 
Score 

2116, 2462. .2576, 2655. .2944, 3077. .3319, 4189. .4375, 
4906 



OJ990430_25.0114.C2 
+ 

4906 
GENSCAN 
4906 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8996 

19225 

7401 

OJ990430_25.0114.C2.ol.tc 

1933 

none 

1933. .2118, 1974. .2117, 2368. 
2791. .2850, 2791. .2835, 2863. 
3261.. 3323, 3262.. 3324, 7413. 
8710. .8940, 9064. .9123, 9127, 
9325.. 9453, 9532.. 9594, 9533. 

8996 

19225 

7401 

OJ990430_25.0114.C2.ol.tm 

1969 

none 

1969. .2118, 1974. .2117, 2368. 
2835.. 3065, 3054.. 3182, 3058. 
7454. .7597, 8597. .9064, 8686. 
9064.. 9336, 9323.. 9514, 9323. 

8996 

19225 

7401 

OJ990430_25.0114.C2.ol.ts 

1969 

none 

1969. .2124, 1980. .2117, 2368. 
2659. .2751, 2791. .3054, 2838. 
3261. .3314, 3262. .3324, 7449. 
9062.. 9325, 9064.. 9336, 9323. 
9533. .9595 



Seq. ID ■OJ990430_25.0114.C2 

Strand + 

End 11149 

Method TBLASTX : Cress 

End 9595 

Score 170 
.2784, 2374. .2751, 2439. .2789, 
.3054, 3054.. 3182, 3058. .3243, 
.7598, 7454. .7597, 8597. .9064, 
.9318, 9131. .9325, 9323. .9514, 
.9595 

Seq. ID OJ990430_25.0114.C2 

Strand + 

End 11149 

Method TBLASTX : Mai ze 

End 9595 

Score 181 
.2784, 2415. .2783, 2791. .3054, 
.3243, 3262.. 3324, 7449. .7598, 
.8919, 8925.. 8993, 9062. .9325, 
.9517, 9325.. 9564, 9533.. 9595 

Seq. ID OJ990430_25.0114.C2 

Strand + 

End 11149 

Method TBLASTX: Soybean 

End 9595 

Score 157 

.2784, 2368.. 2568, 2415.. 2669, 
.3065, 3054. .3182, 3058. .3243, 
.7604, 8597. .9064, 8686. .9057, 
.9514, 9325. .9486, 9532. .9585, 



Seq. No. 8996 

Gene No. 19225 

Start 7401 

Name OJ990430__25 . 0114 . C2 . o2 . gs 

Start 7401 

GI none 

Exons 7401.. 7596, 8625 .. 8847 , 892 6 . 



Seq. ID OJ990430_25.0114 .C2 

Strand +• 

End 11149 

Method GENSCAN 

End 11149 

Score .49 

.9583, 10531. .10629, 10844 1094 8 , 



9485 



11051. .11149 



Seq. No. 8996 ' Seq. ID 

Gene No. 19225 Strand 

Start 7401 End 

Name OJ9904 30_25 . 0114 . C2 . ol . np Method 

Start 7416 End 

GI 5921766 Score 

Exons 7416.. 7596, 8625.. 9616 

GI Descrip. CHALCONE SYNTHASE 8 (NARINGENIN-CHALCONE SYNTHASE 8) gi| 2253119 

(AF007099) chalcone synthase [Bromheadia f inlaysoniana] 



OJ990430_25.0114.C2 
+ 

11149 
AAT/NAP 
9616 
946 



Seq. No. 


8997 


Seq. ID 


OJ990430_25.0114 


-C5 


Gene No. 


19226 


Strand 


+ 




Start 


6050 


End 


7550 




Name 


OJ990430 25.0114.C5.o2.gs 


Method 


GENSCAN 




Start 


6050 


End 


7550 




GI 


none 


Score 


.69 




Exons 


6050. .6162, 6971. ,7133, 7230. .7550 






Seq. No. 


8997 


Seq. ID 


OJ.990430_25.0114 


.C5 


Gene No. 


19227 


Strand 


+ 




Start 


11464 


End 


14674 




Name 


OJ990430 25.0114 .05. o4.gs 


Method 


GENSCAN 




Start 


11464 


End 


14652 




GI 


none 


Score 


.63 




Exoris 


11464. .11567, 11851. .11893, 


13047. .13408, 13669. .14070, 






14093. .14257, 14334.. 14652 








Seq. No. 


8997 


Seq. ID 


OJ990430_25.0114 


.C5 


Gene No. 


19227 


Strand 


+ 




Start 


11464 


End 


14674 




Name 


OJ990430 25.0114'.C5.o2.np 


Method 


AAT/NAP 




Start 


13020 


End 


14674 




GI 


6539588 


Score 


176 




Exons 


13020. .13322, 14638.. 14674 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8997 


Seq. ID 


OJ990430_25.0114 


.C5 


Gene No. 


19228 


Strand 






Start 


8169 


End 


11292 




Name 


OJ990430 25.0114.C5.ol.np 


Method 


AAT/NAP 




Start 


8163 


End 


10043 




GI 


6166036 


Score 


1277 




Exons 


8163. .9185, '9681. .10043 








GI Descrip. 


CYTOCHROME P450 51 (CYPLl) 


(P450-L1A1) 


(OBTUSIFOLIOL 14 


-ALPHA 



DEMETHYLASE) gi | 1707857 | emb | CAA704 75 | (Y09291) obtusifoliol 
14-alpha-demethylase [Triticum aestivum] 



Seq. No. 


8997 




Seq. ID 


OJ990430 


Gene No. 


19228 




Strand 




Start 


8169 




End 


11292 


Name 


OJ990430 25, 


.0114.C5.o3.gs 


Method 


GENSCAN 


Start 


8169 




End 


10166 


GI 


none 




Score 


.64 


Exons 


8169. .9185, 


9681. .10166 







9486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8997 
19228 
8169 . 

OJ990430_25.0114.C5.ol.gp 
9894 

uC-osflM202083ellbl 
9894.. 10185, 11236.. 11292 
M972088/emb|CAB43884.1| 7. 
[Arabi^opsis thaliana] ' 

8997'" 
19229 
15388 

OJ990430_25.0114.C5.o3.tc 

8169 

none 

8169. .8372, 8176. .8346 



Seq. ID OJ990430_25.0114.C5 

Strand • - 

End 11292 

Method AAT/GAP 

End 11292 

Score 547 

Oe-18 (AL078468) putative protein 



Seq. ID OJ990430_25.0114 .C5 
Strand 

End 18719 

Method TBLASTX : Cress 

End 8372 

Score 147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8997 

19229 

15388 

OJ990430_25.0114.C5.ol.ts 

8172 

none 

8172. .8372, 8197. .8346, 8415, 
8754. .8870, 8755. .8871 

8997 
19229 
15388 

OJ990430_25.0114.C5.ol.tm 
8175 



Seq. ID OJ990430_25.0114 .C5 
Strand 

End 18719 

Method TBLASTX : Soybean ^ 

End 8871 

Score 147 

.■8513, 8514.. 8699, 8658.. 8750, 



none 
8175. 
8533. 
8928. 



.8372, 8176. 
.8634, 8658. 
.9188 



Seq. ID OJ990430_25.0114 .C5 
Strand 

End 18719 
Method TBLASTX : Maize 
End 9188 
Score 130 
.8346, 8415. .8576, 8449. .8511, 8514. .8699, 
.8870, 8731. .8871, 8914. .9180, 8925.. 9182, 



Seq. No. 8997 

Gene No. 19229 

Start 15388 

Name OJ990430_25 . 0114 . C5 . o2 . tc 

Start 8514 

GI none 

Exons 8514.. 8861, 8565.. 8615, 8725. 

Seq. No. 8997 

Gene No. 19229 

Start 15388 

Name OJ9904 30_25.0114 .C5.o2 . ts 

Start 8914 

GI none 

Exons 8914.. 9183, 8925.. 9188, 9679., 

Seq. No. 8997 

Gene No. 19229 

Start 15388 

Name OJ990430 25 . 0114 .05 . ol . tc 



Seq. ID OJ990430_25.0114.C5. 
Strand 

18719 

TBLASTX: Cress 
8862 
43 



End 

Method 
End 
Score 
8862 



Seq. ID OJ990430_25.0114 .C5 
Strand 

End 18719 

Method TBLASTX : Soybean 

End 9990 

Score 75 

.9990, 9679.. 9939, 9681.. 9980 

Seq. ID OJ990430__25.0114 .C5 
Strand 

End 18719 

Method TBLASTX : Cress 



9487 




start 


8925 


End 


9980 




GI 


none. 


Score 


94 




Exons 


8925. .9188, 8925. .9188, 9679. .9942, 9681. .9980 




Seq. No. 


8997 


Seq. ID 


OJ990430 25.0114 


.C5 




19229 


Strand 






Start 


15388 


End 


18719 




Name 


OJ990430 25.0114 .C5.o2.tm 


Method 


TBLASTX: Maize ^ 




Start 


9765 


End 


9981 




GI 


none 


Score 


143 




Exons 


9765.. 9980, 9775.. 9981 








Seq. No. 


8997 


Seq. ID 


OJ990430_25.0114 


.C5 


Gene No. 


19229 


Strand 






Start 


15388 


End 


18719 




Name 


OJ990430 25 0114 C5 o5 as 


Method 


GENSCAN 




Start 


15388 ~ 


End 


18719 




GI 


none 


Score 


.45 




Exons 


15388 15518, 15728 15752, 


16035. .16220, 174 59 .. 17 630, 






17703. .17794, 17800 .. 17945, 


18632. .18719 




Seq. No. 


8997 


Seq. ID 


OJ990430_25.0114 


.C5 


Gene No. 


19229 


Strand 






Start 


15388 


End 


18719 




Name 


OJ990430 25.0114.C5.o3.np 


Method 


AAT/NAP 




Start 


15462 


End 


18-719 




GI 


6539588 


Score 


228 




Exons 


15462. .15518, 17674 .. 17980, 


18696.. 18719 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


8998 


Seq. ID 


OJ990430_25.0114 


.C6 


Gene No. 


19230 


Strand 






Start 


1 


End 


664 




Name 


OJ990430 25.0114.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


664 




GI 


6630685 


Score 


679 




Exons 


1. .664 








GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF10571i 




[Oryza sativa] 








Seq. No. 


8998 


Seq. ID 


OJ990430_25.0114 


.C6 


Gene No. 


19230 


Strand 






Start 


1 


End 


664 




Name 


OJ990430 25.0114.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


5 


End 


424 




GI 


none 


Score 


217 




Exons 


5. .424, 9. .350 









Seq. No. 8998 Seq. ID 

Gene No. 19230 Strand 

Start 1 End 

Name ' OJ990430_25 . 0114 . C6 . ol . tw Method 

Start 104 End 

GI none Score 

Exons 104.. 361, 386.. 535 



OJ990430_25.0114.C6 
664 

TBLASTX: Wheat 

535 

99 



Seq. No. 8998 Seq. ID OJ990430_25 . 0114 . C6 

9488 



Gene No. 19230 Strand 

Start 1 End 

Name OJ990430_25 . 0114 . C6 . ol . ts Method 

Start 164 • End 

GI none Score 

Exons 164.. 574 



66*4 

TBLASTX: Soybean • 

574 

34 3 



U 

Ul 

ril 



'i. I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. - . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8998 

19230 

1 

OJ990430_25.0114.C6.o2.tm 

473 

none 

473.. 640, 476,. 586, 486.. 590 



Seq. ID OJ990430_25.0114.C6 

Strand 

End 664 

Method TBLASTX: Maize 

End 64 0 

Score 64 



8999 
19231 
1 

OJ990430_25.0114.C7.ol.np 
1 

3645899 
1..1095 

(U68408) 5' end not determined experimentally [Zea mays] 



Seq. ID OJ990430_25.0114.C7 
Strand 

1095 
AAT/NAP 
1095 
624 



End 

Method 

End 

Score 



8999 
19231 
1 

OJ990430_25.0114.C7.ol.tm 
46 

none 

46. .549, 65. .304, 383. .511 

8999 
19231 
1 

OJ990430_25.0114.C7.ol.ts 
97 

none 

97. .408, 98. .202, 406. .561 

8999 
19231 
1 

OJ990430_25.0114.C7.ol.tw 
118 
none 

118. .405, 119. .292, 127. .297 

8999 
19231 
1 

OJ990430_25.0114,C7.ol.gs • 
279 
none 

279.. 631, 875.. 1000, 1029.. 1092 



Seq. ID OJ990430_25.0114.C7 
Strand 

End 1,095 

Method TBLASTX : Mai ze 

End 549 

Score 175 



Seq. ID OJ990430_25.0114.C7 
Strand 

End 1095 

Method TBLASTX : Soybean 

End 561 

Score 60 



Seq. ID OJ990430_25.0114.C7 
Strand 

End 1095 

Method TBLASTX : Wheat 

End 405 

Score 134 



Seq. ID OJ990430_25.0114.C7 
Strand 

End 1095 

Method GENSCAN 

End 1092 

Score .83 



Seq. No. 



9000 



Seq. ID OJ990430_25.0114.C8 



9489 




vjene jno . 


J. ^£.Zic, 




o Tirana 










Start 


23 




End 


2646 








Name 


OJ990430 25.0114 


,C8.ol.gs 


Method 


GENSCAN 








Start 


23 




End 


2587 








GI 


none 




Score 


.73 








Exons 


23. .1862, 1893.. 


2203, 2345.. 


2436, 2442, 


. .2587 








Seq. No. 


9000 




Seq. ID 


OJ990430 


_25. 


0114 


.C8 


Gene No. 


19232 




Strand 












23 




End 


^ U *! u 








Name 


OJ990430 25.0114 


,C8 .ol.np 


Method 


AAT/NAP 








Start 


967 




End 


2646 








GI 


6539588 




Score 


201 








Exons 


967. .1011, 2333. 


.2646 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


yuui 




Seq. ID 


OJ990430 


_25. 


0114 


.09 


oene ino . 


1 o o o o 

ly^i J 




Strand 


_L 
T 








Start 


157 




End 


349 








Name 


OJ990430 25.0114 


.C9,ol.gs 


Method 


GENSCAN 








Start 


157 




End 


349 








GI 


none 




Score 


.86 








Exons 


157. .349 














Seq. No. 


9001 




Seq. ID 


OJ990430 


_25, 


0114 


.C9 


Gene No. 


19234 




Strand 










o izar u 


2330 




End 


6118 








Name 


OJ990430 25.0114 


.C9.o2.gs 


Method 


GENSCAN 








Start 


2330 




End 


4728 








GI 


none 




Score 


.75 








Exons 


2330.. 2482, 2707 


..2820, 2873 


..2970, 3003. .3203, 


3817. .3874 




4639. .4728 














Seq. No. 


9001 




Seq. ID 


OJ990430 


_25. 


0114 


.C9 


Gene No. 


19234 




Strand 


+ 








O L, dl. L. 


2330 




End 


6118 








Name 


OJ990430 25.0114 


,C9. ol.np 


Method 


AAT/NAP 








Start 


2713 


End 


6118 








GI 


2586082 




Score 


554 








Exons 


2713.. 3288, 4173 


,.4260, 5964 


. .6118 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 








Seq. No. 


9001 




Seq. ID 


OJ990430_ 


_25. 


0114 


.C9 


vaene wo . 


19235 




Strand 










Start 


5562 




End 


5897 








Name 


OJ990430 25.0114 


.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


2791 




End 


3224 








GI 


none 




Score 


88 








Exons 


2791. .2931, 2802 


..2954, 2919 


..3224, 2920. .3198 








Seq. No. 


9001 




Seq. ID 


OJ990430_ 


_25. 


0114 


.C9 


Gene No. 


19235 




Strand 










Start 


5562 




End 


5897 








Name 


OJ990430 25.0114 


.C9.o3.gs 


Method 


GENSCAN 








Start 


5562 


End 


5897 








GI 


none 




Score 


.86 








Exons 


5562, ,5897 















9490 



Seq. No. 


9002 


Seq. ID 


OJ990430_ 


_2 5 . 0 1 1 4 


. Cll 


Gene No . 


19236 


Strand 


+ 






Start 


2539 


End 


12668 






Name 


OJ990430 25.0114.Cll.ol.np 


Method 


AAT/NAP 






Start 


2539 


End 


12668 






GI 


5922634 


Score 


89 






Exons 


2539.. 2699, 3070.. 3224, 12644 


. .12668 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi 1 6016867 | dbj I BAA85210 . 1 1 (AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


9002 


Seq. ID 


OJ990430_ 


25.0114 


.Cll 


Gene No. 


19237 


Strand 








Start 


1775 


End 


5281 






Name 


OJ990430_25.0114 .Cll.ol.gs 


Method 


GENSCAN 






Start 


1775 


End 


5281 






GI 


none 


Score 


.57 






Exons 


1775.. 1870, 2953.. 3492, 3918. 


.4024, 4703. .4757, 


5183. .5281 


Seq. No. 


9002 


Seq. ID 


OJ990430_ 


25 . 0114 


. Cll 


Gene No. 


19238 


- Strand 








Start ' 


6543 


End 


6827 






Name. 


OJ990430 25.0114.Cll.o2.gs 


Method 


GENSCAN 






Start 


6543 


End 


6827 






GI 


none 


Score 


.94 






Exons 


6543. .6827 










Seq. No. 


9002 


Seq. ID 


OJ990430_ 


25.0114 


.Cll 


Gene No. 


19239 


Strand 








Start 


7501 


End 


12074 






Name 


OJ990430_25 . 0114 . Cll . o3 . gs 


Method 


GENSCAN 






Start 


7501 


End 


12041 






GI 


none 


Score 


.53 






Exons 


7501. .7539, 8342. .8428, 8816. 


.8972, 9686.. 10087, 


10093. 


.101' 




10392. .10600, 12010. .12041 










Seq. No. 


9002 


Seq. ID 


OJ990430_ 


25.0114 


.Cll 


Gene No. 


19239 


Strand 








Start 


7501 


End 


12074 






Name 


OJ990430 25.0114.Cll.o2.np 


Method 


AAT/NAP 






Start 


10766 


End 


12074 






GI 


5777617 


Score 


76. 






Exons 


10766. .10866, 11991.. 12074 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


9003 


Seq. ID 


OJ990430_ 


25.0114 


.C12 


Gene No. 


19240 


Strand 


+ 






Start 


1 


End 


247 






Name 


OJ990430 25.0114.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


247 






GI 


2437819 


-Score 


70 






Exons 


1. .247 










GI Descrip. 


{Z86105) 1, 4-beta-glucanase [Anaerocellum thermophilum] 




Seq. No. 


9003 


Seq. ID 


OJ990430_ 


25.0114 


.C12 


Gene No. 


19241 


Strand 


+ 







9491 




start 


8127 




End 


12360 




Name 


OJ990430 25.0114.C12 


. o2 .np 


Method 


AAT/NAP 




Start 


8092 




End 


12360 




GI 


6723387 




Score 


1654 




Exons 


8092.. 10490, 12299.. 


12360 








GI Descrip. 


(AL132956) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


9003 




Seq. ID 


OJ990430 25.0114 


.C12 


Hprip No 


19241 




Strand 


+ 




start 


8127 




End 


12360 




Name 


OJ990430 25.0114.C12 


.o2.gs 


Method 


GENS CAN 




Start 


8127 




End 


10595 




GI 


none 




Score 


1 




Exons 


8127. .10595 










Seq. No. • 


9003 




Sea. ID 


OJ990430 25.0114 


.C12 




19242 




Strand 


+ 




Start 


21713 




End 


22024 




Name 


OJ990430 25.0114.C12 


.o4 .gs 


Method 


GENSCAN 




Start 


21713 




End 


22024 




GI 


none 




Score 


.9 




Exons 


. 21713. .21778, 21989. 


.22024 








Seq. No. 


9003 




Seq' ID 


OJ990430_25.0114 


. ci2 


Gene No. 


19243 




Strand 






Start 


114 62 




End 


19158 




Name 


OJ990430'25 0114 C12 


o3 . qs 


Method 


GENSCAN 




Start 


11462 




End 


18611 




GI 


none 




Score 


,57 




Exons 


11462. .11574, 11670. 


.11861, 


12763. .12874, 13063 .. 13280, 






13376. .13530, 13654. 


.14051, 


16299. .17000, 17195. .17647, 






17719. .17808, 17895. 


.18308, 


18450, .18611 




Seq. No. 


9003 




Seq, ID 


OJ990430_25.0114 


.C12 


Gene No. 


19243 




Strand 






Start 


11462 




End 


19158 




Name 


OJ990430 25.0114.C12 


. o3 .np 


Method 


AAT/NAP 




Start 


11462 




End 


12718 




GI 


4972088 




Score 


450 




Exons 


11462. .11584, 11674. 


.12185, 


12259. .12718 




GI Descrip. 


(AL078468) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


9003 




Seq, ID 


OJ990430_25.0114 


.C12 


Gene No. 


19243 




Strand 






Start 


11462 




End 


19158 




Name 


OJ990430 25.0114.C12 


.ol.gp 


Method 


AAT/GAP 




Start 


12129 




End 


12594 




GI 


701150 




Score 


741 




Exons 


12129. .12179, 12262. 


.12594 








GI Descrip. 


4972088/emb|CAB43884 


.11 7.0e 


-18 {AL078468) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


9003 




Seq, ID 


OJ990430_25.0114 


,C12 


Gene No. 


19243 




Strand 






Start 


11462 




• End 


19158 




Name 


OJ990430 25.0114.C12 


. o4 . np 


Method 


AAT/NAP 




Start 


13036 




End 


13823 





9492 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4454052 Score 444 

13036. .13280, 13376.. . 13823 

(AL035394) hypothetical protein [Arabidopsis thaliana]. 



9003 

19243 

11462 

OJ990430_25.0114 .C12.o5.np 

16296 

4972236 

16296. .17000, 17195. .17647, 
18450. .18591, 19096. .19158 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_25.0114.C12 

19158 
AAT/NAP 
19158 
1902 



17719. .17808, 17895. .18308, 



GI Descrip. (AJ006349) endo-beta-1, 4-glucanase [Fragaria x ananassa] 





Seq. No. 


9003 








Seq. ID 


OJ990430 


_25.0114.C12 




Gene No. 


19244 








Strand 








Start 


22890 








End 


25348 






Name 


■ OJ990430 25. 


,0114. 


C12.07. 


,tm 


Method 


TBLASTX: 


Maize 




Start 


8378 








End 


8609 






GI 


none 








Score 


99 






P von Q 


8^78 84 55 


8379 . 


. 8456, 


84 60 . 


.8609, 8 


460. .8594 






Seq." No. 


9003 








Seq. ID 


OJ990430 


_25.0114 .C12 




Gene No. 


19244 








Strand 






Q 


Start 


22890 








End 


25348 






Name 


OJ990430 25. 


0114. 


CI2.06. 


,tc 


Method 


TBLASTX: 


Cress 


'3! i 

r\i 


Start 


8382 








End 


9635 




GI 


none 








Score 


72 




i lir 


Exons 


, 8382. .8462, 


8388. 


.8462, 


8463. 


.8606, 8 


679. .9029, 


8685. .8870, 






8685. .8852, 


8865. 


.8951, 


8883. 


.9029, 9261. .9446, 


9459. .9635, 






^ 9480. .9623 














1,2 

' i ^ 


Seq. No. 


9003 








Seq. ID 


OJ990430 


_25.0114.C12 




Gene No. 


19244 








Strand 








Start 


22890 








End 


25348 




ID 


Name 


OJ990430 25. 


0114. 


C12.05. 


ts 


Method 


TBLASTX: 


Soybean 


' 


Start 


8469 








End 


9812 




a 9: 


GI 


none 








Score 


85 




3; 


Exons 


8469. .8609,- 


8695. 


.8742, 


8721. 


.9032, 8754. .9026, 


9045. .9155, 


3 




9141. .9407, 


9163. 


.9273, 


9191. 


.9418, 9480. .9710, 


9627. .9812 


' 


Seq. No. 


9003 








Seq. ID 


OJ990430 


_25.0114 .C12 




Gene No. 


19244 








Strand 








Start 


22890 








End 


25348 






Name 


OJ990430 25. 


0114. 


CI2.0I. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


8688 








End 


9901 






GI 


none 








Score 


105 






Exons 


8688. .8921, 


8838. 


.9029, 


9057. 


.9137, 9150.. 9398, 


9480. .9896, 






9617. .9901, 


9726. 


.9839 











Seq. No. 9003 Seq. ID 

Gene No. 19244 Strand - 

Start 22890 End 

Name OJ990430_25 . 0114 . C12 , ol . tm Method 

Start 8700 End 

GI none Score 
Exons 



OJ990430_25.0114 .C12 
25348 

TBLASTX: Maize 

10340 

120 



8700. .8990, 8700. .8813, 8772. .9035, 8865. .9026, 8877. .9032, 



9493 




8900. .9025, 9056. .9154, 9057. .9137, 9096. .9131, 9162. .9386, 





9183. .9407, 


9189.. 9407, 9474 


..9863, 9480. .10340, 9498.. 


9764 




9506. .9637, 


9663.-9842, 9674 


..9715, 9738. .9959, 9749. .10066 




9765. .9842 










Sprr Wo 

O Vj^ • . 


9003 




Seq. ID 


OJ990430_25.0114 


.012 


Gene No. 


19244 




Strand 


— 




Start 


22890 




End 


25348 




Name 


OJ990430 25. 


0114.C12.o4.tc 


Method 


TBLASTX: Cress 




Start 


9051 




End 


10013 




GI 


none 




Score 


82 




Exons 


9051. .9137, 


9165.. 9239, 9636 


;.. 10013, ■ 


9668 . . 9991 




O • IN^J . 


9003 




Seq. ID 


OJ990436_25.0114 


.C12 


Gene No, 


19244 




Strand 


- 




Start 


22890 




End 


25348 




Name 


OJ990430 25. 


0114.C12.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9834 




End 


10373 




GI 


none 




Score 


485 




Exons 


9834. .10373, 


9869.. 10099, 9963.. 10352 






Seq. No. 


9003 




Seq. ID 


OJ990430_25.0114 


.012 




19244 




Strand 






Start 


22890 




End 


25348 




Name 


OJ990430 25. 


0114.C12.o2.tc 


Method 


TBLASTX: Cress 




Start ■ 


10037 




End 


10604 




GI 


none 




Score 


477 




Exons 


10037. .10324 


, 10062. .10598, 


10071. .10352, 10388. .10513, 






10449. .10604 










Qprr Nfn 

>J C . . 


9003 




Seq. ID 


OJ990430_25.0114 


.012 


Gene No. 


19244 




Strand 






Start 


22890 




End 


25348 




Name 


OJ990430 25. 


0114.C12.o6.tm 


Method 


TBLASTX: Maize 




Start 


10341 




End 


10598 




GI 


none 




Score 


295 




Exons 


10341. .10598 


, 10342. .10413, 


10370. .10504, 10404. .10595 




9<arr Mo 


9'603 • 




Seq. ID 


OJ990430_25.0114 


.012 


Gene No. 


19244 




Strand 






Start 


22890 




End 


25348 




Name 


OJ990430 25. 


0114.C12.o4.ts 


Method 


TBLASTX : Soybean 




Start 


10376 




End 


10595 




GI 


none 




Score 


267 




Exons 


10376. .10507, 10377. .10595, 


10377. .10595 




Seq. No. 


9003 




Seq. ID 


OJ990430_25.0114 


,012 




19244 




Strand 






Start 


22890 




End 


25348 




Name 


Oj990430 25. 


0114.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


11461 . 




End 


120.27 




GI 


none 




Score 


108 - 




Exons 


11461. .11574 


, 1147lV. 11575, 


11474. .11575, 11671. .11778, 






11672. .11734 


, 11743. .12027, 


11760. .12026, 11761.. 12027 




Seq. No. 


9003 




Seq. ID 


OJ990430_25.0114 


.012 


Gene No. 


19244 




Strand 







9494 




start 
Name 
Start 
GI 

Exons 



22890 

OJ9904 30_2'5 . 0114 . C12 . 08 . tm 

12647 

none 

12647. .12877, 12647. .12874, 
13043. .13153 



End 

Method 

End 

Score 



25348 ... 

TBLASTX: Maize 

13153 

187 



12651. .12875, 13042 13152, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9003 

19244 

22890 

OJ990430_25.0114.C12.o5.tc 

13063 

none 

13063. .13281, 13085. .13297, 

9003 

19244 

22890 

OJ990430_25.0114.C12.ol.ts 
16332 
none 
16332. 
17265, 
17892, 



,16487, 16662. .17003, 
,17438, 17481. .17594, 
18086, 17923.. 18081 



Seq. ID OJ990430_25.0114.C12 
Strand 

End . 25348 

Method TBLASTX : Cress 

End 13553 

Score 133 
13374. .13553, 13375.. 13551 

Seq. ID OJ990430_25.0114 .C12 
Strand 

End 25348 

Method TBLASTX : Soybean 

End 18086 

Score 154 
16789. .17007, 17261 .. 17647, " 
17726. .17809, 1774 9 .. 17811, 



Seq. No. 9003 

Gene No. 19244 

Start 22890 

Name OJ990430_25 . 0114 . C12 . o3 . tc 

Start 16344 

GI none 

Exons 16344. .16487, 16662 .. 16925, 
16855.. 16926 



Seq. ID OJ990430_25.0114 .C12 
Strand 

End 25348 

Method TBLASTX : Cress 

End 16926 

Score 4 9 
16789. .16824, 167 97 .. 16925, 



Seq. No. 9003 

Gene No. 19244 

Start 22890 

Name OJ990430_25 . 0114 . C12 . o2. tm 

Start 16737 

GI none 

Exons 16737. .16994, 16789. .16995 

Seq. No. 9003 

Gene No. 19244 

Start 22890 

Name OJ990430_25 . 0114 . C12 . o2 . tw 

Start 16737 

GI none 

Exons 16737. .16859, 1687 6 .. 16968 , 
16905. . 17003 



Seq. ID OJ990430_25.0114.C12 
Strand 

End 25348 

Method TBLASTX : Mai ze 

End 16995 

Score 248 



Seq. ID OJ990430_25.0114 .C12 
Strand 

End 25348 

Method TBLASTX : Wheat 

End 17003 

Score 102 
16903. .17001, 16905. .17003, 



Seq. No. 9003 

Gene No. 19244 

Start 22890 

Name OJ990430_25 . 0114 . C12 . ol . tc 

Start 16926 

GI none 



Seq. ID OJ990430_25.6ll4 .C12. 
Strand 

End 25348 

Method TBLASTX : Cress 

End 18308 

Score 70 



9495 




Exons 16926. .17003/ 16933 17007 , 17267 .. 17554 , 17283 .. 17435, 

17481. .17555, 17690 17812, 1774 9 17 8 11 , 17892 18296, 
17920. .18081, 18039... 18308 



Seq. No. 


9003 




Seq. ID 


OJ990430_25.0114 


.C12 


Gene No. 


19244 




Strand 






Start 


22890 




End 


25348 




Name 


OJ990430 25.0114.C12. 


, o5.tm 


Method 


TBLASTX: Maize 




Start 


17397 




End 


17647 






none 




Score 


222 




Exons 


17397. .17594, 17399.. 


,17647, 


17411. .17599 




Seq. No. 


9003 




Seq. ID 


OJ990430_25.0114 


.C12 


Gene No. 


19244 




Strand 






Start . 


22890 




End 


25348 




Name 


OJ990430 25.0114.C12. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17943 




End 


18575 




GI 


none 




Score 


142 




Exons 


17943. .18296, 18039.. 


18311, 


18447. .18575, 18460. .18564 




Seq. No. 


9003 




Seq. ID 


OJ990430_25.0114 


.012 


Gene No. 


19244 




Strand 






Start 


22890 




End 


25348 




Name 


OJ990430 25.0114.C12. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


18093 




End 


18314 




GI 


none 




Score 


167 




Exons 


Toon^ Tonri^ 

laUyj . . lozyo, 1o09d.. 


18 J14 








Seq. No. 


9003 




Seq. ID 


OJ990430_25.0114 


.C12 


Gene No. 


19244 




Strand 






Start 


22890 




End 


25348 




Name 


OJ990430 25.0114.C12. 


o5 . gs 


Method 


GENSCAN 




Start 


22890 




End 


25348 




GI 


none 




Score 


.69 




Exons 


22890. .22918, 23414.. 


23565, 


23570. .23681, 23902 .. 24025, 






25295. .25348 










Seq. No. 


9004 . 




Seq. ID 


OJ990430_25.0114 


.C14 


Gene No. 


19245 




Strand 






Start 


1842 




End 


11293 




Name 


OJ990430 25.0114.C14. 


ol.gp 


Method 


AAT/GAP 




Start 


1662 




End 


2095 




GI 


81856 1.R1084 




Score 


538 





Exons 1662.. 1897, 2005.. 2095 

GI Descrip. ' 4559384/gb | AAD23044 . 1 | AC006526_9 3.0e-09 (AC006526) unknown 
protein [Arabidopsis thaliana] * 



Seq. No. 9004 
Gene No. 19245 
Start 1842 

Name OJ990430_25 . 0114 . C14 . ol . gs 

Start 1842 • 

GI none 
Exons 1842. 

6462. 

9878. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_25.0114,C14 

11293 
GENSCAN 
11293 
.64 



.1897, 2005. .2088, 2563. .2846, 3465. .3630, 5786. .5968, 
,6567, 6682. .6869, 8199. .8351, 9574. .9646, 9711. .9794, 
,10433, 10994. .11072, 11157. .11293 



9496 




Seq. No. 


9004 








Seq. ID 


OJ990430_25.0114.C14 


Gene No. 


19245 








Strand 




Start 


1842 








End 


11293 


Name 




0114 






Method 


TBLASTX: Maize 


Start 


1848 








End 


6514 


GI 


none 








Score 


58 


Exons 


1848. .1898, 


2012 


. .2095, 


2564. 


.2617, 2565.. 2618, 2624.. 2776, 






2738 


. .2818, 


2739. 


.2807, 3466.. 3633, 3467.. 3670, 




3468. .3638, 


6463 


. .6507, 


6464. 


.6514, 6464. .6508 


Seq. No. 


9004 








Seq. ID 


OJ990430_25.0114.C14 


Gene No. 


19245 








Strand 




Start 


1842 








End 


11293 


Name 


OJ990430 25 


.0114 


.C14.01 


.np 


Method 


AAT/NAP 


Start 


1997 








End 


6531 


GI 


4559384 








Score 


613 


Exons 


1997. .2088, 


2563 


. .2846, 


3453. 


.3633, 5786.. 5968, 6462.. 6531 


GI Descrip. 


(AC006526) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


9004 








Seq. ID 


OJ990430_25. 0114. 014 


Gene No. 


19245 








Strand 




Start 


1842 








End 


11293 


Name 




.0114 


.014. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2552 








End 


6840 


GI 


none 








Score 


126 


Exons 


2552. .2641, 


2741 


. .2797, 


3453. 


.3638, 3466.. 3627, 3467.. 3670, 




5781. .5858, 


5781 


. .5807, 


5782. 


.5988, 5806. .5967, 5847.. 5969, 




6463. .6567, 


6464 


. .6568, 


6667. 


.6711, 6680.. 6766, 6757.. 6840 


Seq. No. 


9004 








Seq. ID 


OJ990430_25.0114-C14 


Gene No. 


19245 








Strand 




Start 


1842 








End 


11293 


Name 


OJ990430 25 


.0114 


.C14.02 


• gp 


Method 


AAT/GAP 


Start 


2563 








End 


2637 


GI 


81856 1.R1084 






Score 


121 


Exons 


2563. .2637 












GI Descrip, 


•4559384/gbiAAD2304 4.1 |AC006526__9 3.0e- 


-09 {AO006526) unknowi 




protein [Arabidopsis thaliana] * 




Seq. No. 


9004 








Seq. ID 


OJ990430_25. 0114. 014 


Gene No. 


19245 








Strand 




C-|- a 


1842 








End 


11293 


Name 


OJ990430 25 


.0114 


.014. ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2627 








End 


6763 


GI 


none 








Score 


130 


Exons 


2627. .2755, 


3453 


. .3644, 


3467. 


.3655, 5790.. 5969, 5791.. 5997, 




6463. .6567, 


6467 


. .6568, 


6667. 


.6711, 6680. .6763 


Seq. No. 


9004 








Seq. ID 


OJ990430_25. 0114. 014 




19245 








Strand 




Start 


1842 








End 


11293 


Name 


OJ990430 25 


.0114 


.014.01 


. tm 


Method 


TBLASTX: Maize 


Start ' 


5775 








End 


5984 


GI 


none 








Score 


180 


Exons 


5775. .5978, 


5782 


. .5973, 


5795. 


.5977, 5913. .5984 


Seq. No. 


9004 








Seq. ID 


OJ990430_25. 0114 .014 



9497 




Gene No. 19245 

Start 1842 

Name OJ990430_25 . 0114 .C14 . o2 . tm 

Start 10187 

GI none 

Exons 10187. .10303, 10224 .. 10301, 
10552. .10617, 10556. .10654, 



Strand 
. End 

Method 

End 

Score 
10316 
11002 



11293 

TBLASTX: Maize 
11232 
37 

10441, 10317. . 10436, 
11073, 11167.. 11232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9005 Seq. ID 

19246 Strand 

1 End 

OJ990430_25 . 0114 . C16 . ol . np Method 

1 End 

2498930 Score 
1..22, 488.. 551, 719.. 1131 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ990430_25.0114 .C16 
+ 

1131 . 
AAT/NAP 
1131 
719 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

!l Exons 



m 

i"! 
Ul 

ri; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
%| Start 
U: Name 
] »: Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9005 

19246 

1 

OJ9904 30_25-.0114.C16.ol.gs 

4 92 

none 

492. .551, 719. .916,. 931. .1112 

9006 

19247 

119 

OJ990430_25. 0114. 017. ol.gs 
119 
none 

119.. 223, 510.. 600 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ990430_25. 0114. 016 
+ 

1131 
GENSCAN 
1112 
.84 



OJ990430_25. 0114. 017 
+ 

600 

GENSCAN 

600 

.43 



Seq.. ID OJ990330_14.0103.C1 



9007 

19248 Strand + 

1292 End 5869 

OJ9903.30_14.0103.01.ol.np Method AAT/NAP . 

1292 • End 5869 

4680179 Score 6643 
1292. .5869 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



9007 Seq. ID 

19249 Strand 

19227 End 

OJ990330_14 .O103.01.o4 .np Method 

19227 End 

6016871 Score 

19227. .19598, 19673 



OJ990330_14.0103.C1 
+ 

20914 
AAT/NAP 
20914 
422 



20770, 20815.. 20914 
{AP000570) EST 098565 (E0414 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



9007 Seq. ID 

19249 Strand 

19227 End 

OJ990330_14 .O103.01.o4 .gp Method 



OJ990330_14 .0103.01 
+ 

20914 ■ 
AAT/GAP 



9498 




start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 



20114 End 20505 

LIB3434-028-P1-K1-E2 Score 747 
20114.. 20505 

'2792210 2.0e-10 (AF032683) NBS-LRR type resistance protein 
[Hordemn vulgare] * 



9007 Seq. ID 

19250 Strand 

22377 End 

OJ990330_14.0103.Cl.o5.gs Method . 

22377 ."End 

none Score 
22377.. 23801 



OJ990330_14.0103.C1 
+ 

23801 
GENSCAN 
23801 
.73 



Seq. No. 9007 Seq. ID 

Gene No. 19251 Strand 

Start 25419 End 

Name OJ990330_14 . 0103 . CI . o6 . gs Method 

Start 25419 End 

GI none Score 

Exons 25419. .25505 



OJ990330_14.0103.C1 
+ 

25505 
GENSCAN , 
25505 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9007 Seq. ID 

19252 Strand 

7575 End ' 

OJ990330_14 . 0103 . CI . o2 . gs Method 

7575 End 

none Score 



OJ990330_14.0103.C1 

9023 
GENSCAN 
9023 
.81 



7575.. .7656, 8080.. 8258, 8669.. 8806, 9021.. 9023 



9007 Seq. JD 

19253 Strand 

9250 End 

OJ990330_14 . 0103 . CI . o3 . gs Method 

9250 End 

none Score 



OJ990330_14.0103.C1 

16093 
GENSCAN 
15478 
.54 



9250. .9410, 9561. .9763, 9768. .9815, 9879. .10010, 10111. 
10324. .10506, 10599. .10857, 10934 .. 11232 , 11389 .. 11733, 
11908. .12154, 12260. .12410, 12850 .. 13047 , 13264 .. 14601, 
14662. .15478 



10166, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 



9007 Seq. ID 

19253 Strand 

9250 End 

OJ990330_14 . 0103 . CI . o2 . np Method 

9529 End 

5441880 Score 



OJ990330_14.0103.C1 

1.6093 
AAT/NAP 
15025 
4723 



9529.. 9763, 9879.. 10010, 10257 .. 10354 , 10599 .. 10857, 
10934. .11232, 11818. .12154, 12260 12410, 12970 13285, 
13544. .13575, 14020. .15025 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



9007 

19253 

9250 



Seq. ID 

Strand 

End 



OJ990330 14. 0103. CI 



16093 



9499 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990330^14.0103.Cl.ol.gp Method AAT/GAP 
10607 End 11106 

LIB3475-007-P1-K1-G8 Score 797 

10607. .10857, 10934. .11106 

•5441880/dbj IBAA82378.il 5.0e-75 (AP006367) EST C28 952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] * 

9007 Seq. ID OJ990330_14 . 0103 . CI 

19253 Strand 

9250 End 16093 

OJ990330_14 .0103.Cl.o2.gp Method AAT/GAP 

13990 End 14421 

5701669 Score 837 

13990. .14421 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 





Seq. No. 


9007 


Seq. ID 


OJ990330 




Gene No. 


19253 


Strand 






Start 


9250 


End 


16093 




Name 


OJ990330 14.0103.Cl.o3.np 


Method 


AAT/NAP 




Start 


15038 


End 


16093 


'its? 


GI 


6721543 


Score 


172 




Exons 


15038. .15154, 15967. .16093 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


1 u 


Seq. No. 


9007 


Seq. ID 


OJ990330 


-.J 


Gene No. 


19253 


Strand 




. 3 


Start 


9250 


End 


16093 


*i 


Name 


OJ990330 14.0103.Cl.o3.gp 


Method 


AAT/GAP 


sf 


Start 


15931 


End 


16079 




GI 


7406 1.R1084 


Score 


234 



Exons 15931. .16079 

GI Descrip. » 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.01 


Gene No. 


19254 








Strand 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103 


.C1.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


1561 








End 


1924 




GI 


none 








Score 


298 




Exons 


1561. .1665, 


1565 


. .1924, 


1690. 


.1923 






Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.01 


Gene No. 


19254 








Strand 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103 


.01. o9. 


tm 


Method 


TBLASTX: Maize 




Start 


1805 








End 


2101 




GI 


' none 








Score ' 


■207 




Exons 


1805. .2101, 


1822 


. .1992 










Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.01 


Gene No. 


19254 








Strand 






Start 


24250 








End 


24760 





9500 



Name 


OJ990330 14 


.0103 


C1.08. 


tm 


Method 


TBLASTX: Maize 




Start 


2450 • 








End 


2770 




GI 


none 








Score 


209 




Exons 


2450. .2770 














Seq. No. 


9007 








Seq. ID 


OJ990330_14 .0103 


.CI 




19254 














Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103, 


C1.09. 


tw 


Method 


TBLASTX: Wheat 




Start 


2503 








End 


2857 




GI 


none 








Score 


268 




Exons 


2503. .2643, 


2504. 


.2857, 


2687. 


.2818 - 






Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 




19254 








L. J- Cli L\Ji 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103, 


C1.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


3028 








End 


3514 




GI 


none 








Score 


546 




Exons 


3028. .3471, 


3032. 


.3514 










Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 


\J ^ 1 I C 1 XV.i' . 


19254 








q-H r;^ nH 






start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103. 


CI. 64. 


tm 


Method 


TBLASTX: Maize 




Start 


3097 








End 


3568 




GI 


none 








Score 


385 




Exons 


3097, .3342, 


3101. 


.3568, 


3188. 


.3535 






Seq. No;^ 


9007 








Seq. ID 


OJ990330_14.01Q3 


.CI 


Gene No. 


19254 








Strand 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3455 








End 


3850 




GI 


none 








Score 


57 




Exons 


3455. .3487, 


3455. 


.3487, 


3491. 


.3850, 3494. .3568, 3498.-3632, 




3607. .3849 














Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 




19254 








Strand 






start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103. 


Cl.o5. 


tw 


Method 


TBLASTX: Wheat 




start 


3563 








End 


3865 




GI 


none 








Score 


397 




Exons 


3563. .3865, 


3601. 


.3864 










Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 




X J ^ *i 








Strand 






start 


24250 








End 


24760 




Name 


OJ990330 14 


0103. 


Cl.o5. 


tm 


Method 


TBLASTX: Maize 




start 


3584 








End 


3937 




GI 


none 








Score..- 


322 




Exons 


3584. .3937, 


3595. 


.3855 










Seq. No. 


9007 








Seq. ID 


6J990330_14.0103 


.CI 


Gene No. 


19254 








Strand 






Start 


24250 








End 


24760 





9501 




Name 


OJ990330 14 


.0103 


.01. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


38 66 








End 


4375 




GI 


none 








Score 


640 




Exons 


3866. .4375, 


3898 


. .4284 










Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 


uene wo . 


J. y ^ D 41 








otirana 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103 


.C1.03. 


ts 


Method 


TBLASTX: Soybean 




Start 


3875 








. End 


4117 




GI 


none 








Score 


192 




Exons 


3875. .4117 














Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 


Gene No . 










ourana 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103 


.C1.02. 


tm 


Method 


TBLASTX :Maize 




Start 


3938 








End 


4291 




GI 


none 








Score 


483 




Exons 


3938. .4291, 


3940 


. .4206, 


3980. 


.4276 






Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 


Gene No . 










o urana 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103 


.C1.03. 


tw 


Method " 


TBLASTX: Wheat 




Start 


4379 








End 


4858 




GI 


none 








Score 


590 




Exons 


4379. .4858, 


4397 


. .4852, 


4474. 


.4857 






Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 


Gene No . 


1 y z 0 4 








burana 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4556 








End 


4882 




GI 


none 








Score 


90 




Exons 


4556. .4738, 


4739 


. .4882 










Seq. No. 


9007 








Seq. ID 


OJ99d330_14 .0103 


.CI 


Gene No . 


1 yz, 04 








brrana 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103 


.C1.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


4646 








End 


4906 




GI 


none 








Score 


299 




Exons 


4646. .4906, 


4651 


. .4752, 


4838. 


.4906 






Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.CI 


Gene No . 


iyzofi 








Strand 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103 


C1.03. 


tm 


Method 


TBLASTX: Maize 




Start 


4704 








End 


4996 




GI 


none 








Score 


391 




Exons 


4704. .4895, 


4706 


.4996, 


4775. 


.4987, 4807. .4992 




Seq. No. 


9007 








Seq. ID 


OJ990330_14.0103 


.cr 


Gene No. 


19254 








Strand 






Start 


24250 








End 


24760 




Name 


OJ990330 14 


.0103. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 





9502 




start 


4865 






End 


5491 


GI 


none 






Score 


672 


Exons 


4865. .5491, 


4921. 


.5490 






Seq. No. 


9007 






Seq. ID 


OJ990330_14.0103 


Gene No. 


19254 






Strand 






9 / 9 c n 






End 


24760 


Name 


OJ990330 14. 


0103. 


Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


5045 






End 


5632 


GI 


none 






Score 


226 


Exons 


5045. .5206, 


5048. 


.5197, 5053 


..5199, 5204. .5302, 5204. .5; 




5206. .5301, 


5363. 


.5632, 5371 






Seq. No. 


9007 






Seq. ID 


OJ990330_14.0103 


osne iNo . 








Strand 


- 


Start 


24250 






■ End 


24760 


Name 


OJ990330 14. 


0103. 


Cl.o7. tw 


Method 


TBLASTX: Wheat 


Start 


5491 






End 


5824 


GI 


none 






Score 


360 


Exons 


5491. .5760, 


5492. 


.5824 






Seq. No. 


9007 






Seq. ID 


OJ990330_14.0103 


Gene No . 








Strand 




Start 


24250 






End 


24760 


Name 


OJ990330 14. 


0103. 


Cl.olO.tm 


Method 


TBLASTX: Maize 


Start 


5633 






End 


5877 


GI 


none 






Score 


202 


Exons 


5633. .5845, 


5665. 


.5754, 5815 


. .5877 




Seq. No. 


9007 






Seq. ID 


OJ990330_14.0103 


Gene No. 


19254 






Strand 




o cam 


24250 






End 


24760 


Name 


OJ990330 14. 


0103. 


Cl.olO.tw 


Method 


TBLASTX: Wheat 


Start 


11665 






End 


12096 


GI 


none 






Score 


83 


Exons 


11665. .11697, 11815. .11850, 


11905. .12033, 11915. .12034, 




12043. .12096 








Seq. No. 


9007 






Seq. ID 


OJ990330_14.0103 


osne LNo . 


19254 






Strand 




Start 


24250 






End 


24760 


Name 


OJ990330 14. 


0103. 


Cl.o6.tw 


Method 


TBLASTX: Wheat 


Start 


13790 






End 


14170 


GI 


none 






Score 


94 


Exons 


13790. .13966, 13791 .. 13970 , 


13964. .14: 


L61, 13976.. 14170 


Seq. No. 


9007 






Seq. ID 


OJ990330_14.0103 


Gene No. 


19254 






Strand 




o care. 


24250 






End 


24760 


Name 


OJ990330 14. 


0103. 


Cl.o6.tm 


Method 


TBLASTX: Maize 


Start 


13868 






End 


14464 


GI 


none 






-Score 


.137 


Exons 


13868. .13939, 14003 .. 14284 , 


14064". .14285, 14336 .. 14 4 64 , 




14358. .14456 










Seq. No. 


9007 






Seq. ID 


OJ990330_14 .0103 


Gene No. 


19254 






Strand 





9503 




O L. L 


24250 




End 


24760 




Name 


OJ990330 14. 0103. CI. 


oil . tm 


• Method 


TBLASTX: Maize 




Start 


19674 




End 


23033 




GI 


none 




Score 


133 




Exons 


19674. .19892, 19823. 


.19891, 


19920. .20012, 19925. .19996, 






22764. .22925, 22947. 


.23033 








Seq. No. 


9007 




Seq. ID 


OJ990330_14.0103 


.CI 




19254 




Strand 






start 


24250 . 




End 


24760 




Name 


OJ990330 14. 0103. CI. 


o7 . tm 


Method 


TBLASTX: Maize 




start 


20217 




End 


23465 




GI 


none 




Score 


223 




Exons 


20217. .20486, 20219. 


.20485, 


23226. .23465, 23226.. 23462 




Seq. No. 


9007 




Seq. ID 


OJ990330_14.0103 


.CI 


Gene No. 


19254 




Strand 






Start 


24250 




End 


24760 




Name 


OJ990330 14. 0103. CI. 


o5.gp 


Method 


AAT/GAP 




Start 


, 24250 




End 


24760 




GI 


5867 1.R1084 




Score 


115 




Exons 


24250. .24276, 24687. 


.24760 








GI Descrip. 


M64 98 6/SP 1 P35132 | UBC9_ARATH 


5.0e-58 


□BIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 {UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (214990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 


9008 




Seq. ID 


OJ990330_14.0103.C2 


Gene No. 


19255 




Strand 




Start 


795 




End 


4100 


Name 


OJ990330 14 


.0103.C2.ol.gs 


Method 


GENSCAN 


Start 


795 




End 


4089 


GI 


none 




Score 


.91 


Exons 


795. .1149, 


2496.. 2647, 2791. 


.4089 




Seq. No. 


9008 




Seq. ID 


OJ990330_14.0103.C2 


Gene No. 


19255 




Strand 




Start 


795 




End 


4100 


Name 


OJ990330 14 


.0103.C2.ol.np 


Method 


AAT/NAP 


Start 


3300 




End 


4100 


GI 


6561959 




Score 


287 


Exons 


3300. .4100 








GI Descrip. 


{AL132964) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


9008 




Seq. ID 


OJ990330_14.0103.C2 


Gene No. 


19255 




Strand 




Start 


795 




End 


4100 


Name 


OJ990330 14 


.0103.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3307 




End 


4062 


GI 


none 




Score 


46 


Exons 


3307. .3384, 


3323.. 3367, 3398 


..3529, 3403. .3666, 3748. .3777, 




3799. .3927, 


3997. .4062 






Seq. No. 


9009 




Seq. ID 


OJ990330_14.0103.C4 



9504 




Gene No. 


19256 




Strand 


+ 


Start 


554 




End 


^ £. 


Name 


OJ990330 14.0103.C4.ol. 


gs 


Method . 


GENSOAN 


Start 


554 




End 


3392 


GI 


none 




Score 


.63 


Exons 


554. .817, 988. .1188, 1269. .1358, 2010., 


.2114, 2284. .2344, 




3073.. 3171, 3250.. 3392 








Seq. No. 


9009 




Seq. ID 


OJ990330_14.0103.C4 


Gene No.. 


19256 




Strand 


+ 


Start 


554 




End 


3392 


Name 


OJ990330 14. 0103. 04. ol. 


np 


Method 


AAT/NAP 


Start 


3066 




End 


3392 


GI 


6715639 




Score 


256 


Exons 


3066.. 3210, 3247. .3392 








GI Descrip. 


(AC007323) T25K16.16 [Arabidopsis thaliana] 


Seq. No. 


QfinQ 




Seq. ID 


OJ990330_14.0103.O4 


Gene No. 


1 




Strand 




Start 


±XjOXj 




End 


2088 


Name 


OJ990330 14. 0103. 04. ol. 


gp 


Method 


AAT/GAP 


Start 


1686 




End 


2088 


GI 


/ HKJO ± » L\±\J O ^ 




Score 


657 


Exons 


lOOO. .ZUOO 








GI Descrip. • 


iizzolo / emjj 1 K^HFioo zfu x \ 


/ . ue 


10 {X94191) 


heat shock protein 




[ irciinisG L.UIU yxaucuiiLj 








Seq. No. 






Seq. ID 


OJ990330_14.0103.C4 


Gene No. 


19258 




Strand 




Start 


5194 




End 


5373 


Name 




um 


Method 


TBLASTX: Maize 


Start 






End 


3596 


GI 


none 




Score 


190 


Exons 


■^n^^n "^TQQ 'inc^Ci tit? 


"3 n c ti 

OU DO 


..3190, 324 


18.. 3391, 3249.-3392 




'^'507 '5'5QO TyiriQ 


"5 /! Q 0 
j4 O Z 


..3526, 3537.. 3596 


Seq. No. 


9009 




Seq. ID 


OJ990330_14 .0103.04 


fipnp No 


19258 




Strand , 




Start 


5194 




End 


5373 


Name 


OJ990330 14. 0103. 04. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3062 




End 


3380 


GI 


none 




Score 


102 


Exons 


3062.. 3190, 3063.. 3188, 


3248 


..3379, 3249.. 3380, 3336.. 3380 


Seq. No. 


9009 




Seq. ID 


OJ990330_14.0103.C4 




19258 




Strand 




Start 


5194 




End 


5373 


Name 


OJ990330 14. 0103. 04. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3078 




End 


3412 


GI 


none 




Score 


108 


Exons 


3078. .3188, 3089. .3193, 


3248 


..3412, 3249. .3383 


Seq. No. 


9009 




Seq. ID 


OJ990330_14.0103.C4 


Gene No. 


19258 




Strand 




Start 


5194 




End 


5373 


Name 


OJ990330 14. 0103. 04. ol. 


tc 


Method 


TBLASTX :Oress 


Start 


3080 




End 


3383 



9505 




GI 


none 


Score 


99 




Exons 


3080.. 3190, 3084.. 3188, 3248 


..3379, 3249. .3383 




Seq. No. 


9009 






C4 


OCllC INvJ • 


J. jc.ZjO 


r*;:^ nH 






start 


5194 








Name 


OJ990330 14.0103.C4.o2.gs 




U ^ LN O ^r^lN 




Start 


5194 








GI 


none 


C /-s T~ O 






Exons 


5194. .5373 








Seq. No. 


9010 


Seq. ID 


OJ990330_14.0103. 


C6 


Gene No . 


19259 


Strand 






Start 


2008 


End 


4412 




Name 


OJ990330 14 .0103.C6.o2.np 


Method 


AAT/NAP 




Start 


2008 


End 


4412 




GI 


6016871 


Score 


480 




Exons 


'2008.. 2362, 2397.. 3146, 3219 


..3610, 4377. .4412 




GI Descrip. 


(AP000570) EST C98565 (E04 14 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 





Seq. No. 


9010 - 


Seq. ID 


OJ990330_14.0103 


.C6 


Gene No. 


19259 


Strand 






Start 


2008 


End 


4412 




Name 


OJ990330 14,0103.C6.ol.tm 


Method 


TBLASTX: Maize 




Start . 


2392 


End 


■ 2655 






none 


Score 


118 




Exons 


2392.. 2655, 2399.. 2653 








Seq. No. 


9010 


Seq. ID 


OJ990330_14 .0103 


.06 


Gene No. 


19259 


Strand 






Start 


2008 


End 


4412 




Name 


OJ990330 14.0103.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


2860 


End 


3198 




GI 


none 


Score 


66 




Exons 


2860.. 2952, 2873,. 2947, 2962 


..3198, 2971. .3027 




Seq. No. 


9011 


Seq. ID 


OJ990330_14.0103 


.07 


Gene No. 


19260 


Strand 


+ 




Start 


16700 


End 


22142 




Name 


OJ990330 14.0103.C7.o4.gs 


Method 


GENS CAN 




Start 


16700 


End 


22142 




GI 


none 


Score 


.94 




Exons 


16700. .16790, 16883. .17079, 


18667. .18777, 18857 ., 21090, 






21792. .21864, 21993.. 22142 








Seq. No. 


9011 


Seq. ID 


OJ990330_14 .0103 


.07 


Gene No. 


19261 


Strand 


+ 




Start 


22573 


End 


22915 




Name 


OJ990330 14.0103.C7.o3.gp 


Method 


PJ^T/GA? 




Start 


22573 


End 


22915 




GI 


4968594 


Score 


682 ' 




Exons 


22573. .22915 " 








Seq. No. 


9011 


Seq. ID 


OJ990330_14.0103 


.07 


Gene No. 


19262 


Strand 






Start 


483 


End 


9345 





9506 




Name 


OJ990330 14.0103.C7.ol.gs 


Method 


GENSCAN 




Start 


483 


End 


4369 • 




GI 


none 


Score 


,92 




Exons 


483. .640, 1458. .2963, 4032.. 


4079, 4222 


, ,4369 




Seq. No. 


9011 


Seq. ID 


OJ990330_14 .0103 


.C7 


Gene No. 


19262 


Strand 






Start 


483 


End 


9345 




Name 


OJ990330 14.0103.C7.o2.np 


Method 


AAT/NAP 




Start 


.1357 


End 


9345 




GI 


6016871 


Score 


536 




Exons 


1357.. 2495, 8925.. 9345 








GI Descrip. 


(AP000570) EST C98565 (E04 14 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


^ U -L -L 


Seq. ID 


OJ990330_14,0103 


.C7 


Gene No . 


19263 


Strand 






Start 


X J U O 1 


End 


15329 




Name 




Method 


GENSCAN 




Start 


15084 


End 


15329 




GI- 


none 


Score 


.51 




Exons 










Seq. No. 


17 U X ± 


Seq, ID 


OJ990330_14.0103 


.07 


Gene No. 


± o *± 


Strand 






Start 


^ O 1 Vj O 


End 


36460 




Name 


n.TQQH'^'^n 14 m (T^ ri n9 tm 


Method 


TBLASTX: Maize 




Start 


17 41 ~ 

± f *i J. 


End 


12492 




GI 




Score 


121 




Exons 


1741 9004 174R 9007 fiOQ? 


..8364, 8099. .8359, 11891.. 


12022, 




1??in 194Q9 19^fi^ 1P4Qn 








Seq. No. 


9011 


Seq. ID 


OJ990330_14,0103 


.07 


Gene No. 


1 Q?fi4 


Strand 






Start 


^ U *4 U O 


End 


36460 




Name 


n.TQQn^'^n 1 4 m n^ ri n4 f-m 


Method 


TBLASTX: Maize 




Start 


2209 


End 


12975 




GI 


none 


Score 


64 




Exons 


99nQ 9'^ni 9999 990^; 9*^1 1 


..2544, 2318. .2398, 8566. .8658, 




8579.. 8653, 8668.. 8904, 8677 


..8733, 12691. .12801, 12796 


. .1297 


Seq. No. 


9011 


Seq, ID 


OJ990330_14,0103 


.07 


Gene No. 


19264 


Strand 






Start 


26408 


End 


364 60 




Name 


OJ990330 14.0103.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


20173 


End 


22121 




GI 


none 


Score 


303 




Exons 


20173. .20412, 20174 20431, 


20178. ,20447, 20414 ,, 20518, 






20510. .20638, 20519 20635, 


20642. .20704, 20642 .. 2077 6, 






20650. .20712, 20690 .. 20896, 


20700, .20873, 20704 .. 20898, 






20764. .20904, 20783 .. 20902, 


20895,-21062, 20902 .. 21066, 






20903. .21064, 21775 .. 21864 , 


21987. .22121, 21999. .22121 




Seq. No, 


9011 


Seq. ID 


OJ990330_14,0103 


.07 


Gene No. 


19264 


Strand 






Start 


26408 


End 


36460 




Name 


OJ990330_14 ,0103.07. ol.tw 


Method 


TBLASTX; Wheat 






9507 












start 


20180 




End 


20596 








GI 


none 




Score 


274 








Exons 


20180. .20404, 20191. 


.20406, 


20501. .20596 








Seq. No. 


9011 




Seq. ID 


OJ990330_ 


14 .0103 


.C7 




Gene No. 


19264 




Strand 










Start 


26408 




End 


36460 








Naitie 


ujyyuoou i4.uiuj.u/. 


o6 . gs 


Method 


GENSCAN 








Start 


26408 


End 


36460 








GI 


none 




Score 


.51 








Exons 


26408. .26458, 27922. 


.28129, 


28779. .281 


893, 31086. 


.31120, 








32938. .33199, 33409. 


.33493, 


35245. .35377, 35629. 


.36180, 








36321. .36460 














Seq. No. 


9011 




Seq. ID 


OJ990330_ 


14 .0103 


.07 




Gene No. 


19264 




Strand 










Start 


26408 




End 


36460 








Name 


OJ990330 14. 0103. C7. 


o3. tm 


Method 


TBLASTX: Maize 






Start 


32849 




End 


35862 








GI 


none 




Score 


56 








Exons 


JZ04 y . . y i / / OZ0D4 , 


T o Qn-7 


32858. .32917, 32910. 


.32969, 








32912. .32968, 32935. 


.32970, 


32983. .33006, 33010. 


.33045, 








33105. .33200, 33106. 


.33150, 


33123. .33194, 33389. 


.33511, 








33411. .33497, 35237. 


.35377, 


35299. .35379, 35300. 


.35389, 




u 




35628. .35669, 35628. 


.35714, 


35703. .35765, 35713. 


.35751, 








35718. .35765, 35820. 


.35861, 


35820. .35861, 35830-. 


.35862 




'i '< ^ 

i'ii 


Seq. No. 


9011 




Seq. ID 


OJ990330_ 


14 .0103 


.07 


a 


Gene No. 


19264 




Strand 








\ ',\ 


otaru 


26408 




End 


36460 








Name 


OJ990330 14. 0103. C7. 


o4 . np 


Method 


AAT/NAP 






5; 

■i.i 


Start ' 


32928 




End 


36177 






rii 


GI 


2921823 




Score 


441 






t3 

,3 3^ 


Exons 


32928. .33199, 33409. 


.33493, 


35245. .35377, 35629. 


.36177 




GI Descrip. 


(AF046934) shoot-forming PKSFl [Paulownia kawakamii] 




•I 


Seq. No. 


9011 




Seq. ID 


OJ990330_ 


14 .0103 


.07 




Gene No. 


19264 




Strand 










Start 


26408 




End 


36460 








Name 


OJ990330 14. 0103. C7. 


o4 . gp 


Method 


AAT/GAP 








Start 


33409 


End 


35299 








GI 


LIB3434-041-P1-K1-A11 


Score 


248 








Exons 


33409. .33493, 35245. 


.35299 












GI Descrip. 


.'2921823 4.0e-09 {AF046934) 


shoot-forming PKSFl 


[Paulownia 






kawakamii] ' 














Seq. No. 


9012 




Seq. ID 


OJ990330_ 


14 .0103 


.08 




Gene No . 


19265 




Strand 


+ 








Start 


107 




End 


1673 








Name 


OJ990330 14. 0103. 08. 


ol . gs 


Method 


GENSCAN 








Start 


107 . 




End 


1673 








GI 


none 




Score 


.49 








Exons 


107. .141, 1505. .1547 


, 1553.. 


.1673 










Seq. No. 


9012 




Seq. ID 


OJ990330_ 


14 .0103 


.08 




Gene No. 


19266 




Strand 










Start 


4957 




End 


5251 







9508 




Name 


OJ990330 14 


.0103, 


,C8.ol.gp 


Method 


AAT/GAP 






Start 


4957 






End 


5251 






GI 


none 






Score 


524 






Exons 


4957. .5251 














Seq. No. 


9012 






Seq. ID 


OJ990330 


_14 . 


0103. C8 


Gene No. 


19267 






Strand 








Start 


5133 






End 


6127 






Name 


OJ990330 14 


.0103. 


,C8.o2.gs 


Method 


GENSCAN 






Start 


5133 






End 


6127 






GI 


none 






Score 


. 91 






Exons 


5133. .5566, 


5611. 


, .6127 










Seq. No. 


9012 






Seq. ID 


OJ990330^ 


_14 . 


0103. C8 


Gene No . 


19268 






Strand 








Start 


6717 






End 


8139 






Name 


OJ990330 14 


.0103. 


,C8.o3.gs 


Method 


GENSCAN 






Start 


6717 






End 


7774 






GI 


none 






Score 


.76 






Exons 


6717. . 6804, 


7383. 


.7453, 7712. 


.7774 








Seq. No. 


9012 






Seq. ID 


OJ990330_ 


_14 . 


0103. C8 


Gene No. 


19268 






Strand 








Start 


6717 






End 


8139 






Name 


OJ990330 14 


.0103. 


C8.ol.np 


Method 


AAT/NAP 






Start 


7400 






End 


8139 






GI 


5042454 






Score 


245 






Exons 


7400. .7453, 


7712. 


.7884, 8081. 


.8139 








GI Descrip. 


(AC007789) ; 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


9013 






Seq. ID 


OJ990330_ 


_14 . 


0103. C9 


Gene No . 


19269 






Strand 


+ 






Start 


1360 






End 


4659 






Name 


OJ990330 14 


.0103. 


C9.ol.gp 


Method 


AAT/GAP 






Start 


1360 






End 


1844 






GI 


2427965 






Score 


652 






Exons 


1360. .1685, 


1803. 


.1844 










Seq. No. 


9013^ 






Seq. ID 


OJ990330_ 


_14 . 


0103. C9 


Gene No. 


19269 






Strand 


+ 






Start 


1360 






End 


4659 






Name 


OJ990330 14 


.0103. 


C9.ol .np 


Method 


AAT/NAP 






Start 


1601 






End 


4659 






GI 


3450842 






Score 


757 






Exons 


1601. .1685, 


1803. 


.1840, 2246, 


.2476, 3288. .3512, 


3654. .3811, 




3921. .4183, 


4225. 


.4659 










GI Descrip. 


(AF080436) mitogen activated protein kinase kinase 


[Oryza 




sativa] 














Seq. No. 


9013 






Seq. ID 


OJ990330_ 


_14 . 


0103. C9 


Gene No. 


19269 






Strand 


+ 






Start 


1360 






End 


4659 






Name 


OJ990330 14 


.0103. 


C9.o2.gs 


Method 


GENSCAN 






Start 


3112 






End 


4596 






GI 


none 






Score 


.67 






Exons 


3112. .3508, 


3654. 


.3811, 4047. 


.4281, 4394. .4596 







9509 




Seq. No. 


9013 








Seq. ID 


OJ990330_14 .0103.09 




19270 








rand 




Start . 


1378 








End 


1707 


Name 


OJ990330 14 


.0103 


.C9.01. 


gs 


Method 


GENSOAN 


Start 


1378 








End 


1707 


GI 


none 








Score 


.52 


Exons 


1378. .1707 












Seq. No. 


9013 








Seq. ID 


OJ990330_14.0103.O9 




19271 








Strand 




Start 


2240 








End 


4559 


Name 


OJ990330 14 


.0103 


.C9.02. 


ts 


Method 


TBLASTX : Soybean 


Start 


2240 








End 


3339 


GI 


none 








Score 


86 


Exons 


2240. .2284, 


2241 


. .2309, 


2307. 


.2480, 2351. .2479, 3250. .3339 


Seq. No. 


9013 








Seq. ID 


OJ990330_14.0103.C9 


\J die W . 


19271 








Strand 




Start 


2240 








End 


4559 


Name 


OJ990330 14 


.0103 


.09. o2. 


to 


Method 


TBLASTX :Oress 


Start 


2247 








End 


2456 


GI 


none 








Score 


79 


Exons 


2247. .2309, 


2249 


. .2314-, 


2307. 


.2456, 2379. .2456 


Seq. No. 


9013 








Seq. ID 


,OJ990330_14.0103.C9 


Gene No. 


19271 








Strand 






2240 








End 


4559 


Name 


OJ990330 14 


.0103 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2427 








End 


4557 


GI 


none 








Score 


71 


Exons 


2427. .2480, 


3259 


. .3432, 


3289. 


.3429, 3291. .3431, 4386. .4556, 




4387. .4557 












Seq. No. 


9013 








Seq. ID 


OJ990330_14. 0103.09 




19271 








Strand 




Start 


2240 








End 


4559 


Name 


OJ990330 14 


.0103 


.C9.ol. 


tc 


Method 


TBLASTX: Ores s 


Start 


3291 








End 


4052 


GI 


none 








Score 


279 


Exons 


3291. .3509, 


3292 


. .3510, 


3649. 


.3807, 3653. .3808, 3924. .4052 


Seq. No. 


9013 








Seq. ID 


OJ990330_14. 0103.09 


Gene No. 


19271 








Strand 




Start 


2240 








End 


4559 


Name 


OJ990330 14 


.0103 


.09. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3342 








End 


4559 


GI 


none 








Score 


62 


Exons 


3342. .3473, 


3342 


. .3509, 


3343. 


.3510, 3649. .3816, 3653. .3808, 




3920. .4042,. 


3921 


. .4091, 


4344. 


.4559, 4384. .4557 


Seq. No. 


9013 








Seq. ID 


OJ990330_14.0103,O9 


Gene No. 


19271 








Strand - 




Start 


2240 








End 


4559 


Name 


OJ990330 14 


.0103 


.09.01. 


tm 


Method 


TBLASTX: Maize 


Start 


3432 








End 


3977 


GI 


none 








Score 


117 


Exons 


3432. .3509, 


3432 


. .3509, 


3433. 


.3510, 3652.. 3810, 3653.. 3811, 



9510 



3653.. 3811, 3915.. 3974, 3918.. 3977, 3920.. 3976 



Seq. No. 9014 

Gene No. 19272 

Start 277 

Name OJ990730_13 . 0103 .CI . ol . gs 

Start 277 

GI none 

Exons 277.. 348 



Seq. ID OJ990730_13.0103.C1 

Strand + 

End 34 8 

Method GENSCAN 

End 34 8 

Score .81 



Seq. No. 

Gene No..- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9015 
19273 
15 

OJ990730_13.0103.C4.ol.np 
15 

6815062 



Seq. ID OJ990730_13.0103.C4 
Strand + 

3338 
AAT/NAP 
3338 
1581 



End 

Method 
End 
Score 

15. .2022, 2108. .2348, 2407. .2716, 2793. .2891, 2965. .3030, 
3109.. 3338 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9015 
19273 
.15 

OJ990730_13.0103.C4.ol.tm 
54 

none 

54. .203, 230. .619, 232. .597 

9015 
19273 
15 

OJ990730_13.0103.C4.ol.gs 
350 
none 

350. .1465, 1708. .2022, 2108. .2316, 2422. .2446, 2793. .2891, 
2965. .33.38 



Seq. ID OJ990730_13.0103.C4 

Strand + 

End 3338 

Method TBLASTX : Maize 

End 619 

Score 139 



Seq. ID OJ990730_13.0103.C4 

Strand + 

End 3338 

Method - GENSCAN 

End ■ 3338 

Score .87 



Seq. No. 9015 

Gene No. 19273 

Start 15 

Name OJ990730_13 . 0103 . C4 . o3 . tm 

Start 746 

GI none 

Exons 746.. 1024, 802.. 927 



Seq. ID OJ990730_13.0103.C4 

Strand + 

End 3338 

Method TBLASTX : Mai ze 

End 1024 

Score 190 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



9015 

19273 

15 

OJ990730_13.0103.C4 .o2.tm 

1732 

none 



Seq. ID OJ990730_13.0103.C4 

Strand + 

End 3338 

Method TBLASTX : Mai ze 

.End 2716 

Score 147 



1732. .1866, 1758. .1868, 2108. .2317, 2158. .2316, 2414. .2491, 
2531. .2716 



Seq. No, 



9016 



Seq. ID OJ990730_13.0103.C5 



9511 




Gene No. 


19274 


Strand 


+ . 




Start 


377 


End 


567 




Name 


OJ990730_13 . 0103 . Co . ol . gs 


Method 


GEN SCAN 




Start 


377 


End 


567 




GI 


none 


Score 


. 94 




Exons 


377 . .396, 486 . .567 








Seq. No. 


9017 


Seq. ID 


/-\ T A A A T A 

OJ990730_ 


13. 0103. C9 


Gene No. 


19275 


Strand 






Start 


534 


End . 


673 




Name 


OJy90/3U 13 . Ulu3 . C9 . ol . gs 


Method 


T~l XT Z"' TV XT 

GENSCAN 




Start 


534 


End 


673 




GI 


none 


Score 


. 95 




Exons 


534 . . 673 








Seq. No. 


9018 


Seq. ID 


OJ990730 


13 . 0103 . Cll 


Gene No. 


19276 


Strand 






Start 


9805 


End 


13342 




Name 


^tPiOATOA ATA*^ /"I'll — A 

OJ990730_13 .0103.Cll.o2.gs 


Method 


GENSCAN 




Start 


9805 


End 


13306 




GI 


none 


Score 


. 96 




Exons 


9805.. 12664, 12795.. 13306 








Seq. No. 


9018 


Seq. ID 


OJ990730 


13. 0103. Cll 


Gene No. 


19276 


Strand 


+ 




Q-l- =» v-H 
Ol-ar t. 




End 


13342 




Name 


OJ990730 13.0103.Cll.ol.np 


Method 


AAT/NAP 




Start 


9817 


End 


13260 




GI 


2982452 


Score 


2237 




Exons 


9817.. 11106, 11332. .12700, 


12765. .13260 




GI Descrip. 


(AL022223) receptor protein 


kinase-like 


1 protein 


[Arabidopsis 



thaliana] 



Seq. No. 


9018 


Seq. ID 


OJ990730_13. 0103. Cll 


Gene No. 


19276 


Strand 


+ 


Start 


9805 


End 


13342 


Naitie 


OJ990730 13.0103.Cll.ol.gp 


Method 


AAT/GAP 


Start. 


12912 


End 


13342 


GI 


LIB3433-035-P1-K1-A1 


Score 


769 


Exons 


12912. .13342 






GI Descrip. 


'3402815/emb|AJ007829|CVE7829 


l.Oe-20 


Cloning Vector pGreen* 


Seq. No. 


9018 


Seq. ID 


OJ990730_13. 0103. Cll 


Gene No. 


19277 


Strand 


+ 


Start 


13359 


End 


13704 


Name 


OJ990730 13.0103.Cll.o2.gp 


Method 


AAT/GAP 


Start 


13359 


End 


13704 


GI 


3760479 


Score 


628 


Exons 


13359. .13704 






Seq. No. 


9018 


Seq. ID 


OJ990730_13. 0103. Cll 


Gene No. 


.19278 ^ 


Strand 


+ 


Start 


13676 


End 


14984 


Name 


OJ990730 13.0103.Cll.o2.np 


Method 


AAT/NAP 


Start 


13676 


End 


14984 


GI 


5777617 


Score 


69 


Exons 


13676. .13708, 14880. .14984 







9512 



GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 9018 

Gene No. 19279 

Start 182 

Name OJ990730_13 . 0103 .Cll . ol . gs 

Start 182 

GI none 
Exons 



Seq. ID OJ990730_13. 0103. Cll 
Strand 

End 5838 

Method GENSCAN 

End 5838 

Score .46 



182. .322, 1334. .1711, 1953. .2239, 3991. .4008, 4836. .5011, 
5834. .5838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9018 Seq. ID 

19280 Strand 

14917 End 

OJ990730_13. 0103. Cll. o3.gs Method 

14917' End 

none Score 



OJ990730_13. 0103. Cll 

16146 
GENSCAN 
16146 
.59 



14917. ,15457, 15688 .. 15724 , 15729.. 16146 



9018 

19281 

16452 

6j990730_13. 0103. Cll. o4.tm 

41 . 

none 



Seq. ID OJ990730_13. 0103. Cll 
Strand 

End 24485 

Method TBLASTX: Maize 

End 231 

Score 109 



41. .169, 44. .157, 55. .180, 55. .174, 153. .230, 164. .229, 169. .231 

OJ990730 13. 0103. Cll 



9018 Seq. ID 

19281 Strand 
16452 End 
OJ990730_13. 0103. Cll. o5.ts Method 
41 End 
none Score 
41. .271, 44. .238 

9018 Seq. ID 

19281 Strand 
16452' End 
OJ990730_13 . 0103-. Cll , o5 . tc Method 
41 End 
none Score 
41. .328, 55. .234, 120. .239 

9018 Seq. ID 

19281 Strand 
16452 End 
OJ990730_13.0103.Cll.o4 .tw Method 
9895 End 
none Score 
9895. .10134, 10099. .10239, 10105 .. 10248 , 10252 .. 104 07 , 

10417. .10668, 10426. .10647, 10573 .. 108 63, 1064 5 .. 10935, 

10723. .11007, 10768 .,.11079, 10825 .. 11091 , 11152 .. 11391, 

11152. .11361, 11272. .11391, 114 04 .. 11634 , 114 19 .. 11 628, 
11482. .11628 



24485 

TBLASTX : Soybean 

271 

135 



OJ990730_13. 0103. Cll 
24485 

TBLASTX: Cress 
328 
98 



OJ990730_13. 0103. Cll 
24485 

TBLASTX: Wheat 
11634 
90 



Seq. No. 
Gene No, 



9018 
19281 



Seq. ID 
Strand 



OJ990730 13. 0103. Cll 



9513 




start 


16452 








End 


24485 




Name 


OJ990730 13.0103.C11 


.ol.tc 


Method TBLASTX: 


Cress 


Start 


10096 








End 


13099 




GI 


none 








Score 91 






Exons 


10096. 


.10233, 


10099. 


.10224, 


10105. 


.10257, 


10105 


. .10233, 




10132. 


.10248, 


10132. 


.10239, 


10243. 


.10422, 


10243 


. .10407, 




10246. 


.10407, 


10249, 


.11091, 


10252. 


.10371, 


10419 


. .10589, 




10426. 


.10662, 


10426. 


.10959, 


10429. 


. 11022, 


10440 


. . 10607, 




10471. 


.10878, 


10705. 


.10914, 


10711. 


.11091, 


10774 


. .11166, 




10831 . 


. 11091, 


11152 . 


.11382, 


11152. 


.11382, 


11152 


. .11400, 




11152. 


.11382^ 


11152. 


.11310, 


11158, 


.11394, 


11185 


. .11361, 




11226. 


.11318, 


11260. 


. 11382, 


11350. 


.11391, 


11365 


11628 




11383. 


.11529, 


11383. 


,11628^ 


11410. 


.11601, 


11415 


. .11549, 




11419. 


.11622, 


11419. 


.11580, 


11419. 


.11601, 


11506 


. .11631, 




11578. 


.11652, 


11638. 


.11745, 


11646. 


.11702, 


12046 


. .12195, 




12241. 


.12366, 


12433. 


.12597, 


12436. 


.12552, 


12785 


. .12886, 




12793. 


.12885, 


12896. 


.12934, 


13013. 


.13099 






Seq. No. 


9018 








Seq. 


ID OJ990730 


_13.0103 


Gene No, 


19281 








Strand 






Start 


16452 








End 


24^ 


85 




Name 


OJ990730 13.0103.C11 


. o3 . tm 


Method TBLASTX: 


yiaize 


Start 


10096 








End 


11£ 


23 




GI 


none 








Score 86 






Exons 


10096. 


.10233, 


10099. 


.10224, 


10099. 


.10224, 


10105 


, .10233, 




10105. 


.10233, 


10132. 


.10236, 


1024 3. 


.10422, 


10243 


. .10407, 




10252. 


.10374, 


10258. 


.10410, 


10267. 


.10371, 


10287 


. .10451, 




10416. 


.10664, 


10417. 


,10662, 


10420. 


.10665, 


10420 


. .10662, 




10425. 


,10595, 


10426. 


.10890, 


10429. 


.10536, 


10434 


. ,10520, 




10477. 


.10749, 


10480. 


.10950, 


10569. 


.10877, 


10573 


, ,10824, 




10573. 


.10662, 


10624, 


.10878, 


10639. 


.11091, 


10650 


. ,10880, 




10705. 


.11022, 


10713, 


.10817, 


10735. 


.11022, 


10767 


. ,11027, 




10768. 


.11091, 


10794. 


.10958, 


10834. 


.11091, 


10840 


, ,11091, 




10879. 


.11091, 


10938. 


.11093, 


10987. 


.11151, 


10987 


, ,11310, 




10987. 


.11154, 


10999, 


.11154, 


11053. 


.11151, 


11151 


, ,11309, 




11152. 


.11391, 


11152, 


. 11394 


11152. 


.11310, 


11154 






11154. 


.11381, 


11154, 


,11390^ 


11155. 


.11382, 


11155 


. .11391, 




11160. 


.11381, 


11215, 


.11391, 


11239. 


.11397, 


11272 


. .11382, 




11370. 


.11528, 


11383, 


.11613, 


11383. 


.11601, 


11407 


. .11610, 




11410. 


.11622, 


11419. 


.11601, 


11430. 


.11612, 


11433 


. .11600, 




11601. 


.11693, 


11638. 


.11751, 


11641. 


.11667, 


11752 


. .11823 


Seq. No. 


9018 








Seq. 


ID OJ990730 


_13.0103 


Gene No. 


19281 








Strand 






Start 


16452 








End 


24485 




Name 


OJ990730 13.0103.C11 


.ol.ts 


Method TBLASTX : Soybean 


Start 


10099 








End 


11745 




GI 


none 








Score 84 






Exons 


10099. 


,10233, 


10132. 


.10233, 


10177. 


.10236, 


10249 


. .10668, 




10252. 


,10395, 


10268. 


10294 


10287. 


.10661, 


10429 


. .10542, 




10498. 


.10749, 


10573. 


.10770, 


10573. 


.10830, 


10711 


. .10860, 




10716. 


.10823, 


10717. 


. 10968, 


10789. 


.11034, 


10861 


. .11091, 




10912. 


.11091, 


10924. 


.11091, 


11005. 


.11262, 


11152 


. .11619, 




11152. 


.11334, 


11154. 


.11315, 


11410. 


.11745, 


11440 


. .11631, 




11500. 


.11631 














Seq. No. 


9018 








Seq. 


ID OJ990730_ 


_13.0103 



9514 




Gene No. 


19281 




Strand 






Start; 


16452 




End 


24485 




Name 


OJ990730_13. 0103. Oil 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


12238 




End 


12573 




GI 


none 




Score 


95 




Exons 


12238 . . 12366, 12430 . 


. 12573, 


12432. . 12521, 12472.. 12552 




Seq. No. 


9018 




Seq. ID 


OJ990730_13.0103. 


Cll 


Gene No. 


19281 . 




Strand 






Start 


. 16452 




End 


24485 




Name 


OJ990730_13.0103.C11 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


12252 




End 


12894 




GI 


none 




Score 


134 




'Exons 


12252. .12365, 12253. 


. 12366, 


12433. .12597, 12436 .. 12600 , 






12609. .12662, 12636. 


. 12665, 


12785. . 128 


183, 12793.. 12894 




Seq. No. 


9018 




Seq. ID 


OJ990730_13.0103. 


Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


OJ990730_13 . 0103 .CI 1 


.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


12265 




End 


12597 




GI 


none 




Score 


155 




Exons 


^rtrtrf^^ ^rt-^y"/" ^rtrt^rt 

12265. .12366, 12273. 


. 12323, 


12430. .12597, 12435.. 12515 




Seq. No. 


9018 




Seq. ID 


OJ990730_13.0103. 


Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


OJ990730_13.0103.C11 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


12785 




End 


13132 




GI 


none 




Score 


120 




Exons 


12785. .12877, 12793. 


. 12906, 


12793. .12873, 12872 12919, 






12907. .13110, 12908. 


. 13132, 


12908. .13117 




Seq. No. 


9018 




Seq. ID 


OJ990730_13.0103. 


Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


OJ990730_13.0103.C11 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


15403 




End 


16107 




GI 


none 




Score 


68 




Exons 


15403. . 15429, 15452. 


. 15580, 


15688. .15843, 15873 .. 15932 , 






15975. .16106, 15976. 


. 16107 








Seq. No. 


9018 




Seq. ID 


OJ990730_13.01.03. 


Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


Trtrtrt^^rt *i rt 1 rt 1 *t 

OJ990730_13 . 0103.C11 


,o3.tc 


Method 


. TBLASTX: Cress 




Start 


15467 




End 


16091 




GI 


. none 




Score 


97 




Exons 


15467. .15580, 15688. 


. 15843, 


15873. .15932, 15975.. 16091 




Seq. No. 


9018 




Seq. ID 


OJ990730_13.0103. 


Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


OJ990730 13.0103.C11 


. o4 .gs 


Method 


GENSCAN 




Start 


16452 




End 


19288 




GI 


none 




Score 


.74 




Exons 


16452. .16509, 17088. 


.17419, 


18496. .18642, 18754 .. 18807 , 





9515 



18975. .19034, 19139.. 19288 



Seq. No. 


9018 




. Seq. ID 


OJ990730_13.0103 


.Gil 




19281 




Strand 






start 


16452 




End 


24485 




Name 


OJ990730 13.0103.C11 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17034 




End 


22020 




GI 


none 




Score 


240 




Exons 


17034. .17420, 17045. 


.17422, 


17318. .17422, 184 94 .. 18676, 






18496. .18642, 18754. 


.18813, 


19136. .19306, 19137. .19304, 






21566. .21628, 21943. 


.22020 








Seq. No, 


9018 




Seq. ID 


OJ990730_13.0103 


.Cll 


Gene No. 


19281 




Strand 


- 




Start 


16452 




End 


24485 




Name 


OJ990730 13. 0103. Gil 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


17034 




End 


17306 ' 




GI 


none 




Score 


184 




Exons 


17034. .17306, 17054. 


.17305 








■Seq. No. 


9018 




Seq. ID 


OJ996730_13.0103 


.Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


OJ990730 13. 0103. Oil 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


17040 




End 


17414 




GI 


none 




Score 


224 




Exons 


17040. .17414, 17042. 


.17407 








C ^ . IN w . 


9018 




Seq. ID 


OJ990730_13.0103 


- Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


OJ990730 13.0103.C11 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


17040 




End 


19306 




GI 


none 




Score 


237 




Exons 


17040. .17420, 17048. 


.17422, 


17312. .17422, 184 94. .18 67 6, 






18496. .18642, 18754. 


.18813, 


19136. .19306, 19137.. 19304 




Seq. No. 


9018 




Seq. ID 


OJ990730_13.0103 


-Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


OJ990730 13.0103.C11 


. o3 . np 


Method 


AAT/NAP 




Start 


17045 




End 


22290 




GI 


6175145 




Score 


1192 




Exons 


17045. .17419, 18496. 


.18642, 


18754. .18 


307, 19139. .19303, 






21452. .21514, 21547. 


.21664, 


21898. .22014, 22108. .22290 




GI Descrip. 


(AC010796) unknown protein 


[Arabidopsis thaliana] 






gil 6453902|gb|AAF090 


35.1IAC011663- 21 


(AC011663) unknown 


pro1 




[Arabidopsis thaliana] 








Seq. No. 


9018 




Seq. ID 


OJ990730_13.0103 


.Cll 


Gene No. 


19281 




Strand 






Start 


16452 




End 


24485 




Name 


OJ990730 ■13.0103.C11 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18494 




End 


19243 




GI 


none 




Score 


94 




Exons 


18494. .18640, 18496. 


.18639, 


18754. .18( 


319, 19136. .19174, 






19137. .19175, 19166. 


.19243 









9516 




Seq. No. 


9018 


Seq. ID 


OJ990730_13 . 0103 . Cll 


Gene No. 


19281 


Strand 




Start 


16452 


End 


24485 


Name 


ojyyu/ju 1 J . uluo . CI 1 . o4 . tc 


Method 


TBLASTX : Cress 


Start 


18494 


End 


T A O T O 

1921o 


GI 


none 


Score 


o4 


Exons 


10>iri/l "10C0A lOylOn .TO/"yiO 

184 94 . . loozO/ 18499 .. 18642, 


18542 . . lo 


640, 18754 .. looli. 




TOTCC TOOnO lOT'D^ TfiOTO 

lo /bo . . loo Uo , iyioD..19zlJ 






Seq. No. 


9018 


Seq. ID 


OJ990730_13. 0103. Gil 


Gene No. 


19281 


Strand 




Start 


1 d4 0^ 


End 


24485 


Name 


OJyyu/JU lo . uluo . CI 1 . oo . gs 


Method 


GENSCAN 


Start 


21152 


End 


24485 


GI 


none 


Score 


.57 


Exons 


OTTCO OTT^O OTOOO OOAIyf 

z11d2 . . 21 / D J , 21 928 .. 220 14 , 


22138. .22299, 24446. .24485 


Seq. No. 


9019 


Seq. ID 


OJ990730_13.0103.C12 


Gene No. 


19282 


Strand 


+ 


Start 


1603 


End 


3782 


Name 


OJ990730 13.0103.C12.ol.np 


Method 


AAT/NAP 


Start 


1603 


End 


3778 


GI 


6016874 


Score 


1784 


Exons 


1603. .1681, 1765. .1902, 1967 


..2199, 2590. .2749, 3143. .3322, 




3440. .3778 






GI Descrip. 


(AP000570) ESTs 019143 (E10020) , D25076 {R3116) correspond to 




region of the predicted gene 


. ; Similar to putative AC9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


9019 


Seq. ID 


OJ990730 13.0103.C12 


Gene No. 


19282 


Strand 


-f 


Start 


1603 


End 


3782 


Name 


OJ990730 13.0103.C12.o2.gs 


Method 


GENSCAN 


Start 


1603 


End 


3782 


GI 


none 


Score 


.56 


Exons 


1603.. 2199, 2590.. 2749, 3143 


..3502, 3550.. 3782 


Seq. No. 


9019 


Seq. ID 


bJ990730 13.0103.C12 


Gene No. 


19282 


Strand 


+ 


Start 


1603 


End 


3782 


Name 


OJ990730 13.0103.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


1951 


End 


2397 


GI 


none 


Score 


69 


Exons 


1951.. 2037, 2022.. 2231, 2023 


..2271, 2308. .2364, 2359. .2397 


Seq. No. 


9019 


Seq. ID 


OJ990730_13.0103.C12 


Gene No . 


19282 


Strand 


+ 


Start 


1603 


End 


3782 


Name 


OJ990730 13.0103.C12.ol.gp 


Method 


AAT/GAP 


Start 


2292 


End 


2800 


GI 


uC-osflcypll0c07bl 


Score 


962 


Exons 


2292. .2800 






GI Descrip. 


•4 680178/gb|AF111709.1 IAF111709 5.0e-^ 


31 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and. unknown genes' 



9517 




Seq. No. 


9019 




Seq. ID 


OJ990730_13.0103 


.C12 


Gene No. 


19282 




Strand 


+ 




Start 


1603 




End 


3782 




Name 


OJ990730_13 


.0103.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


2491 




End 


2805 




GI 


none 




Score 


56 




Exons 


2491. .2565, 


2578.. 2805, 2586. 


.2804 






Seq. No. 


9019 




Seq. ID 


OJ990730_13.0103 


■ C12 


Gene No.. 


19282 




Strand 


+ 




Start 


1603 




End 


3782 




Name 


OJ990730_13 


.0103.C12.o4 .tm 


Method 


TBLASTX: Maize 




Start 


3010 




End 


3362 




GI 


none 




Score 


240 




Exons 


3010. .3291, 


3021. .3362 








Seq. No. 


9019 




Seq. ID 


OJ990730_13.0103 


■ C12 


Gene No. 


19282 




Strand 


+ 




Start 


1603 




End 


3782 




Name 


OJ990730_13 


.0103.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


3473 




End 


3716 




GI 


none 




Score 


282 




Exons 


3473. .3631, 


3483. .3716 








Seq, No. 


9020 




Seq. ID 


OJ990730_13. 0103 


.C13 


Gene No. 


19283 




Strand 


+ 




Start 


1 




End 


1633 




Name 


OJ990730 13 


.0103.C13.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1633 




GI 


6016874 




Score 


113 




Exons 


1..49, 75.. 


172, 1584.. 1633 








GI Descrip. 


(AP000570) : 


ESTs C19143(E10020) ,D25076(R3116) correspond 


to a 




region of the predicted gene. 


; Similar 


to putative AC9 






transposase 


. (P03010) [Oryza 


sativa] 






Seq. No. 


9020 




Seq. ID 


OJ990730_13.0103 


.C13 


Gene No. 


19284 




Strand 


+ 




Start 


4300 . 




End 


7417 




Name 


OJ990730 13 


.0103.C13.o2.gs 


Method 


GENSCAN 




Start 


4300 




End 


'7417 




GI 


none 




Score 


.67 




Exons 


4300. .4363, 


5248.. 5415, 5764. 


.5931, 6018.. 6270, 7318.. 7417 


Seq. No. 


9020 • 




Seq. ID 


OJ990730_13!0103 


.C13 


Gene No. 


19285 




Strand 






Start 


1539 




End 


7322 




Name 


OJ990730 13 


.0103.C13.ol.gs 


Method 


GENSCAN 




Start 


1539 




End 


3914 




GI 


none 




Score 


.75 




Exons 


1539. .1574, 


1711. .1839, 2213. 


.2362, 2450. .2515, 2792. .2836, 




3690. .3770, 


3870. .3914 








Seq. No. 


9020 




Seq. ID 


OJ990730_13.0103 


.013 


Gene No. 


19285 




Strand 






Start 


1539 




End 


7322 




Name 


OJ990730 13 


.0103.C13.ol.gp 


Method 


AAT/GAP 




Start 


1542 




End . 


2840 





9518 



GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3434-047-P1-K1-D9 Score 723 

1542. .1574, 1711. ,1839, 2213. .2362, 2450. .2515, 2792. .2840 
•3157941 4.0e-25 (AC002131) Contains similarity to hypothetical 
protein gb_U95973 from A, thaliana. [Arabidopsis thaliana] * 



9020 

19285 

1539 

OJ990730_13.0103.C13.o2.np 

1678 

3157941 

1678.. 1839, 2213.. 2362, 3648 
5141.. 5241, 5358.. 5474, 5597 



OJ990730 13.0103.C13 



Seq. ID 
Strand 

End 7322 
Method AAT/NAP 
End 7322 
Score 590 

3770, 3870. .3951, 4239. .4310, 
5718, 7165.. 7322 

(AC002131) Contains similarity to hypothetical protein gb|U95973 
from A. thaliana. [Arabidopsis thaliana] 



9020 

19285 

1539 

OJ990730_13.0103.C13.o2.tm 

1711 

none 



Seq. ID OJ990730_13.0103.C13 



Strand 
End 

Method 

End 

Score 



7322 

TBLASTX: Maize 

2830 

114 



1711.:i797, 1712. .1840, 1714. .1839, 1721. .1846, 2200. .2358, 
2211. .2363, 2213. .2368, 2444. .2515, 2444. .2515, 2445. .2516, 
2445. .2516, 2754. .2828, 2792. .2830, 2792. .2830 



Seq. No. 9020 Seq. ID 

Gene No. 19285 Strand 

Start 1539 End 

Name OJ990730_13 . 0103 .C13 . o2 . ts Method 

Start 2234 End 

GI none Score 
Exons 



OJ990730__13.0103.C13 
7322 

TBLASTX: Soybean 

4325 

105 



2234. .2368, 2235. .2357, 2450. .2515, 2451. .2516, 3690. .3773, 
3691. .3771, 3870. .3956, 3874. .3957, 4235. .4309, 4236. .4325, 
4239.. 4325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9020 

19285 

1539 

OJ990730_13.0103.C13.ol.tc 

3871 

none 



Seq. ID OJ990730_13.0103.C13 
Strand 

End 7322 

Method TBLASTX : Cress 

End 5665' 

Score 95 



3871. .3957, 3873. .3956, 4238. .4309, 4239. .4325, 4243. .4326, 
5141. .5242, 5143. .5247, 5355. .5468, 5398. .5466, 5597. .5665, 
5600.. 5659, 5601.. 5660 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



9020 

19285 

1539 

OJ990730_13.0103.C13.ol.ts 

5143 

none 



Seq. ID OJ990730_13.0103.C13 
Strand 

End 7322 

Method TBLASTX : Soybean 

End 5674 

Score 66 



5143. .5247, 5355. .5459, 5597. .5674, 5600. .5662 



Seq. No. 
Gene No. 
Start 



9020 

19285 

1539 



Seq. ID OJ990730_13.0103.C13 
Strand 

End 7322 



9519 







uj yu / jU u . 


uiu^ . . oi 




Method 


TBLASTX: 


Maize 




Start 


5150 






End 


5686 






GI 


none 






Score 


109 






Exons 


5150. .5242, 


5152. .5244, 


5152. 


.5247, 5199. .5252, 


5355. .5474, 






5384. .5473, 


5389. .5517, 


5429. 


.5479, 5597.. 5662, 


5597. .5686, 






5598. .5672 














Seq. No. 


9020 






Seq. ID 


OJ990730 


_13.0103.C13 












Strand 


- 






Start 


1539 






End 


7322 






Name 


OJ990730 13. 


0103.C13.o2 


.gp 


Method 


AAT/GAP 






Start 


5740 






End 


6068 






GI 


none 






Score 


646 






Exons 


5740. .6068 














Seq. No. 


9021 






Seq. ID 


OJ990730 


_13.0103.C14 




Gene No. 


19286 






Strand 


+ 






o Uo,!/ L. 


L648 






End 


2721 






Name 


OJ990730 13. 


0103.C14.ol 


.np 


Method 


AAT/NAP 






Start 


1648 






End 


2721 






GI 


6714413 






Score 


236 






Exons. . 


1648. .1825, 


2374. .2483, 


2605. 


.2721 








GI Descrip. 


(AC012328) unknown protein [Arabidopsis thaliana] 


: sF 


Seiq. No. 


9021 






Seq. ID 


OJ990730 


_13.0103-C14 


: C7 


Gene No . 


19286 






Strand 


+ 




. ; 1 


Start 


1648 






End 


2721 




•i t 


Name 


OJ990730 13. 


0103.C14.ol 


.gs 


Method , 


GENSCAN 




;:l 


Start 


1678 






End 


2483 






GI 


none 






Score 


.7 




■si 


Exons 


1678. .1825, 


2374. .2483 












Seq. No. 


9022 






Seq. ID 


OJ990730 


_13.0103.C16 




Gene No. 


19287 






Strand 


■+ 




:! 


Start 


4160 






End 


8873 




M 


Name 


OJ990730 13. 


0103.C16.ol 


.np 


Method 


AAT/NAP 






Start 


4160 






End 


8873 






GI 


2982431 






Score 


1896 




=? 


Exons 


4160. .6805, 


8843. .8873 












GI Descrip. 


{AL022224) leucine rich 


repeat-like protein [Arabidopsis 


ii 




thaliana] 














Seq. No. 


9022 






Seq. ID 


OJ990730_ 


_13.0103.C16 




Gene No. . 


1%88 






Strand 








C4- a >-+. 


12662 






End 


15594 






Name 


OJ990730 13. 


0103.C16.o2. 


.gs 


Method 


GENSCAN 






Start 


12662 




End 


15594 






GI 


none 






Score 


.79 






Exons 


12662. .12805 


, 13216. .13533, 13553 13780 , 13787 


. .13929, 






14121. .14267 


, 15552.. 15594 










Seq. No. 


9022 






Seq. ID 


OJ99p730_ 


_13.0103.C16 




Gene No. 


19289 






Strand 








Start 


16823 






End 


17167 






Name 


OJ990730 13. 


0103.C16.o3. 


,gs 


Method 


GENSCAN 






Start 


16823 




End 


17167 






GI 


none ' 






Score 


.78 





9520 



Exons 



16823. .17167 



Seq. No. 


9022 










Seq. ID OJ990730 


13.0103,C16 


Gene No . 


19290 










Strand - 






Start 


21127 










End jiUuJ 






Name 


OJ990730 13. 


UiUo . 


ClD . 04 


. tm 


Metnod TBLASTX : 


Maize 




Start 


4138 










End 4 ODD 








none 










ocore Di 






Exons 


4138. . 


4194, 


4 1 JO . 


^ "0 £r o 
. 43d^, 


4 1 . 


.43dJ, 422/. .4364, 


4228. . 


4365 


Seq. No. 


9022 










xr\ /^taaat'^a 

Seq. ID OJ990730 


13.0103.C16 


Gene No. 


19290 










Strand 






Start 


21127 










End 31003 






Name 


OJ990730 13. 


0103 . 


C16 . o2 


. tw 


Method TBLASTX: 


Wheat 




Start 


4256 










End 12037 






GI 


none 










Score 54 






Exons 


4256. . 


4315, 


4303. 


/I y| T A 




.43/2, 43/9. .4 bio , 


4432. . 


4653, 




4442.. 


4762, 


4544. 


. 4 660, 


>1 C C A 

4550 . 


. 4834 , 4 595 . .4 84 9, 


4910. . 


5062, 




4910. . 


5062, 


4940. 


. 5062 , 


C A O O 

5082 . 


CTTO CACO CyiOl 

. 5138, 5252 . .5431, 


5312. . 


5647, 




5408. . 


5719, 


5468. 


C T A 1 

. 5791 , 


C C A yl 

5504 . 


C"70C C/TA/" CAOA 

.5785, 5696.. 5929, 


5891. . 


6220, 




5972. . 


6241, 


6341. 


. 6478 , 


6482 . 


^CAO yT/lOA /"CAO 

. 6598 , 6482 . . 6598 , 


6488. . 


6583, 




11936. 


.12037 












Seq. No. 


9022 










Seq. ID OJ990730 


13.0103.C16 


Gene. No. 


19290 










Strand ' - 






Start 


21127 










End 31003 






Name 


OJ990730 13. 


0103. 


C16 . ol 


. tc 


Method TBLASTX: 


Cress 




Start 


4310 










End 28534 






GI 


none 










Score 268 






Exons 


4310. . 


4849, ■ 


4 370. 


.484 9, 


4370 . 


. 4114 , 437 9 . .484 9, 


4379. . 


4849, 




4379. . 


4849, 


4379. 


.4840, 


4379 . 


. 4 645, 4418.. 5062 , 


4474 . . 


4572, 




4484. . 


4690, 


4550. 


. 4726, 


4 687 . 


A Q A O A ^ d 1 CACC 

.4848, 4687.. 5055, 


4801. . 


5061, 




4825. . 


4995, 


4882. 


. 5061, 


/I A A A 

4 909 . 


CA/~T >1ATA CA/"0 

.5061, 4910.. 5062, 


4910. . 


5062, 




4910. . 


5062, 


4910. 


C A T y) 

. 5074 , 


4 955 . 


CATT COAT COTC 

.5071, 5201. .5875, 


5210. . 


5392, 




5216. . 


5518, 


5231. 


. 5674 , 


5231 . 


C^CA COXA CA/IT 

.5659, 5249. .5947, 


5252. . 


5752, 




5252. . 


6019, 


5255. 


. 5611, 


5261 . 


COA^ CA01 C A' Ci A 

.5806, 5281. .5484, 


5290. . 


5661, 




5327. . 


6235, 


5327. 


.5890, 


5329. 


.5661, 5396.. 5893, 


5563. . 


5673, 




5780. . 


5857, 


5794. 


.6165, 


5876. 


.6160, 5882.. 6241, 


5894. . 


6235, 




5897. . 


6235, 


5897. 


.6235, 


5900. 


.6241, 5909.. 6241, 


5909. . 


6235, 




5981. . 


6241, 


6041. 


.6241, 


6302. 


.6505, 6302.. 6478, 


6302. . 


6487, 




6302. . 


6478, 


6302. 


.6478, 


6302. 


.6487, 6332. .6487, 


6341. . 


6481, 




6467. . 


6601, 


6482. 


.6598, 


6485. 


.6601, 6488.. 6598, 


6488. . 


6679, 




6488. . 


6601, 


6488. 


.6598, 


6488. 


.6598, 6488. .6598, 


6491. . 


6598, 




22841. 


.23176 


, 22851. .23171, 24154 .. 24297, 24328 


. .24447 


/ 




28394. 


.28534 


, 28415. .28534, 28418 .. 28534 , 28421 


. .28534 


f 




28424. 


.28534 


, 28430.. 28534, 28430.. 28528 






Seq. No. 


9022 










Seq. ID OJ990730 


13.0103.C16 


Gene No. 


19290 










Strand 






orart 


21127 










End 31003 






Name 


OJ990730 13. 


0103. 


C16.01 


.ts 


Method TBLASTX : Soybean 


Start 


4367 










End 28570 






GI 


none 










Score 172 






Exons 


4367. . 


4780, 


4370. 


.4804, 


4379. 


.4849, 4400. .4849, 


4406. . 


4849, 




4451. . 


4849, 


4465. 


.4572, 


4466. 


.4849, 4477. .4578, 


4550. . 


4921, 




4556. . 


4681, 


4628. 


.4747, 


4687. 


,4776, 4765.. 5061, 


4775. . 


4921, 




4910. . 


5062, 


4910. 


.5140, 


4910. 


.5062, 4910.. 5062, 


4910. . 


5053, 



9521 



4910. . 
5201. . 
5252. , 
5290. , 
5393. , 
5729. , 
5900. , 
6302. , 
6302. . 
6476. . 
6488. , 
23067. 
28412, 



5062, 

5242, 

5521, 

5517, 

5809, 

5836, 

6235, 

6469, 

6466, 

6670, 

6598, 

.23168 

.28525 



4910.. 5062, 4910.. 5062 
5209.. 5523, 5249.. 5869 
5255.. 5662, 5279.. 5869 
5416, 5327.. 5737 
5875, 5471.. 5875 
6241, 5894.. 6235 
5924.. 6235, 5942.. 6073 
6302. .6487, 6302. .6487 
6302.. 6421, 6332.. 6487 
6482.. 6685, 6485.. 6598 
22850. .22996, 22854. .2 
, 24154. .24303, 24328. 
28415. .28534, 28430. 



5297 
5417 
5891 



4910 
5249 
5279 
5351. . 
5489. . 
5900. . 
5996. . 
, 6302.. 
, 6356.. 
, 6485.. 
2961, 22 
.24408, 
.28570 



5062, 

5740, 

5695, 

5890, 

5896, 

6235, 

6241, 

6670, 

6487, 

6601, 

997. .2 

28403. 



4946. . 
5252. . 
5281. . 
5369. . 
5507. . 
5900. . 
6302. . 
6302. . 
6374. . 
6488. . 
3167, 
.28534 



5062, 
5590, 
5445, 
5488, 
5857, 
6235, 
6490, 
6463, 
6598, 
6598, 



Seq. No. 9022 

Gene No. 19290 

Start 21127 

Name OJ990730_13 . 0103 , 

Start 4379 

GI none 

Exons 4379.. 4489, 4400. 

4640.. 4849, 4840. 

5246.-5473, 5256. 

5327.. 5497, 5366. 

5525. .5803, 5555. 

5939. .6232, 5972. 

6197. .6379, 6314. 

28419. .28538 



Seq. ID OJ990730_13.0103.C16 
Strand 

End 31003 
C16.o2.tm Method TBLASTX: Maize 

End 28538 

Score 66 
.4645, 4424. .4612, 4550. .4678, 4568. .4840, 
.4995, 4910. .5062, 4910. .5062, 5201. .5425, 
.5423, 5264. .5446, 5290. .5442, 5318. .5620, 
.5689, 5381. .5689, 5453. .5731, 5495. .5641, 
.5713, 5585. .5860, 5597. .6070, 5639. .5788, 
.6145, 6026. .6235, 6053. .6217, 6056. .6217, 
.6481, 6491. .6601, 6494. .6577, 6508. .6582, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9022 

19290 

21127 

OJ990730_13.0103.C16.o3.tm 

13474 

none 



Seq. ID OJ990730_13.0103.C16 



Strand 
End 

Method 

End 

Score 



31003 

TBLASTX: Maize 

13658 

115 



13474. .13542, 13475 .. 13540, 13538 .. 13657 , 13551.. 13658 



9022 

19290 

21127 

OJ990730_13.0103.C16.o4.gs 

21127 

none 



Seq. ID OJ990730_13.0103.C16 
Strand 

End 31003 

Method GENSCAN 

End 31003 

Score .71 



21127. .21296, 21624 .. 21676, 22011 .. 22336, 22799 22968 , 

22990. .23190, 24156 .. 24488, 25158 .. 25208 , 26752 .. 2684 3, 

28395. .28538, 29774 .. 29845, 29977 .. 30142 , 30408 .. 30626, 
30943. .31003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9022 Seq. ID 

19290 Strand 

21127 End 

OJ990730_13.0103.Cl"6.o2.np Method 

22010 End 

2462749 Score 



OJ990730_13.0103.C16 

31003 
AAT/NAP 
30555 
1104 



22010. .22336, 22799 .. 23190, 24156 .. 24488, 27 123 .. 27270, 
27453. .27552, 27839 .. 27910, 28395 .. 28538 , 2 9977 30029, 
30063. .30164, 30472.. 30555 



9522 



GI Descrip. {AC002292) Putative Serine/Threonine protein kinase [Arabidopsis 
thaliana] 





Seq. No. 


9022 


Seq. ID 


OJ990730_13.0103.C16 




Gene No. 


19290 


Strand 






Start 


21127 


End 


31003 




Name 


OJ990730 13.0103.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


22838 


End 


24486 




GI 


none 


Score 


104 




Exons 


22838. .23197, 22857 22973, 


23064. .23174, 24 157 .. 24486, 






24167. .24475 








Seq. No. 


9022 


Seq. ID 


OJ990730_13.0103.C16 




Gene No. 


19290 


Strand 






Start 


21127 


End 


31003 




Name 


OJ990730 13.0103.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


22838 


End 


23186 




GI 


none 


Score 


61 




Exons 


22838. .23182, 22857 22982, 


23052. .23186 




Seq. No. 


9023 


Seq. ID 


OJ990730_13.0103.C17.^. 




Gene No. 


19291 


Strand 






Start 


1693 


End 


3072 




Name 


OJ990730 13.0103.C17.ol.gp 


Method 


AAT/GAP 




Start 


1290 


End 


1805 




GI 


..2.115 1.R1684 


Score 


1008 




Exons 


1290. .1805 






fii • 


•^GI Descrip. 


M138581/emb|CAA67107 1 l.Oe- 


31 (X98474) 


mitochondrial energy 


Q 




transfer protein [Solanum tuberosum] ' 






Seq. No. 


9023 


Seq. ID 


OJ990730_13.0103.C17 




Gene No. 


19291 


Strand 




rii 


Start 


1693 


End 


3072 




Name 


OJ990730 13.0103.C17.ol.gs 


Method 


GENSCAN 




Start 


1693 


End 


3066 


•sal 


GI 


none 


Score 


.88 




Exons 


1693. .1809, 2121. .2217, 2298 


..2470, 2986. .3066 


i"" 

i 


Seq. No. 


9023 


Seq. ID 


OJ990730_13.0103.C17 




Gene No. 


19291 


Strand 






Start 


1693 


End 


3072 


Q 


Name 


OJ990730 13.0103.C17.ol.np 


Method 


AAT/NAP 




Start 


1711 


End 


2483 




GI 


114009 


Score 


149 




Exons 


1711. .1809, 2121. .2217, 2298 


. .2483 






GI Descrip. 


APAG PROTEIN gi | 72 927 | pir M BVECAG apaG protein - Escherichia 



coli gi|40918|emb|CAA28418| (X04711) URF (apaG). (AA 1-375) 
[Escherichia coli] gi | 216475 | dbj | BAA01326 | {D10483) apaG protein 
[Escherichia coli] gi 11786235 (AE000115) orf, hypothetical 
protein [Escherichia coli] 



Seq. No. 9023 Seq. ID 

Gene No. 19291 Strand 

Start 1693 End 

Name OJ990730_13 . 0103 . C17 . ol . tm Method 

Start 2134 End 

GI none Score 



OJ990730_13.0103.C17 
3072 

TBLASTX: Maize 

3072 

145 



9523 






Exons 


2134.. 2217, 2134.. 2202, 2136. 


.2216, 2145.. 2255, 2282. .2470, 






2283.. 2441, 2290.. 2475, 2292. 


.2471, 2297.. 2485, 2986.. 3072, 






2987. .3067 








Seq. No. 


9023 


Seq. ID 


OJ990730_13.0103.C17 




Gene No. 


19291 


Strand 






Start 


1693 


End 


3072 




Name 


OJ990730 13.0103.C17.o2.gp 


Method 


AAT/GAP 




Start 


2196 


End 


3071 




GI 


8799 1.R1084 


Score 


482 




Exons 


2196.. 2217, 2298.. 2470, 2986. 


.3071 






GT Descrin 


•114009/sp|P05636|APAG ECOLI 


5.0e-10 APAG PROTEIN 






>gi 72927 pir BVECAG apaG protein - Escherichia coli 






>gi 40918 emb CAA28418 (X04711). URF ( 


apaG) (AA 1-375) 






[Escherichia coli] >gi 216475 


dbj BAA01326 (D10483) apaG 






protein [Escherichia coli] >gi 1786235 


(AE000115) orf. 






hypothetical protein [Escherichia coli] * 




Seq. No. 




Seq. ID 


OJ990730_13.0103.C17 




Gene No. 


1 Q9Q1 


Strand 








1693 


End 


3072 




Name 


OJ990730 13.0103.C17.ol.ts 


Method 


TBLASTX : Soybean . 




Start 


2300 


End 


3072 




E GI 


none 


Score 


98 


a 


Exons 


2300.. 2461, 2300.. 2470, 2304. 


.2471, 2304. .2477, 2308. .2472, 


: a 

:f 




2986.. 3072, 2990.. 3067 






•[ 


Seq. No. 


9024 


Seq. ID 


OJ990730 13.0103.C18 


: 




19292 


Strand 


+ 




Start 


252 


End 


575 


L 


Name 


OJ990730 13.0103.C18.ol.gs 


Method 


GENSCAN 


= 


Start 


252 


End 


575 


L; 


GI 


none 


Score 


.98 




Exons 


252. .575 








Seq. No. 


9024 


Seq. ID 


OJ990730_13.0103,C18 


k\ 


Gene No. 


19293 


Strand 






Start 


1 


End 


686 




Name 


OJ990730 13.0103.C18.ol.gp ' 


Method 


AAT/GAP 


3i 


Start 


1 


End 


• 686 




GI 


8799 1.R1084 


Score 


1136 


cf 


Exons 


1..110, 215. .686 








GT Descrin 


'114009/sp|P05636|APAG ECOLI 


5.0e-10 APAG PROTEIN 






>gi 72927 pir BVECAG apaG protein - Escherichia coli 






>gi 40918 emb CAA28418 (X04711) URF { 


apaG) (AA 1-375) 






[Escherichia coli] >gi 216475 


dbj BAA01326 {D10483) apaG 






protein [Escherichia coli] >gi 1786235 


(AE000115) orf. 






hypothetical protein [Escherichia coli 


] ' 




Seq. No. 


9024 


Seq. ID 


OJ990730_13.0103.C18 




Gene No. 


19294 


Strand 






Start 


2725 


End 


3076 




Name ' 


OJ990730 13.0103.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


278 




GI 


none 


Score 


101 




Exons 


1..111, 3. .116, 3. .113, 198.. 


278, 213. 


.260, 215. .277 



9524 



9 • 



Seq. No. 


9024 




Seq. ID 


OJ990730_13.0103.C18 












Start 


2725 




End 


3076 


Name 


OJ990730 13. 


,0103.C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3 




End 


281 


GI 


none 




Score 


62 


Exons 


3. .113, 198. 


.281, 215. .280 






Seq. No. 


9024 




Seq. ID 


OJ990730_13.0103.C18 




X -? ^ ^ 4 




Qi- -y-a nH 




Start 


2725 




End 


3076 


Name 


OJ990730 13. 


0103.C18.o2.gs 


Method 


GENSCAN 


Start 


2725 




End 


3076 


GI 


none 




Score 


.65 


Exons 


2725. .2795, 


3067. .3076 






Seq. No. 


9025 




Seq. ID 


OJ990730_13.0103.C19 


Gene No. 


19295 




Strand 




Start 


527 




End 


5421 


Name 


OJ990730 13. 


0103.C19.ol.np 


Method 


AAT/NAP 


Start 


527 




End 


SI ft 1 


GI 


1778147 




Score 


861 


Exons 


527. .691, 1036. .1216, 1331.. 


1453, 3702 


..3854, 3961. .4046, 




4189. .4273, 


4412. .4531, 4607 


..4675, 48 


92. .5021, 5108. .5181 


GI Descrip. 


(U66403) phosphate/phosphoenolpyruvate 


translocator precursor 




[Zea mays] 








Seq. No. 


9025 




Seq. ID 


OJ990730_13.0103.C19 




19295 




Strand 


J. 


Start 


527 




End 


5421 


Name 


OJ990730 13. 


0103.C19.o2.gs 


Method 


GENSCAN 


Start 


3738 




End 


5047 


GI 


none 




Score 


.61 


Exons 


3738. .3854, 


4412. .4531, 4892 


. .5047 




Seq. No. 


9025 




Seq, ID 


OJ990730_13.0103.C19 


Gene No. 


19295 




Strand 


+ 


Start 


527 




End 


5421 


Name 


OJ990730 13. 


0103.C19.ol.gp 


Method 


AAT/GAP 


Start 


4215 




End 


5421 


GI 


11092 1.R108 


4 


Score 


1253 


Exons 


4215. .4273, 


4412. .4531, 4607 


..4675, 48 


92. .5021, 5108. .5421 


GI Descrip. 


M176420/dbj 


IBAA37167I 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis 


thaliana] ' 






Seq. No. 


9025 




Seq. ID 


OJ990730_13."0103.C19 




19296 




Strand 




Start 


581 




End 


1321 


Name 


OJ990730 13. 


0103. 019. ol.gs 


Method 


GENSCAN 


Start 


581 




End 


1321 


GI 


none 




Score 


.99 


Exons 


581. .1321 








Seq. No. 


9025 




Seq. ID 


OJ990730_13.0103.C19 


Gene No. 


19297 




Strand 




Start 


6530 




End 


9882 


Name 


OJ990730 13. 


0103.C19.o2.tc 


Method 


TBLASTX: Cress 



9525 








J. X <J \J 










RnH SI ft n 






GI 


none 










Score 96 






Exons 


1136. 


.1309, 


1316. 


.1456, 


1327. 


.1434, 3699. .3854, 


3704. .3853, 






3711. 


.3863, 


3958. 


.4077, 


3963. 


.4061, 4184. .4273, 


4192. .4275, 






4355. 


.4528, 


4411. 


.4518, 


4607. 


.4678, 4886. .5023, 


4888. .5031, 






5103. 


.5180, 


5107. 


.5148 










Seq. No. 


9025 










Seq. ID OJ990730 


_13.0103.C19 




Gene No. 


19297 










Strand 






Start 


6530 










End 9882 






Name 


OJ990730 13 


.0103. 


C19.02 


.tm 


Method TBLASTX: 


Maize 






1136 










FnH Rlftn 

HjilLI U XO \J 






GI 


none 










Score 91 






Exons 


1136. 


.1240, 


1316. 


.1456, 


3683. 


.3856, 3699. .3875, 


3720. .3884, 






3958. 


.4050, 


3963. 


.4046, 


3994. 


.4047, 4184. .4273, 


4192. .4287, 






4195. 


.4326, 


4409. 


.4528, 


4432. 


.4524, 4592.. 4678, 


4886. .5023, 






4888. 


.5031, 


5106. 


.5180, 


5107. 


.5148 






Seq. No. 


9025 










Seq. ID OJ990730 


_13.0103.C19 




Gene No. 


19297 










Strand 






q-|- -,^4- 

O O Cti. c 


6530 










FnH Qftfl9 






Name 


OJ990730 13 


.0103. 


C19.04 


.ts 


Method TBLASTX: 


Soybean 




Start 


3698 










End 4287 






GI 


none 










Score 174 






Exons 


3698. 


.3865, 


3699. 


.3875, 


3699. 


.3884, 3945. .4046, 


3958. .4077, 


Q 

m 




3985. 


.4047, 


4184. 


.4273, 


4184. 


.4273, 4189. .4287 




rif 


Seq. No. 


9025 










Seq. ID OJ990730 


_13.0103.ei9 




Gene No. 


19297 










Strand 




's 0? 


Start 


6530 










End 9882 




Ui 

, *i 




OJ990730 13 










Q \ r)r\ o a 

otjyijcciri 




Start 


6518 










End 7764 




rlj 

: of 


GI 


none 










Score 57 




I: 


Exons 


6518. 


.6619, 


6530. 


.6856, 


6531. 


.6647, 6674. .6808, 


6711. .6845, 


'). -t 




6857. 


.6967, 


6879. 


.6968, 


7049. 


.7447, 7050. .7448, 


7445. .7618, 


's s: 

"'. I 
"'l 




7446. 


.7490, 


7621. 


.7764, 


7625. 


.7759 






Seq. No. 


9025 










Seq. ID OJ990730 


_13.0103.C19 


. *i 


Gene No. 


19297 










Strand 






Start 


6530 










End 9882 




ri 


Name 


OJ990730 13 


.0103. 


C19.01 


.tm 


Method TBLASTX: 


Maize 




Start 


6527 










End 8984 








none 










Ot-vJI.c xOH 






Exons ' 


6527.' 


.6808, 


6530. 


.6856, 


6711. 


.6845, 6857.*. 6967, 


6858. .6968, 






7049. 


.7447, 


-7050. 


.7448, 


7451. 


.7519, 7451. .7618, 


7621. .7971, 






7625. 


.7969, 


8035. 


.8328, 


8036. 


.8257, 8334. .8393, 


8338. .8409, 






8343. 


.8408, 


8410. 


.8652, 


8411. 


.8653, 8679. .8984, 


8770. .8931, 






8898. 


.8978 














Seq. No. 


9025 










Seq. ID OJ990730 


_13.0103.C19 




Gene No. 


19297 










Strand 






Start 


6530 










End 9882 






Name 


OJ990730 13 


.0103. 


C19.01 


.tc 


Method TBLASTX:! 


Cress 




Start 


6530 










End 8978 






GI 


none 










Score 149 






Exons 


6530. 


.6865, 


6531. 


.6647, 


6711. 


.6845, 6857. .6967, 


6867. .6968, 






7037. 


.7099, 


7047. 


.7097, 


7049. 


.7447, 7050. .7448, 


7448. .7504, 



9526 






7457. .7618, 


7624. 


.7944, 


7625. 


.7945, 7946.. 7969, 8035.. 8334, 




8036. .8254, 


8320. 


.8409, 


8343. 


.8408, 8413. .8652, 8414. .8653, 




8679. .8978, 


8770. 


.8922 








Seq. No. 


9025 








Seq. ID 


OJ990730_13.0103.C19 




1 Q9Q7 








Strand 




Start ' 


6530 








End 


9882 


Name 


OJ990730 13, 


.0103. 


C19.03, 


.gs 


Method 


GENSCAN 


Start 


6530 








End 


8975 


GI 


none 








Score 


.77 


Exons 


6530. .6966, 


7048. 


.7574, 


7580. 


.8640, 8709.. 8975 


Seq. No. 


9025 








Seq. ID 


OJ990730_13.0103.C19 


Gene No. 


19297 








Strand 




Start 


6530 








End 


9882 


Name 


OJ990730 13, 


.0103. 


C19.01. 


.tw 


Method 


TBLASTX: Wheat 


Start 


6533 








End 


7133 


GI 


none 








Score 


95 


Exons 


6533. .6967, 


6534. 


.6650, 


6674. 


.6808, 6711. .6968, 7049. .7120, 



7050. .7133 



U 
rfi 



Seq. No. . 9025 Seq. ID OJ990730_13 . 0103 . C19 

Gene No. 19297 Strand 

Start 6530 End 9882 

Name OJ990730_13 . 0103 . C19 . o2 . np Method AAT/NAP 

Start 6533 -V End 9882 

GI 2499709 Score 3277 

Exons- 6533. .6966, 7048. .9017, 9809. .9882 

GI Descrip. PHOSPHOLIPASE D 1 PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
gi|1020415|dbj IBAA11136I (D73411) phospholipase D [Oryza sativa] 
gi|1902903|dbj IBAA194 67I (AB001920) phospholipase D [Oryza 
sativa] 



Seq. No. 9025 Seq. ID 

Gene No. 19297 Strand 

Start 6530 End 

Name OJ990730_13 . 0103 . C19. o4 . tw Method 

Start 7136 End 

GI none Score 

Exons 7136.. 7309, 7137.. 7310 



OJ990730_13.0103.C19 
9882 

TBLASTX: Wheat 

7310 

164 



Seq. No." 9025.. Seq. ID OJ990730_13 . 0103 . C19 

Gene No. 19297 Strand 

Start 6530 End 9882 

Name OJ990730_13 . 0103 . C19 . o2 . gp Method AAT/GAP 

Start 7194 End 7651 

GI 43947_1.R1084 Score 866 

Exons 7194.. 7651 

GI Descrip. ' 24 99709/sp | Q43007 | PLD1_0RYSA 6.0e-65 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] * 



Seq. No. 9025 



Seq. ID OJ990730_13.0103.C19 



9527 



cpnp No 


19297 








Strand 




Start 


6530 








End 


9882 . 


Name 


OJ990730 13 


.0103 


.C19.03 


.tw 


Method 


TBLASTX: Wheat 


Start 


7311 








End 


7546 


GI 


none 








Score 


167 


Exons 


7311. .7448, 


7313 


. .7447, 


7451. 


.7522, 7451. .7546 


Seq. No. 


9025 








Seq. ID 


OJ990730 13.0103.C19 


npnp No 


19297 








Strand 




Start 


6530 








End 


9882 


Name 


OJ990730 13 


.0103 


C19.03 


.ts 


Method 


TBLASTX : Soybean 


Start 


7765 








End 


7971 


GI 


none 








Score 


202 


Exons 


7765. .7971, 


7766 


.7969 








Seq. No. 


9025 








Seq. ID 


OJ990730_13.0103.C19 


Gene No. 


19297 








Strand 




Start 


6530 








End 


9882 


Name 


OJ990730 13 


.0103 


C19.02 


.ts 


Method 


TBLASTX: Soybean 


Start 


8035 








End 


8981 


GI 


none 








Score 


236 


Exons 


8035. .8334, 


8036 


.8257, 


8338. 


.8409, 8343.. 8408, 8410.. 86.49, 




8411. .8650, 


8679 


.8981, 


8770. 


.8931 





Seq. No. .9025 

Gene No. $92-97 

Start 6530 

Name OJ990730_13 . 0103 .C19 . o2 . tw 

Start 8239 

GI none 

Exons 8239.. 8328, 
8411. .8608 



Seq. ID 

'Strand 

End 

Method 

,Ehd 

Score 



OJ990730_13.0103.C19 
9882 

TBLASTX: Wheat 

8608 

67 



8320. .8409, 8337. .8411, 8343. .8399, 8410. .8601, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 PRECURSOR 
PHOSPHATIDYLCHOLINE-HYDROLYZING 



9025 Seq. ID OJ990730_13 . 0103 . C19 

19297 Strand 

6530 End 9882 

OJ990730_13.0103.C19.o3.gp Method AAT/GAP 

8278 End 8618 

3090597 Score 544 

8278. .8618 

2499709/sp|Q43007|PLDl_ORYSA l.Oe-30 PHOSPHOLIPASE D 
(PLD 1) (CHOLINE PHOSPHATASE 1) 
PHOSPHOLIPASE D 1) >gi_10204 15_db j_BAA11136_ (D73411) 
phospholipase D [Oryza sativa] >gi_1902903_dbj_BAA194 67_ 
{AB001920) phospholipase D [Oryza sativa] 

9025 Seq. ID OJ990730_13 . 0103 . C19 

19297 Strand 

6530 ' End 9882 

OJ990730_13.0103.C19.o4.gp Method AAT/GAP 

8660 End 8980 

uC-osflM202062dl0bl Score 593 

8660. .8980 

'2499709/sp|Q43007|PLDl_ORYSA l.Oe-49 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZ'ING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 



9528 



sativai' >gi_1902903_dbj_BAA19467_ (AB001920) phospholipase D 
[Oryza sativa] ' 



Seq. No. 9026 Seq. ID 

Gene No. 19298 Strand 

Start 2714 End 

Name OJ990730__13 . 0103 . C20 . o2 . gs Method 

Start 2714 End 

GI none Score 

Exons 2714.. 2809, 2903.. 3340 



OJ990730_13.0103,C20 
+ 

4920 
GENSCAN 
3340 
.97 



Seq. No. 9026 Seq. ID 

Gene No. 19298 Strand 

Start 2714 End 

Name OJ990730_13 . 0103 . C20 . o2 . np Method 

Start 2774 End 

GI 3241945 Score 

Exons 2774. .3337, 4873.. 4920 

GI Descrip. (AC004625) unknown protein [Arabidopsis thaliana] 



OJ990730_13.0103.C20 
+ 

4920 
AAT/NAP 
4920 
203 



Seq. No. 9026 Seq. ID 

Gene No. 19299 Strand 

Start 5621 ' End 

Name OJ990730_13 . 0103 . C20 . o3 . np Method 

Start 5621 End 

GI 4138581 Score 

Exons 5621.. 5679, 7094.. 7541, 9068.. 9229, 9333.. 9803 

GI Descrip. (X98474) mitochondrial energy transfer protein 
tuberosum] 



OJ990730_13.0103.C20 
+ 

10157 
AAT/NAP 
9803 
1113 



[Solanum 



Seq. No. 


9026 






Seq. ID 


OJ990730 13.0103.C20 


Gene No. 


19299 






Strand 


+ 


Start 


5621 






End 


10157 


Name 


OJ990730 13 


.0103.C20.o4, 


gs 


Method 


GENSCAN 


Start 


8227 




End 


9803 


GI 


none 






Score 


.94 


Exons 


8227. .8274, 


9068. ,9229, 


9333. 


.9803 




Seq. No. 


9026 






Seq. ID 


OJ990730 13.0103.C20 


Gene No. 


19299 






Strand 


+ 


Start 


5621 






End 


10157 


Name 


OJ990730 13 


.0103.C20,o2. 


gp 


Method 


AAT/GAP 


Start 


9518 






End 


10157 


GI - 


3764119 






Score 


1180 


Exons 


9518. .10157 










GI Descrip. 


4138581/emb 


ICAA67107I 1. 


Oe-31 


(X98474) 


mitochondrial energy 



transfer protein [Solanum tuberosum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9026 Seq, ID OJ990730_13 , 0103 . C20 

19300 Strand 

1 End 154 

OJ990730__13 , 0103 . C20 , ol . gp Method AAT/GAP 

1 ' End 154 

uC-osflM202062dl0bl Score 283 

1..154 

'2499709/sp|Q43007 I PLD1_0RYSA l,0e-49 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 



9529 



(PH0SPHATIDYLCH0LINE-HYDR0LY2ING PHOSPHOLIPASE D 1) 
>gi_1020415_cibj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_cibj_BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990730_13.0103.C20 
Strand 

End 154 

Method AAT/NAP 

End 103 

■Score 111 



9026 
19300 
1 

OJ990730_13.0103.C20.ol.np 

1 . 

2499708 
1. .103 

PHOSPHOLIPASE D PRECURSOR (PLD) (CHOLINE PHOSPHATASE) 

(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D) 

gi I 1020409|dbj IBAA11135I (D73410) phospholipase D [Zea mays] 



9026 
19301 
300 

OJ990730_13.0103.C20.ol.gs 
300 
none 

300.. 429, 675. .808/ 1146. .1512 

9026 
19302 
7035 

OJ990730_13.0103.C20.o2.tm 
2902 
none 



Seq. ID OJ990730_13.0103.C20 
Strand 

End 1512 

Method GENSCAN 

End 1512 

Score . 8 



Seq. ID OJ990730_13.0103.C20 
Strand 

End 9806 

Method TBLASTX: Maize 

End 3205 

Score 157 



2902. .3036, 2903. ,3037, 3067. .3126, 3071. .3154, 3154. .3192, 
3158. .3205 



Seq. No. 9026 

Gene No. 19302 

Start 7035 

Name OJ990730_13 . 0103 .C20 . o2 . tc 

Start 2930 

GI none 

Exons 2930.. 3043, 3056.. 3187 



Seq. ID OJ990730_13.0103.C20 
Strand 

End 9806 

Method TBLASTX : Cress 

End 3187 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9026 

19302 

7035 

OJ990730_13.0103.C20.o2.ts 

2930 

none 



Seq. ID OJ990730_13.0103.C20 
Strand 

End , 9806 ■ 

Method TBLASTX: Soybean 

End 3304 

Score 120 



2930. .3058, 2938. .3012, 3058. .3183, 3059. .3187, 3212. .3304 



9026 

19302 

7035 

OJ990730_13.0103.C20.o3.gs 

7035 

none 

7035.. 7250, 7329.-7565 



Seq. ID OJ990730_13.0103.C20 
Strand 

End 9806 

Method GENSCAN 

End 7565 

Score .96 



9530 



} Bf 



Sis? 



Seq. No. 


9026 








Seq. ID 


OJ990730 


_13.0103.C20 


Gene No. 


19302 








Strand 






Start 


7035 








.End 


9806 








X W -J • 


\j . \j d. 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


7296 








End 


9803 




GI 


none 








Score 


342 




Exons 


7296. .7541, 


7307. 


.7561, 


7314. 


.7544, 7326. .7430, 


7343. .7429, 




9062. .9229, 


9067. 


.9225, 


9327. 


.9800, 9342.. 9449, 


9345. .9482, 




9347. .9643, 


9498. 


.9803, 


9630. 


.9776 






Seq. No. 


9026 








Seq. ID 


OJ990730 


_13.0103.C20 




19302 

J. ^ J yj ^ 








Strand 






Start 


7035 








End 


9806 




Name 


OJ990730 13. 


0103. 


C20.O1 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7326 








End 


9800 




GI 


none 








Score 


80 




Exons 


7326. .7424, 


9333. 


.9482, 


9510. 


.9800, 9512.. 9643 




Seq. No. 


9026 








Seq, ID 


OJ990730 


_13.0103.C20 


Gene No. 


19302 








Strand . 








/ V J -J 








End 


9806 




Name 


OJ99073'0 13. 


0103. 


C20.O1 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


7338 








End 


9806 




GI 


none 








Score 


68 




Exons 


7338. .7424, 


9149. 


.9274, 


9326. 


.9628, 9327.. 9632, 


9342. .9482, 




9627. .9776, 


9636. 


.9806, 


9710. 


.9799 






Seq. No. 


9026 








Seq. ID 


OJ990730 


_13.0103.C20 


Gene No. 


19302 








Strand 






Cf a rt 

O L. d JL L. 


/ V J J 








End 


9806 




Name 


OJ990730 13. 


0103. 


C20.O1 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


7343 








End 


9801 




GI 


none 








Score 


64 




Exons 


7343. .7429, 


7347. 


.7430, 


9333. 


.9482, 9509. .9643, 


9510. .9800, 




9586. .9801, 


9710. 


.9799 










Seq.. No. 


9027 








Seq. ID 


OJ990730 


_13.0103.C21 


Gene No. 


19303 








Strand 


+ 




'^t art 










End 


5740 




Name 


OJ990730 13. 


0103. 


C21.01 


. gs 


Method 


GENSCAN 




Start 


3589 








End 


5740 




GI 


none 








Score 


.87 




Exons 


3589. .3749, 


4475. 


.4525, 


4818. 


.5025, 5153.. 5244, 


5288. .5357, 




5453. .5740 














Seq. No. 


9027 








Seq. ID 


OJ990730 


_13.0103.C21 


Gene No. 


19304 








Strand 






Start 


6371 








End 


7167 




Name 


OJ990730 13. 


0103. 


C21.01 


.np 


Method 


AAT/NAP 




Start 


6371 








End 


7167 




GI 


4680183 








Score 


175 




Exons 


6371. .6460, 


7065. 


.7167 










GI' Descrip. 


{AF111709y gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


9027 








Seq. ID 


OJ990730 


_13.0103.C21 


Gene No. 


19305 








Strand 






Start, 


12428 








End 


14529 





9531 



Name 


OJ990730 13.0103.C21.o3.gs 


Method 


GENSCAN 


Start 


12428 


End 


14529 


GI 


none 


Score 


.64 


Exons 


12428. .13015, 13026. .13204, 13296 .. 13413, 14064 




14399. .14529 






Seq. No. 


9028 


Seq. ID 


OJ990730 




19306 


Strand 


+ 


Start 


1364 


End 


2562 


Name 


OJ990730 13.0103.C22.ol.gs 


Method 


GENSCAN 


Start 


1364 


End 


2562 


GI 


none 


Score 


» DD 


Exons 


1364.. 1723, 2247.. 2341, 2385. 


.2562 




Seq. No. 


9028 


Seq. ID 


OJ990730 




19307 


Strand 


+ 


Start 


8605 


End 


10364 


Name 


OJ990730 13.0103.C22.o4.gs 


Method 


GENSCAN 


Start 


8605 


End 


10364 


GI 


none 


Score 


.83 


Exons 


8605.. 8661, 9342.. 9495, 10087 


. .10364 




Seq. No. 


9028 


Seq. ID 


OJ990730 


^nJ Gene No. 


19308 


Strand 


+ 




11673 


End 


14644 


ifl Name 


OJ990730 13.0103.C22.o2.np 


Method 


AAT/NAP 


i^lj Start 


11673 


End 


14644 


1-^ GI 


5042463 


Score 


77 


Exons 


11673. .11694, 12910. .13097, 13671 .. 14036, 14585 


GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


Hi Seq. No. 


9028 


Seq. ID 


OJ990730 




19309 


Strand 




start 


3649 


End 


15973 


Name 


OJ990730 13.0103.C22,o2.gs 


Method 


GENSCAN 


start 


3649 


End 


6206 


M= GI 


none 


Score 


.84 


i/j Exons 


3649. .3720, 4603. .4648, 5529. 


.5646, 6191. .6206 


'',11 Seq. No. 


9028 


Seq. ID 


OJ990730 


Gene No. 


19309 


Strand 




Start 


3649 


End 


15973 


Name 


OJ990730 13.0103.C22.ol.gp 


Method 


AAT/GAP 


Start 


5961 


End 


10456 


GI 


16688 1.R1084 


Score 


2499 


Exons 


5961.. 6778, 9724.. 9829, 10072 


. .10456 





13.0103.C22 



,14644 



GI Descrip. ' 5902371/gb | AAD55473 . 1 | AC009322_13 6.0e-57 {AC009322) 
Hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 9028 Seq. ID 

Gene No. 19309 Strand 

Start 364 9- End 

Name OJ990730_13 . 0103 . C22 . o3 . gs Method 

Start 6377 End 

GI none Score 

Exons ^ 6377.. 6769 



OJ990730_13.0103.C22 

15973 
GENSCAN 
6769 
.92 



9532 




Seq. No. 


ri r\ o o 

9028 




Seq. ID 


OJ990730 13.0103.C22 


Gene No. 


T A A 

19309 




Strand 




Start 


3649 




End 


15973 


Name 


OJ990730_13 


.0103.C22,ol 


. np Method 


AAT/NAP 


Start 


^ C O *7 




End 


10357 


GI 


C A A O O T 1 

5902371 




Score 


457 


Exons 


6537 . . bllS, 


AlOvl AOOA 

9724 . . 9829, 


10072. .10357 




GI Descrip. 


(ACU09322 ) 


Hypotnetical 


protein [Arabidopsis thaliana] 


Seq. No. 


A A O O 

9028 




Seq. ID 


OJ990730_13.0103.C22 


bene jno . 




t... 


Strand 




Start 


3649 




End 


15973 


Name 


OJ990730 13 


.0103.C22.ol 


ts Method 


TBLASTX : Soybean 


Start 


6588 




End 


10178 


GI 


none 




Score 


104 


Exons 


6588. .6713, 


6614. .6781, 


6626. .6808, 9683. .9802, 9724.. 9828, 



10071. .10178, 10072.. 10173 



IT! 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9028 

19309 

3649 

OJ990730_13.0103.C22.oi .tc 

6591 

none 



Seq. ID OJ990730_13.0103.C22 
Strand 

End 15973 

Method TBLASTX : Cress 

End 10223 

Score 185 

6591.. 6785, 6614.. 6781', 9724.. 9828, 9725.. 9793, 1007 1 10223, 
10075.. 10191 



9028 

19309 

3649 

OJ990730_13.0103.C22.ol.tm 

6608 

none 



Seq. ID OJ990730_13.0103.C22 
Strand 

End 15973 
Method TBLASTX : Mai ze 
End 10211 
Score 254 

6608.. 6781, 6609.. 6785, 9724.. 9771, 9725.. 9772, 9769; .9828, 
9772. .9831, 10071 1018 1 , 10071 .. 10211, 10075. .10203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9028 

19309 

3649 

OJ990730_13.0103.C22.o3.np 

10317 

4680203 



Seq. ID OJ990730_13.0103.C22 
Strand 

End 15973 

Method AAT/NAP 

End 15730 

Score 60 



10317. .10349, 14339. .14398, 15380 15489, 15563. .15730 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 9028 Seq. ID 

Gene No. 19309 Strand 

Start 364 9 End 

Name OJ990730_13 . 0103 . C22 . o6 . gs Method 

Start 14544 End 

GI none Score 
Exons 



OJ990730_13.0103.C22 

15973 
GENSCAN 
15973 
.6 



14544. .14714, 15232 .. 154 89, 15563.. 15973 



Seq. No. 9029 

Gene No. 19310 

Start 1 

Name OJ990920_10 . 0110 . CI . ol . np 



Seq. ID OJ990920_10.011Q.C1 

Strand + 

End 599 

Method AAT/NAP 



9533 




start 


1 


End 


599 


GI 


2792214 


Score 


221 


Exons 


1..110, 294. .599 






GI Descrip. 


(AF032685) NBS-LRR type resistance protein [Hordeum vulgar< 


Seq. No. 


9030 


Seq. ID 


OJ990920_10.0110.C3 


Gene No. 


19311 


Strand 


+ 


Start 


1 


End 


267 


Name 


OJ990920 10.0110.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


267 


GI 


3582335 


Score 


391 


Exons 


1. .267 






GI Descrip. 


{AC005496) putative thiamin 


biosynthesis protein [Arabidop; 




thaliana] 






Seq. No. 


9030 


Seq. ID 


OJ990920_10.0110.C3 


Gene No. 


19311 


Strand 


-}- 


Start 


1 


End 


267 


Name 


OJ990920 10.0110.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 - 


End 


267 


GI 


none 


Score 


406 


Exons 


1..267, 3. .266 






Seq. No. 


9030 


Seq. ID 


OJ990920_10.0110.C3 


Gene No. 


19311 


Strand 


+ 


Start 


1 


End 


267 


Name 


OJ990920 10.0110.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


267 


GI 


none 


Score 


396 


Exons 


1..267, 4. .264, 5. .265, 6.. 


266 




Seq. No. 


9030 


Seq. ID 


OJ990920 10. 0110. C3 


Gene No. 


19311 


Strand 


+ 


Start 


1 


End 


267 


Name 


OJ990920 10.0110.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


267 


GI 


none 


Score 


391 


Exons 


1. .267, 3. .266 






Seq. No. 


9031 


Seq. ID 


OJ990920_10.0110.C4 


Gene No. 


19312 


Strand 


+ 


Start 


1 


End 


709 


Name 


OJ990920 10.0110.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


703 


GI 


6911845 


Score 


352 


Exons 


1..169, 214. .703 






GI Descrip. 


{AL13864 9) sulfotransf erase- 


-like protein [Arabidopsis thalj 


Seq. No. 


9031 


Seq. ID 


OJ990920_i0.0110.C4 


Gene No. 


19312 


Strand 


+ 


Start 


1 


End 


709 


Name 


OJ990920 10.0110.C4.ol.gs 


Method 


GENSCAN 


Start 


259 


End 


709 


GI 


none 


Score 


.96 


Exons 


259. ,709 






Seq. No. 


9031 


Seq. ID 


OJ990920_10.0110.C4 



9534 



Gene No. 19313 Strand + 

Start 3934 End 5797 

Name OJ990920_10 . 0110 . C4 . o2 . np Method AAT/NAP 

Start 3044 End 4388 

GI 6630699 Score 82 
Exons 3044.. 3064, 4311.. 4388 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 Idbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


9031 


Seq. ID 


OJ990920_10.0110.C4 


Gene No.' 


19313 


Strand 


+ 


Start 


3934 


End 


5797 


Name 


OJ990920 10.0110. C4.o2.gs 


Method 


GENSCAN 


Start 


3934 


End 


5797 


GI 


none 


Score 


.56 


Exons 


3934.. 3970, 4571. .4715, 5010. 


.5125, 5262. .5517, 5746. .5797 


Seq. No. 


9031 


Seq. ID 


OJ990920_10.0110.C4 


Gene No. 


19314 


Strand 




Start 


4528 


End 


7490 


Name 


OJ990920 10.0110.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


■ 278 


End 


700 


GI 


none 


Score 


233 


Exons 


278.. 556, 433. .582, 578.. 700, 


583'. . 678 




Ccirr Mo 
o . LN vj • 




Seq. ID 


OJ990920_10.0110.C4 


Gene No. 


19314 


Strand 




Start 


4528 


End 


7490 


Name - 


OJ990920 10.0110.C4.61.tm 


Method 


TBLASTX: Maize 


Start 


344 


End 


592 


GI 


none 


Score 


189 


Exons 


344.-592, 433. .561 






Seq. No. 


9031 


Seq. ID 


OJ990920_10.0110.C4 


Gene No; 


19314 


Strand 




Start 


4528 


End 


7490 


Name 


OJ990920 10.0110.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1059 


End 


1307 


GI 


none 


Score 


66 


Exons 


1059. .1127, 1060. .1131, 1132. 


.1188, 1138. .1182, 1196. .1306 




1197. .1307 






Seq. No. 


9031 


Seq. ID 


OJ990920_10.0110.C4 


Gene No. 


19314 


Strand 




Start 


4528 


End 


7490 


Name 


OJ990920 10.0110.C4.o3.np 


Method 


AAT/NAP 


Start 


4528 


End 


6867 


GI 


5922620 


Score 


447 


Exons 


4528. .4662, 5835. .6241, 6644. 


.6867 




GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 



gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 



9031 



Seq. ID OJ990920_10.0110.C4 



9535 






± ^ J X *i 


Strand 








Start 


4528 


End 


7490 






Name 


OJ990920 10.0110.C4.o3.gs 


Method . 


GENSCAN 






Start 


6128 


End 


7490 






GI 


none 


Score 


.65 






Exons 


6128.. 6241, 6695. .6932, 7071 


..7258, 7305. .7490 






Seq. No. 


9032 


Seq. ID 




0110 


.C5 


Gene No. 


19315 


Strand 


-1- 






Start 


432 


End 


6364 






Name 


OJ990920 10.0110.C5.ol.np 


Method 


AAT /NAP 






Start 


432 


End 


6364 






GI 


4680207 


Score 


384 






Exons 


432. .532, 2581. .3397, 6318.. 


6364 








GI Descrip. 


(AF114171) disease resistance protein 


RPMl homolog 


[Sorghui 




bicolor] 










Seq. No. 


9032 


Seq. ID 


OJ990920__10. 


0110 


.C5 


Gene No. 


19316 


Strand 










4178 


End 


7798 






Name 


OJ990920 10.0110.C5.o2.np 


Method 


AAT /NAP 






Start 


4178 


End 


7798 






GI 


4467124 


Score 


133" 






Exons 


4178. .4209, 6783. .7205, 7743 


. .7798 








GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9032 


Seq. ID 


OJ990920_10. 


0110 


.C5 


^ i'^ M ^\ 

Ljene lno - 


19316 


Strand 








Start 


4178 


End 


7798 , 






Name 


OJ990920 10.0110.C5.o2.gs 


Method 


GENSCAN 






Start 


7301 


End 


7717 






GI 


none 


Score 


.79 






Exons 


7301. .7318, 7428. .7717 










Seq. No. 


9033 


■ Seq. ID 


OJ990920_10. 


0110 


-C6 


Gene No. 


19317 


Strand 


+ 








1 


End 


2085' 






Name 


OJ990920 10.0110.C6.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


2085 






GI 


6721550 


Score 


76 






Exons 


1...243, 1996. .2085 










GI Descrip. 


{AP001073) Similar to Oryza 


sativa gene for Pib (AB013448) 


Seq. No. 


9033 


Seq. ID 


OJ990920_10. 


0110 


.C6 


Vacne LNO . 


19318 


Strand 








Start 


2346 


End 


2608 






Name 


OJ990920 10.0110.C6.ol.gp 


Method 


AAT /GAP 






Start 


2346 


End 


2608 






GI 


5005063 


Score 


522 






Exons 


2346. .2608 










Seq. No. 


9034 


Seq. ID 


OJ990920_10. 


Olio 


.C7 


Gene No. 


19319 


Strand 


+ 






Start 


2828 


End 


3182 






Name 


OJ990920 10.0110.C7.o2.gs 


Method 


GENSCAN 






Start 


2828 


End 


3182 






GI 


none 


Score 


.54 







9536^^ 



Exons 



2828.. 2880, 2888.. 3182 



Seq. No. 9034 

Gene No. 19320 

Start 2006 

Name OJ990920_10 . 0110 . C7 . ol . gs 

Start 2006 

GI none 
Exons 



Seq. ID OJ990920_10.0110.C7 
Strand 

End 2601 

Method GENSCAN 

End 2601 

Score .46 



2006.. 2082, 2129.. 2391, 2402.. 2601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
■ Gene No . 

Start 

Name 
Q Start 
CI GI 
[fl Exons 

Seq. No. 

Gene No. 
Uj Start 

Name 
ril Start 
' GI 

Exons 
'■^ GI Descrip. 



9035 

19321 

1011 

OJ990920_10.0110.C8.ol.np 

1011 

6815097 



Seq. ID OJ990920_10.0110.C8 

Strand + 

End 3865 

Method AAT/NAP 

End 38 65 

Score 1660 



1011. .1879, 2385. .2995, 3110. .3865 

(AP001081) Similar to putative copia poiyprotein (AC006248) 
[Oryza sativa] 



9035 

19321 

1011 

OJ990920_10.0110.C8.ol.tc 

1095 

none 

1095. .1349 



Seq. ID OJ990920_10.0110.C8 

Strand + 

End 3865 

Method TBLASTX : Cress 

End 134 9 

Score 186 



9036 
19322 
1 

OJ990920_10.0110.C9.ol.np 
1 

6815097 
1..538, 680. .1445 

(AP001081) Similar to putative copia poiyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990920_10.0110.C9 

Strand + 

End 1445 

Method AAT/NAP 

End 1445 

Score 1496 



Seq. No. 


9036 








Seq. ID 


OJ990920_10.0110 


.C9 


Gene No. 


19322 








Strand 


+ 




Start 


1 








End 


1445 




Name 


OJ990920 10. 


0110. 


C9.01. 


gs 


Method 


GENSCAN 




Start 


171 








End 


1331 




GI • 


none 








Score 


.84 




Exons 


171.". 1331 














Seq. No. 


9036 








Seq. ID 


OJ990920_10.0110 


.C9 


Gene No. 


19323 








Strand 


+ 




Start 


6729 








End 


7492 




Name 


OJ990920 10. 


0110. 


C9.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


66 








End 


511 




GI 


5509260 








Score 


183 




Exons 


66. .404, 69. 


.272, 


431. . 


511, 


432. .503 






GI Descrip. 
















Seq. No. 


9036 








Seq. ID 


OJ990920_10.0110 


.C9 


Gene No. 


■ 19323 








Strand 


+ 





9537 




start 


6729 




End 


7492 


Name 


OJ990920 10.0110. C9.01. 


tc 


Method 


TBLASTX: Cress 


Start 


117 




End 


•380 


GI 


none 




Score 


190 


Exons 


117. .380 








Seq. No. 


9036 




Seq. ID 


OJ990920_10.0110.C9 












Start 


6729 




End 


7492 


Name 


OJ990920 10.0110.C9.ol, 


tw 


Method 


TBLASTX': Wheat 


Start 


147 




End 


497 


GI 


none 




Score 


164 


Exons 


147. .398, 149. .256, 432 


. .497 






Seq. No. 


9036 




Seq. ID 


OJ990920_10.0110.C9 




±^ o^o 




Q*t- va nH 


4- 

I 


start 


6729 




End 


7492 


Name 


OJ990920 10.0110.C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


168 




End 


602 


GI 


none 




Score 


134 


Exons 


168. .386, 432. .602 








Seq. No. 


9036 




Seq. ID 


OJ990920_10.0110.C9 








onr ana 




Start 


6729 




End 


7492 


Name 


OJ990920 10.0110.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


936 




End 


1199 


GI 


none 




Score 


197 


Exons 


936. .1199 








Seq. No. 


9036 




Seq. ID 


OJ990920_10.0110.C9 


rZoT^o Mo 






Ql- r*n r^H 

OCX driu 




start 


6729 




End 


7492 


Name 


OJ990920 10.0110.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


954 




End 


1244 


GI 


none 




Score 


301 


Exons 


954. .1244, 965. .1243 








Seq. No. 


9036 




Seq. ID 


OJ990920_10.0110.C9 


Gene No. 


19323 




Strand 


+ 




\j f ^ ^ 




End 


7492 


Name 


OJ990920 10.0110.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1245 




End 


1625 ' 


GI 


none 




Score 


125 


Exons 


1245. .1328, 1246. .1332, 


1247. 


.1339, 1250. .1342, 1397. .1624, 




1400.. 1597, 1401.. 1622, 


1405. 


.1623, 1410. .1625 


Seq. No. 


9036 




Seq. ID 


OJ990920_10.0110.C9 


Gene No. 


19323 




Strand 


+ 


Start 


6729 




End 


7492 


Name 


OJ990920 10.0110.C9.o2. 


np 


Method 


AAT/NAP 


Start 


6729 


End 


7492 


GI 


4680207 




Score 


379 


Exons 


6729. .7492 









GI Descrip. (AF114171) disease resistance protein RPMl homolog ' [Sorghum 
bicolor] 



9538 



Seq. No. 


9036 


Seq. ID 


OJ990920_10.0110 


,C9 




A. ^ ^ £. J 




+ 




Start 


6729 


End 


7492 




Name 


OJ990920 10.0110.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


7156 


End 


7450 




GI 


none 


Score 


255 




Exons 


7156. .7437, 7169. .7450 








Seq. No. ' 


9037 


Seq. ID 


OJ990920_10.0110 


-CIO 


Gene No. 


19324 


Strand 


+ 




Start 


1 


End ' 


2963 




Name 




Method 


AAT/NAP 




Start 


1 


End 


2963 




GI 


4680207 


Score 


778 




Exons 


1..70, 474. .2412, 2889.-2963 








GI Descrip. 


(AF114171) disease resistance 


protein RPMl homolog [Sorghum 




bicolor] 








Seq. No. 


9037 


Seq. ID 


OJ990920_10.0110 


.CIO 




19324 


Strand 


+ 




Start 


1 


End 


2963 




Name 


OJ990920 lO.OllO.ClO.ol.gs 


Method 


GENSCAN 




Start 


318 


End 


2764 




GI 


none 


Score 


.7 




Exons 


318. .1963, 2253. .2464, 2491.. 


2516, 2576. .2764 




Seq. No. 


9037 


Seq. ID 


OJ990920_10.0110 


.CIO 




±. y ^ u 


•Strand 






Start 


3032 


End 


4093 




Name 


OJ990920 lO.OllO.ClO.ol.ts 


Method 


TBLASTX : Soybean- 




Start 


426 


End 


1451 




GI 


none 


Score 


58 




Exons 


426. .515, 618. .797, 776. .934, 


786. .926, 


942.. 1181, 1335 


, .1451 


Seq. No. 


9037 


Seq. ID 


OJ990920_10.0110 


.CIO 




J. y ^ u 


Strand 






Start 


3032 


End 


4093 




Name 


OJ990920 10.0110.C10.ol,tm 


Method ^ 


TBLASTX: Maize 




Start 


635 '1^ 


End 


1157 




GI 


none 


Score 


58 




Exons 


635. .715, 640. .759, 762. .926, 


776. .937, 


944. .1120, 954. 


, 1157 


Seq. No. 


9037 


Seq. ID 


OJ990920_10.0110 


.CIO 




19325 - 


Strand 






Start 


3032 


End 


4093 




Name 


OJ990920 lO.OllO.ClO.ol.tw 


Method 


TBLASTX: Wheat 




Start 


891 


End 


1346 




GI 


none 


Score 


249 




Exons 


891.. 1193, 893.. 1123, 1215.. 1346 






Seq. No. 


9037 


Seq. ID 


OJ990920_10.0110 


.CIO 


Gene No. 


19325 


Strand 






Start 


3032 


End 


4093 




Name 


OJ990920 lO.OllO.ClO.ol.gp 


Method 


AAT/GAP 




Start 


3032 


End 


4093 




GI 


uC-osrocyp006cllal 


Score 


780 




Exons 


3032. .3256, 3911. .4093 









9539 



GI Descrip. '3582335 l.Oe-27 (AC005496) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9037 
19325 
3032 • 

OJ990920_10 . 0110. CIO. o2 . tm 

3906 

none 



Seq. ID OJ990920_10. 0110. CIO 
Strand 

End 4093 

Method TBLASTX : Mai ze 

End 4091 

Score 216 



3906. .4091, 3908. .4090, 3909. .4091 



9037 
19325 
3032 

OJ990920_10. 0110. CIO. o2.np 
3911 
3582335 
3911. .4093 

(AC005496) putative thiamin biosynthesis protein [Arabidopsis 
thaliana] 



Seq. ID OJ990920_10. 0110. CIO 
Strand 

End 4093 

Method AAT/NAP 

End 4093 

Score 185 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9037 

19325 

3032 

OJ990920_10. 0110. CIO. o2.gs 

3912 

none 

3912. .4048 

9037 

19325 

3032 

OJ990920_10. 0110. CIO. o2.ts 

3915 

none 



Seq. ID OJ990920_10. 0110. CIO 
Strand 

End 4093 

Method GENSCAN 

End 4048 

Score .72 



Seq. ID OJ990920_10. 0110. CIO 
Strand 

End 4093 

Method TBLASTX : Soybean 

End 4092 

Score 108 



3915. .4046, 3921. .4046, 3934. .4047, 4042. .4092, 4056. .4091 



9037 

19325 

3032 

OJ990920_10. 0110. CIO. ol.tc 

3927 

none 

3927.. 4088, 3927.. 4091, 3928. 



Seq. ID OJ990920_10. 0110. CIO 
Strand 

4093 

TBLASTX: Cress 
4092 
77 



End 

Method 
End 
Score 
.4092 



9038 
19326 
1 

OJ990920_10.0110.Cll.ol.gp 
1 

2235_1.R1084 
1..305, 1256.. 1275 

'3582335 O.Oe+00 (AC005496) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990920_10.0110.C11 
Strand 

End 3198 

Method AAT/GAP 

End 1275 

Score 536 



Seq. No. 
Gene No. 



9038 
19326 



Seq. ID OJ990920_10.0110.C11 
Strand 



9540 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip". 



End 



3198 



OJ990920 lO.OllO.Cll-ol.tm Method TBLASTXtMaize 



1 

none 

1..291, 1..246, 2. .253 

9038 

19326 

1 



End 
Score 



291 
346 



Seq. ID OJ990920_10.0110.C11 
Strand 

End 3198 



OJ990920 10.0110.Cll.o2.tc Method TBLASTX: Cress 



1 

none 

1..291, 1..246, 20. .253 

9038 

19326 

1 



End 
Score 



291 
228 



Seq. ID OJ990920_10.0110.C11 
Strand 

End 3198 



OJ990920_10 . 0110 . Cll . ol . ts Method TBLASTX : Soybean 



1 

none 



End 
Score 



288 
67 



1..246, 2. .55, 3. .251, 4. .288, 78. .251 



9038 . Seq. ID OJ990920_10 . 0110 . Cll 

19326 Strand 

1 End 3198 

OJ990920_10. 0110. Cll. ol.np Method AAT/NAP 

1 End 2695 

3582335 Score 438 

1..291, 2548. .2695 

(AC0054 96) putative thiamin biosynthesis protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 



9038 
19326 

1 End 
OJ990920_10 . 0110 . Cll . ol . gs Method GENSCAN 

587 End 3142 

none Score 

587. .652, 707. .831, 1740. .3142 



Seq. ID .OJ990920_10, 0110. Cll 
Strand 

3198 



95 



9038 

19326 

1 



Seq. ID OJ990920_10. 0110. Cll 
Strand 

End 3198 



OJ990920_10 . 0110 . Cll . o2 . gp Method AAT/GAP 



1165 
none 

1165. .1653 



End 
Score 



1653 
936 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9038 

19326 

1 



Seq. ID OJ990920_10. 0110. Cll 
Strand 

End 3198 



OJ990920 lO.OllO.Cll.ol.tc Method TBLASTX : Cress 



1736 
none 

1736. .2245, 1737. .2201 



End 
Score 



2245 
229 



Seq. No. 



9038 



Seq. ID OJ990920_10. 0110. Cll 



9541 



m • 



bene No. 










o trana 




Start 


1 








End 


3198 


Name 


OJ990920 10 


.0110. 


C11.02 


.ts 


Method 


TBLASTX : Soybean 


Start 


1736 








End 




GI 


none 








Score 


l'6-2 


Exons 


1736. .2104, 


1737. 


.2093 








Seq. No. 


9038 








Seq. ID 


OJ990920_10.0110.C11 


Gene No. 


19326 








Strand 




C4- -a >-4- 

o rar u 


X 








End 


3198 


Name 


OJ990920 10 


.0110. 


C11.02 


.np 


Method 


AAT/NAP 


Start 


1739 








End 


3198 


GI 


4468804 








Score 


977 


Exons 


1739. .3060, 


3141. 


.3198 








GI Descrip. 


(AL035601) ] 


putative protein 


[Arabidopsis thaliana] 


Seq. No, 


9038 








Seq. ID 


OJ990920_10.0110.C11 


Gene No . 










Strand 




Start 


1 








End 


3198 


Name 


OJ990920 10 


. 0110 . 


Oil . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1751 ■ 








End 


2329 ' 


GI 


none 








Score 


194 


Exons 


1751. .1771, 


1781 . 


.2329, 


1 O C 1 

1851 


. .2195 




Seq. No. 


9038 








Seq. ID 


OJ990920_10.0110.C11 


Gene No. 


19326 








Strand 




Start 


1 








End 


3198 


Name 


OJ990920 10 


. 0110 . 


Cll . oo 


, ts 


Method 


TBLASTX: Soybean 


Start 


2306 








End 


2872 


GI 


none 








Score 


40 


Exons 


2306. .2422, 


2342. 


.2458, 


2410 


..2457, 2462.. 2566, 2462.. 2566, 




2564. .2644, 


2565. 


.2645, 


2672 


..2719, 2677. .2715, 2789. .2872 


Seq. No. 


9038 








Seq. ID 


OJ990920_10.0110.C11 


Gene No. 


19326 








Strand 




Start 


1 








End 


3198 


Name 


(jjyyuy^u iu 


.0110. 


C11.03 


.tm 


Method 


TBLASTX: Maize 


Start 


2357 








End 


3106 


GI 


none 








Score 


57 


Exons 


2357. .2479, 


2462. 


.2554, 


2481 


..2567, 2651. .2857, 2651, .2854, 




2660. .2845, 


2864. 


.3103, 


2882 


..3106, 2891. .3106, 2901. .3035, 




2969. .3046 












Seq. No. 


9038 








Seq. ID 


OJ990920_10.0110,C11 


Gene No. 


19326 








Strand 




Start 


1 








End 


3198 


Name 


ojyyu9zu lu 


.0110. 


C11.03, 


.tc 


Method 


TBLASTX: Cress 


Start 


2427 








End 


3130 


GI 


none 








Score 


41 


Exons 


2427. .2525, 


2462. 


.2569, 


2564 


..2656, 2565. .2606, 2672. .2851, 




2672. .2857, 


2673. 


.2855, 


2786 


..2857, 2876. .3130, 2891. .3106, 




2891. .3103, 


2955. 


.3035 








Seq. No. 


9038 








Seq. ID 


OJ990920_10.0110.C11 


Gene No. 


19326 








Strand 




Start 


1 








End 


3198 


Name 


OJ990920 10 


.0110. 


C11.03. 


■ gp . 


Method 


AAT/GAP 



9542 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2588 End 2924 

LIB3474-011-P1-K1-H1 Score 674 

2588. .2924 

M468804/emb|CAB38205| 6.0e-21 {AL035601) putative protein 
[Arabidopsis thaliana] ' 



9038 

19326 

1 

OJ990920_10.0110.Cll.ol.tw 

2660 

none 

2660.. 2863, 2660.. 2872, 2781. 
2991. .3035 



Seq. ID OJ990920_10.0110.C11 
Strand 

End 3198 

Method TBLASTX : Wheat 

End 3106 

Score 72 

.2873, 2891. .3034, 2951. .3106, 



Seq. No. 9039 Seq. ID 

Gene No. 19327 Strand 

Start 389 End 

Name OJ990920_10 . 0110 . C12 . ol .gs Method 

Start . 389 End 

GI none Score 

Exons 389.. 497, 1770.. 1835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990920_10.0110.C12 
+ 

1835 
GENSCAN 
1835 
.79 



9039 

19328 

5603 

OJ990920_10.0110.C12.ol.np 

5603 

2493814 

5603.. 6276, 8340.. 8849, 8877 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 
8967 

HYPOTHETICAL 46.4 KD PROTEIN SLL1917 gi | 1 65234 9 | dbj | BAA17272 | 
(D90904) oxygen independent coprophorphyrinogen III oxidase 
[Synechocystis sp.] 



OJ990920_10.0110.C12 
+ 

8967 
AAT/NAP 
8967 
613 



9039 Seq. ID 

19329 Strand 

3883 End 
OJ990 920_10 .0110. C12 . o2 . gs Method 

3883 End 

none Score 
3883. .4101, 5642. .6226 



OJ990920_10.0110.C12 

6226 
GENSCAN 
€226 
.59 



Seq.^.No, 9040 Seq. ID 

Gene'tlo. 19330 Strand 

Start 523 End 

Name OJ990920_10 . 0110 . C13 . ol . gs Method 

Start 523 End 

GI none Score 

Exons 523.. 933 



OJ990920_10.0110.C13 
+ 

933 

GENSCAN 

933 

.93 



Seq. No. 9040 Seq. ID 

Gene No. 19331 Strand 

Start 1483 End 

Name OJ990920_10 . 0110 . C13 . o2 . tm Method 

Start 853 , End 

GI none Score 

Exons 853. .1104,- 903. .1118, 903. .1088 



OJ990920_10.0110.C13 

. .+ 

1888 

TBLASTX: Maize 

1118 

225 



9543 




Seq. No. 


9040 




Seq. ID 


OJ990920_10.0110.C13 


Gene No. 


19331 




Strand 


+ 


Start 


1483 




End 


1888 


Name 


OJ990920 10 


.0110.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


1475 




End 


1876 


GI 


none 




Score 


99 


Exons 


1475. .1564, 


1483.. 1569, 1578. 


.1808, 1814. .1876 


Seq. No. 


9040 




Seq. ID 


OJ990920 10.0110.C13 


Gene No. 


19331 




Strand 


+ 


Start 


1483 




End 


1888 


Name 


OJ990920 10 


.0110.C13.ol.np 


Method 


AAT/NAP 


Start 


1483 




End 


1888 


GI 


6069646 




Score 


207 


Exons 


1483. .1888 








GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


9041 




Seq. ID 


OJ990920_10. 


0110. 


C14 


Gene No. 


19332 




Strand 








Start 


69 




End 


961 






Name 


OJ990920 10.0110..C14.O1 


.np 


Method 


AAT/NAP 












CjLIO. 


961 






GI 


5902448 




Score 


1406 






Exons 


• 69. .961 












GI Descrip. 


(AB030283) orf3 [Oryza 


sativa 


] 








Seq. No. 


9041 




Seq. ID 


OJ990920_10. 


0110. 


C14 


Gene No. 


19332 




Strand 








Start 


69 




End 


961 






Name 


OJ990920 10.0110.C14.ol 


.gs 


Method 


GENSCAN 






Start 


319 




End 


961 






GI 


none 




Score 


.71 






Exons 


319. .411, 772. .961 












Seq. No. 


9041 




Seq. ID 


OJ990920_10. 


0110. 


C14 


Gene No. 


19332 




Strand 








Start 


69 




End 


961 






Name 


OJ990920 10.0110.C14.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


551 




End 


838 






GI 


none 




Score 


182 






Exons 


551. .838 












Seq. No. 


9042 




Seq. ID 


OJ990920_10. 


Olio. 


C15 


Gene No. 


19333 




Strand 


+ 






Start 


246 




End 


410 






Name 


OJ990920 10.0110.C15.ol 


.gs 


Method 


GENSCAN 






Start . 


246 • 


End 


410" 






GI 


none 




Score 


.69 






Exons 


246. .410 












Seq. No. 


9042 




Seq. ID 


OJ990920_10. 


0110. 


C15 


Gene No. 


19334 




Strand 









9544 






Start 


2402 


End 


4166 






Name 


OJ990920 10.0110.C15.ol.np 


Method 


AAT/NAP 






Start 


2402 


End 


4166 






GI 


6907087 


Score 


977 






Exons 


2402.. 2772, 2817.. 3527, 4065 


. .4166 








GI Descrip,' 


(AP001129) ESTs C72771(E2215) , AU082313 (E2215 ) correspond to 






region of the predicted gene 


. ; hypothetical protein [Oryza 






sativa] 










Seq. No. 


9042 


Seq. ID 


OJ990920_10. 


0110. C15 




Gene No. 


19335 


Strand 


+ 






Start 


4631 


End 


5012 






Name 


OJ990920 10.0110.C15.ol.gp 


Method 


AAT/GAP 






Start 


4631 


End 


5012 






GI 


uC-osflcyp033a04bl 


Score 


647 






Exons 


4631. .5012 










GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom: 






DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


9042 


Seq. ID 


OJ990920__10. 


0110. C15 






19336 


Strand 








Start 


2584 


End 








Name 


OJ990920 10.0110.C15.o2.gs 


Method 


GENSCAN 






Start 


2584 


End 


3957 






GI 


none 


Score 


.56 




h 3.' 


Exons 


2584.. 3054, 3184.. 3798, 3880 


. .3957 








Seq. No. 


9042 


Seq. ID 


OJ990920_10. 


0110. C15 




Gene No. 


19337 


Strand 








Start 


4559 


End 


DO U O 






Name 


OJ990920 10.0110.C15.o2.np 


Method 


AAT/NAP 






Start 


4559 


End 


6508 




i 1 

Bf 


GI 


.4680186 


Score 


247 




! 


Exons 


4559. .4764, 6492. .6508 








I 

'. b; 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




:,| 


Seq. No. 


9042 


Seq. ID 


OJ990920_10. 


0110. C15 




Gene No. 


19338 


Strand 








Start " 


9095 


End 


9894 






Name 


OJ990920 10.0110.C15.o3.np 


Method 


AAT/NAP 




..i 


Start 


9095 


End 


9894 






GI 


5852180 


Score 


39 






Exons 


9095.. 9135, 9452.. 9894 










GI Descrip. 


'{AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


9043 


Seq. ID 


OJ990920_10. 


0110. C16 






19339 


Strand 


+ 






Start 


206 


End 


272 






Name 


OJ990920 10.0110.C16.ol.gs 


Method 


GENSCAN 






Start 


206 


End 


272 






GI 


none 


Score 


.47 






Exons 


206.. 272 










Seq. No. 


9043 


Seq. ID 


OJ990920__10. 


0110. C16 




Gene No. 


19340 


Strand 


+ 






Start 


705 


End 


6280 






Name 


OJ990920 10.0110.C16.ol.gp 


Method 


AAT/GAP 





9545 



start 705 
GI 67_1.R1084 
Exons 705.. 912, 4052.. 4547 

GI Descrip. ' 4126695/dbj | BAA36699 | 
sativa] ' 



End 
Score 



4547 
1145 



l.Oe-39 (AB016505) prolamin [Oryza 



Seq. No. 


9043 


Seq. ID 


OJ990920_ 


_10. 


0110 


.C16 


Gene No. 


19340 


Strand 


+ 








Start 


705 


End 


6280 








Name 


OJ990920 10.0110.C16.ol.np 


Method 


AAT/NAP 








Start 


800 


End 


4406 








GI 


4126695 


Score 


729 








Exons 


800. .905, 4045. .4406 












GI Descrip. 


(AB016505) prolamin [Oryza 


sativa] 










Seq. No. 


9043 


Seq. ID 


OJ990920 


_10. 


Olio 


.C16 


Gene No. 


19340 


Strand 


+ 








Start 


705 . - 


End 


6280 








Name 


OJ990920 10.0110.C16.o2.np 


Method 


AAT/NAP * 








Start 


4331 


End 


6280 








GI 


4680186 


Score 


121 








Exons 


4331:. '4361, 6049.. 6280 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 









Seq. No. 9043 Seq. ID 

Gene No. 19341 Strand 

Start 9384 End 

Name OJ990920_10 . 0110 . C16 . o4 . np Method 

Start 9384 End 

GI 4126695 Score 

Exons 9384.. 9446 

GI Descrip. (AB016505) prolamin [Oryza sativa] 



OJ990920_10.0110.C1( 
+ 

9446 
AAT/NAP 
9446 
67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



9043 
19342 
6671 

OJ990920 
6671 . 
6907087 
6671. .6772, 
(AP001129) 



Seq. ID 
Strand 

End . 8260 
Method AAT/NAP 
End 8260 
Score 610 

7309. .8260 
ESTs C72771 {E2215) , AU082313 (E2215 ) 



OJ990920 10.0110.C16 



10.0110.C16.o3.np 



correspond to a 



region of the predicted gene, 
sativa] 



hypothetical protein [Oryza 



Seq. ID OJ990920_10.0110.C16 
Strand 

End 9618 

Method AAT/GAP 

End 9618 

Score 410 



9043 
19343 
9365 

OJ990920_10.0110.C16.o2.gp 
9365 
2798882 
9365.. 9618 

4126695/dbj I BAA36699 I l.Oe-18 (AB016505) prolamin [Oryza sativa] 



9044 

19344 

1 



Seq. ID OJ990920_10.0110.C17 
Strand + 
End 95 



OJ990920_10.0110.C17.ol.np Method AAT/NAP 



9546 





start 


1 


End 


95 




GI 


4126695 


. Score 


140 




Exons 


1. .95 








GI Descrip. 


(AB016505) prolamin [Oryza sativa] 






Seq. No. 


9044 


Seq. ID 


OJ990920_10.0110.C17 




Gene No. 


19345 


Strand 


+ 




Start 


1583 


End 


1688 




Name 


OJ990920 10.0110.C17,ol.gs 


Method 


GENSCAN 




Start 


1583 ~ 


End 


1688 




GI 


none 


Score 


.87 




Exons 


1583. .1688 








Seq. No. 


9044 


Seq. ID 


OJ990920_10.0110.C17 




Gene No. 


19346 


Strand 


+ 




Start 


2754 


End 


5589 




Name 


OJ990920 10.0110.C17.o3.gp 


Method 


AAT/GAP 




Start 


2500 


End 


2573 




GI 


uC-osflM202097dl0bl 


Score 


111 




Exons 


2500. .2573 








GI Descrip. 


M062935/dbj | AB003495 . 1 1 AB003495 3 . Oe- 


14 Oryza sativa DNA for 






dihydrof lavonol 4 -reductase. 


complete 


cds * 




Seq. No. 


9044 


Seq. ID 


OJ990920_10.0110.C17 




Gene No. 


19346 


Strand 


-1- 


Q 


start 


2754 


End 


5589 


'Z * * 


Name 


OJ990920 10.0110.C17.o2.gs 


Method 


GENSCAN 


ry 


Start 


2754 


End 


5049 


;==< 


GI 


none 


Score 


.89 


i. ™' 

! I 

! ; r 


Exons 


2754. .2823, 4244. .5049 








Seq. No. 


9044 


Seq. ID 


OJ990920_10.0110.C17 


ril 


Gene No. 


19346 


Strand 


+ 


is 


Start 


2754 


End 


5589 




Name 


OJ990920 10.0110.C17.o2.np 


Method 


AAT/NAP 




Start 


4009 


End 


5589 




GI 


6907087 


Score 


757 




Exons 


4009. .4947, 5488.-5589 






i. °i 


GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 


(E2215) correspond to a 






region of the predicted gene. 


; hypothetical protein [Oryza 






sativa] 








Seq. No. 


9044 


Seq. ID 


OJ990920_10.0110.C17 




Gene No. 


19347 


Strand 


+ ^ 




Start 


6053 


End 


6135 




Name 


OJ990920 10.0110.C17.o4.gp 


Method 


AAT/GAP 




Start 


6053 


End 


6135 




GI 


uC-osflcyp033a04bl 


Score 


127 




Exons 


6053. .6135 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


9044 


Seq. ID 


OJ990920_10. 0110.C17 




Gene No. 


19348 


Strand 






Start 


8236 


End 


10439 




Name 


OJ990920 10.0110.C17.o5.gp 


Method 


AAT/GAP 




Start 


8058 


End 


8439 



9547 




GI 


uC-osflcyp033a04bl 


Score 


663 


Exons 


8058. .8439 






GI Descrip. 


•6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


_/ V *1 *3 


Seq. ID 


OJ990920_10.0110.C17 




X ;? J *3 o 


Strand 


+ 


Start 


O ^ ^ V 


End 


10439 


Name 


o.TQQOQpn in niin cm n4 a<? 


Method 


GENSCAN 


Start 


O ^ J o 


End 


10439 


GI 


none 


Score 


.69 


Exons 


8236.. 8307, 9736.. 9753, 9925. 


.10033, 10234.. 10439 


Seq. No. 


J U *i *i 


Seq. ID 


OJ990920_10.0110.C17 


Gene No. 


X -7 O *3 -7 


Strand 






1 
X 


End 


267 


Name 


O.TQQDQ^n in niin cm n1 rrr> 


Method 


AAT/GAP 


Start 


± 


End 


267 


GI 


2798882 


Score 


478 


Exons 


1. .267 






GI Descrip. 




(AB016505) prolamin [Oryza sativa 


Seq. No. 


Qn4 4 


Seq. ID 


OJ990920_10.0110.C17 


osne lno . 


X w) VJ 


Strand 




Start 


R4 P 9 

O 4 0 ^ 


End 


14656 


Name 


n.TQQnQ9n in niin cm oq 


Method 


GENSCAN 


Start 


■ 5482 


End 


7379 


GI 


none 


Score 


.62 


Exons 


5482.. 5588, 5985.. 6095, 6821. 


.7379 




Seq. No. 


9044 


Seq. ID 


OJ990920_10.0110.C17 


Gene No. 


19350 


Strand 




Start 


5482 


End 


14656 


Name 


OJ990920 10.0110.C17.o3.np 


Method 


AAT/NAP 


Start 


5960 


End 


14656 


GI 


6691716 


Score 


1458 


Exons 


5960.. 6019, 13377. .13586, 13783.. 14656 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gil 6691717 Idbj |BAA89397.1| (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


9044 


Seq. ID 


OJ990920_10.0110-C17 


Gene No. 


19350 


Strand 






5482 - 


End 


14656 


Name 


OJ990920 10.0110.C17.o5.gs 


Method 


GENSCAN 


Start 


12074 


End 


14656 


GI 


none 


Score 


.8 


Exons 


12074 . .12131, 12194. .12319, 13397 .. 1357 6, 13623 .. 13738, 




13772.. 14656 






Seq. No. 


9044 _ 


Seq. ID 


OJ990920_10. 0110.C17 


Gene No. 


19350 


Strand 




Start 


5482 


End 


14656 


Name 


OJ990920 10.0110.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


14246 


End 


14537 


GI 


none 


Score 


60 


Exons 


14246. .14536, 14454. .14537 







9548 




Seq. No. 


9045 


Seq. ID 


OJ990920 10.0110 


.CIS 


Gene No. 


19351 . 


Strand 


+ 




Start 


380 


End 


1527 




Name 


OJ990920_10. 0110.C18 


.ol.gs Method 


GENSCAN 




Start 


380 


End 


1527 




GI 


none 


Score 


.83 




Exons 


380. .457, 591. .728, 


1519,. 1527 






Seq. No. 


9045 


Seq. ID 


OJ990920 10.0110 


.C18 


Gene No. 


1 ri o c o 

19352 


Strand 


+ 




Start 


12963 


End 


18505 




Name 


OJ990920 10,0110.C18 


.o4.np Method 


AAT/NAP 




Start 


12963 


End 


18502 




GI 


6498441 


Score 


1305 




Exons 


12963. .13000, 15276. 


.15341, 16759. .18129, 18223.. 18502 




GI Descrip. 


(AP000815) EST C7278 


6{E2258) corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 9045 Seq. ID 

Gene No. 19352 Strand 

Start 12963 End 

Name OJ990920_10 . 0110 . C18 . o3 . gs Method 

Start 17672 End 

GI none Score 

Exons 17672. .18505 



OJ990920_10.0110.C18 
+ 

18505 
GENSCAN 
18505 
.93 



Seq. No. 9045 Seq. ID 

Gene No. 19353 Strand 

Start 3579 End 

Name OJ990920_10 . 0110 . C18 . ol . np Method 

Start 3579 End 

GI 4680179 Score 

Exons 3579.. 4339, 6029.. 9841 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990920_10.0110.C18 

9841 
AAT/NAP 
9841 
6355 



Seq. No. 


9045 




Seq. ID 


OJ990920_ 


_10. 


0110 


.C18 


Gene No. 


19354 




Strand 










Start 


12792 




End 


13688 








Name 


OJ990920 10.0110.C18 


. o2 .np 


Method 


AAT/NAP 








Start 


12792 




End 


13688 








GI 


5852178 




Score 


556 








Exons 


12792. .12887, 13250. 


.13353, 


13385. .13688 








GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 










Seq. No. 


9045 




Seq. ID 


OJ990920_ 


_10. 


0110 


.C18 


Gene No. 


19355 




Strand 










Start 


15378 




End 


16055 








Name 


OJ990920 10.0110.C18 


. o3.np 


Method 


AAT/NAP 








Start 


15378 


End 


16055 








GI 


5852178 




Score 


78 








Exons 


15378. .15603, 15772. 


.16055 












GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 










Seq. No. 


9045 




Seq. ID 


OJ990920_ 


_10. 


Olio 


.C18 


Gene No. 


19356 




Strand 











9549 



start 
Name 
Start 
GI 

Exons 



18842 End 

OJ990920_10 . 0110 . C18 . o5 . tw Method 

3624 End 

none Score 
3624. .4046, 3820. .4011 



19786 

TBLASTX: Wheat 

4046 

117 



Seq. No. 9045 

Gene No. 19356 

Start 18842 

Name OJ990920_10 . 0110 . CIS . ol . tm 

Start 3816 

GI none 

Exons 3816.. 4085, 3817.. 4077, 4146. 

4249. .4335, 6030. .6089 



OJ990920_10.0110.C18 
19786 

TBLASTX: Maize 

6089 

155 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4244, 4147. .4242, 4242. .4346, 



Seq. No. 


9045 






Seq. ID 


OJ990920_10.0110.C18 


Gene No. 


19356 






Strand 




Start 


18842 






End 


19786 


Name 


OJ990920 10. 


0110. 


C18.ol0.tw 


Method 


TBLASTX: Wheat 


Start 


4144 






End 


6272 


GI 


none 






Score 


157 


Exons 


4144. .4350, 


4146. 


.4346, 4147. 


.4356, 6108.. 6272, 6124.. 6216 


Seq. No. 


9045 






Seq. ID 


OJ990920_10.0110.C18 


Gene No.,. 


19356 






Strand 




Start 


18842 






End 


19786 


Name 


OJ990920 10. 


0110. 


C18.o4.tw 


Method 


TBLASTX: Wheat 


Start 


6033 






End 


18490 


GI 


none 






Score 


346 


Exons 


6033. .6107, 


17879 


'..18337, 17899. .17985, 


18040. .18141, 




18362. .18490 








Seq. No, 


9045 






Seq. ID 


OJ990920_10.0110.C18 


Gene No. 


19356 






Strand 




Start 


18842 






End 


19786 


Name 


OJ990920 10. 


0110. 


C18.03. tm 


Method 


TBLASTX:Maize 


Start 


6141 






End 


6431 


GI 


none 






Score 


162 


Exons 


6141. .6431, 


6145. 


.6330, 6147. 


.6362 




Seq. No. 


9045 






Seq. ID 


OJ990920_10.0110.C18 


Gene No. 


19356 






Strand 




Start 


18842 






End 


19786 


Name 


OJ990920 10. 


0110. 


C18.o2.ts 


Method 


TBLASTX : Soybean 


Start 


6230 






End 


6491 


GI 


none 






Score 


88 


Exons 


6230. .6454, 


6231. 


.6362, 6231. 


.6491, 6385.. 6486 



Seq. No. • 9045 Seq. ID 

Gene No. 19356 Strand 

Start 18842 End 

Name OJ990920_10 . 0110 . C18 . ol . tc Method 

Start 6255 End ' 

GI none Score 

Exons 6255.. 6398, 6256.. 6333, 6399.. 6581 



OJ990920_10.0110.C18 
19786 

TBLASTX: Cress 

6581 

64 



Seq. No. 



9045 



Seq.' ID OJ990920_10.0110.C18 



9550 








19356 








O I. 1- di L\J. 






Start 


18842 








End 


19786 




Name 


OJ990920 10 


.0110 


C18.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


6279 








End 


6758 




GI 


none 








Score 


211 




Exons 


6279. .6758, 


6280 


.6663, 


6285. 


. 6740 






Seq. No. 


9045 








Seq. ID 


OJ990920_10.0110.C18 






19356 














Start 


18842 








End 


19786 




Name 


OJ990920 10 


.0110 


C18.01 


. tw 


Method 


■ TBLASTX: Wheat 




Start 


6762 








End 


7271 




GI 


none 








Score 


235 




Exons 


6762. .7271, 


6852 


.7154, 


6853. 


.7239 






Seq. No. 


9045 








Seq. ID 


OJ990920_10. 0110.C18 






19356 














Start 


18842 








End 


19786 




Name 


OJ990920 10 


.0110 


C18.02 


.tm 


Method 


TBLASTX: Maize 




Start 


6846 








End 


7199 




GI 


none 








Score 


150 




Exons 


6846. .7199> 


6861, 


.7157, 


6931. 


.7197 . 




Q 


Seq. No. 


9045 








Seq. ID 


OJ990920_10.0110.C18 




J. _7 J J O 








c-t- r;^ nH 






Start 


18842 








End 


19786 


ill 


Name 


OJ990920 10 


0110. 


C18.04 


.ts 


Method 


TBLASTX : Soybean 


m 


Start 


7020 








End 


7262 


Q 


GI 


none 








Score 


183 


U? 


Exons 


7020. .7262 














Seq. No. 


9045 








Seq. ID 


OJ990920_10.0110.C18 


:;;t : 

' I ! 
! '~i 


flt^rt^ Mo 


X J J J V 








91- r;^nd 






Start 


18842 








End 


19786 


; i 


Name 


OJ990920 10 


0110. 


C18.05 


. tm 


Method 


TBLASTX: Maize 


•a =f 

i 


Start 


7236 








End 


7736 


-1 


GI 


none 








Score 


157 


j- 


Exons 


7236. .7571, 


7557. 


.7736 








hl\ 

r"! 


Seq. No. 


9045 








Seq. ID 


OJ990920_10.0110.C18 


"i 


fZ^np Mo 


193S6 














Start 


18842 








End' 


19786 




Name 


OJ990920 10. 


0110. 


C18.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


7272 








End 


7574 




GI 


none 








Score 


162 




Exons 


7272. .7574, 


7272. 


.7574 










Seq. No. 


9045 








Seq. ID 


OJ990920_10.0110.C18 




Gene No. 


19356 








Strand 






Start 


18842 








End 


19786 




Name 


OJ990920 10. 


0110. 


C18.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


7286 








End 


768Z^- 




GI- 


none 








Score 


111 " 




Exons 


7286. .7639, 


7287. 


.7646, 


7288. 


.7530, 7505. .7639, 7566. .7643, 






7650. .7682, 


7650. 


.7682 









Seq. No. 9045 Seq.' ID OJ990920_10 . 0110 . C18 



9551 



Gene No. 19356 Strand 

Start 18842 End 

Name OJ990920_10 . 0110 . C18 . o3 . tw Method 

Start 7 623 End 

GI none Score 

Exons 7623.. 8105, 7666.. 8046 



19786 

TBLASTX: Wheat 

8105 

263 



Seq. No. 9045 Seq. ID 

Gene No. 19356 Strand 

Start 18842 End 

Name OJ990920_10 . 0110 .C18 . o3 . ts Method 

Start 7755 End 

GI none Score 

Exons 7755.. 8069, 7756.. 7953 



OJ990920_10.0110,C18 
19786 

TBLASTX : Soybean 

8069 

62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9045 

19356 

18842 

OJ990920 

7804 

none 



10.0110.C18.o6.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_10.0110.C18 
19786 

TBLASTX: Maize 

8096 

160 



7804.. 7995, 7806.. 8096, 7835.. 8068 



Seq. No. 9045 Seq. ID 

Gene No. 19356 Strand 

Start 18842 End 

Name OJ990920_10 . 0110 . C18 . oil . tw Method 

Start 8363 End 

GI none Score 

Exons 8363.-8632, 8366.. 8449 



OJ990920_10.0110.C18 
19786 

TBLASTX: Wheat 

8632 

70 



Seq. No. 9045 Seq. ID 

Gene No. 19356 Strand 

Start 18842 End 

Name OJ990920_10 . 0110 . C18 . o9 . tm Method 

Start 8366 End 

GI none Score 

Exons 8366.-8686 



OJ990920_10.0110.C18 
19786 

TBLASTX: Maize 

8686 

206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9045 Seq. ID 

19356 Strand 

18842 End 
OJ990920_10.0110.C18.o8. tm Method 

9032 End 

none Score 

9032.. 9328, 9122.. 9325, 9141.. 9311 



OJ990920_10.0110.C18 
19786 

TBLASTX: Maize 

9328 

105 



Seq. No. 9045 Seq. ID 

Gene No. 19356 Strand 

Start 18842 End 

Name OJ990920_10 . 0110 ,C18 . o9 . tw Method 

Start 9209 End 

GI none Score 

Exons 9209.. 9568, 9210.. 9572 



OJ99092p_10.0110.C18 
19786 

TBLASTX: Wheat 

9572 

123 



Seq. No, 
Gene No, 



9045 
19356 



Seq. ID 
Strand 



OJ990920 lO.OllO.ClE 



9552 




start 


18842 


End 


19786 




Name 


OJ990920 10.0110.C18.o8.tw 


Method 


TBLASTX: Wheat 




Start 


16754 


End 


17137 




GI 


none 


Score 


313 




Exons 


16754. .17137, 16774. .16989 








Seq. No. 


9045 


Seq. ID 


OJ990920_10.0110 


.C18 


Gene No. 


19356 


Strand 








±OOH ^ 


End 


19786 




Name 


OJ990920 10.0110.C18.o4.tm 


Method 


TBLASTX: Maize 




Start ' 


17368 


End 


17734 




GI 


none 


Score 


153 




Exons 


17368. .17505, 17391 17501, 


17495. .17695, 17497 17682, 






17687. .17734 








Seq. No. 


9045 


Seq. ID 


OJ990920_10.0110 


.C18 


oene lnu. 




Strand 






Start 


18842 


End 


19786 




Name 


OJ990920 10.0110.C18.o7.tw 


Method 


TBLASTX: Wheat 




Start 


17510 


End 


17872 




GI 


none 


Score 


373 




Exons 


17510. .17872, 17510. .17764, 


17515^.-17856 




Seq. No. 


9045 


Seq. ID 


OJ990920_10.0110 


.C18 


oene ino . 




Strand 






Start 


18842 


End 


19786 




Name 


OJ990920 10.0110.C18.o7.tm 


Method 


TBLASTX: Maize 




Start 


18200 


End 


18454 




GI 


none 


Score 


153 




Exons 


18200. .18373, 18313 .. 18372, 


18352. .18453, 18353.. 18454 




Seq. No. 


9045 


Seq. ID 


OJ990920_10.0110 


.C18 






Strand 






Start 


18842 


End 


19786 




-Name 


OJ990920 10.0110.C18.o4.gs 


Method 


GENSCAN 




Start 


18842 


End 


19482 




GI 


none 


Score 


.92 




Exons 


18842. .19293, 19367.. 19482 


• / ■. 






Seq. No. 


9045 


Seq. ID 


OJ990920_10.0110 


.C18 


Gene No. 


19356 


Strand 






Start 


18842 


End 


19786 




Name 


OJ990920 10.0110.C18.o5.np 


Method 


AAT/NAP 




Start 


18845 


End 


19786 




GI 


6691716 


Score 


669 




Exons 


18845. .19293, 19367 .. 19493, 


19748. .19786 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6691717 Idbj | BAA89397.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


9046 


Seq. ID 


OJ990830_19.0120 


.CI 


Gene No. 


19357 


Strand 


+ 




Start 


224 


End 


262 




Name 


OJ990830 19.0120.Cl.ol.gs 


Method 


GENSCAN 




Start 


224 


End 


262 




GI 


none 


Score 


.8 




Exons 


224. .262 









9553 



Seq. No. 9047 
Gene No. 19358 
Start 1 

Name OJ990830_19.0120.C2.ol.np 
Start 1 
GI 5441880 
Exons 1..689, 1133. .1167, 1426. .1743, 2009. .2066 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to .maize transposon MuDR mudrA protein. 
{AC003981) [Oryza sativa] 



Seq. ID OJ990830_19.0120.C2 

Strand + 

End 2066 

Method AAT/NAP 

End 2066 

Score 1376 



Seg. No. 


9047 


Seq. ID 


/"NTftftftOOft Tft ftlftft 

OJ990830 19,0120 


Gene No. 


T ft O C O 

19358 


Strand 


+ 


Start 


1 


End. 


Oft/"/" 

2066 


Name 


TftftftOOft "Ift ftlOft /^ft —.I 

OJ990830 19 . 0120 . C2 . ol . tm 


Method 


TBLASTX: Maize 


Start 


O ft o 

302 


End 


T ft ft 

709 


GI 


none ••;<^- 


Score 


277 


Exons 


302. .709, 427, .648, 449. .688 






Seq. No. 


9047 . 


Seq. ID 


/^TftftftftOft "Ift ftTOft 

OJ990830 19.0120 


Gene No. 


19358 


Strand 




Start 


1 


End 


Oft/"/" 

2066 


Name 


ojyyuoou ly . uizu . . ol , tw 


Method 


TBLASTX : Wheat 


Start 


545 


End 


ft o c 

925 


GI 


none 


Score 


181 


Exons 


545. .748, 545. .736, 746. .925, 


769, .861 




Seq. No. 


ft ft >l o 


Seq, ID 


/^TftftftOOft 1ft ftlOft 

OJ990830_19 . 0120 


Gene No, 


T ft O C ft 

19359 


Strand 


+ 


Start 


459 


End 


845 


Name 


^TftftftOOft ift ftiftft 'n — T — — 

OJ990830_19 .0120.C3.ol.gs 


Method 


GENSCAN 


Start 


>l C ft 

459 


End 


845 


GI 


none 


Score 


. 89 


Exons 


459. .476, 726. .845 






Seq. No. 


9049 


Seq. ID 


OJ990830_19.0120 


Gene No. 


19360 


Strand 


+ 


Start 


8860 


End 


10965 


Name 


OJ990830 19.0120.C4.o3.gs 


Method 


GENSCAN 


Start 


8860 


End 


10965 


GI 


none 


Score 


.8 


Exons 


8860.. 9351, 9447. ,10029, 1027 


7. .10396, 


10487. ,10797, 




10890, .10965 






Seq. No. 


9049 


Seq. ID 


OJ990830 19.0120 


Gene No. 


19360 


Strand 


+ 


Start 


8860 


End 


10965 


Name 


OJ990830 19.0120.C4.ol.np 


Method 


AAT/NAP 


Start 


9316 


End 


10139 


GI 


6967112 


Score 


404 


Exons 


9316. .9351, 9447. .10139 






GI Descrip. 


(AL138652) putative protein [Arabidopsis thaliana] 


Seq. No. 


9049 


Seq. ID 


OJ990830_19.0120 


Gene No. 


19361 


Strand 




Start 


2759 


End 


6787 



9554 



Name 

Start 

GI 

Exons 



OJ990830_19 . 0120 . C4 . ol . gs Method GENSCAN 

2759 ' End 6704 

none Score . 94 

2759. .3022, 3988. .4137, 4211. .4414, 4580. .4756, 4832. .4999, 
6104. .6213, 6599. .6704 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9049 

19361 

2759 

OJ990830_19 . 0120 .C4 . ol . gp 
3663 

5276 1.R1084 



Seq. ID OJ990830_19.0120.C4 
Strand 

End 6787 

Method AAT/GAP 

End 6787 

Score 24 90 



3663. .4137, 4211. .4414, 4580. .4756, 4832. .4999, 5967. .6008, 
6104. .6213, 6599. .6787 

•3288883/dbj IBAA31260 I 6.0e-13 (AB015431) SAR DNA binding 
protein [Oryza sativa] ' 



Seq. No. 


9049 








Seq. ID 


OJ990830_19.0120.C4 


Gene No . 


19362 








Strand 




Start 


7141 








End 


7891 


Name 


OJ990830 19 


.0120 


.C4 .o2. 


gs ; 


Method 


GENSCAN 


Start 


7141 








End 


7891 


GI 


none 








Score 


.-■95 


Exons 


7141. .7500, 


7871 


. .7891 








Seq. No. 


9049 








Seq. ID 


OJ990830_19.0120.C4 


Gene No . 


19363 








Strand 




Start 


8950 








End 


9905 


Name 


OJ990830 19 


.0120 


.04. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8950 








End 


9646 


GI 


none 








Score 


385 


Exons 


8950. .9351, 


8955 


. .9290, 


8986. 


.9336, 9437. .9646, 9444. .9644 


Seq. No. 


9049 








Seq. ID 


OJ990830_19.0120.C4 


Gene No. 


19363 








Strand 




Start 


8950 








End 


9905 


Name 


OJ990830 19 


.0120 


.C4.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


9441 








End 


9818 


GI 


none 








Score 


200 


Exons 


9441. .9617, 


9444 


. . 9647, 


9521. 


,9631, 9654. .9818, 9659. .9802, 




9684. .9818 












Seq. No. 


9049 








Seq. ID 


OJ990830_19.0120.C4 


Gene No. 


19363 








Strand 




Start 


8950 








End 


9905 


Name 


OJ990830 19 


.0120 


,C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9497 








End 


9905 


GI 


none 








Score 


456 


Exons 


9497. .9901, 


9498 


. . 9905 








Seq. No. 


9049 








Seq. ID 


OJ990830_19.0120.e4 


Gene No. 


' 19363 . 








Strand 




Start 


8950 








End 


9905 


Name 


OJ990830 19 


0120 


.C4.04. 


tm 


Method 


TBLASTX: Maize 


Start 


9647 








End 


9827 


GI 


none 








Score . 


101 


Exons 


9647. .9823, 


9647 


.9775, 


9648\ 


.9827, 9648.. 9827 



9555 




Gary 




oeq . ±U 


OJ990830_19 


.0120. C4 


Gene No. 


19364 


Strand 






Start 


9831 


End 


10130 




Name 


OJ990830 19.0120.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


9831 


End 


10130 




GI 


none 


Score 


345 




Exons 


9831.. 10130, 9833. .10060 








o c q • IN U . 




oeq • ±u 


OJ990830_19 


.0120. C4 


Gene No. 


19365 


strand 






Start 


10497 


End 


10749 




Name 


OJ990830 19.0120.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


10497 


End 


10749 




GI 


none 


Score 






Exons 


10497. .10742, 10498.. 10749 








Seq. No. 


9050 


Seq. ID 


OJ990830_19 


.0120. C5 




19366 


Strand 


+ 




Start 


71 


End 


7893 




Name 


OJ990830 19.0120.C5.ol.gs 


Method 


GENSCAN 




Start 


71 


End 


7893 




GI 


none 


Score 


.54 




Exons 


71. .622, 2956. .3009, 3699. .3851, 3898. 


.4124, 4195. 


.4337, 




5400. .5489, 6892. .7009, 7807. 


.7893 






o e q . LN o . 


9050 


Seq. ID 


OJ990830_19 


.0120. C5 


Gene No. 


19366 


Strand 


+ 




Start 


71 


End 


7893 




Name 


OJ990830 19.0120.C5.ol.gp 


Method 


AAT/GAP 




Start 


3649 


End 


4070 




GI 


none 


Score 


500 




Exons 


3649. .3923, 4049.. 4070 








Seq. No. 


9050 


Seq. ID 


OJ990830_19 


.0120. C5 


Gene No. 


19366 


Strand 


+ 




Start 


71 


End 


7893 




Name 


OJ990830 19.0120.C5.o2.gp 


Method 


AAT/GAP 




Start 


4270 


End 


6198 




GI 


1559 1.R1084 


Score 


1435 




Exons 


4270. .4298, 4417. .4544, 5400. 


.5489, 5629.. 6198 




GI Descrip. 


• 229347 9/gb IAF011331 IAF011331 


l.Oe-09 


Oryza sativa 


glycine 




protein mRNA, complete cds ' 








O q . LN O . 


9051 


Seq. ID 


OJ990830_19 


.0120.06 


Gene No. 


19367 


Strand 


+ 




Start 


122 


End 


5266 




Name 


OJ990830 19.0120.C6.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


4513 




GI 


none 


Score 


.47 




Exons 


122. .299, 1147. .1277, 1674. .1857, 3604 


..3712, 4472 


. .4513 


Seq. No. 


9051 


Seq. ID 


OJ990830_19 


.0120. C6 


Gene No. 


19367 


Strand 


+ 




Start 


122 


End 


5266 




Name 


OJ990830 19.0120.C6.ol.gp 


Method 


AAT/GAP 




Start 


1554 


End 


1787 





9556 






GI 


2312126 


Score 


419 








Exons 


1554.. 1787 












Seq. No. 


9051 


Seq. ID 


OJ990830_19. 


.0120, 


C6 






±^ OO f 


0 L. X dllU 










Start 


122 


End 


5266 








Name 


OJ990830 19.0120.C6.o2.gp 


Method 


AAT/GAP 








Start . 


1731 


End 


2248 








GI 


none 


Score 


803 








Exons . 


1731. .1757, 1782. .2248 












Seq. No. 


9051 


Seq. ID 


OJ990830_19, 


.0120. 


C6 




Gene No. 


19367 


Strand 


+ 








Start 


122 


End 


5266 








Name 






AAT/GAP 








Start . 


2623 


End 


3324 








GI 


LIB3432-052-P1-K1-D9 


Score 


802 








Exons 


2623.. 3001, 3273.. 3324 












GI Descrip. 


' 2326760/emb | Y14 434 | MTTANAD2X 


O.Oe+00 


Triticum aestivum 








mitochondrial nad2 gene exons 


3, 4 and 


5, and trnY 


gene ' 






Seq. No. 


9051 


Seq. ID 


.OJ990830_19. 


.0120. 


C6 




Gene No. 


19367 


Strand 


+ 






: I 


o L. ax. L. 


122 


End 


5266 






, 


Name 


OJ990830 19.0120.C6.ol.np 


Method 


AAT/NAP 






I'fi 

1 i 


Start 


3479 


End 


5266 






GI 


4510427 


Score 


60 






i'y 


Exons 


3479. .3544, 3621. .3712, 5218. 


.5266 








; t 


GI Descrip. 


{AC006929) hypothetical protein [Arabidopsis thaliana] 




1 t z 


Seq. No. 


9051 


Seq. ID 


OJ990830_19. 


,0120. 


C6 




Gene No. 


19368 


Strand 








i'Li 




4636 


End 


6067 








Name 


OJ990830 19.0120.C6.o2.np 


Method 


AAT/NAP 








Start 


4636 


End 


6067 








GI 


5852181 


Score 


143 








Exons 


4636. .4695, 5880.. 6067 










is? 


GI Descrip. 


(AL117265) zhbOOll.l [Oryza satiya] 










Seq. No. 


9051 


Seq. ID 


OJ990830_19. 


,0120. 


C6 




Gene No. 


19368 


Strand 










Start 


4636 


End 


6067 








Name 


OJ990830 19.0120.C6.o2.gs 


Method 


GENSCAN 








Start 


5530 


End 


5780 








GI 


none 


Score 


.7 ' 








Exons ' 


5530. .5780 











Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9052 

19369 

6290 

OJ990830_19. 0120 . 07 . o2 . gs 

6290 

none 



Seq. ID OJ990830_19.0120.C7 



Strand 
End 

Method 

End 

Score 



+ 

8399 
GENSCAN 
8399 
.76 



6290. .6373, 6418. .6560, 7061. .7169, 8028. .8399 



Seq. No. 
Gene No. 



9052. 
19370 



Seq. ID OJ990830_19.0120.C7 
Strand + 



9557 




start 9636 - End 16885 

Name OJ990830_19. 0120 . C7 . ol . np Method AAT/NAP 

Start 9636 End 16882 

GI 6691716 Score 2511 

Exons 9636.. 10533, 10731 .. 10896, 10974 11086, 11163 11323, 

11401. .11588, 11663. .11765, 11916 .. 12029, 16434. .16882 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 





Seq. No. 


9052 




Seq. ID 


OJ990830 


_19.0120. 


07 






J. / w 




Strand 


+ 








Start 


9636 




End 


16885 








Name 


OJ990830 19. 0120. C7. 


o3. gs 


Method 


GENSCAN 








Start 


9636 




End 


13453 








GI 


none 




Score 


.65 








Exons 


9636.. 10520, 10607.. 


10896, 


10941. .11323, 11401.. 


11588, 








11607. .11635, 11677. 


.11852, 


11925. .12029, 12299. 


.12341, 








12615. .12721, 13149. 


.13319, 


13374. .13453 








Seq. No. 


9052 




Seq. ID 


OJ990830_ 


19.0120. 


07 










Strand ' 


+ 








Start 


9636 




End 


16885 






•3 Sf 


Name 


OJ990830 19. 0120. C7. 


o5.gs 


Method 


GENSOAN 








Start 


15753 




End 


16885 






c; 


GI 


none 




Score 


.78 






ri! 


Exons 


15753. .15756, 16434. 


.16649, 


16731. .16885 






i* "! 


Seq. No. 


9052 




Seq. ID 


OJ990830_ 


19.0120. 


07 




Gene No. 


19371 




Strand 


+ 








Start 


20841 




End 


29758 








Name 


OJ990830 19. 0120. 07. 


o7 .gs 


Method 


GENSOAN 








Start 


20841 




End 


29758 






iS 


GI 


none 




Score 


.89 






; i 
sr 


Exons 


20841. .20924, 20982. 


.21057, 


21158. .21238, 22325. 


.22460, 




'"i.l 




24776. .25055, 25905. 


.26056, 


26493, .26650, 26757. 


.26890, 








27787. .27920, 28008. 


.28083, 


28410. .28574, 29705. 


.29758 






■Seq. No. 


9052 




Seq. ID 


OJ990830_ 


19.0120. 


07 


!" 


Gene No. 


19371 




Strand 


+ 








Start 


20841 




End 


29758 








Name 


OJ990830 19. 0120. C7. 


o3.np 


Method 


AAT/NAP 








Start 


24894 




End 


28967 








GI 


6331695 




Score 


1961 - 








Exons 


24894. .25073, 25905. 


.26163, 


26501. .26650, 26757. 


.26890, 








27599. .27691, 27787. 


.27920, 


28008. .28083, 28148. 


.28224, 








28306. .28339, 28425. 


.28574, 


28684. .28818, 28899. 


.28967 






GI Descrip. 


(AB024986) cyclin [Oryza sativa] 










Seq. No. 


9052 




Seq. ID 


OJ990830_ 


19.0120. 


07 




Gene No. 


19371 




Strand 


+ 








Start 


20841 




End 


29758 








Name 


OJ990830 19. 0120. 07. 


o3. gp 


Method 


AAT/GAP 








Start 


25882 




End 


27986 . 








GI 


97 1.R1084 




Score 


1308 








Exons 


25882. .26163, 26501. 


.26650, 


26757. .26890, 27599. 


.27691, 





27787. .27986 



9558 




GI Descrip. 


'1399510 O.Oe+00 (U50064) type A-like 


cyclin [Zea mays] " 




Seq. No. 




Seq. ID 


OJ990830_19.0120. 


C7 


Gene No. 


19371 


Strand 


+ 




Start 


20841 


End 


29758 






OJ990830 19.0120.C7.o4.gp 


Method 


AAT/GAP 




Start 


25988 


End 


28092 




GI 


97 1.R1084 


Score 


1330 




Exons 


25988. .26163, 26501.. 26650, 


26757. .26890, 27599 .. 27 691, 






21181 . .21920, 28008.. 28092 








GI Descrip. 


M399510 O.Oe+00 (U50064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 




Seq. ID 


OJ990830_19.0120. 


C7 


Gene No.. 


19371 


Strand 


+ 




Start 


20841 


End 


29758 




IN CLilLC^ 


OJ990830 19.0120.C7.o2.gp 


Method 


AAT/GAP 




Start 


26232 


End 


26491 




GI 


LIB3431-010-P1-N1-F11 


Score 


453 




Exons 


26232. .26491 








GI Descrip- 


'287403/cibj | D10838 | RICSBEl 


l.Oe-111 Rice gene for starch 




branching enzyme' 








Seq. ' No. 


9052 


Seq. ID 


OJ990830__19.0120. 


C7 


Gene No. 


19371 


Strand 


+ 




Start 


20841 


End 


29758 






OJ990830 19.0120.C7.o5.gp 


Method 


AAT/GAP 




Start 


26751 


End 


28800 




GI 


97 1.R1084 


Score 


1407 




Exons 


26751. .26890, 27599 .. 27691, 


27787. .27920, 28008 .. 28 083, 






28148. .28224, 28306 .. 28339, 


28425. .28574, 28684. .28800 




GI Descrip. 


'1399510 O.Oe+00 (U50064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 


9052 


Seq. ID 


OJ990830_19.0120. 


C7 


Gene No. 


19371 


Strand 


+ 




Start 


20841 


End 


29758 




Name 


OJ990830 19.0120.C7.o6.gp 


Method 


AAT/GAP 




Start 


26791 


End 


28825 




GI 


97 1.R1084 


Score 


1373 




Exons 


26791. .26890, 27599 .. 27691, 


27787. .27920, 28008 .. 28083, 






28148. .28224, 28306 .. 28339, 


28425. .28574, 28684. .28825 




GI Descrip. 


'1399510 O.Oe+00 (U50064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 


9052 


Seq. ID 


OJ990830_19.0120. 


C7 


Gene No. 


19371 


Strand 


+ 




Start 


20841 


End 


29758 




Name 


OJ990830 19.0120.C7.o9.gp 


Method 


AAT/GAP 




O L. d J. L. 


27108 


End 


29212 




GI 


97 1.R1084 


' Score 


1770 




Exons 


27108. .27166, 27574 .. 27691, 


27787. .27920, 28008 .. 28083, 






28148. .28224, 28306 28339, 


28425.-28574, 28 684 .. 288 18 , 






28899. .29212 








GI Descrip. 


'1399510 O.Oe+00 (050064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 


9052 


Seq. ID 


OJ990830_19.0120. 


C7 


Gene No. 


19371 


Strand 


+ . 




Start 


20841 


End 


29758 




Name 


OJ990830 19.0120.C7.o8.gp 


Method 


AAT/GAP 





9559 




start 


27580 




End 


29046 






GI 


97 1.R1084 




Score 


1466 






Exons 


27580. .27691, 27787. 


. .27920, 


28008. .28083, 28148. 


.28224, 






28306. .28339, 28425. 


. .28574, 


28684. .28818, 28899. 


.29046 




GI Descrip. 


•1399510 O.Oe+00 (U50064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 


9052 




Seq. ID 


OJ990830_ 


19.0120. 


C7 


Gene No. 


19371 




Strand 


-f 






Start 


20841 




•End 


29758 






NaiTie 


OJ990830 ia.0120.C7, 


, olO.gp 


Method 


AAT/GAP 






Start" 


27598 




End 


29338 






GI 


97 1.R1084 




Score 


2015 






Exons 


27598. .27691, 27787, 


, .27920, 


28008. .28083, 28148. 


.28224, 






28306. .28339, 28425, 


, .28574, 


28684. .28818, 28899. 


.29338 




GI Descrip. 


'1399510 O.Oe+00 (U50064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 


9052 




Seq. ID 


OJ990830_ 


19.0120. 


C7 


Gene No. 


19371 




Strand 


+ 






Start 


20841 




End 


29758. 






Name 


OJ990830 19. 0120. C7. 


. o7 . gp 


Method 


AAT/GAP 






Start 


27599 




End 


28982 






GI 


97 1.R1084 




Score 


1360 






Exons 


27599. .27691, 27787, 


.27920, 


28008. .280 


83, 28148. 


.28224, 






28306. .28339, 28425, 


.28574, 


28684. .28818, 28899. 


.28982 




GI Descrip. 


'1399510 O.Oe+00 (U50064) type A-like 


cyclin [Zea mays] ' 




Seq. No. 


9052 




Seq. ID 


.OJ990830_ 


19.0120. 


C7 


Gene No. 


19372 




Strand 


+ 








35184 




End 


37575 






Name 


OJ990830 19. 0120. C7. 


o9.gs 


Method 


GENSCAN 






Start 


35184 




End 


37575 






GI 


none 




Score 


.66 






Exons 


35184. .35372, 35408. 


.35502, 


36582. .36675, 37016. 


.37140, 






37488. .37575 












Seq. No. 


9052 




Seq. ID 


OJ990830_ 


19.0120. 


C7 


Gene No. 


19373 




Strand 


+ 








39275 




End 


44307 






Name 


OJ990830 19. 0120. C7. 


olO.gs 


Method 


GENSCAN 






Start 


39275 




End 


43982 






GI 


none 




Score 


.55 






Exons 


39275. .39887, 39964. 


.40149, 


40363. .40641, 40724. 


.40915, 






40997. .41637, 41716. 


.42027, 


42247. .42407, 42452. 


.43982 




Seq. No. 


9052 




Seq. ID 


OJ990830_ 


19.0120. 


C7 


Gene No. 


19373 




Strand 


+ 






Start 


39275 




End 


44307 






Name 


OJ990830 19. 0120. C7. 


o4 .np 


Method 


AAT/NAP 






Start 


39811 




End 


44307 






GI 


6498441 




Score 


3465 






Exons 


39811. .40874, 41202. 


.41652, 


41716. .4208-9, 42273. 


.42407, 






42581. .43208, 43395. 


.43868, 


43910.. 44307 






GI Descrip. 


{AP000815) EST C7278 


16 (E2258) 


corresponds to a region of 


th( 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 

Seq. No. 9052 Seq. ID OJ990830_19 . 0120 . C7 

9560 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



19374 Strand 
13833 End 14637 

OJ990830_19 . 0120 . C7 . o4 , gs Method GENSCAN 

13833 End 14637 

none Score . 94 

13833. .13859, 13991 .. 14 161, 14560.. 14637 



Seq. No. '9052 Seq. ID OJ990830_19 . 0120 . C7 

Gene No, 19375 Strand 

Start 15226 End 15645 

Name • OJ990830_19. 0120 .C7 . ol, gp Method AAT/GAP 

Start 15226 End 15645 

GI uC-osflM202048cl2bl Score 572 

Exons 15226. ,15645 

GI Descrip. * 5257255/dbj I AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 » 



Seq. No. 9052 

Gene No, 19376 

Start 17192 

Name OJ990830_19 . 0120 . C7 . o6 . gs 

Start 17192 , , - 

GI - none 

Exons 



Seq. ID OJ990830_19.0120.C7 
Strand 

End 20629 

Method GENSCAN 

End 20199 

Score .8 



17192. -. 18276, 18406 18578 , 19793.. 20199 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9052 
19376 
17192 

OJ990830_19 . 0120 . C7 . o2 . np 
17195 
5902445 
17195. .18271, 19810.. 20629 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990830_19.0120.C7 
Strand 

End 20629 

Method AAT/NAP 

End 20629 

Score 3001 



9052 Seq. ID 

19377 Strand 

30810 End 
OJ990830_19.0120.C7.ol0.tw Method 

9756 End 

none Score 
9756. .10046 



OJ990830_19,0120.C7 
43850 

TBLASTX: Wheat 

10046 

200 



Seq. . No. 


9052 








Seq. ID 


OJ990830_19,0120 


.07 


Gene No. 


19377 








Strand 






Start 


30810 








End 


43850 




Name 


OJ990830 19. 


0120. C7 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


17207 








End 


17818 




GI 


none 








Score 


89 




Exons 


17207. 


.17341 


, 17360 


. .17818, 


17556, .17663 




Seq. No. 


9052 








Seq. ID 


OJ990830_19.0120 


.07 


Gene No. 


19377 








Strand 






Start 


30810 








End 


43850 




Name 


OJ990830 19. 


0120. 07 


. o6. tm 


Method 


TBLASTX: Maize 




Start 


17243 








End 


17497 




GI 


none 








Score 


105 




Exons 


17243. 


.17344 


, 17244 


. .17345, 


17324, .174 97, 17325. .17450 





9561 






O £i ^ KT 

oeq. iNO. 






Seq. ID 


OJ990830_19.0120. 


n 

f 




Gene No. 


19377 




Strand 








Start 


30810 




End 


43850 






Name 


OJ990830 19. 0120. C7 


.o4 . tw 


Method 


TBLASTX: Wheat 






Start 


17820 




End 


18187 






GI 


none 




Score 


222 






Exons 


17820. .18182, 17825 


. .18187, 


17933. .18187 






o e q • IN o , 






Seq. ID 


OJ990830_19. 012.0. 


n 

/ 




Gene No. 


19377 




Strand 








Start 


30810 




End 


43850 






Name 


OJ990830 19. 0120. C7 


.o2.tm 


Method 


TBLASTX: Maize 






Start 


17963 




End 


19863 






GI 


none 




Score • 


218 






Exons 


17963. .18010, 18002 


. .18277, 


18015. .18275, 19807.. 19863 






O e q • iN O . 






Seq. ID 


OJ990830_19.0120. 


CI 




Gene No. 


19377 




Strand 








Start 


30810 




End 


43850 






Name 


OJ990830 19. 0120. C7 


.o9. tw 


Method 


TBLASTX: Wheat 






Start 


19819 




End 


43850 






GI 


none 




Score 


64 




-5- 


Exons 


19819. .19986, 20026 


. .20157, 


20026. .20160, 43692.. 43850 




~\ 
5? 


Seq. No. 


9052 




Seq. ID 


OJ990830_19.0120. 


CI 


F: 


(aene ino . 






Strand 






I! 


Start 


30810 




End 


43850 






Name 


OJ990830 19. 0120. C7 


. o2 . ts 


Method 


TBLASTX : Soybean 




B? 


Start 


20243 




End 


43628 




u 


GI 


none 




Score 


63 






Exons 


20243. .20464, 20244 


, .20339, 


20388. .20468, 20510 .. 20608, 




i-l 




20514. .20600, 43203 


. .43301, 


43392. .43628 




V. 


Seq. No. 


9052 




Seq. ID 


OJ990830_19.0120. 


CI 


i 


Gene No. 


19377 




Strand 








Q4_ _ -.4- 


jU O X U 




End 


43850 






Name 


OJ990830 19. 0120. C7 


.06. tw 


Method 


TBLASTX: Wheat 






Start 


20246 




End 


43682 




!i 


GI 


none 




Score 


269 




= E 


Exons 


20246. .20599, 20253 


. .20594, 


43206. .43304, 43212 .. 43310, 








43213. .43323, 43352 


. .43681, 


43389. .43682, 43389 .. 434 45, 








43391. .43600, 43509 


. .43661 










oeq . JNO . 






Seq. ID 


OJ990830_19.0120. 






Gene No. 


19377 




Strand 








Start 


30810 




End 


43850 






Name 


OJ990830 19. 0120. C7 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


20273 




End 


20545 






GI 


none 




Score 


122 






Exons 


20273. ,20371, 20375 


. .20545 










Seq. No. 


9052 




Seq. ID 


OJ990830_19'.0120. 


C7 




Gene No. 


19377 




Strand 








Start 


30810 




End 


43850 






Name 


OJ990830 19. 0120. C7 


.ol. ts 


Method 


TBLASTX : Soybean 






Start 


26497 




End 


28963 





9562 




Gi 


none 






Score 


112 






Exons 


26497. 


.26586, 26798. 


.26890, 


26811. .26894, 27596. 


.27697, 








^769"^ 97620 


. 27 697 


27736. .27921, 27774. 


. 27917 , 






27778. 


.27927, 28009. 


.28086^ 


28009. .28086, 28011. 


.28088, 






28124. 


.28219, 28145. 


.28225, 


28147. .28224, 28304. 


.28342, 






28424. 


.28570, 28428. 


.28574, 


28444. .28575, 28683. 


.28763, 






28683. 


.28817, 28684. 


.28818, 


28896. .28958, 28898. 


.28963, 






28898. 


.28951 












Seq. No. 


9052 






Seq. ID 


OJ990830_ 


19.0120 


.C7 


Gene No. 


19377 






Strand 








Start 


30810 






End 


43850 






Naine 


OJ990830 19. 0120. C7. 


ol . to 


Method 


TBLASTX: Cress 




Start 


26759 






End 


28818 






GI 


none 






Score 


105 






Exons 


26759. 


.26893, 27596. 


.27697, 


27625. .27693, 27774. 


.27923, 






27781. 


.27921, 28008. 


.28085, 


28009. .28086, 28145. 


.28225, 






28428. 


.28574, 28684. 


.28818 










Seq. No. 


9052 






Seq. ID 


OJ990830_ 


19.0120 


.C7 


Gene No. 


19377 






Strand 








Start 


30810 






End 


43850 






IN ClllLC 


OJ990830 19. 0120. 07. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


26804 






End 


28189 






GI 


none 






Score 


64 






Exons 


26804. 


.26896, 27605. 


.27697, 


27658. .27693, 27774. 


.27923, 






27778. 


.27927, 27781. 


.27921, 


28009. .28071, 28009. 


.28071, 






28139. 


.28189 












Seq. No. 


9052 






Seq. ID 


OJ990830_ 


19.0120 


.C7 


Gene No. 


19377 






Strand 








Start 


30810 






End 


43850 






Name 


OJ990830 19. 0120. C7. 


ol . tm 


Method 


TBLASTX: Maize 






28199 






End 


29043 






GI 


none 






Score 


62 






Exons 


28199. 


.28225, 28288. 


.28344, 


28305. .28340, 28422. 


.28574, 






28423. 


.28575, 28423. 


.28572, 


28424. .28573, 28656. 


.28817, 






28656. 


.28817, 28670. 


.28828, 


28684. .28818, 28896. 


.28976, 






" 28897. 


.28953, 28898. 


.28978, 


28900. .28977, 28984. 


.29043 




Seq. No. 


9052 






Seq. ID 


OJ990830__ 


19.0120 


.C7 




19377 






Strand 








Start 


30810 






End 


43850 






Name 


OJ9908 


30_19.0120.C7. 


oil .gp 


Method 


AAT/GAP 






Start 


30474 






End 


30721 






GI 


none 






Score 


431 






Exons 


30474. 


.30721 












Seq. No. 


9052 






Seq. ID 


OJ990830_ 


19.0120 


.07 


Gene No. 


19377 






Strand 








Start 


30810 






End 


43850 






Name 


OJ9908 


30_19.0120.C7. 


ol2 . gp 


Method 


AAT/GAP 






Start 


30723 






End 


33405 






GI 


90811 


1.R1084 




Score 


944 






Exons 


30723. 


.30906, 31232. 


.31289, 


31372. .31399, 31554. 


.31623, 






32248. 


.32348, 33321. 


.33405 










GI Descrip. 


•2388999/emb|CAB11732| 8 . Oe 


-10 (Z98981) 


hypothetical protein 



9563 



[Schizosaccharomyces pombe] 



Seq. No. 9052 

Gene No. 19377 

Start 30810 

Name OJ990830_19 . 0120 .C7 . o8 . gs 

Start 30810 

GI none 

Exons 30810. .30906, 31232 .. 31289, 
32248. .32348, 33321.. 33473 



Seq. ID OJ990830_19.0120.C7 
Strand 

End 43850 

Method GENSCAN 

End 33473 

Score .96 
31372.*. 31399, 31554 .. 31623, 



Seq. No. 9052 

Gene No. 19377 

Start 30810 

Name OJ990830_19 . 0120 . C7 . o7 . tw 

Start 39963 

GI none 

Exons 39963. .40007, 40010 40084 , 
40079. .40318, 40080.. 40352 



Seq. ID OJ990830_19.0120.C7 
Strand 

End 43850 

Method TBLASTX: Wheat 

End 40352 

Score 4 7 
40010. .40120, 40014. .40112,- 



Seq. No, 9052 

Gene No. 19377 

Start 30810 

Name OJ990830_19. 0120 . C7 . o3 . tw 

Start 41085 

GI none" 

Exons 41085. .41258, 41086 .. 41616, 



Seq. ID OJ990830_19.0120.C7 
Strand 

End 43850 

Method TBLASTX : Wheat 

End 41616 

Score 415 
41098. .41514, 41280. .41597 



Seq. No. 9052 

Gene No. 19377 

Start 30810 

Name OJ990830_1 9 . 0120 . C7 . ol . tw 

Start 41724 

GI none 

Exons 41724. .42185, 41725.. 42186 



Seq. ID OJ990830_19.0120.C7 
Strand 

End 43850 

Method TBLASTX : Wheat 

End 42186 

Score 570 



Seq. No. 9052 

Gene No. 19377 

Start 30810 

Name OJ990830_19 . 0120 .C7 . o4 . ts 

Start 41764 

GI none 

Exons 41764. .41979, 41995.. 42129 



Seq. ID OJ990830_19.0120.C7 

Strand - ■ 

End 43850 

Method TBLASTX : Soybean 

End 42129 

Score 110 



Seq. No. 9052 

Gene No. 19377 

Start 30810 

Name OJ990830_1 9 . 0120 . 07 . o3 . tm 

Start 41854 

GI none 

Exons 41854. .42210, 41895.. 42200 



Seq. ID OJ990830_19.0120.C7 
Strand 

End 43850 

Method TBLASTX : Mai ze 

End 42210 

Score 374 



Seq. No. 9052 

Gene No. 19377 

Start 30810 

Name OJ990830_19 . 0120 . C7 . o4 . tm 

Start 42237 



Seq. ID OJ990830_19.0120.C7 
Strand 

End 43850 

Method TBLASTX: Maize 

End 42593 



9564 



Q 

m 
ril 

i i i 
•sir 

. 



GI 


none 




Score • 


• 275 




Exons 


42237. .42521, 42238. 


.42522, 


42510. .42593 




Seq. No. 


9052 




Seq. ID 


OJ99083O 19.0120 


.C7 




19377 




Strand 






Start 


30810 




End 


43850 




Name 


OJ990830 19. 0120. C7. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


42271 




End 


42507 




GI 


none 




Score 


201 




Exons 


42271. .42507, 42390. 


.42485 








Seq. No. 


9052 




Seq. ID 


OJ990830_19.0120 


.C7 


Gene No. 


19377 




Strand 






Start 


30810 




End 


43850 




Name 


OJ990830 19:^120. C7. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


42295 




End 


42718 




GI 


none 




Score 


268 




Exons 


42295. .42516, 42298. 


.42366, 


42300. .42515, 42394 .. 42516, 






42507. .42596, 42533. 


.42718, 


42639. .42713 




Seq. No. 


9052 




Seq. ID 


OJ990830_19.0120 


.C7 


f^fi'np No 


19377 




Strand 






Start 


30810. 




End 


43850 




Name 


OJ990830 19. 0120. C7. 


o8. tw 


Method 


TBLASTX: Wheat 




Start 


42942 - 




End 


43205 




GI 


none 




Score 


216 




Exons 


42942. .43205, 43007. 


.43201 








Seq. No. 


9053 




Seq. ID 


OJ990830__19.0120 


.C8 


Gene No. 


19378 




Strand 


+ 




Start 


5261 




End 


5354 




Name 


OJ990830 19. 0120. C8. 


ol.gp 


Method 


AAT/GAP 




Start 


5261 




End 


5354 




GI 


uC-osflcyp088bl2bl 




Score 


145 




Exons 


5261. .5354 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'5257255/dbj IAP000364.1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 * 



9053 
19379 
20586 

OJ990830_19.0120.C8.o4.np 
20586 
4680183 
20586.. 20708 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990830_19.0120.C8 

Strand + 

End 20708 

Method AAT/NAP 

End 20708 

Score 56 



9053 
19380 
84 

OJ990830_19.0120.C8.ol.np 
84 

6721543 
84. .203, 246. .371 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID OJ990830_19.0120.C8 
Strand 

End 371 

Method AAT/NAP 

End 371 

Score 119 



Seq. No. 



9053 



Seq. ID OJ990830 19. 0120. C8 



9565 




Gene No. 


19381 




Strand 






Start 


13806 




End 


19766 




Name 


OJ990830 19.0120.08. 


o3 . qs 


Method 


GENSCAN 




Start 


13806 




End 


19766 




GI 


none 




Score 


.63 




Exons 


13806. .14031, 14077. 


.14168, 


14296. .14451, 15202. .15603, 






15874. .17049, 17131. 


.17730, 


17770. .18338, 18 699. .19298, 






19331. .19499, 19632. 


.19766 








Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.C8 


Gene No. 


19381 




. Strand 


— 




Start 


13806 




End 


19766 




Name 


OJ990830 19. 0120. C8. 


o2 . np 


Method 


AAT/NAP 




Start 


15212 


End 


19766 




GI 


4680179 




Score 


7490 




Exons 


15212. .19766 










GI Descrip. 


(AF111709) poiyprotein [Oryza sativa i 


subsp- indica] 




Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.08 


Gene No . 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


^'*OJ990830 19 0120 C8 


o2 . tw 


■Method 


TBLASTX: Wheat 




Start 


11776 ~ 




End 


16749 




GI 


none 




Score 


56 




Exons 


11776 11826, 16222 


. 16749, 


16223. .16630, 16273.. 16668 




Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.08 


Gene No . 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ9Q0830 19 0120 C8 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


15235 ~ 




End 


15432 




GI 


none 




Score 


190 




Exons 












Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.08 




19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8. 


o6. tw 


Method 


TBLASTX: Wheat 




Start 


15256 




End 


15589 




GI 


none 




Score 


90 




Exons 


15256. .15588, 15320. 


.15589 








Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.08 


qqj^q No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15436 




End 


16035 




GI 


none 




Score 


189 




Exons 


15436. .15876, 15449. 


.15871, 


15874. .16035, 15881. .16027 




Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.08 


Gene No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15589 




End 


16215 




GI 


none 




Score 


326 




Exons 


15589. .16215, 15590. 


.16213 









9566 




Cfarr Mo 

O C ^ • Vi\J » 


^ J J 




OC7^ • J. L/ 






Gene No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16084 




End 


16375 




GI 


none 




Score 


236 




Exons 


16084. .16374, 16088 


. .16375 










^ VJ J J 






OJ990830 19 0120 




Gene No. 


19382 




Strand " 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. 08 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


16174 




End 


16434 




GI 


none 




Score 


151 




Exons 


16174. .16434, 16175 


. .16429 










\j J J 




Seq. ID 


OJ990830_19.0120 


. 08 


Gene No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


16198 




End . 


16515 




GI 


none 




Score 


88 




Exons 


16198. .16341, 16199 


. .16339, 


16342. .16515 




Q o XI o 

o e q . LN u . 






Seq. ID 


OJ990830_19.0120 




Gene No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16789 




End 


17142 




GI 


none 




Score 


77 




Exons 


. 16789. .17142, 16797 


. .17072, 


16873. .17073, 1687 4. .17140 




o C ^ > LN VJ • 


_? U J J 




Seq. ID 


OJ990830_19.0120 




Gene No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


16789 




End 


17214 




GI 


none 




Score 


204 




Exons 


16789. .17136, 16789 


. .17214, 


16871. .17182 






-7 VJ w/ J 




Seq. ID 


OJ990830_19.0120 




Gene No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


16963 




End 


17202 




GI 


none 




Score 


195 




Exons 


16963. .17202 










Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.08 


Gene No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. 08 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17179 




End 


1T679 




GI 


none ' 




Score 


42 




Exons 


17179. .17514, 17222 


. .17272, 


17297. .17428, 17500. .17 679 





9567 




Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.C8 


flpTif^ No 


19382 




Strand 






start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


.o5. tw 


Method 


TBLASTX: Wheat 




Start 


17215 




End 


17517 




GI 


none ■ 




Score 


236 




Exons 


17215. .17517, 17216 


. .17485, 


17224. .17517 




Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.C8 


Gene No. 


19382 




Strand 








?nni 




End 


20708 




Name 


OJ990830 19. 0120. C8 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


17230 




End 


17625 




GI 


none 




Score 


143 




Exons 


17230. .17589, 17231 


. .17485, 


17446. .17589, 17581 .. 17625, 






17593. .17625 










Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.C8 




19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17566 




End 


18048 




GI 


none 




Score 


251 




Exons 


17566. .18048, 17609 


. .17938 








Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.C8 




1938? 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


17749 




End 


18036 




GI 


none 




Score 


160 




Exons 


17749. .18036, 17750 


. .17938 








Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.C8 


Gene No. 


19382 




Strand 












End 


20708 




Name 


OJ990830 19. 0120. C8 


. o7 . tw 


Method 


TBLASTX: Wheat . 




Start 


18211 




. End 


18627 




GI 


none 




Score 


105 




Exons 


18211. ,18393, 18212 


. .18367, 


18433. .18627, 18479 .. 18577, 






18481. .18624 










Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.C8 


fZ^-na Wo 


1 Q3ft? 




Strand 






Start 


. 20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


. o8 . tw 


Method 


TBLASTX: Wheat 




Start 


18904 




End 


19269 




GI 


none 




Score 


155 




Exons 


18904. .18999, 18970 


. .19269, 


19058. .19264 




Seq. No. 


9053 




Seq. ID 


OJ990830_19.0120 


.C8 


Gene No. 


19382 




Strand 






Start 


20016 




End 


20708 




Name 


OJ990830 19. 0120. C8 


. o6 . tm 


Method 


TBLASTX: Maize 




Start 


18970 




End 


19266 




GI 


none 




Score 


116 




Exons 


18970. .19266, 18982 


. .19266, 


19079. .19249 





9568 






^ U J o 




OJQQ0810 


19 . 0120 


. C8 


Gene No. 


19382 


strand 








Start 


20016 


End 


20708 






Name 


OJ990830 19.0120.C8.o4.gs 


Method 


GENSCAN 






Start 


20016 


End 


20651 






GI 


none 


Score 


.94 






Exons 


20016. .20485, 20631.. 20651 










Seq. No. 


9053 


Seq. ID 


OJ990830_ 


19.0120 


.C8 


Gene No. 


19382 


Strand 








Start 


20016 


End 


20708 






Name 


OJ990830 19.0120.C8.o3.np 


Method 


AAT/NAP 






Start 


20019 


End 


20708 






GI 


5042448 ■ 


Score 


595 






Exons 


20019. .20440, 20686.. 20708 










GI Descrip. 


{AC007789) putative ORFO protein of RIRE8B gypsy 


—type 






retrotransposon [Oryza sativa] 








O C . LN ■ 


9054 


Seq. ID 


OJ990830_ 


19 . 0120 


. C9 


Gene No. 


19383 


strand 


+ 






Start 


Jo D 


End 


2080 






Name 


ujyyuoou 1 y . u izu . uy . 01 . gs 


Method 


GENSCAN 






Start 


OO D 


End 


2036 






GI 


none 


Score 


.83 






Exons 


"30^ CIO ItTQR lOnO 1Q10 


.2036 








Seq. No. 


an c; /I 

yuo4 


Seq. ID 


OJ990830_ 


19.0120 


.C9 




19383' , 


Strand 


+ 






Start 


386 


End 


2080 






Name 


OJ990830 19.0120.C9.o2.np 


Method 


AAT/NAP 






Start 


467 


End 


556 






GI 


4680183 


Score 


98 






Exons 


467. .556 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


9054 


Seq. ID 


OJ990830_ 


19.0120 


.C9 




19383 


Strand 


+ 






Start 


386 


End 


2080 






Name 


OJ990830 19.0120.C9.o3.np 


Method 


AAT/NAP 






Start 


1250 


End 


2080 






GI 


4680183 


Score 


147 






Exons 


1250.. 1338, 1989.. 2080. , 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


9054 


Seq. ID 


OJ990830_ 


19.0120 


.C9 


Gene No. 


19384 


Strand 








Start 


1 


End 


434 






Name 


OJ990830 19.0120.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


434 






GI 


6721561 


Score 


90 






Exons 


1..23, 343. .434 










GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a 


region 


of 




predicted gene.; hypothetical protein 


[Oryza sativa] 





gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



9569 




O C . IN O . 


Qn 


oeq. lu 




Gene No. 


19385 


Strand 


+ 


Start 


142 


End 


256 


Name 


OJ990830 19.0120.C10.ol.gs 


Method 


GENSCAN 


Start 


142 


End 


256 


GI 


none 


Score 


.92 


Exons 


142. .256 






C a l^r\ 

o e q . lm cj . 




oeq. lu 




Gene No. 


19386 


Strand 




Start 


324 


End 


564 


Name 


OJ990920 11.0131.C2.ol.gp 


Method 


AAT/GAP 


Start 


324 


End 


564 


GI 


286782 


Score 


475 


Exons 


324. .564 






Seq. No. 


9057 


Seq. ID 


OJ990920_11.0131.C5 


Gene No. 


19387 


Strand 


+ 


Start 


1 


End 


734 


Name 


OJ990920 11.0131.C5.ol,np 


Method 


AAT/NAP 


Start 


1 


End 


734 


GI 


5441880 


Score 


293 


Exons 


1..448, 683. .734 






GI Descrip. 


(AP000367) EST C28 952 (C62945 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prot 




(AC003981) [Oryza sativa] 






oeq. iNO . 


9057 


Seq. ID 


OJ990920_11.0131.C5 


Gene No. 


19387 


Strand 


+ 


Start 


1 


End 


734 


Name 


OJ990920 11.0131.C5.ol.gs 


Method 


GENSCAN 


Start 


103 


End 


567 


GI 


none 


Score 


:79 


Exons 


103. .567 






O C q . LN O . 


9057 . , 


Seq. ID 


OJ990920_11.0131.C5 


Gene No. 


19387 


Strand 


+ 


Start 


1 


End 


734 


Name 


OJ990920 11.0131.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


108 


End 


519 


GI 


none 


Score 


208 


Exons 


108.. 308, 109.. 399, 163., 399, 


438. .482, 


439. .519 


O c . LN U . 


9057 


Seq. ID 


OJ990920_11.0131.C5 


Gene No. 


19387 


Strand 


+ 


Start 


1 


End 


734 


Name 


OJ990920 11.0131.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


244 


End 


630 


GI 


none 


Score 


164 


Exons 


244. .417, 268. .387, 407. .490, 


429. .533, 


430. .630, 430. .543 


Seq. No. 


9058 


Seq. ID 


OJ990920_11.0131.C6 


Gene No. 


19388 


Strand 


+ 


Start 


1 


End 


3990 


Name 


OJ990920 11.0131.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


804 



9570 



GI 


5295955 


Score 


348 


Exons 


1..186, 225. .804 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV). genome . (V01555 ) 




[^vy^y^d o a L. X V a. J 






Seq. No. 


9058 


Seq. ID 


OJ990920_11.0131.C6 


Gene No. 


19388 


Strand 


+ 


Start 


1 


End 


3990 


Name 


OJ990920 11.0131.C6.ol.gs 


Method 


GENSCAN 


Start 


270 


End 


3990 


GI 


none 


Score 


.79 


Exons 


270. .314, 2363. .2554, 3919.. 


3990 




Seq. No. 


9058 


Seq. ID 


OJ990920_11.0131.C6 


Gene No. 


19388 


Strand 


+ . 


Start 


1 


End 


3990 


Name 


OJ990920 11.0131.C6.o2.np 


Method 


AAT/NAP 


Start 


2261 


End 


3946 


GI 


6539588 


Score 


192 


Exons 


2261.. 2578, 3797.. 3946 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


0 CL L. X V d J 


Seq. No. 


_7 U -J O 


oeq . X u 


OJ990920_11.0131.C6 " 


Gene No. 


J. JO ^ 


Qi- va -nH 

0 ux anu. 


+ 


Start 


O *x / O 


HjI ILl 


8970 


Name 


nTQQnQ9n ii 01*^1 rfi r^l 

yJUj^KJy^yj X J. . UxO X . . OX . yp 


LYie unou. 


AAT/GAP 


Start 


0 H f 0 


End 


8970 


GI 


none 


Score 


896 


Exons 


8478. .8970 






Seq. No. 


9058 


Seq. ID 


OJ990920_11.0131.C6 


Gene No. 


19390 


Strand 


- 


Start 


3943 


End 


4033 


Name 


OJ990920 11.0131.C6.o3.np 


Method 


AAT/NAP 


Start 


3943 


End 


4033 


GI 


5852084 


Score 


100 


Exons 


3943. .4033 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


9058 


Seq. ID 


OJ990920_11.0131-C6 


Gene No, 


19391 


Strand 




Start 


4835 


End 


5100 


Name 


OJ990920 11.0131.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


4835 


End 


5100 


GI 


none 


Score 


129 


Exons 


4835. .4945, 4948. .5100 






Seq. No. 


9058 


Seq. ID 


OJ990920_11.0131.C6 


Gene No. 


19392 


Strand 




Start 


9533 


End 


9810 


Name 


OJ990920 11.0131.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


9533 


End 


9810 


GI 


none ' 


Score 


50 


Exons 


9533.. 9580, 9537.. 9581, 9537 


..9584, 9592. .9807, 9593. .9808, 




9594.. 9809, 9595.. 9810 






Seq. No. 


9059 


Seq. ID 


OJ990920_11.0131.C7 



9571 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19393 Strand 

1 End 

OJ990920_11 . 0131 . C7 . ol . np Method 

1 End 

5295955 Score 
1..19, 345.-462, 722. .769 
(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



769 

AAT/NAP 
769 
133 

(EBV) genome. (V01555) 



9060 Seq. ID OJ990920_11 . 0131 . C8 . 

19394 Strand + 

9351 End 16886 

OJ990920_11 . 0131 . C8 . o2 . np Method AAT/NAP 

9351 End 16886 

5922620 Score 92 

9351. .9427, 12108 12311, 13802 .. 13902, 14103 .. 14270, 

14297. .14369, 16745. .16886 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


9060 




Seq. ID 


OJ990920 


_11. 


0131 


.C8 


':. 'l 


Gene No. 


19394 




Strand 


+ 








: s? 


Start 


9351 




End 


16886 








i:fi 


Name 


OJ990920 ll.0131.C8.ol. 


gp 


Method 


AAT/GAP 








!-: i 


Start 


15660 




End 


15811 








f . J 


GI 


5003203 




Score 


223 








Exons 


15660. .15811 
















Seq. No. 


9060 




Seq. ID 


OJ990920 


11. 


0131 


.C8 


iii 


Gene No. 


19395 




Strand 


+ 










Start 


20375 




End 


20516 










Name 


OJ990920 ll,0131.C8.o3. 


np 


Method 


AAT/NAP 








Si 


Start 


20375 




End 


20516 










GI 


6721543 




Score 


59 








I 


Exons 


20375. .20516 • 
















GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 








1 I 


Seq. No. 


9060 




Seq. ID 


OJ990920_ 


11. 


0131 


.C8 




Gene No. 


19396 




Strand 












Start 


4071 




End 


6369 










Name 


OJ990920 ll'.0131.C8.ol. 


np 


Method 


AAT/NAP 










Start 


4058 




End 


5847 










GI 


4680339 




Score 


105 










Exons 


4058. .4427, 5826. .5847 
















GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp 


. indica] 




Seq. No. 


9060 




Seq. ID 


OJ990920_ 


11. 


0131 


.08 




Gene No. 


19396 




Strand 












Start 


4071 




End 


6369 










Name 


OJ990920 ll.0131.C8.o2. 


gs 


Method 


GENSCAN 










Start 


4071 




End 


6369 










GI 


none 




Score 


.8 










Exons < 


4071.. 5267, 5269.. 5429, 


5477. 


.5831, 5878.. 6369 









9572 






Seq. No. 


9060 Seq. ID 


OJ990920_11.0131.C8 




Gene No . 


lyoy/ orrana 






Start 


11822 End 


■ 20533 




Name 


OJ990920 11.0131.C8.ol.tm Method 


TBLASTX: Maize 




Start 


4125 End 


4538 




GI 


none Score 


65 




Exons 


4125. .4328, 4147. .4269, 4407. .4538 






Seq. No. 


9060 Seq. ID 


OJ990920_11.0131.C8 




Gene No. 


19397 Strand 






otar L 


11822 End 


20533 




Name 


OJ990920 11.0131.C8.o4.gs Method 


GENSCAN 




Start 


11822 End 


20533 




GI 


none • Score 


.53 




Exons 


11822. .11889, 12259. .12441, 13972 .. 14154 , 14184 .. 14289, 






18498. .18560, 20439.. 20533 






Seq. No. 


9060 Seq. ID 


OJ990920_11.0131.C8 




Gene No. 


19397 Strand 






Start 


11822 End 


20533 




Name 


OJ990920 11.0131.C8.o2.gp Method 


AAT/GAP 




Start 


15541 End 


16051 




GI 


LIB3431-055-P1-N1-G3 Score 


827 


... 


Exons 


15541. .16051 






GI Descrip. 


'5670155/gb|AF161269.1|AF161269 l.Oe-76 Oryza sativa subsp. 


: or 

rfi 




japon'ica BAG clone 34K24, complete sequence' 


fif 


Seq. No. 


9061 Seq. ID 


OJ990920_11.0131.C9 




Gene No. 


19398 Strand 


+ 


i , i 


otar L 


348 End 


17975 




Name 


OJ990920 11.0131.C9.ol.np Method 


AAT/NAP 


a? 


Start 


348 End 


4253 


rli 


GI 


5777623 Score 


1237 


i: 


Exons 


348. .523, 775. .921, 1101. .1610, 2419.. 


2661, 4220.. 4253 


•3 Sf 


GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 




Seq. No. 


9061 Seq. ID 


OJ990920_11.0131,C9 




Gene No. 


19398 Strand 


+ 


q 


Start 


348 End 


17975 


I i 


Name 


OJ990920 11.0131.C9.o3.np Method 


AAT/NAP 


•5 6? 


o uar L 


760 End 


10223 




GI 


5295955 Score 


983 




Exons 


760. .958, 1535. .1901, 6828. .6983, 7596 


..7665, 8208. .8322, 






9003. .9095, 9133. .9470, 9550. .9600, 9640. .10223 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 






[Oryza sativa] 






Seq. No. 


9061 Seq. ID 


OJ990920_11.0131.C9 




Gene No. 


19398 Strand 


+ 




Start 


348 End 


17975 




Name 


OJ990920 11.0131.C9.o2.gs Method 


GENSCAN 




Start 


594 6 


17975 




GI 


none Score 


.59 



Exons 5946.. 5951, 6876.. 7058, 7596.. 7733, 8208.. 8331, 9008.. 9289, 

9682. .9746, 11980 .. 12367 , 12451 .. 12528 , 12 634 .. 12833 , 
13264. .13371, 13645 .. 13716, 13737 .. 14225, 15357 15528, 
16420. .16697, 16758. .17975 



9573 




Seq. No. 


9061 




Seq. ID 


OJ990920_11.0131 


.C9 


Gene No. 






Strand 


+ 




Start 


21276 




End 


23695 




Name 


OJ990920 11. 0131. C9 


.o4 .gs 


Method 


GENSCAN 




Start 


21276 




End 


23695 




GI 


none 




Score 


.57 




Exons 


21276, .22135, 22174 


. .22336, 


22514. .22855, 23140 .. 23253, 






23331. .23695 










Seq. No. 


9061 




Seq. ID 


OJ990920_11.0131 


.C9 


(jene wo . 


19400 




Strand 






Start 


2569 




End 


5949 




Name 


OJ990920 11. 0131. C9 


. o2 . np 


Method 


AAT/NAP 




Start 


2569 




End 


5949 




GI 


4680186 




Score 


202 




Exons 


2569.. 2987, 3489.. 3548, 5056 


..5152, 5875. .5949 




GI Descrip. 


{AFl 11709) unknown 


[Oryza sativa subsp 


. indica] 




oeq . DJO . 


on 

y U b 1 




Seq. ID 


OJ990920_11.0131 


- uy 


Gene No. 


19401 




Strand 






Start 


18353 




End 


20844 




Name 


OJ990920 11. 0131. C9 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


14879 




End 


15217 




GI 


none 




Score 


193 




Exons 


14879. .15217 










oeq. rsio . 


yu Dl 




Seq. ID 


OJ990920_11.0131 


- L.y 


Gene No. 


19401 




Strand 






Start 


18353 




End 


20844 




Name 


OJ990920 11. 0131. C9 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16119 




End 


16531 




GI 


none 




Score 


155 




Exons 


16119. .16256, 16121 


. .16246, 


16278. .16529, 16289.. 16531 




oeq . ino . 


9061 




Seq. ID 


OJ990920_11.0131 


. uy 


Gene No. 


19401 




Strand 






Start 


18353 




End 


20844 




Name 


OJ990920 11. 0131. C9 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


16164 




End 


16562 




GI 


none 




Score 


78 




Exons 


16164. .16253, 16293 


. .16562 








beq. JNo . 


9061 




Seq. ID 


OJ990920_11.0131 


. uy 


Gene No. 


19401 




Strand 






Start 


18353 




End 


20844 




Name 


OJ990920 11. 0131. C9 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


16962 




End 


17255 




GI 


none 




Score 


138 




Exons 


16962. .17123, 17151 


. .17255 








Seq. No. • 


9061 




Seq. ID 


OJ990920_11.0131 


.C9 


Gene No. 


19401 




Strand 






Start 


18353 




End 


20844 




Name 


OJ990920 11. 0131. C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


16980 




End 


17360 




GI 


none 




Score 


78 





9574 



Exons 


16980. . 17138, 17136. . 17360 










Seq. No. 


9061 


Seq. ID 


OJ990920 


_11 . 0131 


.09 


Gene No. 


19401 


Strand 








Start 


18353 


End 


20844 






Name 


OJ990920_11 . 0131 .09. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


16983 


End 


17381 






GI 


none 


Score 


230 






Exons 


16983. . 17381 










Seq. No, 


9061 


'Seq. ID 


OJ990920 


_11 . 0131 


.09 


Gene No. 


19401 


Strand 








Start 


18353 


End 


20844 






Name 


OJ990920_11 . 0131 .C9.ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


17532 


End 


17939 






GI 


none 


Score 


221 






Exons 


17532. .17939, 17546. .17905 










Seq. No. 


9061 


Seq. ID 


OJ990920 


_11 .0131 


.09 


Gene No. 


19401 


Strand 








Start 


18353 


End 


20844 






Name 


OJ990920 11.0131.C9.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


17715 


End 


17965 






GI 


none 


Score 


236 






Exons 


17715. .17960, 17715. .17882, 


17726. .17887, 17924 


. .17965 




Seq. No. 


9061 


Seq. ID 


OJ990920 


_11 . 0131 


.09 


Gene No. 


19401 


Strand 








Start 


18353 


End 


20844 






Name 


OJ990920_11.0131.C9.o3.gs 


Method 


GENSCAN 






Start 


18353 


End 


20844 






GI 


none 


Score 


.87 






Exons 


18353. .18934, 19020. .19069, 


19108. .19141, 20428 


. .20636, 






20730. .20844 










Seq. No. 


9062 


Seq. ID 


OJ990920 


_11 . 0131 


.010 


Gene No. 


19402 


Strand 


+ 






Start 


3622 


End 


7715 






Name 


OJ990920_11. 0131. CIO. ol.np 


Method 


AAT/NAP 






Start 


2205 


End 


7715 






GI 


6721547 


Score 


646 






Exons 


2205. .2224, 3739. .4167, 4216 


..4333, 4654. .6181, 


7615. .7715 


GI Descrip. 


{AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


9062 


Seq. ID 


OJ990920 


_11.0131 


.010 


Gene No. 


19402 


Strand 


+ 






Start 


3622 


End 


7715 






Name 


OJ990920 11.0131.C10.o2.gs 


Method 


GENSCAN 






Start 


3622 


End 


6467 






GI 


none 


Score 


.67 






Exons 


3622. .4241, 4508. .6467 










Seq. No. 


9062 


Seq.- ID 


OJ990920 


_11.0131 


.010 


Gene No. 


19403 


Strand 








Start 


9425 


End 


12224 






Name 


OJ990920 11.0131.C10.o3.gs 


Method 


GENSCAN 






Start 


9425 


- End 


12224 







9575 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
9425.. 9639, 10148 .. 10261, 12074.. 12224 



,68 



9062 

19404 

24350 

OJ990920_11. 0131. CIO. o6.gs 

24350 

none 



Seq. ID OJ990920_11. 0131. CIO 

Strand + 

End 25236 

Method GENSCAN 

End 25236 

Score .78 



24350. .24384, 24622 24 673, 25093.. 25236 



9062 Seq. ID 

19405 Strand 

32983 End 
OJ990920_1 1 . 0131 . CIO . o9 . gs Method 

32983 End 

none Score 
32983. .35313 



OJ990920_11. 0131. CIO 
+ 

35313 
GENSCAN 
35313 
1 





Seq. No. 


9062 




Seq. ID 


OJ990920_ 


11.0131. 


CIO 




Gene No. 


19406 




Strand 










Start 


53776 




End 


60568 








Name 


OJ990920 11. 0131. CIO 


. o5 . np 


Method 


AAT/NAP 








Start 


53776 




End 


60568 






t. -I 


GI 


4914429 




Score 


586 






'•' 


Exons 


53776. .53808, 55121. 


.55319, 


55494. .55593, 55771. 


.56037, 




!.i : 




56385. .56462, 57045. 


.57165, 


57317. .57461, 60549. 


.60568 




: 1 I 


GI Descrip. 


(AL050351) SEC14-like protein [Arabidopsis thaliana] 




i ; ! 


Seq. No. 


9062 




Seq. ID 


OJ990920_ 


11.0131. 


CIO 


'it 


Gene No. 


19406 




Strand 


+ 






i. "i 


Start 


53776 




End 


60568 






a : t 

i l\ 


Name 


OJ990920 11. 0131. CIO 


. ol2 . gs 


Method 


GENSCAN 








Start 


55141 




End 


59710 






a: 


GI 


none 




Score 


.85 






'i. ; 


Exons 


55141. .55319, 55494. 


.55593, 


55771. .56037, 56385. 


.56462, 




-I 




57045. .57146, 57240. 


.57289, 


57358. .57466, 57571. 


.57705, 




Q 




58450. .58548, 58806. 


.58910, 


59582. .59710 








Seq. No. 


9062 




Seq. ID 


OJ990920_ 


11.0131, 


CIO 




Gene No. 


19407 




Strand 


+ 








Start 


61050 




End 


63706 








Name 


OJ990920 11. 0131. CIO 


.ol3.gs 


Method 


GENSCAN 








Start 


61050 




End 


63706 








GI 


none 




Score 


.93 








Exons 


61050. .61092, 61172. 


.61377, 


63057. .63137, 63210. 


.63404, 





63497. .63706 



Seq. No. 9062 

Gene No. 19407 

Start 61050 

Name OJ990920_11 . 0131 .CIO . o6 . np 

Start 61050 

GI 1699023 

Exons 61050. .61092, 61172 .. 61300, 
63210. .63404, 63497. .63706 

GI Descrip. (U78866) putative arginine-aspartate-rich RNA binding protein 



Seq. ID 

Strand 

End 

Method 
-End 
Score 



OJ990920_11. 0131. CIO 

.+ 

63706 
AAT/NAP 
63706 
676 



61434. .61473, 63062 63137 , 



9576 




[Arabidopsis thaliana] gi 11699051 (U78867) putative 
aspartate-arginine-rich mRNA binding protein [Arabidopsis 
thaliana] 



Seq. No. 9062 Seq. ID 

Gene No. 19408 Strand 

Start 194 End 

Name OJ990920_11 . 0131 . CIO . ol . gs Method 

Start 194 End 

GI none Score 

Exons 194.. 296 



OJ990920_11. 0131. CIO 
296 

GENSCAN 

296 

.89 





Seq. No. 


9062 


Seq. ID 


OJ990920_ 


11.0131 


.CIO 




Gene No. 


19409 


Strand 










Start 


8154 


End 


10743 








Name 


OJ990920 11.0131.C10.o2.np 


Method 


AAT/NAP 








Start 


8154 


End 


10743 








GI 


1653513 


Score 


148 








Exons 


8154. .8437, 10713. .10743 












GI Descrip. 


(D90914) hypothetical protein [Synechocystis sp. 


] 






Seq. No. 


9062 


Seq. ID 


OJ990920_ 


11,0131 


.CIO 




Gene No. 


19410 


Strand 










Start 


12624 


End 


16003 








Name 


OJ990920 11.0131.C10.o4.gs 


Method 


GENSCAN 






Q 


Start 


12624 


'End 


16003 






m 


GI 


none 


Score 


.51 








Exons 


12624. .12805, 12874 .. 13626, 


15985. .16003 






i'i 


Seq. No. 


9062 


Seq. ID 


OJ990920_ 


11.0131 


.CIO 




Gene No. 


19411 


Strand 








! 'I 


o uar u 


17563 


End 


35234 








Name 


OJ990920 11.0131.C10.o3.np 


Method 


AAT/NAP 








Start 


17339 


End 


35234 






:• 


GI 


5420389 


Score 


159 








Exons 


17339. .17365, 23369 .. 23454 , 


27553. .27611, 27891. 


.28111, 








34769.' .35234 












GI Descrip. 


(AJ2434 60) proteophosphoglycan [Leishmania major] 






Seq. No. 


9062 


Seq. ID 


OJ990920_ 


11.0131 


.CIO 


ij 


Gene No. 


19411 


Strand 










Start 


17563 


End 


35234 








Name 


OJ990920 11.0131.C10.o5.gs 


Method 


GENSCAN 








Start 


17563 


End .; 


23662 








GI 


none 


Score 


.72 








Exons 


17563. .18138, 18273 .. 18312, 


18567. .18802, 19312. 


.19428, 








19500. .19695, 19800 .. 19897 , 


20349. .204 


62, 20893. 


.20933, 








21031. .21123, 21210. .21314, 


21519. .21720, 21825. 


.21922, 








22063. .22207, 23265 .. 23391 , 


23589. .23662 








Seq. No. 


9062 


Seq. ID 


OJ990920_ 


11.0131 


.CIO 




Gene No. 


19411 


Strand 










Start 


17563 


End 


35234 








Name 


OJ990920 11.0131.C10.o7.gs 


Method 


GENSCAN 








Start 


26236 


End 


28149 








GI 


none 


Score 


1 








Exons * 


26236. .28149 











9577 



# 



oecj. NO. 








Seq. ID 


OJ990920_11.0131 


PI n 


Gene No. 


19412 






Strand 






Start 


36176 






End 


38916 




Name 


OJ990920 11. 


0131 


.ClO.olO.gs 


Method 


GENSCAN 




Start 


36176 






End 


38916 




GI 


none 






Score 


.41 




Exons 


36176. .36422 


t, 36459. .36567, 


38318. .38381, 38564. .38916 




beq. jNo . 


9062 






Seq. ID 


OJ990920_11.0131 




Gene No. 


19412 






Strand 






Start 


36176 






jjna 






Name 


OJ990920 11. 


0131 


.ClO.ol.gp 


Me unoQ 


7\ 7\ T /pa D 




Start 


38336 






Hina 


"^Q^A A 




GI 


3106481 






Score 


O / 0 




Exons 


38336. .38544 










beq. wo. 


9062 






Seq. ID 


OJ990920_11.0131 


Pin 


Gene No. 


19413 






Strand 






Start 


40454 






End 


53849 




Name 


OJ990920 11. 


0131 


.C10.ol2.tm 


Method 


TBLASTX: Maize 




Start 


364 






End : 


741 




GI 


none 






Score 


121 




Exons 


364. .435, 434. .544, 588. .719 


, 589. .741 






Seq. No. 


9062 






Seq. ID 


OJ990920_11.0131 


Pin 


Gene No. 


19413 






Strand 






Start 


40454 






End 


53849 




Name 


OJ990920 11. 


0131 


.CIO. oil. tm 


Method 


TBLASTX: Maize 




Start 


3886 






End 


4155 




GI 


none 






Score 


85 




Exons 


3886. .3972, 


3985 


..4155, 4002 


..4142, 4012. .4143 




beq. NO. 


9062 






Seq. ID 


OJ990920_11.0131 


PI n 


Gene No. 


19413 






Strand 






Start 


40454 






End 


53849 




Name 


OJ990920 11. 


0131 


.C10.o6.tw 


Method 


TBLASTX: Wheat 




Start 


4514 






End 


4727 




GI 


none 






Score 


195 




Exons 


4514. .4669, 


4515 


..4721, 4521 


. .4727 






Seq. No. 


9062 






Seq. ID 


OJ990920_11.0131 


.CIO 


Gene No. 


19413 






Strand 






Start 


40454 






End 


53849 




Name 


OJ990920 11. 


0131 


.C10.O4 . ts 


Method 


TBLASTX: Soybean 




Start 


4548 






End 


5774 




GI 


none 






Score 


104 




Exons 


4548. .4730, 


4728 


..5084, 4769 


..4813, 4925. .5050, 5070. .5228, 




5460. .5645, 


5489 


..5644, 5655 


. .5774 






Seq. No. 


9062 






Seq. ID 


OJ990920_11.0131 


.CIO 


Gene No. 


19413 






Strand 






Start 


40454 






End 


53849 




Name 


OJ990920 11. 


0131 


.C10.o7.tw 


Method 


TBLASTX: Wheat 




Start 


4737 






End 


5015 




GI 


none 






Score 


189 





Exons 4737.. 5015 



9578 





Seq. No. 


9062 




Seq. ID 


OJ990920 


_11.0131 


.CIO 




Gene No. 


19413 




Strand 










Start 


40454 




End 


53849 








Name 


OJ990920 11. 0131. CIO 


. o7-tm 


Method 


TBLASTX: 


Maize 






Start 


4754 




End 


5243 








GI 


none 




Score 


47 








Exons 


4754. .4834, 4755. .4796, 4780. .4830, 4907. .5047, 


4908. .5066, 






5057. .5242, 5061. .5243 












Seq. No. 


9062 




Seq. ID 


OJ990920 


_11.0131 


.CIO 




Gene No. 


19413 




Strand 










Start 


40454 




End 


53849 








Name 


OJ990920 11. 0131. CIO, 


. ol . tw 


Method 


TBLASTX : 


Wheat 






Start 


5016 




End 


5471 








GI 


none 




Score 


269 








Exons 


5016. .5264, 5032. .5235, 5132. .5242, 5266. .5310, 


5273. .5350, 






5274. .5399, 5385. .5471 












Seq. No. 


9062 




Seq. ID 


OJ990920 


_11.0131 


.CIO 




Gene No. 


19413 




Strand 










Start 


40454 




End 


53849 








Name 


OJ990920 11. 0131. CIO, 


. o4 . tw 


Method 


TBLASTX: 


Wheat 






Start 


5475 




End 


5699 








GI 


none 




Score 


214 








Exons 


5475.. 5699, 5490.. 5690 












Seq. No. 


9062 




Seq. ID 


OJ990920 


_11.0131 


.CIO 


r| 


Gene No. 


19413 




Strand 








•! Sf 


Start 


40454 




End 


53849 






'•a 'tf 


Name 


OJ990920 11. 0131. CIO. 


.08. ts 


Method 


TBLASTX: 


Soybean 






Start 


17782 




End 


17996 






ry 


GI 


none 




Score 


132 








Exons 


17782. .17961, 17783., 


.17953, 


17934. .17996 






ri 

'■H.\ 


Seq. No. 


9062 




Seq. ID 


OJ990920 


_11.0131 


.CIO 




Gene No. 


19413 




Strand 








Start 


40454 ' 




End 


53849 






; =^ 


Name 


OJ990920 11. 0131. CIO, 


.o5. ts 


Method 


TBLASTX: 


Soybean 




L-J 


Start 


19829 




End 


21854 








GI 


none 




Score 


100 








Exons 


19829. .19897, 20344.. 


.20430, 


20346. .20462, 20347 


. .20463, 








21041. .21127, 21211.. 


.21285, 


21212. .21265, 21526 


. .21723, 








21526. .21720, 21545.. 


.21727, 


21546. .21743, 21810 


. .21854, 








21819. .21854 














Seq. No. 


9062 




Seq. ID 


OJ990920 


_11.0131 


.CIO 




Gene No. 


19413 




Strand 










Start 


40454 




End 


53849 








Name 


OJ990920 11. 0131. CIO. 


, oil . gs 


Method 


GENSCAN 








Start 


40454 




End 


53849 








GI 


none 




Score 


.53 








Exons 


40454. .40547, 40589.. 


,40664, 


40714. .40857, 42564 


. .42662, 








43990. .44080, 44213.. 


,44308, 


44555. .44713, 45228 


. .46280, 








46469. .46751, 47420.. 


,47757, 


48163. .48322, 48400 


. .48764, 








49112. .49253, 49329.. 


,49730, 


50513. .51219, 53691 


. .53849 





9579 



Seq. No. 
Gene No. 
Start 
Name 
Start ^ 
GI 

Exons 

GI Descrip. 



9062 Seq. ID OJ990920_11.0131.C10 

19413 Strand 

40454 End 53849 

OJ990920_1 1 . 0131 . CIO . o2 . gp Method AAT/GAP 

41903 End 42009 

72793_1.R1084 Score 135 

41903. .42009 

'6041757/gb|AC011806.1|AC011806 2.0e-27 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 9062 

Gene No. ' 19413 

Start 40454 

Name OJ990920_11 . 0131 . CIO . o3 . gp 

Start 44612 

GI LIB3434-005-P1-K1-H1 

Exons 44612. .44903, 45228.. 45349 

GI Descrip. '3540184 7.0e-09 (AC004122) 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_11. 0131. CIO 

53849 
AAT/GAP 
45349 
734 



Similar to endoxyianases 





Seq. No. 


9062 




Seq. ID 


OJ990920_11.0131 


.CIO 




Gene No. 


19413 




Strand 






c 


Start 


. 40454 




End 


53849 




zs:- 


Name 


'OJ990920 11. 0131. CIO. 


ol . tm 


Method 


TBLASTX: Maize 




. "l 


Start 


45153 




End 


45621 




- ?i 
ji ! 


GI 


none 




Score 


425 




s j I 
r.} 


Exons 


45153.. 45 620, 45159.. 


45620, 


45160.. 45621 




t si 
. I 


Seq. No. 


9062 




Seq. ID 


OJ990920_11.0131 


.CIO 


: '-.T 


Gene No. 


19413 




Strand 






i 

! ST 


Start 


40454 




End 


53849 




Mi 

hr 


Name 


OJ990920 11. 0131. CIO. 


o4 .np 


Method 


AAT/NAP 






Start 


45168 




End 


49663 




;:! 


GI 


3540184 




Score 


2568 




ti 


Exons 


45168. .46280, 46469.. 


47002, 


47141. .47318, 47420. .47757, 






48151. .48322, 48400.. 


48785, 


49112. .49253, 49329.. 49663 




SI 
'\ 


GI Descrip. 


{AC004122) Similar tc 


► endoxyianases [Arabidopsis thaliana] 


11 


Seq. No. 


9062 




Seq. ID 


OJ990920_11.0131 


.CIO 


'i 


Gene No. 


19413 




Strand 








Start 


40454 




End 


53849 






Name 


OJ990920 11. 0131. CIO. 


o3 . tc 


Method 


TBLASTX: Cress 






Start 


45192 




End 


45479 






GI 


none 




Score 


139 






Exons 


45192. .45479, 45241.. 


45474 










Seq. No. 


9062 




Seq. ID 


OJ990920_11.0131 


.CIO 




Gene No. 


19413 




Strand 








Start 


40454 




End 


53849 






Name 


OJ990920 11. 0131. CIO. 


ol.ts 


Method 


TBLASTX: Soybean 






Start 


45225 




End 


45857 






GI 


none 




Score 


401 






Exons 


45225.-45857, 45229.. 


45855 










Seq. No. . 


9062 




Seq. ID 


OJ990920_11.0131 


.CIO 




Gene No. 


19413 




Strand 







9580 




start 


40454 


End 


53849 


Name 


OJ990920 11.0131.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


45492 


End 


45921 


GI 


none 


Score 


277 


Exons 


45492. .45914, 45505.. 45921 






Seq. No. 


9062 


Seq. ID 


OJ990920_11. 0131. CIO 




X j7 *x J. J 


O L- X dl lv_l 




Start 


40454 


End 


53849 


Name 


OJ990920 11.0131.C10.o9.tm 


Method 


TBLASTX: Maize 


Start 


45705 


End- 


45921 


GI 


none 


Score 


94 


Exons 


45705. .45920, 45706. .45921 






Seq. No. 


9062 


Seq. ID 


OJ990920_11. 0131. CIO 










Start 


40454 


End 


53849 


Name 


OJ990920 11.0131.C10.o3.ts 


Method 


TBLASTX: Soybean 


Start 


45870 


End 


46202 


GI 


none 


Score 


208 


Exons 


45870. .46202, 45882. .46202 






Seq. No. 


9062 


Seq. ID 


OJ990920_11. 0131. CIO 


Gene No. 


19413 


Strand 


- 


Start 


40454 


End 


53849 


Name 


OTQQnQ9n 11 ni '^1 nn n4 rm 




Z\AT /HAP 


Start 


45889 


End 


46049 


GI 


2796882 


Score 


285 


Exons 


45889. .46049 






GI Descrip. 


3540184 7,0e-09 {AC004122) 


Similar to 


endoxylanases [Arabidopsis 




thaliana] 






Seq. No. 


9062 


Seq. ID 


OJ990920_11. 0131. CIO 




X _? *i X J 


Strand 




Start 


40454 


End 


53849 


Name 


OJ990920 ll.0131.C10.o4 .tm 


Method 


TBLASTX: Maize 


Start 


45933 


End 


46223 


GI 


none 


Score 


.115 


Exons 


45933. .46223, 45942 .. 4 6157 , 


45946. .46191 * 


Seq. No. 


9062 


Seq. ID 


OJ990920_11. 0131. CIO 


Gene No. 


19413 


Strand 




Start 


40454 


End 


53849 


Name 


OJ990920 11.0131.C10.o5.gp 


Method 


AAT/GAP 


Start 


46046 


End 


46653 


GI 


64560 1.R1084 


Score 


783 


Exons 


46046. .46280, 46469. .46653 






GI Descrip. 


•5922603/dbj | AP000492 . 1 | AP000492 3.0e- 


■30 Oryza sativa genomic 




DNA, chromosome 1, clone : P0705D01 ' 




Seq. No. 


9062 


Seq. ID 


OJ990920_11. 0131. CIO 


Gene No. 


19413 - 


Strand 




Start 


40454 


End 


53849 


Name 


OJ990920 11.0131.C10.o7.ts 


Method 


TBLASTX : Soybean 


Start 


46466 


End 


49255 


GI 


none 


Score 


48 


Exons 


46466.-46546, 46490 .. 46531, 


46532. .4 6708, 4 6542. .4 6730, 



9581 




46544. .46729, 48211 .. 48306, 49142. .49255 



Seq. No. 


Q A ^ O 




Seq. ID 


OJ990920_11.0131 


- CIO 


Gene No. 


19413 




Strand 






Start 


40454 




End 


53849 




Name 


OJ990920 11. 0131. CIO 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


46628 




End 


48599 




GI 


none 




Score 


84 




Exons 


46628. .46678, 46629. 


.46673, 


46679. .47005, 4 6680 .. 47003 , 






46684. ,47004, 47140. 


.47199, 


47141. .47200, 48447. .48599 




Seq. No. 


9062 




Seq. ID 


OJ990920__11.0131 


.CIO 


Gene No. 


19413 




Strand 






Start 


40454 




End 


53849 




Name 


OJ990920 11. 0131. CIO 


.06. gp 


Method 


AAT/GAP 




Start 


47219 




End 


47526' 




GI 


572032 




Score 


361 




Exons 


47219. .47318, 47420. 


.47526 








Seq. No. 


n A ^ o 
9Udz 




Seq. ID 


OJ990920_11.0131 


. CIO 


Gene No. 


19413 




Strand 






Start 


40454 




End 


53849 




Name 


OJ990920 11. 0131. CIO 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


47242 




End 


49525 




GI 


none 




Score 


103 




Exons 


47242. .47316, 47243. 


.47335, 


47244. ,47348, 474 17 .. 47611, 






47419. .47610, 47433. 


.47612, 


47433. .47612, 49400. .49525 




Seq. No. 


9062 




Seq. ID 


OJ990920_11.0131 


.CIO 


Gene No. 


19414 




Strand 






Start 


55171 




End 


55331 




Name 


OJ990920 11. 0131. CIO 


.olO. tm 


Method 


TBLASTX: Maize 




Start 


55171 




End 


55331 




GI 


none 




Score 


212 




Exons 


55171. .55329, 55171. 


.55323, 


55172. .55330, 55173.. 55331 




Seq. No. 


n r» ^ o 

9062 




Seq. ID 


OJ990920_11.0131 


. CIO 


Gene No. 


19415 




Strand 






Start 


55501 




End 


57152 




Name 


OJ990920 11. 0131. CIO 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


55501 




End 


57152 




GI 


none 




Score 


81 




Exons 


55501. .55587, 55759. 


.56037, 


55768. ,55932, 55770 .. 56033, 






56385. .56462, 57042. 


.57152 








Seq. No. 


9062 




Seq, ID 


OJ990920__11.0131 


.CIO 


Gene No. 


19415 




Strand 






Start 


55501 




End 


57152 




Name 


OJ990920 11. 0131. CIO 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


55759 




End 


56012 




GI 


none 




Score 


278 




Exons 


55759. .56010, 55769. 


.56008, 


55770. .56012 




Seq. No. 


9062 




Seq. ID 


OJ990920_11.0131 


.CIO 


Gene No. 


19415 




Strand 






Start 


55501 




End 


57152 




Name 


OJ990920 11. 0131. CIO, 


.06. ts 


Method 


TBLASTX: Soybean 





9582 




start 


55759 








End 


57152 






GI 


none 








Score 


286 






Exons 


55759. 


.56061, 


55770.. 


.56033, 


56358. .56462, 57042 


. .57152, 






57044. 


.57148 














Seq. No. 


9062 








Seq. ID 


OJ990920 


_11.0131 


.CIO 


Gene No. 


19415 








Strand 








Start 


55501 








End 


57152 






Name 


OJ990920 11. 0131. CIO 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


55798 








End 


57152 






GI 


none 








Score 


240 






Exons 


55798. 


.56037, 


55827. 


.56033, 


55876. .56055, 56385 


. .56462, 






57042. 


.57152, 


57044. 


.57148 










Seq. No. 


9062 








Seq. ID 


OJ990920 


_11.0131 


-CIO 


Gene No. 


19416 








Strand 








Start 


60963 








End 


63724 






Name 


OJ990920 11. 0131. CIO 


. o8 . tm 


Method 


TBLASTX: 


Maize 




btar L 


60963 








End 


63346 






GI 


none 








Score 


35 






Exons 


60963. 


.60989, 


61044. 


.61091, 


61047. .61094, 61174 


. . 61302, 






61197. 


.61301, 


61426. 


.61473, 


63045. .63140, 63053 


. . 63139, 






63053. 


.63154, 


63054. 


.63140, 


63209. . 63346, 63210 


. . 63302, 






63223. 


. 63345 














Seq. No. 


9062 








Seq. ID 


OJ990920 


_11.0131 


.CIO 


Gene No. 


19416 








Strand 








Start 


60963 








End 


63724 






Name 


OJ990920 11. 0131. CIO 


. oz . tc 


Method 


TBLASTX: 


Cress 




Start 


61047 








End 


63706 






GI 


none 








Score 


67 






Exons 


61047. 


.61088, 


61047. 


.61094, 


61174. .61302, 61206 


. .61301, 






63054. 


.63143, 


63059. 


.63154, 


63209. .63280, 63210 


. .63281, 






63236. 


.63418, 


63273. 


.63416, 


63494. .63706, 63496 


. . 63702 




Seq. No. 


9062 








Seq. ID 


OJ990920 


_11.0131 


.CIO 


Gene No. 


19416 








Strand 








Start 


60963 








End 


63724 






Name 


OJ990920 11. 0131. CIO 


.o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


61050 








End 


63706 






GI 


none 








Score 


63 






Exons 


61050. 


.61088, 


61050. 


.61091, 


61174. .61311, 61194 


. . 61313, 






61433. 


. 61471, 


63054, 


.63137, 


63059. .63154, 63212 


. . 63280, 






63213. 


.63281, 


63272. 


.63409, 


63273. .63416, 63482 


. . 63691, 






63494. 


.63706, 


63496. 


.63705 










Seq. No. 


9062 








Seq. ID 


OJ990920 


_11.0131 


.CIO 


Gene No. 


19416 








Strand 








Start 


60963 








End 


63724 






Name 


OJ990920 11. 0131. CIO 


.o2 . tw 


Method 


TBLASTX:! 


Wheat 




Start 


61050 








End 


61471 






GI 


none 








Score 


58 






Exons 


61050. 


. 61091, 


61174 . , 


.61311, 


61197. .61310, 61433 


. . 61471 




Seq. No. 


9062 








Seq. ID 


OJ990920 


_11.0131 


.CIO 


Gene No. 


19416 








Strand 








Start 


60963 








End 


63724 







9583 







Method 


TBLASTX: Maize 




Start 


63348 


End 


63708 




GI 


none 


Score 


8 9 




Exons 


63348. .63407, 6334 9 .. 63405, 


63494. .63580, 634 96. .63561, 






63506. . 63577, 63568 .. 63705, 


63569. .63706, 63570 .. 63707, 






63571. .63708 








Seq. No. 


9062 


Seq. ID 


OJ990920_11.0131 


.CIO 




^ J *i X \J 


Strand 






start 


60963 


End 


. 63724 




Name 


OJ990920 11.0131.C10.o5.tw 


Method 


TBLASTX: Wheat 




Start 


63521 


End 


63724 




GI 


none 


Score 


205 




Exons 


63521. .63724, 63571.. 63708 








Seq. No. 


9063 


Seq. ID 


OJ990520_06.0103 


.CI ' 




X ^ *» X ' 


Strand 


- 




Start 


856 


End 


1353 




Name 


OJ990520 06.0103.Cl.ol.gs 


Method 


GENSCAN 




Start 


856 


End 


1353 




GI 


none 


Score 


.58 




Exons 


856. .1061, 1300. .1353 








Seq. No. 


9064 


Seq. ID 


OJ990520_06.0103 


.C3 


Gene No. 


19418 


Strand 


+ 




Start 


67 


End 


179 




Name 


OJ990520 06.0103.C3.ol.gs 


Method 


GENSCAN 




Start 


67 


End 


179 




GI 


none 


Score 


.52 




Exons 


67. .179 









Seq. No. 


9065 












Seq. ID 


OJ990520 


Gene No. 


19419 












Strand 




Start 


305 












End 


430 


Name 


OJ990520 


06. 


0103 


.C5 


.ol 


.gs 


Method 


GENSCAN 


Start 


305 












End 


430 


GI 


none 












Score 


.98 


Exons 


305. .430 
















Seq. No. 


9066 












Seq. ID 


OJ990520 


Gene No. 


19420 












Strand 




Start 


244 












End 


273 


Name 


OJ990520 


06. 


0103 


.C7 


.ol 


.gs 


Method 


GENSCAN 


Start 


244 












'End 


273 


GI 


none 












Score 


.54 


Exons 


244. .273 

















06. 0103. C7 



Seq. No. 9067 Seq. ID 

Gene No. 19421 Strand 

Start 64 End 

Name OJ990520_06 . 0103 . CIO . ol . gs Method 

Start 64 End 

GI none Score 

Exons 64 . . 166 



OJ990520_06. 0103. CIO 
166 

GENSCAN 

166 

.63 



Seq. No. 
Gene No. 



9068 
19422 



Seq. ID OJ990520_06.0103.C13 
Strand + 



9584 




start 1 End 1638 

Name OJ990520_06. 0103.C13.o2 .np Method AAT/NAP 

Start 1 End 604 

GI 4680186 Score 323 

Exons 1..80, 404.. 604 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 9068 Seq. ID 

Gene No. 19422 Strand 

Start 1 End 

Name OJ990520_06 . 0103 . C13 . ol . gs Method 

Start 'M91 End 

GI none Score 

Exons 497.. 557, 1532.. 1638 



OJ990520_06.0103.C13 
+ 

1638 
GENSCAN 
1638 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9068 Seq. ID OJ990520_06 . 0103 . C13 

19423 Strand 

156 End 537 

OJ990520_06.0103.C13.ol.gp Method AAT/GAP 

156 End 537 

uC-osflcyp033a04bl Score 687 

156... 537 

•6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9069 
19424 
1 

OJ990520_06.0103.C15.ol.np 
1 

6815052 
1..327, 565. .620 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ990520_06.0103.C15 

Strand + 

End 620 

Method AAT/NAP 

End ^ 620 

Score 237 



9069 Seq. ID 

19424 Strand 

1 End 
OJ990520_06.0103.C15.ol.gs Method 

109 End 
none , Score 
109. .507 



OJ990520_06.0103.C15 
+ 

620 

GENSCAN 

507 

.55 



Seq. No. 


9070 






Seq. ID 


OJ990520_ 


_06, 


,0103 


.C17 


Gene No. 


19425 






Strand 










Start 


91 






End 


1877 








Name 


OJ990520 


_06.0103.C17 


. ol .gs 


Method 


GENSCAN 








Start 


91 






End 


1727 








GI 


none 






Score 


.6 








Exons 


91. .218, 


594. .1449, 


1456. . 


1727 










Seq. No. 


9070 






Seq. ID 


OJ990520^ 


_06, 


,0103 


.C17 


Gene No. 


19425 






Strand 










Start 


91 






End 


1877 








Name 


OJ990520 


06.0103.C17 


. o 1 . np 


Method 


AAT/NAP 








Start 


119 






End 


1877 








GI 


6907087 






Score 


905 








Exons 


119. .'219, 


759. .1475, 


1506. 


.1877 











9585 



GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


9071 


Seq. ID 


OJ990520_06.0103.C18 


Gene No. 


19426 


Strand 


+ 


Start 


96 


End 


581 


Name 


OJ990520 06.0103.C18.ol.gs 


Method 


GENSCAN 


Start 


96 


End 


581 


GI 


none 


Score 


.51 


Exons 


96. .303, 445. .581 






Seq. No. 


9072 


Seq. ID 


OJ990520_06.0103.C20 


Gene No. 


19427 


Strand 


+ 


Start 


1 


End 


2113 


Name 


OJ990520 06.0103,C20.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1904 


GI 


LIB3434-055-P1-K1-E8 


Score 


464 


Exons 


l.,170, 1819. .1904 






GI Descrip. 


•2252863 6.0e-46 (AF013294) 


similar to 


nucleolin protein 




[Arabidopsis thaliana] ' 






Seq. No. . 


9072 


Seq, ID 


OJ990520_06.0103.C20 


ij Gene No. 


19427 


Strand 


+ 


Start 


1 


End 


2113 


rfz Name 


OJ990520 06.0103.C20.ol.np 


Method 


AAT/NAP 


start 


1 


End 


2105 


GI 


2252863 


Score 


193 


Exons 


1..153, 1793. .1904, 1997. .2105 




Ul GI Descrip. 


(AF013294) similar to nucleolin protein [Arabidopsis thaliana] 


I'll Seq. No. 


9072 


Seq. ID 


OJ990520_06.0103.C20 


Gene No. 


19427 


Strand 


+ 


start 


1 


End 


2113 


^^=' Name 


OJ990520 06.0103.C20.ol.tm 


Method 


TBLASTX: Maize 


'^.j Start 


2 


End 


2113 


U GI 


none 


Score 


148 


Exons 


2. .73, 3... 101, 13.. 114, 94. 


.168, 109.. 


174, 174. .215, 1816. .1905, 




1818. .1904, 1997. .2077, 1998. .2078, 1999. .2079, 2075. .2113, 


Q 
Q 


2086. .2112 






Seq. No. 


9072 


Seq. ID 


OJ990520_06.01G3.C20 


Gene No. 


19427 . 


Strand 


+ 


Start 


1 


End 


2113 


Name 


OJ990520 06.0103.C20.ol.gs 


Method 


GENSCAN 


Start 


30 


End 


2108 


GI 


none 


Score 


.4 


Exons 


30. .170, 1819. .1904, 1997.. 


2108 




Seq. No. 


9073 


Seq. ID 


OJ990520_06. 0103,022 


Gene No. 


19428 


Strand 




Start 


332 


End 


689 


Name 


OJ990520 06.0103. 022. ol.np 


Method 


AAT/NAP 


Start 


332 


End 


689 


GI 


3355308 


Score 


101 


Exons 


332. .689 






GI Descrip. 


(AJ009695) wall-associated 


kinase 4 [Arabidopsis thaliana] 



9586 



O j-» M 

oeq. iNo. 


y u / 4 




becj. ±u 




Gene No. 


19429 




Strand 


+ 


Start 


45 




End 


122 


Name 


OJ990520 06.0103.C23 


.ol.gs 


Method 


GENSCAN 


Start 


45 




End 


122 


GI 


none 




Score 


.54 


Exons 


45. .122 








Seq, No. 


9075. 




Seq. ID 


OJ990520_06.0103.C24 


Gene No. 


19430 




Strand 


+ 


Start 


1 




End 


5662 


Name 


OJ990520 06.0103.C24 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


492 


GI 


3810596 




Score 


175 


Exons 


1. .492 








GI Descrip. 


(AC005398) putative 


retroelement pol ; 


polyprotein [Arabidopsis 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Q Seq. No. 
\ ; I Gene No . 

start 
jSr! Name 
^ ^ Start 

GI 

tl Exons 

'^^1 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9075 

19430 

1 

OJ990520_06.0103.C24.o2.np 
1 

2252863 



Seq. ID OJ990520_06.0103.C24 

Strand + 

End 5662 

Method AAT/NAP 

End 2769 

Score 161 



1..60, 1851. .2039, 2480. .2769 

(AF013294) similar to nucleolin protein [Arabidopsis thaliana] 



9075 

19430 

1 

OJ990520_06.0103.C24.o3.np 
1 

4680183 



Seq. ID OJ990520_06.0103.C24 

Strand + 

End 5662 

Method AAT/NAP 

End 5256 

Score 175 



1..42, 4537. .4607, 5167. .5256 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



9075 
19430 
1 

OJ990520_06.0103.C24.o4 .np 
4517 
6721559 
4517.. 4583, 5242.. 5662 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 I dbj IBAA90370.i l (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990520_06.0103.C24 

S'trand + 

End 5662 

Method AAT/NAP 

End 5662 

Score 142 



9075 

19431 

2682 

OJ990520_06.0103.C24.o2.tm 

192 

none 



Seq. ID OJ990520_06.0103.C24 
Strand 

End 2776 

Method TBLASTX : Mai ze 

End 539 

Score 86 



192. .494, 193. .273, 349. .495, 491. .532, 492. .539 



Seq. No. 



9075 



Seq. ID OJ990520_06.0103.C24 



9587 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



19431 Strand 

2682 End 

OJ990520_06 . 0103 . C24 . ol . tm Method 

1841 End 

none Score 



2776 

TBLASTX: Maize 

2776 

156 



1841. .1996, 1848. .2027, 1848. .1979, 1850. .1990, 1984. .2028, 
1985. .2020, 2681. .2770, 2683. .2769, 2687.. 2776 



Seq. No. 9075 

Gene No. 19431 

Start 2682 

Name OJ990520_06 . 0103 . C24 . o2 . gp 

Start 2682 

GI LIB3434-055-P1-K1-E8 

Exons 2682.. 2775 

GI Descrip. '2252863 6.0e-46 {AF013294) 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_06.0103.C24 

2776 
AAT/GAP 
2775 
144 



similar to nucleolin protein 





Seq. No. 


9076 






Seq. ID 


OJ990520_06.0103.C25 




Gene No. 


19432 






Strand 






Start 


2034 






End 


3501 




Name 


OJ990520 06 


.0103 


.C25.ol.gs 


Method 


GENSCAN 




Start 


2034 






End 


3128- 




GI 


none 






Score 


.82 




Exons 


2034. .'3128 












Seq. No. 


9076 






Seq. ID 


OJ990520_06.0103.C25 


rii 


Gene No. 


19432 






Strand 






Start 


2034 






End 


3501 


U! 


Name 


OJ990520 06 


.0103 


.C25 . ol .np 


Method 


AAT/NAP 




Start 


2043 






End 


3501 


ry 


GI 


3549626 






Score 


479 




Exons 


2043. .3060, 


3466 


. .3501 






.3 Si 


GI Descrip. 


(AJ009696) 1 


wall-. 


associated kinase 1 [Arabidopsis thaliana] 




Seq. No. 


9076 






Seq. ID 


OJ990520_06.0103.C25 


s c; 


Gene No. 


19432 






Strand 






Start 


2034 






End 


3501 




Name 


OJ990520 06 


.0103 


.C25.01. tm 


Method 


TBLASTX: Maize 




Start 


2187 






End 


3104 




GI 


none 






Score 


41 




Exons 


2187. .2327, 


2223 


..2363, 2427. 


.2549, 2434. .2535, 2550. .2729, 






2566. .2640, 


2757 


,.3014, 2773. 


.3000, 3072.. 3104 




Seq. No. 


9076 






Seq. ID 


OJ990520_06.0103.C25 




Gene No. 


19432 






Strand 






Start 


2034 






End 


3501 




Name 


OJ990520 06 


.0103 


.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


2202 






- End 


3008 




GI 


none 






Score 


80 




Exons 


2202. .2330, 


2427 


..2552, 2434. 


.2535, 2547. .2732, 2548. .2730, 






'2740. .2997, 


2754 


. .3008 







Seq. No. 9076 Seq. ID OJ990520_06 . 0103 . C25 

Gene No. 19432 Strand 

Start . 2034 End 3501 

Name OJ990520_06 . 0103 . C25 . ol . ts Method TBLASTX : Soybean 



9588 






start 


2412 




End 


3119 






GI 


none 




Score 


80 






Exons 


2412. .2543, 


2413.. 2571, 2553 


..2747, 2754. .2900, 


2755. .2901, 






2920. .2997, 


2931.. 3014, 3066 


. .3119 








Seq. No. 


9076 




Seq. ID 


OJ990520 


_06.0103.C25 




Gene No. 


19432 




Strand 








otart 


^Uo4 




End 


3501 






Name 


OJ990520 06 


.0103.C25.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2427 




End 


2808 








none 




Score 


60 






Exons 


2427. .2534, 


2434. .2541, 2565 


..2720, 2572.. 2751, 


2712. .2807, 






2740. .2808 












Seq. No. 


9077 




Seq. ID 


OJ990520 


_06.0103.C26 




Gene No. 


19433 




Strand 


+ 






Start 


2149 




End 


2211 






Name 


OJ99052G 06 


.0103.C26.ol.gp 


Method 


AAT/GAP 






Start 


2149 




End 


2211 






GI 


5455354 




Score 


79 






Exons 


2149. .2211 












GI Descrip. 


6016845/dbj | AP000570 . 1 1 AP000570 6.0e-; 


28 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 








Seq. No. 


9077 




Seq. ID 


OJ990520 


_06.0103.C26 




Gene No. 


19434 




Strand 






' r: 
: • ^ 


ouart 


1344 




End 


4894 




HI 


Name 


OJ990520 06 


.0103.C26.ol.np 


Method 


AAT/NAP 




'11 


Start 


1344 




End 


4894 




! =. 


GI 


2833647 




Score 


54 




: hi 


Exons 


1344 . .1562, 


1849.. 1990, 4838 


. .4894 






ill 

3 ! 3 


GI Descrip. 


{AF027972) 


flagelliform silk 


protein 


[Nephila clavipes] 




Seq. No. 


9077 




Seq. ID 


OJ990520 


_06.0103.C26 


■ ~e 


Gene No. 


19434 




Strand 






t, i 


Start 


1344 




End 


4894 




~i 


Name 


OJ990520 06 


.0103.C26.o2,gs 


Method 


GENSCAN 






Start 


3240 




End 


4382 






GI 


none 




Score 


.9 




;ii 


Exons 


3240. .3268, 


4204. .4382 










Seq. No. 


9078 




Seq. ID 


OJ990520 


_06.0103.C27 




Gene No. 


19435 




Strand 


+ 






ocar c 


1 




End 


12806 






Name 


OJ990520 06 


.0103.C27.o3.np 


Method 


AAT/NAP 






Start 


1 


End 


12806 






GI 


4680183 




Score 


171 






Exons 


1..44, 12021. .12113, 12717. .12806 








GI Descrip. 


{AF111709) - 


gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


9078 




Seq. ID 


OJ990520_ 


_06.0103.C27 




Gene No. 


19435 




Strand 


+ 






Start 


1 




End 


12806 






Name 


OJ990520 06 


.0103.C27.o3.gs 


Method 


GENSCAN 






Start 


5102 




End 


8814 






GI 


none 




Score 


.46 






Exons 


5102. .5169, 


6413.. 6466, 6664, 


..6697, 8350.. 8536, 


8678. .8814 



9589 



oeq. wo. 


V\J / o 


Seq. ID 


OJ990520_06 




Gene No. 


19435 


Strand 


+ 




Start 


1 


End 


12806 




Name 


OJ990520 06.0103.C27.o4.gs 


Method 


GENSCAN 




Start 


10216 


End 


12126 




GI 


none 


Score 


.86 




Exons 


10216. .10966, 11026. .11162, 


11311. .12126 




Seq. No. 


9078 


Seq. ID 


OJ990520_06 


.0103.' 


oene lno . 


1 y 41 J D 


Strand 






Start 


1 


End 


1658 




Name 


OJ990520 06.0103.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1658 




GI 


5803260 


Score 


246 




Exons 


1..105, 682. .806, 840. .1658 








GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza 


sativa 


beq. NO. 


yu / 0 


Seq. ID 


vjjyyuo^u ub 


n 1 n Q 1 


Gene No. 


19437 


Strand 






Start 


12381 


End 


12684 




Name 


OJ990520 06.0103.C27.o5,gs 


Method 


GENSCAN 




Start 


12381 


End 






GI 


none 


Score 


. 78 




Exons 


12381. .12560, 12580. .12684 








beq. NO. 


yu / y 


Seq. ID 


OJ9y0520_06 


. UiUo . 1 


Gene No. 


19438 


Strand 






Start 


277 


End 


317 




Name 


OJ990520 06.0103.C28.ol.gs 


Method 


GENSCAN 




Start 


277 


End 


317 




GI 


none 


Score 


.65 




Exons 


277. .317 








Seq. No. 


9080 


Seq. ID 


OJ990520_06 


.0103-< 


Gene No. 


19439 


Strand 


+ 




Start 


967 


End 


1534 




Name 


OJ990520 ■fl6.dl03.C29.ol.np 


Method 


AAT/NAP 




Start" 


967 


End 


1534 




GI 


6721559 


Score 


184 




Exons 


967. .1534 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gil 6815084 Idbj | BAA90370.il 


(AP001081) 


hypothetical 


prote. 




[Oryza sativa] 








Seq. No, 


9081 


Seq. ID 


OJ990520_06 


.0103. ( 


oene ino . 


19440 


Strand 


+ 




Start 


1 


End 


66 




Name 


OJ990520 06.0103.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


66 




GI 


4680183 


Score 


108 




Exons 


1..66 








GI Descrip. 


{AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


9082 


Seq. ID 


OJ990520_06 


.0103. ( 


Gene No. 


19441 


Strand 


+ 




Start 


1 


End 


596 





9590 



Name OJ990520_06. 0103. C32 .ol.np Method AAT/NAP 

Start 1 End 596 

GI .6721512 Score 61 

Exons 1..196, 549.. 596 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 


9082 


Seq. ID 


OJ990520 


_06. 


0103. 


C32 


Gene No. 


19442 


Strand 


- 








Start 


2 


End 


542 








Name 


OJ990520 06.0103.C32.ol.gs 


Method 


GENSCAN 










2 


End 


^ H ^ 








GI 


none 


Score 


.92 








Exons 


2. .133, 417. .542 












Seq. No. 


9083 


Seq. ID 


OJ990520_ 


_06. 


0103. 


C33 


Gene No. 


19443 


Strand 


+ 








Start 


615 


End 


899 








Name 


OJ990520 06. 0103. C33. ol.np 


Method 


AAT/NAP 








Start 


615 


End 


899 








GI 


6539588 


Score 


303 








Exons 


615. .899 












GI Descrip. 


(AP.000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


9084 


Seq. ID 


OJ990520_ 


_06. 


0103. 


C34 


Gene No. 


19444 


Strand 


+ 








Start • 


385 


End 


466 








Name 


OJ990520 06.0103.C34.ol.gs 


Method 


GENSCAN 








Start 


385 


End 


466 








GI 


none 


Score 


.72 








Exons 


385. .466 













Seq. No. 9084 

Gene No. 19445 

Start 197 

Name OJ990520_06 . 0103 . C34 . ol .np 

Start 197 

GI 6063554 

Exons 197.. 372 

GI Descrip. (AP000615) ESTs 
correspond to a 



Seq. ID OJ990520_06.0103.C34 
Strand 

End 372 

Method AAT/NAP 

End 372 

Score 230 



AU075609(C63344) ,C71850 (E0464) , 
region of the predicted gene.; 



C98611 (E0464) 
hypothetical 



protein [Oryza sativa] 



Seq. No. 


9085 




Seq. ID 


OJ990520 


Gene No. 


19446 




Strand 


+ 


Start 


3834 




End 


3917 


Name 


OJ990520 06.0103.C37 


.ol.np 


Method 


AAT/NAP 


Start 


3834 


End 


3917 


GI 


5852084 




•Score 


71 


Exons 


3834. .3917 








GI Descrip. 


{AL117264) zwh0007.1 


[Oryza 


sativa] 




Seq. No. 


9085 




Se^: ID 


OJ990*520 


Gene No. 


19447 




Strand 




Start 


4786 




End 


6091 


Name 


OJ990520 06.0103.C37 


. o2 . np 


Method 


AAT/NAP 


Start 


4786 




End 


6091 


GI 


6815099 




Score 


74 



06.0103.C37 



9591 




Exons 


4786. .4906, 6068. .6091 










GI Descrip- 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9086 


Seq. ID 


OJ990520_06. 


0103, 


.C38 


Gene No. 


19448 


Strand 


+ 






Start 


600 


End 


1983 






Name 


OJ990520_06 . 0103. C38 , o2 . np 


Method 


AAT/NAP 






Start 


600 


End 


1983 






GI 


3549626 


Score 


182 






Exons 


600, .851, 879. .1524, 1915., 


,1983 








GI Descrip. 


(AJ009696) wall-associated 


kinase 1 [Arabidopsis thaliana] 


Seq. No. 


9086 


Seq. ID 


OJ990520_06. 


0103. 


.038 


Gene No. 


19448 


Strand 


+ ■ 






Start 


600 


End 


1983 






Name 


OJ990520 06.0103. C38 . ol . gs 


Method 


GENSCAN 






Start 


612 


End 


1674 






GI 


none 


Score 


.95 






Exons 


612. .1524, 1d64..1d/4 










Seq. No. 


9087 


Seq. ID 


OJ990520_06. 


0103. 


.C40 


Gene No. 


19449 


■ Strand 








Start 


104 


End 


727 






Name 


OJ990520 06.0103.C40.ol.gs 


Method 


GENSCAN 






Start 


104 


End 


727 






GI 


none 


Score 


.68 






Exons 


104. .370, 426. .727 











Seq. No. 9088 Seq. ID OJ990520_06 . 0103 . C42 

Gene No. 19450 Strand + 

Start 1 End 187 

Name OJ990520_06 . 0103 . C42 . ol . np Method AAT/NAP 

Start 1 End 187 

GI 629693 Score 88 

Exons 1..187 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 


9088 


Seq. ID 


OJ990520 


Gene No . 


19451 


Strand 


+ 


Start 


154 


End 


257 


Name 


OJ990520 06.0103.C42.ol.gs 


Method 


GENSCAN 


Start 


154 


End 


257 


GI 


none ' 


Score 


.41 


Exons 


154. .257 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990520_06.0103.C43 



9089 
19452 
1 

OJ990520_06.0103.C4 3.ol.np 
1 

6539588. 
1..256, 1192. .1233 

(AP000837) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

1233 
AAT/NAP 
1233 
236 



Seq. No. 
Gene No. 



9090 
19453 



Seq. ID 
Strand 



OJ990520 06.0103.C44 



9592 




start 


147 


End 


249 






Name 


OJ990520 06.0103.C44.ol.gs 


Method 


GENSCAN 






Start 


147 


End 


249 






GI 


none 


Score 


.42 






Exons 


147. .249 










Seq. No. 


9091 


Seq. ID 


OJ990520_06. 


0103 


.C45 


Gene No. 


19454 


Strand 








Start 


185 


End 


777 






Name 


OJ990520 06.0103.C45.ol.gs 


Method 


GENSCAN 






Start 


185 


End 


777 






GI 


none 


Score 


.61 






Exons 


185. .248, 737. .777 










Seq. No. 


9092 


Seq. ID 


OJ990520_06. 


0103 


.C46 


Gene No. 


19455 


Strand 








Start 


356 


End 


682 






Name ' 


- ■OJ990520 06.0103.C46.ol.gs 


Method 


GENSCAN 






Start 


356 


End 


682 






GI 


none 


Score 


.93 






Exons 


356. .682 










Seq. No. 


9093 


Seq. ID 


OJ990520_06. 


0103 


.C47 


Gene No. 


19456 


Strand 








Start 


1 


End 


644 






11'. Name 


OJ990520 ■ 06.0103.C47.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


627 






V GI 


6721512 


Score 


59 






III Exons 


1..51, 510. .627 










;j GI Descrip. 


(AP001072) hypothetical prote 


in [Oryza 


sativa] 






:l Seq. No. 


9093 


Seq. ID 


OJ990520_06. 


0103 


.C47 


Gene No. 


19456 


Strand 








Start 


1 


End 


644 






l\ Name 


OJ990520 06.0103.C47.ol.gs 


Method 


GENSCAN 






"i Start 


140 


End 


644 






GI 


none 


Score 


.88 






11 Exons 


140. .283, 388. .472, 591. .644 










11 Seq. No. 


9094 


Seq. ID 


OJ990520_06. 


0103 


.C48 


:| Gene No. 


19457 


Strand 


+ 






Start 


708 


End 


2604 






Name 


OJ990520 06.0103.C48.ol.gs 


Method 


GENSCAN 






Start 


708 - . : 


End 


2604 






GI 


none.- 


Score 


.78 






Exons 


708. .745, 1911. .2041, 2588. .2604 








Seq. No. 


9094 


Seq. ID 


OJ990520 06. 


0103 


.C48 


Gene No. 


19458 


Strand 


+ 






Start 


6361 


End 


6504 






Name 


OJ990520 06.0103.C48.ol.gp 


Method 


AAT/GAP 






Start 


6361 


End 


6504 






GI 


LIB3433-024-P1-K1-F8 


Score 


225 






Exons 


6361. .6504 










GI Descrip. 


'2062705/gb|U90552|HSU90552 2 


. Oe-11 Human butyrophilin 


(BTF5 



mRNA, complete cds ' 



9593 




Seq. No. 


9094 








Seq. ID 


OJ990520__06.0103.C48 


Gene No. 


19459 








Strand 




Start 


2719 








End 


5710 


Name 


OJ990520 06 


.0103 


.C48.01 


.np 


Method 


■ AAT/NAP 


Start 


2692 








End 


5363 


GI 


6466937 








Score 


1232 


Exons 


2692. .4696, 


4736 


. .5363 








GI Descrip. 


(AC011621) 


putative retroelement pol polyprotein [Arabidops 




thaliana] 












Seq. No. 


9094 








Seq. ID 


OJ990520_06.0103.C48 


Gene No. 


19459 








Strand 




Start 


2719 








End 


5710 


Name 


OJ990520 06 


.0103, 


.C48.02 


.np 


Method 


AAT/NAP 


Start 


2699 








End 


5363 


GI 


6466937 








Score 


1227 


Exons 


2699. .4696, 


4736 


. .5363 








GI Descrip. 


(AC011621) 


putative retroelement .pol polyprotein [Arabidops. 




thaliana] 












Seq. No. 


9094 








Seq. ID 


OJ990520_06. 0103.C4 8 


Gene No. 


19459 








Strand 




Start 


2719 








End 


5710 


Name 


OJ990520 06 


.0103, 


.048 .o2 


. OS 


Method 


GENS CAN 


Start 


2719 








End 


5710 


GI 


none 








Score 


.78 


Exons 


2719. .2856, 


2930 , 


. . 3114, 


3168 . 


.4101, 4144. .4590, 4607. .5158, 




5246. .5710 












Seq. No. 


9094 








Seq. ID 


OJ990520_06.0103.C4 8 


Gene No. 


19460 








Strand 




Start 


6521 








End 


6837 


Name 


OJ990520 06 


. 0103 , 


.C48 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2960 








End 


3378 


GI 


none 








Score 


127 


Exons 


2960. .3214, 


3057. 


. .3215, 


3223. 


.3378, 3290.. 3367 


Seq. No. 


9094 








Seq. ID 


OJ990520_06.0103-C48 


Gene No. 


19460 








Strand 




Start 


6521 








End 


6837 


Name 


OJ990520 06 


.0103. 


.C48.02 


. tw 


Method 


TBLASTX: Wheat 


Start 


3059 








End 


3456 


GI 


none 








Score 


36 


Exons 


3059. .3175, 


3062. 


. .3175, 


3223. 


.3456, 3287.. 3400 


Seq. No. 


9094 








Seq. ID 


OJ990520_06.0103.C48 


Gene No. 


19460 








Strand 




Start 


6521 








End 


6837 


Name 


OJ990520 06 


.0103. 


,C48.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


3226 








End 


3495 


GI 


none 








Score 


258 


Exons 


3226. .3495 












Seq. No. 


9094 








Seq. ID 


OJ990520_06.0103.C48 


Gene No. 


19460 








Strand 




Start 


6521. 








End 


6837 


Name 


OJ990520 06 


.0103. 


,C48.o2 


.tm 


Method 


TBLASTX: Maize . 



9594 



start 
GI 

Exons 



3451 
none 

3451.. 3930, 3482. .3895 



End 
Score 



3930 
155 



Seq. No. 9094 

Gene No. 19460 

Start 6521 

Name OJ990520_06.0103.C48.ol.tw 

Start 3547 

GI none 

Exons 3547.. 3987, 3566.. 3919 

Seq. No. 9094 

Gene No. 19460 

Start 6521 

Name OJ990520_06 . 0103 . C48 . o2 . ts 

Start 3637 

GI none 

Exons 3637.. 3951 



Seq. ID OJ990520_06.0103.C48 
Strand 

End 6837 

Method TBLASTX : Wheat 

End 3987 

Score 129 



Seq. ID OJ990520_06.0103.C48 
Strand 

End 6837 

Method TBLASTX : Soybean 

End 3951 

Score "208 



Seq. No. 9094 

Gene No. 19460 

Start 6521 

Name OJ990520_06 . 0103 . 048 . o4 . tm 

Start 5120 

GI none 

Exons 5120.. 5347, 5121.. 5348 



Seq. ID OJ990520_06. 0103. 048 
Strand 

End 6837 

Method ■ TBLASTX: Maize 

End 5348. 

Score 85 



Seq. No. 9094 

Gene No. 19460 

Start 6521 

Name OJ990520_06. 0103.048 .o3.tm 

Start 6336 

GI none 
Exons 



Seq. ID OJ990520_06.0103.C48 
Strand 

End 6837 

Method TBLASTX : Maize 

End 6810 

Score 58 



6336. .6455, 6383. .6451, 6513. .6551, 6548. .6628, 6549. .6629, 
6720. .6809, 6721. .6810, 6722. .6808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9094 
19460 
•6521 

OJ990520_06. 0103. 048. o3.np 
6521 
2252863 
6521. .6629, 6722. .6837 

{AF013294) similar to nucleolin protein [Arabidopsis thaliana] 



Seq. ID ' OJ990520_06.0103.C48 
Strand 

End 6837 
Method AAT/NAP 
End 6837 
Score 125 



9094 
19460 
6521 

OJ990520_06. 0103. 048. o2.gp 
6706 

LIB3434-055-P1-K1-E8 
6706. .6810 

'2252863 6.0e-46 (AF013294) similar to nucleolin protein 
[Arabidopsis thaliana] * 



Seq. ID OJ990520_06. 0103.048 
Strand 

End 6837 

Method AAT/GAP 

End 6810 

Score 14 9 



Seq. No. 



9095 



Seq. ID OJ990520_06. 0103.049 



9595 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19461 Strand + 

154 End 367 

OJ990520_06 . 0103 . C4 9 . ol . gp Method AAT/GAP 

154 End 367 

LIB3'434-055-Pl-Kl-E8 Score 368 
154. .367 

'2252863 6.0e-46 (AF013294) similar to nucleolin protein 
[Arabidopsis thaliana] ' 



9095 
19462 
1 

OJ990520_06.0103.C49.ol.np 
1 

2252863 



Seq. ID OJ990520_06.0103.C49 
Strand 

End 1439 
Method AAT/NAP 
End 1439 
Score 466 
1..23, 156. .365, 1048. .1233, 1315. .1439 

(AF013294) similar to nucleolin protein [Arabidopsis thaliana] 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9095 

19462 

1 

OJ990520_06.0103.C4 9.ol.ts 

135 

none 



Seq. ID OJ990520_06.0103.C49 
Strand 

End 1439 

Method TBLASTX: Soybean 

End 1195 

Score 192 



135. .368, 160.. 372, 1033.. 1194, 1091.. 1195 



Seq. No. 9095 

Gene No. 194 62 

Start 1 

Name OJ990520_06 . 0103 . C49 . o2 . tm 

Start 135 

GI none 

Exons 135.. 368, 154.. 366, 160.. 375 

Seq. No. 9095 

Gene No. 19462 

Start 1 

Name OJ990520_06 . 0103 . C49 . ol . gs - 

Start 161 

GI none 

Exons 161.. 365, 1048.. 1233 

Seq. No. ' 9095 

Gene No. 194 62 

Start 1 

Name OJ990520_06 . 0103 . C4 9 . ol. tc 

Start 1044 

GI none 

Exons 1044.. 1190, 1087.. 1215, 1094. 



9095 
19462 
1 

OJ990520_06.0103.C4 9.ol.tm 
1099 
none 

1099. .1227, 1100. .1228, 1313. .1438, 1314. .1439, 1315,-. 1437 



Seq. ID OJ990520_06.0103.C49 
Strand 

End 1439'- 

Method TBLASTX : Mai ze 

End 375 

Score 280 



Seq. ID OJ990520_06.0103.C49 
Strand 

End 1439 

Method GENSCAN 

End 1233 

Score .98 



Seq. ID OJ990520_06.0103.C49 . 
Strand 

End 1439 

Method TBLASTX: Cress 

End 1437 

Score 126 

.1249, 1315. .1437, 1337. .1426 

Seq. ID OJ990520_06.0103.C49 . 
Strand 

End 1439 

Method TBLASTX : Mai ze 

End 1439 

Score 200 



9596 




oecj. wo. 






C3o/-T T n 
oeq • ±u 


nTQQnR9n n^; mn'^ n^n 


Gene No. 


19463 




Strand 


+ 


Start 


347 




End 


555 


Name 


OJ990520 06.0103.C50.ol 


.gs 


Method 


GENSCAN 


Start 


347 




End 


555 


GI 


none 




Score 


. 98 


Exons 


347. .555 








Seq. No. 


9097 




Seq. ID 


OJ990520_06.0103.C53 


Gene No. 


19464 




Strand 




oT-arc 


1 




End 


755 


Name 


OJ990520 06.0103.C53.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


755 


GI 


6466937 




Score 


538 


Exons 


1. .755 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








• INO . 


yuy / 




beq. ID 


ujyyuo^u ud.uiuj.loo 


Gene No. 


19464 




Strand 




Start 


1^^), . ■ 




End ■ • 


755 


Name 


OJ990520 06.0103.C53.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


65 




End 


568 


GI 


none 




Score 


267 


Exons 


65. .568 








oeq . INO . 


yuy / 




Seq. ID 


ojyyuozu ud.uiuo.coj 


Gene No. 


194 64 




Strand 




Start' 


1 




End 


755 


Name 


OJ990520 06.0103.C53.ol 


. gs 


Method 


GENSCAN 


Start 


71 




End 


709 


GI 


none 




Score 


.74 


Exons 


71. .544, 573. .709 








oeq . iNO . 


9097 




Seq. ID 


OJ990520_06.0103.C53 


Gene No. 


19464 




Strand 




Start ' 


1 




End 


755 - - 


Name 


.OJ990520 06.0103.C53.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


251 




End 


739 


GI 


none 




Score 


113 


Exons 


251. .568, 294. .569, 576 


. .695, 


579. .644 


, 586. ,720, 587. .739 


oeq. INO. 


9098 




Seq. ID 


OJ990520_06.0103.C56 


Gene No. 


19465 




Strand 


+ 


Start 


65 




End 


331 


Name 


OJ990520 06,0103.C56.ol 


. gs 


Method 


GENSCAN 


Start 


65 




End 


331 


GI 


none 




Score 


. 93 


Exons 


65. .331 








Seq. No. 


9098 




Seq. ID 


OJ990520_06.0103.C56 


Gene No. 


19466 




Strand 




Start 


1 




End 


870 


Name 


OJ990520 06.0103.C56.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


870 


GI " 


42063a6 




Score 


499 ■ ■ 



9597 






Exons 


1. .870 










GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


9098 


Seq. ID 


OJ990520_06.0103 


.C56 






J. ^ 1 u u 










start 


1 


End 


870 






Name 


OJ990520 06.0103.C56.ol.tw 


Method 


TBLASTX: Wheat 






Start 


399 


End 


614 






GI 


none 


Score 


52 






Exons 


399. .614, 412. .537 










Seq. No. 


9098 


Seq. ID 


dJ990520_06.0103 


.C56 




OCllC ViKJ » 


± J \j\J 


qi" 7*;^ nH 








Start 


1 


End 


870 






Name 


OJ990520 06.0103.C56.o2.gs 


Method 


GENSCAN 






Start 


453 


End 


782 ' 






GI 


none 


Score 


.97 






Exons 


453. .664, 701. .782 










Seq. No. 


9099 


Seq. ID 


OJ990520_06.0103 


.C57 




Gene No. 


19467 


Strand 


+ 






Start 


1 


End 


511 






Name 


OJ990520 06.0103.C57.ol.np 


Method 


AAT/NAP 




.s »t 


Start 


1 


End 


508 






GI 


4680179 


Score 


679 






Exons 


1..508 








iifi 


GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




ril 


Seq. No. 


9099 


Seq. ID 


OJ990520_06.0103 


.C57 


I ( i 




1 Q4 67 


Strand 


+ 






start 


1 


End 


511 




:. **E 


Name 


OJ990520 06.0103.C57.ol.tw 


Method 


TBLASTX: Wheat 




1 ! 
i bf 


Start 


41 


End 


463 






GI 


none 


Score 


387 






Exons 


41. .463, 61. .399, 74. .442 










Seq. No. 


9099 


Seq. ID 


OJ990520_06.0103 


.C57 






19467 
J. ^ t \j f 


Strand 


+ ■ 






Start 


1 


End 


511 




Q 


Name 


OJ990520 06.Q103.C57.ol.gs 


Method 


GENSCAN 




\"\ 


Start 


98 


End 


511 




•s rf 


GI 


none 


Score 


.85 






Exons 


98. .511 










Seq. No. 


9099 


Seq. ID 


OJ990520_06.0103 


,C57 






1 94 67 


Strand 


+ 






Start 


1 


End 


511 






Name 


OJ990520 06.0103.C57.ol.tm 


Method 


TBLASTX: Maize 






Start 


106 


End 


367 






GI 


none 


Score 


294 






Exons 


106. .366, 107. .367 










Seq. No. 


9100 


Seq. ID 


OJ990520_06.0103 


.058 




Gene No. 


19468 


Strand 


+ 






Start 


1 


End 


1164 






Name 


OJ990520 06.0103.C58.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


■ 1164 





9598 



GI 


2252863 


Score 


61 




Exons 


1..73, 506. .591, 1103. .1164 








GI Descrip. 


(AF013294) similar to nucleplin protein [Arabidopsis thaliai 


Seq. No. 


9100 


Seq. ID 


OJ990520_06.0103 


.C58 


Gene No. 


± J H \J ^ 


C4- r^i nri 






Start 




£jnci 


709 




Name 


\ju^i?uozu u D . u J.U J . . ox . yp 




AAT/GAP 




Start 


J U ri 




597 




GI 


T.TR'^4'^4-nRS-Pl -Kl -Ffi 




141 




Exons 


J U *4 . ■ J -/ / 








GI Descrip. 


'2252863 6.0e-46 (AF013294) 


similar to 


nucleolin protein 




[Arabidopsis thaliana] ' 








Seq. No. 


Qi on 

-7 J- U U 


CfcirT T n 
Dsq . xu 


OJ990520_06.0103 


.C58 




1 Q4f:q 

J. ^'i D -7 


Qi- r-a nH 


- 




Start 






709 




Name 




L ie L 1 iwV^ 


GENSCAN 




Start 


=^07 ~~ 




709 




GI 


none 


Score 


.54 




Exons 


507.. 611, 635.V709 








Seq. No. 


Qi ni 

i7 1 u ± 


ocq . JLU 


OJ990520 06.0103 


.C60 




1 Q4 70 


o u r ana. 


+ ■ 




Start 


4 7^ 


Cjnci 


771 




Name 


*juyz?uo^u UD.UXUO.L-Du.Ol.gS 


rie unoa 


GENSCAN 




Start 


47 ^ ~ 
HID 


£jna 


771 




GI 


none 


Score 


.47 




Exons 


475. .771 








Seq. No. 


9102 


Seq. ID 


OJ990520_06.0103 


.C63 


Gene No. 


19471 


Strand 


+ 




Start 


1 


End 


538 




Name 


OJ990520 06.0103.C63.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


538 




GI 


4680186 


Score 


120 




Exons 


1..92, 295. .538 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


maicaj 




Seq. No- 


9103 


Seq. ID 


OJ990520_06.0103 


.C65 


Gene No. 


19472 


Strand 


+ 




Start 


1 


End 


3981 




Name 


OJ990520 06.0103.C65.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3981 




GI 


5091513 


Score 


709 




Exons 


1..278, 1021. .1527, 3149. .3783, 3957..; 


3981 




GI Descrip. 


{AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


9103 


Seq. ID 


OJ990520_06.0103 


.065 




19472 


Strand 


+ 




Start 


1 


End 


3981 




Name 


OJ990520 06.0103.C65.o2.gs 


Method 


GENSCAN 




Start 


3557 


End 


3787 




GI 


none 


Score 


.71 




Exons 


3557. .3787 








Seq. No. 


9104 


Seq. ID 


OJ990520_06.0103 


.C66 



9599 



Gene No. 19473 Strand + 

Start 1 End 3835 

Name OJ990520_06. 0103 .C66 . ol . np Method AAT/NAP 

Start 1 End 3835 

GI 6630685 Score 1598 

Exons 1..618, 1057.. 1265, 1296.. 2756, 3812.. 3835 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



C • LN ■ 


X V *i 




Seq. ID 


OJ990S2 0 0 6 010 3 


. C66 


Gene No. 


19473 




Strand 


+ ~ 




Start 


1 




End 


3835 




Name 


OJ990520 


06.0103.C66.o2.tm 


Method 


TBLASTX: Maize 




Start 


89 




End 


616 




GI 


none 




Score 


134 




Exons 


89. .274, 


127. .273, 316. .612, 


335. .616 






O C . ViiJ m 


Q1 Od 

y J.\JH 




Seq. ID 






Gene No. 


' 19473 




Strand 


+ ~ 




Start 


1 




End 


3835 




Name 


OJ990520 


_06.0103.C66.ol.gs 


Method 


GENS CAN 




Start 


92 




End 


3809 




GI 


none 




Score 


.69 




Exons 


92. .404, 


1008.. 1636, 2260.. 2356, 3706. 


, .3809 




O e (4 . IN (J . 


Q1 Od ' 




Seq. ID 






Gene No. 


19473 




Strand 


+ ~ 




Start 


1 




End 


3835 




Name 


OJ990520 


06.0103.C66.o2.tw 


Method 


TBLASTX: Wheat 




Start 


233 




End 


520 




GI 


none 




Score 


244 




Exons 


233. .520, 


341. .511, 346. .519 








Seq. No. 


9104 




Seq. ID 


OJ990520_06.0103 


.C66 


Gene No. 


19473 




Strand 


+ 




Start 


1 




End 


3835 




Name 


OJ990520 


06.0103.C66.o3.ts 


Method 


TBLASTX : Soybean 




Start 


362 




End 


1261 




GI 


none 




Score 


199 




Exons 


362. .610, 


379. .552, 1058. .1111, 1124.. 


1261 




Seq. No. 


9104 




Seq. ID 


OJ990520 06.0103 


.C66 


Gene No. 


19473 




Strand 






Start 


1 




End 


3835 




Name 


OJ990520 


06.0103.C66.o2.np 


Method 


AAT/NAP 




Start 


404 




End 


3835 




GI 


81286 




Score 


137 




Exons 


404. .440, 


2948.. 3186, 3350.. 


3835 







GI Descrip. extensin - Volvox carter! (fragment) gi I 21992 | emb | CAA4 6283 | 
{X65165) extensin [Volvox carteri] 

OJ990520_06.0103.C66 
+ 

3835 

TBLASTX : Soybean 
2186 
40 



Seq. No. 9104 Seq. ID 

Gene No. 19473 Strand 

Start 1 End 

Name OJ990520_06 . 0103 . C66 . ol . ts Method 

Start 1577 End 

GI 5509260 Score 



9600 






Exons 


1577. .1627, 


1577. 


.1627, 


1649. 


.1699, 1686.. 2186, 1699.. 2181 




GI Descrip. 


- 














Seq. No. 


9104" 








Seq. ID 


OJ990520_06.0103.C66 




Gene No. 


19473 








Strand 


+ 




Start 


1 








End 


3835 




Name 


OJ990520 06 


.0103. 


C66.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


1701 








End 


2178 




GI 


none 








Score 


83 




Exons 


1701. .1814, 


1702. 


.1791, 


1825. 


.2172, 1833. .1970, 1992. .2162, 






1999. .2178 














Seq. No. 


9104 








Seq. ID 


OJ990520_06. 0103. 066 




Gene No. 


19473 








Strand 


+ 




Start 


1 








End 


3835 • 




Name 


OJ990520 06 


.0103. 


C66.01 


.tc 


Method 


TBLASTX: Cress 




Start 


1807 








End 


2067 




GI 


none 






- 


Score 


216 




Exons 


1807. .2067 














Seq. No. 


9104 








Seq. ID 


OJ990520j_06.0103.C66 




Cpnp No 

w Gil G l^l \ J • 


19473 








Strand 


+ 




Start 


1 • 








End 


3835 


Q 


Name 


OJ990520 06 


.0103. 


C66.01 


. tm 


Method 


TBLASTX: Maize 


' s; 


Start 


1848 








End 


2287 




GI 


none 








Score 


488- ' 


]' n 

ni 


Exons 


1848. .2222, 


1849. 


.2286, 


1996. 


.2226, 2234. .2287 ^ 




Seq. No. 


9104 








Seq, ID 


OJ990520_06. 0103.066 


Ui 


(^pnp No 

\J Gil G I'l \y • 


19473 








Strand 


-1- 


. =t 


Start 


1 








End 


3835 




Name 


OJ990520 06 


.0103. 


C66.02 


.ts 


Method 


TBLASTX : Soybean 


! 


Start 


2329 








End 


2697 




GI 


none 








Score 


308 




Exons 


2329. .2697, 


2338. 


.2619 










Seq. No. 


9104 








Seq. ID 


OJ990520 06.0103.066 




GAne No 


19473 








Strand 


+ 




Start 


1 








End 


3835 


'ss! 


Name 


OJ990520 06. 


.0103. 


066. o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2355 








End 


2697 




GI 


none 








Score 


381 




Exons 


2355. .2492, 


2356. 


.2697, 


2368. 


.2643, 2547. .2696 




Seq. No. 


9104 








Seq. ID 


OJ990520 06.0103.066 




Gene No 


19473 








Strand 


+ 




Start 


1 








End 


3835 




Name 


OJ990520 06, 


.0103. 


C66.03 


.tw 


Method 


TBLASTX: Wheat 




Start 


2356 








End 


2697 




GI 


none 








Score 


92 




Exons 


2356. .2499, 


2536. 


.2697 










Seq. No. 


9105 








Seq. ID 


OJ990520_06. 0103. 067 




Gene No. 


19474 








Strand 


+ 




Start 


553 








End 


859 




Name 


OJ990520 06. 


,0103. 


C67.01. 


.gp 


Method 


AAT/GAP 




Start 


553 






End 


859 



9601 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



uC-osflcyp033a04bl Score 506 

553. .859 

' 6016845/dbj IAP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



9105 
19475 
486 

OJ990520_06.0103.C67.ol.np 
486 

4680186 
486.. 686, 1513.. 1590 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990520_06.0103.C67 
Strand 

End 1590 

Method AAT/NAP 

End 1590 

Score 325 



9106 
19476 
1 

OJ990520_06.0103.C68.o2.np 
1 

6498441 
1..36, 806. .1050 

(AP000815) EST C72786{E2258). corresponds to a region of the 
predicted gene.; Similar to Sorghum' bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990520_06.0103.C68 

Strand + 

End 1050 

Method AAT/NAP 

End 1050 

Score 108 



Seq. No. 


9106 










Seq. ID 


OJ990520_06.0103 


.C68 


Gene No. 


19476 










Strand 


+ 




Start 


1 










End 


1050 




Name 


OJ990520 


_06.0103 


.068. 


ol 


.gs 


Method 


GENSOAN 




Start 


56 








End 


1036 




GI 


none 










Score 


.84 




Exons 


56. .479, 


595. .1036 












Seq. No. 


9106 










Seq. ID 


OJ990520_06.0103 


.068 


Gene No. 


19476 










Strand 


+ 




Start 


1 










End • 


1050 




Name 


OJ990520 


_06.0103, 


.068. 


ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


97 










End 


435 




GI 


■ none 










Score 


189 




Exons 


97. ,435 
















Seq. No. 


9107 










Seq. ID 


OJ990520_06.0103 


.C69 


Gene No. 


19477 










Strand 


+ 




Start 


239 










End 


646 - ■ 




Name 


OJ990520 


_06.0103. 


.069. 


ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2 










End 


349 




GI 


none 










Score 


77 




Exons 


2. .91, 3, 


.77, 98, 


, .181 




99. . 


182, 110. .193, 179. .349 




Seq. No. 


9107 










Seq. ID 


OJ990520_06.0103 


.069 


Gene No. 


19477 










Strand 


+ 




Start 


239 










End 


646 




Name 


OJ990520 


06.0103. 


069. 


ol 


.gs 


Method 


GENSCAN 




Start 


239 










End 


646 




GI 


none 










Score 


.5 




Exons 


239. . 646 

















9602 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9108 Seq. ID OJ990520_06 . 0103 . C70 

19478 Strand 

1 End 681 

■OJ990520_06 . 0103 .C70.ol.np Method AAT/NAP 

1 . End . 591 

6721561 Score 81 

1..159, 559. .591 

(AP001073) EST AU082058 {C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj IBAA90372.il (AP001.081) EST AU082058 (C1297 6) . 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



9108 Seq. ID 

19478 Strand 
1 End 
OJ990520_06.0103.C70.ol.gs Method 
24 End 
none Score 

24 . .78, 190. .314, 482. .681 



OJ990520_06.0103.C70 
681 

GENSCAN 

681 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



9108 Seq. ID OJ990520_06 . 0103 . C70 

19478 Strand 

1 End 681 

OJ990520_06.0103.C70.o2.np Method AAT/NAP . .V 

190 End 578 

6721558 Score 93 
190. .312, 476. .578 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 I dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 

9109 Seq. ID OJ990520_06 . 0103 . C71 

19479 Strand 

390 End 653 

OJ990520_06 . 0103 . C71 . ol . gp Method AAT/GAP 

390 End 653 

61605_3.R1084 Score 433 
390. .653 

»1402920/emb|CAA66965| 2.0e-20 {X98321) peroxidase [Arabidopsis 
thaliana] * 



9110 Seq. ID 

19480 Strand 
63 End 
OJ990520_06.0103.C73.ol.gp Method 
63 End 
uC-osf Icyp033a04bl Score 
63. .438 

* 6016845/dbj IAP000570.1 IAP000570 3 . Oe-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ990520_0'6.0103.C73 
+ 

1474 
AAT/GAP 
438 
675 



9110 Seq. ID 

19480 Strand 

63 End 

OJ990520_06.0103.C73.ol.gs Method 

160 End 



OJ990520_06.0103.C73- 
+ 

1474 

GENSCAN 

1474 



9603 






GI 


none 


Score 


.45 




Exons 


160, .225, 345. .390, 1407. .1474 






Seq. No. 


9110 


Seq. ID 


OJ990520_06.0103,C73 




Gene No. 


19481 


Strand 






Start 


1 


End 


1478 




Name 


OJ990520 06.0103.C73.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1478 




GI 


4680186 


Score 


230 




Exons 


l.,189, 1029. .1080, 1431. .1478 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


1. indica] 




Seq. No. 


9111 


Seq. ID 


OJ990520_06.0103.C74 




Gene No, 


19482 


Strand 


+ 




Start 


1 


End 


851 




Name 


OJ990520 06,0103.C74.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


851 




GI 


6705984 


Score 


343 




Exons 


1..575, 811. .851 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


y X 1. 1 


oeq. lu 


OJ990520_06. 0103. 074 








Q4_ V- -a riH 

oi-rana 






Start 


1 


ona 


851 




Name 




Mot* h 

Luc tnuci 


TBLASTX: Wheat 




Start 


Q 1 


bna 


555 




GI 


none 


Score 


70 


rii 


Exons 


91., 189, 173.. 361, 193. .336, 


203. .349, 


368. .487, 379. .555 


!. 3! 


Seq. No. 


9111 


Seq. ID 


OJ990520_06.0103.C74 


t? 




19482 


Strand 






Start 


1 


End 


851 




Name 


OJ990520 06.0103.C74.ol.ts 


Method 


TBLASTX: Soybean 


ii 


Start 


149 


End 


508 


pl 


GI 


none 


Score 


142 




Exons 


149. .370, 196. .357, 392. .508 








Seq. No. 


9112 


Seq. ID 


OJ990520_06.0103.C76 






19483 


Strand 






Start 


271 


End 


756 


n 


Name 


OJ990520 06,0103.C76.ol.gs 


Method 


GENSCAN 




Start 


271 


End 


756 




GI 


none 


Score 


.62 




Exons 


271. .343, 671. .756 








Seq. No. 


9112 


Seq. ID 


OJ990520_06.0103.C76 




Gene No. 


19484 


Strand 


+ 




Start 


1364 


End 


3262 




Name 


OJ990520 06.0103.C76.o2.gp 


Method 


AAT /HAP 




Start 


1185 


End 


1567 




GI 


uC-osflcyp033a04bl 


Score 


660 




Exons 


-1185. .1567 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 ^.Oe- 


59 Oryza' sativa genomic 






DNA, chromosome 1, clone :P0711E10 ' 






Seq. No. 


9112 


Seq. ID 


OJ990520_06.0103.C76 




Gene No. 


19484 


Strand 


+ 



9604 




start 


1364 




End 


3262 








Name 


OJ9y0o20 06 


1 . 0103 .C76 . o2 . gs 


Method 


GENSCAN 








Start 


1364 




End 


3262 








GI 


none 




Score 


. 9 








Exons 


1364 . . 1435, 


2453 . . 3262 












Seq. No. 


9112 




Seq. ID 


OJ990520 


06. 


0103 


.C76 


Gene No. 


19485 




Strand 


+ 








Start 


3511 




End 


4518 








Name 


OJ990520_06 


.0103.C76.o3.np , 


Method 


AAT/NAP 








Start 


"3 c n o 




- End 


4518 








GI 


5042447 




Score 


154 








Exons 


3508 . . 3896, 


4485. .4518 












GI Descrip. 


(AC00778 9) 


putative polyprotein [Oryza 


sativa] 








Seq. No. 


9112 




Seq. ID 


OJ990520 


06 . 


0103 


- C76 


Gene No. 


19485 




Strand 


+ 








Start 


3511 




End 


4518 








Name 




.0103.C76.o3.gs 


Method 


GENSCAN 








Start 


3511 




End 


3912 








GI 


none 




Score 


. 82 








Exons 


3511 . . 3912 














Seq. No. 


9112 




Seq. ID 


OJ990520_ 


06. 


0103 


. C76 


Gene No. 


1 9 4 8 6, 




Strand 










Start 


1118 




End 


4518 








Name 


OJ990520_06 


.0103.C76.ol.np 


Method 


AAT/NAP 








Start 


1118 




End 


4518 








GI 


4680186 




Score 


367 








Exons 


1118 . . 1319, 


2157. .2213, 4461. 


.4518 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


. indica] 








Seq. No. 


9113 




Seq. ID 


OJ990520_ 


06. 


0103 


.C77 


Gene No . 


19487 




Strand 


+ 








o rar r 


T 
X 




End 


959 








Name 


OJ990520 06 


.0103.C77.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


959 








GI 


6063554 




Score 


126 








Exons 


1..25, 787. 


.959 












GI Descrip. 


(AP000615) : 


ESTs AU075609 (C63344) ,071850 (E04 64 ) , C98611 (E04 64: 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


9113 






Seq. ID 


OJ990520_ 


_06, 


.0103 


.C77 


Gene No. 


19487 






Strand 


+ 








Start 


1 






End 


959 








Name 


OJ990520 06.0103.C77 


.ol, 


.gs 


Method 


GENSCAN 








Start 


143 






End 


259 








GI 


none 






Score 


.54 








Exons 


143. .259 
















Seq. No. 


9113 






Seq. ID 


OJ990520_ 


_06. 


.0103 


.C77 


Gene No. 


19488 






Strand 










Start 


142 






End 


208 








Name 


OJ990520 06.0103.C77 


.ol, 


■ gp 


Method 


AAT/GAP 








Start 


142 






End 


208 








GI 


• uC-osroM202024h08al 






Score 


85 









9605 




Exons 142.. 208 

GI Descrip. • 5852170/emb | AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

inclica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804' 



Seq. No. 


9114 








Seq. ID 


OJ990520_06.0103.C78 


Gene No. 


19489 








Strand 


+ 


Start 


1302 








End 


3020 


Name 


OJ990520 06 


.0103. 


.078.01, 


.gs 


Method 


GENSOAN 


Start 


1302 








End 


3020 


GI 


none 








Score 


.61 


Exons 


1302. .1377, 


1434. 


.1685, 


2654. 


.2682, 2858.. 3020 


Seq. No. 


9114 








Seq. ID 


OJ990520__06. 0103. 078 


Gene No. 


19490 








Strand 




Start 


3552 








End 


6224 


Name 


OJ990520_06 


.0103. 


C78.01, 


.np 


Method 


AAT/NAP 


Start 


3552 








End 


6224 


GI 


3355308 








Score 


472 


Exons 


3552. .3646, 


4699. 


.5702, 


6143. 


.6224 




GI Descrip. 


{AJ009695) ' 


wall-associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


9114 








Seq. ID 


OJ990520_06. 0103.078 


Gene No. 


19490 








Strand 




Start 


3552 








End 


6224 


Name 


OJ990520 06 


. 0103 . 


C78 . o2 , 




Method 


GENSOAN 


Start 


4689 








End 


5630 


GI 


none 








Score 


.66 


Exons 


4689. .5630 












Seq. No. 


9114 








Seq. ID 


OJ990520_06. 0103.078 


Gene No. 


19490 








Strand 




Start 


3552 








End 


6224 


Name 


OJ990520 06 


.0103. 


C78.01. 


, tm 


Method 


TBLASTX: Maize 


Start 


4698 








End 


5606 


GI 


none 








Score 


90 


Exons 


4698. .4835, 


4938. 


.5057, 


4942. 


.5043, 5058. .5222, 5074. .5148, 




5244 . . 5516, 


5275. 


.5499, 


5481. 


.5555, 5554. .5604, 5574. .5606 


Seq. No. 


9114 








Seq. ID 


OJ990520_06. 0103.078 


Gene No. 


19490 








Strand 




Start 


3552 








End 


6224 


Name 


OJ990520 06 


.0103. 


C78.01. 


tc 


Method 


TBLASTX :Oress 


Start 


4710 








End 


5510 


GI 


none 








Score 


78 


Exons 


4710. .4838, 


4938. 


.5060, 


4942. 


.5043, 5055.. 5225, 5248.. 5502, 




5256. . 5510 












oeq. JMO. 










Seq. ID 


OJ990520_06. 0103.078 


Gene No. 


19490 








Strand 




Start 


3552 








End 


6224 


Name 


OJ990520 06, 


.0103. 


078. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4920 








End 


5655 


GI 


none 








Score 


63 


Exons 


4920. .5051, 


4942. 


.5079, 


5061. 


.5249, 5256.. 5402, 5257.. 5403, 




5433. .5516, 


5439. 


.5501, 


5560. 


.5655, 5568. .5621 


Seq. No. 


9114 








Seq. ID 


OJ990520_06. 0103. 078 



9606 






Gene No. 


19490 


Strand 






Start 


3552 


End 


6224 




Name 


OJ990520_06. 0103.C78 . ol.tw 


Method 


TBLASTX: Wheat 




Start 


5085 


End 


5504 




GI 


none 


Score 


60 




Exons 


5085.. 54 50, 5448.. 550 4 








Seq. No. 


9115 


Seq. ID 


OJ990520_06 . 0103 . C7 9 




Gene No. 


19491 


Strand 


+ 




Start 


5587 


End 


6676 




Name 


OJ990520 06.0103.C79.ol.np 


Method 


AAT/NAP 




Start 


5411 


End 


6676 




GI 


6523547 


Score 


323 




Exons 


5411. .6676 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 






carteri f. nagariensis] 








Seq. No. 


9115 


Seq. ID 


OJ990520 06.0103.C79 




Gene No. 


19491 


Strand 


+ 




Start 


5587 


End 


6676 




Name 


OJ990520 06.0103.C79.o2.gs 


Method 


GENSCAN 




Start 


5587 


End 


6609 




GI 


none 


Score 


.96 


.3 3: 


Exons 


5587.. 5667, 5995.. 6288, 6382 


..6609 






Seq. No. 


9115 


Seq.' ID 


OJ990520_06.0103.C79 




Gene No. 


19492 


Strand 


+ 


i=i S 


Start 


8480 


End 


8855 




Name 


OJ990520 06.0103.C79.o3.gs 


Method 


GENSCAN 


hrJ 


Start 


8480 


End 


8855 




GI 


none 


Score 


,8 




Exons 


8480, .8665, 8811. .8855 






rii 


Seq. No, 


9115 


Seq. ID 


OJ990520_06.0103.C79 




Gene No. 


19493 


Strand 




3? 


Start 


780 


End 


3966 


'4 


Name 


OJ990520 06.0103.C79.ol.gs 


Method 


GENSCAN 




Start 


780 


End 


3966 




GI 


none 


Score 


.94 


n 


Exons 


780. .953, 3048. .3966 








Seq. No. 


9115 


Seq. ID 


OJ990520_06.0103.C79 




Gene No. 


19494 


Strand 






Start 


5879 


End 


8530 




Name 


OJ990520 06.0103.C79.o2.np 


• Method 


AAT/NAP 




Start 


5879 


End 


8530 




GI 


6539553 


Score 


150 




Exons 


5879. .5902, 8390. .8530 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 






{D85597) [Oryza sativa] gi | 6539590 l.dbj 


IBAA88206.il (AP000837) 






Similar to Oryza australiensis retrotransposon RIREl (D85597) 






[Oryza sativa] 








Seq. No. 


9115 


Seq. ID 


OJ990520_06.0103.C79 




Gene No. 


19495 


Strand 






Start 


9129 


- End 


9703 




Name 


OJ990520 06.0103.C79.o4.gs 


' Method 


GENSCAN 



9607 




start 


9129 


End 


9703 








GI 


none 


Score 


.75 








Exons 


9129.. 9228, 9573.. 9703 












Seq. No. 


9116 


Seq. ID 


OJ990520_ 


_06. 


,0103 


.C80 


Gene No. 


19496 


Strand 


+ 








Start 


1 


End 


1574 








Name 


OJ990520 06.0103.C80.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1574 








GI 


4206306 


Score 


415 








Exons 


1..1Q38, 1528. .1574 












GI Descrip. 


(AF049110) prpol [Zea mays] 












Seq. No. 


9116 


Seq. ID 


OJ990520_ 


06. 


0103 


.080 




19497 












Start 


67 


End 


917 








Name 


OJ990520 06.0103.C80.ol.gs 


Method 


GENSCAN 








Start 


67 


End 


917 








GI 


none 


Score 


.51 








Exons 


67. .465, 828. .917 












Seq. No. 


9117 '^r:,- 


Seq. ID 


OJ990520_ 


_06. 


0103 


.081 


(^pnp No 


19498 


Strand 










Start 


123 


End 


1920 








Name 


OJ990520 06.Q103.C81.ol.gs 


Method 


GENSCAN 








Start 


123 


End 


1920 








GI 


none 


Score 


.75 








Exons 


123. .18 6>,. 796. .825, 1844. .1920 










Seq. No. 


9117 


Seq. ID 


OJ990520_ 


06. 


0103 


.C81 


Cpnfi No 


19499 


Strand 










Start 


2810 


End 


5888 








Name 


OJ990520 06.0103.C81.o2.gs 


Method 


GENSCAN 








Start 


2810 


End 


4775 








GI 


none 


Score 


.61 








Exons 


2810. .2961, 4271. .4414, 4519. 


.4603, 4722.-4775 








Seq. No. 


9117 


Seq. ID 


OJ990520_ 


06. 


0103 


.C81 


Gene No. 


19499 


Strand 










Start 


2810 


End 


5888 








Name 


OJ990520 06.0103.C81.o2.np 


Method 


AAT/NAP 








Start 


3025 


End 


5888 








GI 


6721512 


Score 


68 . 








Exons 


3025.:3051, 4641. .4755, 5846. 


.5888 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


9117 


Seq. ID 


OJ990520_ 


06. 


0103 


.C81 


Gene No. 


19499 


Strand 










Start 


2810 


End 


5888 








Name 


OJ990520 06.0103.C81.ol.np 


Method 


AAT/NAP 








Start. 


3586 


End 


5888 








GI 


4680203 


Score 


373 








Exons 


3586. .4179, 5349. .5401, 5845. 


.5888 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 








Seq. No. 


9117 


Seq. ID 


OJ990520_ 


06. 


0103 


.081 


Gene No. 


19499 


Strand 











9608 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2810 

OJ990520_06.0103.C81.ol.tw 

3657 

none 

3657.. 3719, 3668 
3799.. 3951, 3805 



End 

Method 

End 

Score 



5888 

TBLASTX: Wheat 

4183 

55 



3748, 3674. .3745, 3774. .3800, 3775. .3801, 
3882, 3806, .3883, 3831.. 3926, 3898.-3996, 



3933. .3980, 3995. .4174, 4026. .4154, 4028. .4183 



9118 

19500 

1 

OJ990520_06.0103.C82.ol.np 



5295955 
1..64, 294 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_06.0103.C82 

4- 

5122 
AAT/NAP 
2839 
542 



361, 899. .1012, 1693. .2119, 2249. .2839 
(AB026295) Similar to Epstein-Barr virus (EBV)' genome . (V01555 ) 
[Oryza sativa] 



Seq. ID OJ990520_06.0103-C82 
Strand + 
End 5122 
Method AAT/NAP 
End 5122 
Score 328 
1..25, 3391.. 3608, 4286.>4313, 4948.. 5122 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



9118 

19500 

1 

OJ990520_06 . 0103 .C82 . o2 . np 
1 

6063554 



9118 Seq. ID 

19500 Strand 

1 End 
OJ990520_06 . 0103 . C82 . ol . gs -Method 

273 End 

none Score 

273. .429, 835. .953, 1436. .1517 



OJ990520_06.0103.C82 
+ 

5122 
GENSCAN 
1517 
.83 



Seq. No. 9118 Seq. ID 

Gene No. 19501 Strand 

Start 7641 End 

Name OJ990520_06 . 0103 . C82 . o3 . np Method 

Start 7641 End 

GI 6705984 Score 

Exons 7641.. 8143, 9445.. 9560 

GI Descrip. (AB033235) gag-pbl polyprotein [Oryza sativa] 



:OJ990520_06.0103-C82 

' + 

9560 
AAT/NAP 
9560 
347 



Seq. No. 


9118 






Seq. ID 


OJ990520 


_06.0103.C82 


Gene No. 


19502 






Strand 






Start 


1671 






End 


3748 




Name 


OJ990520 06, 


.0103. 


C82.o2.gs 


Method 


GENSCAN 




Start 


1671 






End 


3748 




GI 


none 






Score ' 


.59 




Exons 


1671. .1756, 


2006. 


.2098, 2191. 


.2270, 2701.. 2745,' 


3246. .3748 


Seq. No. 


9118 






Seq. ID 


OJ990520_ 


_06.0103.C82 


Gene No. 


19503 






Strand 






Start 


7661 






End 


8125 





9609 



Name 

Start 

GI 

Exons 



OJ990520_06.0103.C82.ol.tw 

7661 

none 

7661,. 7759, 7743. .7931, 7763. 
7949. .8125 



Method TBLASTX : Wheat 
End 8125 
Score 70 

7906, 7773.. 7919, 7938.. 8057, 



Seq. No. 


9118 


Gene No. 


19503 


Start 


7661 


Name 




Start 


1119 


GI 


none 


Exons 


7719. .7940, 


Seq. No. 


9119 


Gene No. 


19504 


Start 


1856 


Name 


OJ990520 06 


Start 


1541 


GI 


none 


Exons 


1541. .1603, 


Seq. No. 


9119 


Gene No. 


19504 


Start 


1856 ■ 


Name 


OJ990520 06 




1 ft Rfi 


GI 


4680179 


Exons 


1856. .2925, 


GI Descrip. 


(AF111709) ] 


Seq. No. 


9119 


Gene No. 


19504 


Start 


1856 






Start 


2044 


GI 


none 


Exons 


2044. .2070, 


Seq. No. 


9119 


Gene No. 


19504 


Start. 


1856 


Name 




Start 


2316 


GI 


none 


Exons 


2316. .2510, 


Seq. No. 


9119 


Gene No. 


19504 


Start 


1856 


Name 


OJ990520 06 


Start 


2317 


GI 


none 


Exons 


2317. .2622, 


Seq. No. 


9119 


Gene No. 


19504' 



Seq. ID OJ990520_06.0103.C82 
Strand 

8125 

TBLASTX: Soybean 
8078 
142 



End 

Method 
End 
Score 
.8078 



Seq. ID OJ990520_06.0103.C83 
Strand + 

6359 

TBLASTX: Wheat 
5349 
52 



End 

Method 
End 
Score 
.5349 



Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359 

Method' AAT/NAP 

End 6359 

Score 5390 

sativa subsp. indica] 

Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359 

Method TBLASTX : Wheat 

End 2282 

Score 209 
.2282 

Seq. ID OJ990520_06. 0103.C83 

Strand + 

End ■ 6359 

Method TBLASTX : Wheat 

End ' 2667 

Score 293 



Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359 

Method TBLASTX : Maize 

End 2622 

Score 232 



Seq. ID OJ990520_06.0103.C83 
Strand + 



9610 



start 
Name 
Start 
GI 

Exons 



1856 End 

OJ990520_06 . 0103 . C83 . o7 . tm Method 

2950 End 

none Score 
2950. .3303 



6359 

TBLASTX: Maize 

3303 

188 



Seq. No. 9119 

Gene No. 19504 

Start 1856 

Name OJ990520_06 . 0103 . 083 . o8 . tw 

Start 2986 

GI none 
Exons 



Seq. ID OJ990520_06.0103.C83 
Strand 
End 

Method 
End : 
Score 



+ 

6359 

TBLASTX: Wheat 

3408 

164 



2986. .3195, 3042. .3134, 3240. .3353, 3241. .3408 



Seq. No. 9119 

Gene No. 19504 

Start 1856 

Name OJ990520_06 . 0103 . C83 . o4 . tw 

Start 3523 

GI none 

Exons 3523.. 3573, 3627.. 3962, 3628.. 4005 



Seq. ID OJ990520 06.0103.C83 



Strand 
End 

Method 
End 
Score 



+ 

6359 

TBLASTX: Wheat 

4005 

52 



Seq. No, 
Gene No, 
Start ^ 
hll Name 
rfl Start 
GI 



Exons 



4' Seq. No. 
'ill Gene No, 
ry start 
Name 
Start 
GI 

Exons 



9119 

19504 

1856 

OJ990520_06.0103.C83.o5.tm 

3535 

none 

3535.. 3822, 3633.. 3824 

9119 

19504 

1856 

OJ990520_06.0103.C83,o3.tm 

3892 

none 

3892. .4071, 3900. .4046, 4078; 



Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359 

Method TBLASTX : Mai ze 

End 3824 

Score 260 



Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359- 

Method TBLASTX : Mai ze 

End 4392 

Score 167 

4392, 4218. .4271, 4299. .4349 



^=1 Seq: No. 9119 

= =: Gene No. 19504 

If- Start 1856 

Name OJ990520_06 . 0103 . C83 . ol . ts 

Start 3946 

GI none 

Exons 3946.. 3978, 3948.. 3977, 3982. 



Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359 

Method TBLASTX : Soybean 

End 4341 

Score 57 

.4341, 3984. .4022, 4050. .4340 



Seq. No. 


9119 








Seq. ID 


OJ990520_06.0103 


.C83 


Gene No. 


19504 








Strand 


+ 




Start 


1856 








End 


6359 




Name 


OJ990520 06. 


.0103. 


C83.05. 


. tw 


Method 


TBLASTX: Wheat 




Start 


4054 








End 


4356 




GI 


none 








Score 


380 




Exons 


4054. .4356, 


4055. 


.4162, 


4056. 


.4340, 4057. .4350 




Seq. No. 


9119 








Seq. ID 


OJ990520_06.0103 


.C83 


Gene No. 


19504 








Strand 


+ 




Start 


1856 








End 


6359 





9611 



Name 

Start 

GI 

Exons 



OJ990520_06.0103.C83.o3.tw Method 

4357 End 

none Score 
4357. .4779, 4389. .4778 



TBLASTX: Wheat 

4779 

598 



i-1 



Seq. No. 9119 Seq. ID 

Gene No. 19504 Strand 

Start 1856 End 

Name OJ990520_06 . 0103 . C83 . o3 . ts Method 

Start 4363 End 

GI none Score 

Exons 4363.. 4608, 4380.. 4607 

Seq. No. 9119 Seq. ID 

Gene No. 19504 Strand 

Start 1856 End 

Name OJ990520_06 . 0103 . C83 . o2 . tm Method 

Start 4428 End 

GI none Score 

Exons 4428.. 4778, 4429. .4782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520_06.0103.C83 
+ 

6359 

TBLASTX : Soybean 

4608 

207 



OJ990520_06.0103.C83 
+ 

6359 

TBLASTX: Maize 

4782 

482 



9119 

19504 

1856 

OJ990520_06, 

5137 

none 

5137. .5349, 

9119 

19504 

1856 

OJ990520_06. 

5161 

none 

5161. .5349, 

9119 

19504 

1856 

OJ990520_06. 

5355 

none 

5355. .5981, 



.0103.C83.o2.ts 
5142.. 5345, 5345. 

0103.C83.o4.tm 
5163. .5345, 5346. 

0103.C83.ol.tw 
5411. .5980 



Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359 

Method TBLASTX : Soybean 

End 5396 

Score 220 
.5395, 5346. .5396 

Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359 

Method TBLASTX : Mai ze 

End 5414 

Score 281 
.5414, 5346. .5399 

Seq. ID OJ990520_06.0103.C83 

Strand + 

End 6359 

Method TBLASTX : Wheat 

End 5981 

Score 710 



Seq. No. 


9119 








Seq. ID 


OJ990520_06.0103 


.C83 


Gene No. 


19504 








Strand 


+ 




Start 


1856 








End 


6359 




Name 


OJ990520 06 


0103 


.C83.01 


tm 


Method 


TBLASTX: Maize 




Start 


5535 








End 


6134 




GI 


none 








Score 


231 




Exons 


5535. .5696, 


5543 


. .5689, 


5693. 


.6118, 5694. .6134 




Seq. No. 


9119 








Seq. ID 


OJ990520 06.0103 


C83 


Gene No. 


19504 








Strand 


+ 




Start 


1856 








End 


6359 




Name 


OJ990520 06. 


0103 


.C83.06 


tw 


Method 


TBLASTX: Wheat 





9612 






Start 


5981 


End 


6314 








GI 


none 


Score 


326 








Exons 


5981. .6250, 5982. .6314, 5985 


. .6293 










Seq. No. 


9120 


Seq. ID 


OJ990520_06. 


0103. 


C84 




Gprip No 


19505 


Strand 










Start 


278 


End 


843 








Name 


OJ990520 06.0103.C84.ol.gs 


Method 


GENSCAN 








Start 


278 


End 


843 








GI 


none 


Score 


■ .47 








Exons 


278. .287, 688. .843 












Seq. No. 


9121 


Seq. ID 


OJ990520_06. 


0103. 


C86 




Gene No. 


19506 


Strand 


+ 








Start 


1 


End 


1534 








Name 


OJ990520 06.0103,C86.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1534 








GI 


5852175 


Score 


118 








Exons 


1..97, 701. .803, 1419. .1534 












GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 










Seq. No. 


9121 


Seq. ID 


OJ990520_06. 


010-3. 


C86 






19506 


Strand 


+ 








Start 


1 


End 


1534 








Name 


OJ990520 06.0103.C86.ol.gs 


Method 


GENSCAN 






'•-11 


Start 


148 


End 


245 






rf'i 


GI 


none 


Score 


.81 






III 


Exons 


148. .245 










0 

t 


Seq. No. 


9121 


Seq. ID 


OJ990520_06. 


0103. 


C86 


Lis 


Gene No. 


19506 


Strand 


+ 






'is? 


Start 


1 


End 


1534 






i'i i 
\ bf 


Name 


OJ990520 06.0103.C86.ol.gp 


Method 


AAT/GAP 








Start 


904 


End 


1477 






= =: 


GI 


3761363 


Score 


781 








Exons 


904. .1477 










"i 


GI Descrip. 


5852170/emb|AL117265.1|OST17804 l.Oe-151 Oryza sativa 








indica (GIiA4 ) genomic DNA, chromosome 4 


, BAG clone :t 17804 


7J 


Seq. No. 


9121 


Seq. ID 


OJ990520_06. 


0103. 


C86 




Cpnp No 


19507 


Strand 








t 


start 


961 


End 


1371 








Name 


OJ990520 06.0103.C86.o2.gs 


Method 


GENSCAN 








Start 


961 


End 


1371 








GI 


none 


Score 


.52 








Exons 


961. .1106, 1173. .1371 












Seq. No. 


9122 


Seq. ID 


OJ990520_06. 


0103. 


C87 




Gene No. 


19508 


Strand 


+ 








Start 


671 


End 


1230 








Name 


OJ990520 06.0103.C87.ol.np 


Method 


AAT/NAP 








Start 


671 


End ■ 


1230 








GI 


6539586 


Score 


157 








Exons 


671. .1230 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


9122 


Seq. ID 


OJ990520_06. 


0103. 


C87 



9613 



Gene No. 19509 Strand 

Start 416 End - 1162 

Name OJ990520_06 . 0103 .C87 . ol .gs Method GENSCAN 

Start 416 End 1162 

GI none Score .58 

Exons 416.. 515, 656.. 770, 1031.. 1162 



Seq. No. 9123 Seq. ID 

Gene No. 19510 Strand 

Start 133 End 

Name OJ990520_0 6 , 0103 . C89 . ol . gs Method 

Start 133 End 

GI none Score 

Exons 133.. 210 



OJ990520_06.0103-C89 
+ 

210 

GENSCAN 

210 

.63 



Seq. No. 9124 Seq. ID 

Gene No. 19511 Strand 

Start 352 End 

Name OJ990520_06 . 0103 . C90 . ol . gs Method 

Start 352 End 

GI none Score- 

Exons 352 . . 575 



OJ990520_06.0103.C90 
+ 

575 

GENSCAN 

575 

.54 



Seq. No. 9125 Seq. ID 

Gene No. 19512 Strand 

Start 472 End 

Name GJ990520_06 . 0103 . C91 . ol . gs Method 

Start . 472 End 

GI none Score 

Exons 472.. 512 



OJ990520_06".0103.C91 
512 

GENSCAN 

512 

.63 



Seq. No. 9126 Seq. ID 

Gene No. 19513 Strand 

Start , 142 End 

Name OJ990520_0 6.0103. C95 . ol . np Method 

Start 142 End 

GI 4680185 Score 

Exons 142. .538 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. 



OJ990520_06.0103-C95 
+ 

538 

AAT/NAP 

538 

369 

indica] 



Seq. No. 


9126 












Seq. ID 


OJ990520 


Gene No. 


19513 












Strand 


+ 


Start 


142 












End 


538 


Name 


OJ990520 


06 


0103 


.C95 


.ol 


.gs 


Method 


GENSCAN 


Start 


181 












End' 


501 


GI 


none 












Score 


.82 


Exons 


181. .501 
















Seq. No. 


9127 












Seq. ID 


OJ990520 


Gene No. 


19514 












Strand 


+ 


Start 


73 












End 


542 


Name 


OJ990520 


06 


0103 


.C99 


.ol 


.gs 


Method ■ 


GENSCAN 


Start 


73 












End 


542 


GI 


none 












Score 


.71 


Exons 


73. .542 
















Seq. No. 


9128 












Seq. ID 


OJ990520 



9614 



Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19515 Strand 

I End 2022 

OJ990520_06.0103.C101.ol.np Method AAT/NAP 

1 End 2022 

4680179 Score 1864 
1..1134, 1168. .2022 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



9128 

19515 

1 

OJ990520_06.0103.C101.ol.tm 
44 

none 

44. .238, 70. .468, 250. .429 

9128 

19515 

1 

OJ990520_06.0103.C101.ol.tw 
91 

none 

91. .468, 134. .577, 523. .573 

9128 

19515 

1 

OJ990520_06.0103.C101.o3.tw 

673 

none 



Seq. ID OJ990520_06.0103.C101 
Strand 

End 2022 

Method TBLASTX : Maize 

End 4 68 

Score 79 



Seq. ID OJ990520_06.0103.C101 
Strand 

End 2022 

Method TBLASTX : Wheat 

End 577 

Score 253 



Seq. ID OJ990520_06.0103.C101 
Strand 

End 2022 

Method TBLASTX : Wheat 

End 1107 

Score 58 



673. .714, 742. .855, 743. .856, 883. .963, 988. .1107 



End 

Method 
End 
Score 



9128 
19515 
1 

OJ990520_06.0103.C101.o2.tw 
1426 
none 

1426. .1779, 1583. .1753 

9128 
19515 
1 

OJ990520_06.0103.C101.o2.tm 
1471 
none 

1471. .1752, 1481. .1555, 1646. .1753 



Seq. ID OJ990520_06.0103.C101 
Strand 

2022 

TBLASTX: Wheat 
1779 
74 



Seq. ID OJ990520_06. 0103-ClOl 
Strand 

End 2022 

Method TBLASTX : Maize 

End 1753 

Score 42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9129 
19516 
d 

OJ990520_06.0103.C103.o2.np 
1 

5852180 



Seq. ID OJ990520_06.0103.C103 

Strand + 

End 3601 

Method AAT/NAP 

End ■ 3601 

Score 71 



1..86, 2880. .2967, 3546. .3601 
(AL117265) zhbOOOlO.l [Oryza sativa] 



9615 



Seq. No. 9129 Seq. ID OJ990520_06 . 0103 . C103 

Gene No. 19516 Strand 4- 

Start 1 End 3601 

Name OJ990520_06 . 0103 . C103 . o2 . gp Method AAT/GAP 

Start 3056 End 3240 

GI uC-osflM202048cl2bl Score 318 

Exons 3056.. 3240 

GI Descrip. ' 5257255/dbj | AP000364 . 1 1 AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 

Seq. No. - 9129 ■ Seq. ID OJ990520_06 . 0103 . C103 

Gene No. 19516 Strand + 

Start 1 End 3601 

Name OJ990520_06 . 0103 . C103 . o3 . gp Method AAT/GAP 

Start 3380 End 3447 

GI ' uC-osroM202024h08al Score 83 

Exons 3380.. 3447 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9129 
1-9517 
1 

OJ990520_06. 0103. 0103. ol.np 
1 

5852180 
1. .389 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990520_06.0103.C103 

Strand ■ - 

End 38 9 

Method AAT/NAP 

End 38 9 

Score 279 



9129 
19518 

2141 End 
OJ990520_06.0103.C103.ol.gp Method 
953 End 
uC-osflcyp033a04bl Score 
953. .1074 

• 6016845/dbj I AP000570. 1 iAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990520_06.0103.C103 
Strand 

2959 
AAT/GAP 
1074 
181 



Seq. No. 9129 

Gene No. 19518 

Start 2141 

Name OJ990520_06 . 0103 . C103 . ol . gs 

Start 2141 

GI none 

Exons 2141.. 2253, 2956.. 2959 



Seq. ID OJ990520_06.0103.C103 
Strand 

End 2959 

Method GENSCAN 

End 2959 

Score .76 



Seq. No. 9130 

Gene No. 19519 

Start 271 

Name OJ990520_06 . 0103 . C104 . o3 . np 

Start 271 

GI 5852180 

Exons 271.. 302, 3932.. 4287 
GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990520_06.0103.C104 

Strand + 

End 5976 

Method AAT/NAP 

End ■ 4287 

Score 252 



Seq. No. 



9130 



Seq. ID OJ990520_06.0103.C104 



9616 



Gene No. 19519 Strand 

Start 271 End 

Name OJ990520_06 . 0103 . C104 . ol . gs Method 

Start 1564 End 

GI none Score 

Exons 1564.. 1814, 2374.. 2493 



+ 

5976 
GENSCAN 
2493 
.75 



Seq. No. 9130 

Gene No. 19519 

Start 271 

Name OJ990520_06. 0103.C104 .o2 .gp 

Start 2892 

GI uC-osflcyp033a04bl 

Exons 2892.. 3274 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 * 



Seq. ID OJ990520_06.0103.C104 

Strand + 

End 5976 . 

Method AAT/GAP 

End * 3274 

Score 708 



Seq. No. 9130 

Gene No. 19519 

Start 271 

Name OJ990520_06. 0103.C104 .o2.gs 

Start 3071 

GI none 

Exons 3071.. 3146, 3868.. 4388 



Seq. ID OJ990520_06.0103.C104 

Strand + 

End 5976 

Method GENSCAN 

End 4388 

Score .98 



I.; i 

rii 

,S SI 

u 



Seq. No. 9130 

Gene No. 19519 

Start 271 

Name OJ990520_06 . 0103.C104 . o3 .gp 

Start 3634 

GI uC-osroM202024h08al 

Exons 3634.. 3705 

GI Descrip. ' 5852170/emb | AL117265 . 1 1 OST17804 5.0e-84 Oryza sativa 

indica (GIiA4) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



Seq. ID OJ990520_06.0103.C104 
Strand + 

5976 
AAT/GAP 
3705 
83 



End 

Method 

End 

Score 



Seq. No. 9130 

Gene No. 19519 

Start 271 

Name • 0 J990520_06 .0103 . C104 .'o4 . np 

Start 4274 

GI 6498436 

Exons 4274.. 4419, 5474., 5976 

GI Descrip. (AP000815) hypothetical' protein [Oryza sativa] 



Seq. ID OJ990520_06.0103.C104/ 

Strand + 

End 5976 

Method AAT/NAP 

End 5976 

Score 34 9 



Seq. No. 9130 

Gene No. 19520 

Start 1 

Name OJ990520_06 . 0103 .C104 . ol .np 

Start 1 

GI 4680179 

Exons 1..915 

GI Descrip. {AF111709) polyprotein [Oryza sativa subsp-. indica] 



Seq. ID . OJ990520_06.0103.C104 
Strand 

End 6776 
Method AAT/NAP 
End 915 
Score 1342 



Seq. No. 9130 

Gene No. 19520 

Start 1 

Name OJ990520 06 . 0103 .C104 . o2 . np 



Seq. ID OJ990520_06.0103.C104 
Strand 

End 6776 

Method . AAT/NAP 



9617 




start 


1 




End 


6776 


GI 


5852180 




Score 


615 


Exons 


1..61, 1549. .1968, 2020.. 


2138, 3124.. 3176, 6751^.6776 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 






Seq. ID 


ujyyuozu uo . uiu j . L/iufi 


Gene No. 


1 y oz i 




Strand 




Start 






End 


7480 


Name 


ujyyuozu ud.uiuo.lxu^.o^. 


gp 


Method 


AAT/GAP 


Start 






End 


7480 


GI 


DibUo J . KlUo4 




Score 


398 


Exons 


7222. .7480 








GI Descrip. 


•1402920/emb|CAA66965| 2. 


Oe-20 (X98321) 


peroxidase [Arabidop; 




Tinaiiana j 








Seq. No. 






Seq. ID 


OJ990520_06.0103.C104 


ijene wo . 


1 Q C O O 




Strand 


- 


Start 


T Q c ri 




End 


11518 


Name 


/^Tno/^con rain's ^inyi «o 

ojyyODzu 06 . 010 J . C1U4 . oz . 


tw 


Method 


TBLASTX: Wheat 


Start 


Z 




End 


307 


GI 


none 




Score 


65 


Exons 


2. .202, 3. .110, 205. .306, 


233 


. .307 




Seq. No. 


9130 




Seq. ID 


OJ990520_06.0103.C104 


Gene No. 


T O C O O 

19522 , 




Strand 


- 


btar L 


T O C A 

7850 




End 


11518 


Name 


- ojyyoozo 0 D . olOo . C104 . oi . 


tm 


Method 


TBLASTX: Maize 


Start 


1 / 0 




End 


753 


GI 


none 




Score 


146 


Exons 


170.. 202, 205.. 594, 293.. 


595, 


590. .745, 


592. .753, 599. .745, 




Crt'\ HAH 








Seq. No. 


91 JO 




Seq. ID 


OJ990520_06. 0103.C104 


Gene No. 


1 n c o o 

lyozz 




Strand 


- 


Start 


T o c ri 
/ooO 




End 


11518 


Name 


ojyyoozo 0 D . olOo . C104 . oi . 


tw 


Method 


TBLASTX: Wheat 


Start 


307 




End 


888 


GI 


none 




Score 


51 


Exons 


JO/. .boo, JO0..J/0, JIJ.. 


558, 


419. .877 




Seq. No. 


91 JO 




Seq. ID 


OJ990520_06.0103.C104 


Gene No , 


T Q Cl 0 0 

1 9ozz 




Strand 


- 


Start 


T 0 C rt 

7850 




End 


11518 


Name 


OJ990o20 06 . 0103 - C104 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


754 




End 


901 


GI 


none 




Score 


135 


Exons 


754. .897, 782. .901 








Seq. No. 


9130 




Seq. ID 


OJ990520_06.0103.C104 


Gene No. 


19522 




Strand 




Start 


7850 . 




End 


11518 


Name 


OJ990520 06.0103.C104.o5. 


np 


Method 


AAT/NAP 


Start 


7850 




End 


9573 


GI 


6063554 




Score 


197 


Exons 


7850. .8024, 8658. .8688, 9343. 


.9455, 9490. .9573 



GI Descrip. {AP000615) ESTs AU075609 (C63344 ) , C71850 {E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 



9618 



protein [Oryza sativa] 



Seq. No. 


9130 




Seq. ID 


OJ990520_06.0103. 


C104 




19522 




Strand 






Start 


7850 




End 


11518 




Name 


OJ990520 06.0103.C104 


. o5 . gp 


Method 


AAT/GAP 




Start 


8010 




End 


8442 




GI 


2428185 




Score 


710 




Exons 


8010. .8442 










GI Descrip. 


5852170/emb|AL117265. 


1IOST17804 l.Oe- 


177 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 


4, BAG clone:tl7804 


Seq. No. 


9130 




Seq. ID 


OJ990520_06.0103. 


C104 


Gene No. 


19522 




Strand 






Start 


7850 . 




End 


11518 




Name 


OJ990520 06.0103.C104 


.06 . np 


Method 


AAT/NAP 




Start 


9144 




End 


11518 




GI 


6587815 




Score 


111 




Exons 


9144. .9174, 10573. .10864, 11436. .1151 


8 




GI Descrip. 


(AC010924) Similar to 


gb|U44028 Arabidopsis thaliana 






transcription factor 


^^J\^^ cinCL 


contains 


a PF 100069 Eukaryotic 














Seq. No. 


9130 




Seq. ID 


OJ990520_06.0103. 


C104 


Gene No. 


19522 




Strand 






Start 


7850 




End 


11518 




Name 


OJ990520 06.0103.C104 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10574 




End 


10852 




GI 


none 




Score 


107 




Exons 


10574. .10762, 10575.. 


10733, 


10745. .10801, 10820. .10852 




Seq. No. 


9130 




Seq. ID 


OJ990520_06.0103. 


C104 


Gene No. 


19522 




Strand 






Start 


7850 




End 


11518 




Name 


OJ990520 06.0103.C104 


. o4 . gs 


Method 


GENSCAN 




Start 


10736 




End 


10878 




GI 


none 




Score 


.95 




Exons 


10736. .10878 










Seq. No. 


9131 




Seq. ID 


OJ990520_06.0103. 


C105 


Gene No. 


19523 




Strand 


+ 




Start 


224 




End 


270 




Name 


OJ990520 06.0103.C105 


. ol . gs 


Method 


GENSCAN 




Start 


224 




End 


270 




GI 


none 




Score 


.66 




Exons 


224. ,270 










Seq. No. 


9131 




Seq. ID 


OJ990520_06.0103. 


C105 


Gene No. 


19524 




Strand 






Start 


1 




End 


6951 




Name 


OJ990520 06.0103.C105 


. 0 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


3972 




GI 


6587815 




Score 


122 




Exons 


1..84, 425. .669, 3780 


. .3972 








GI Descrip. 


{AC010924) Similar to 


gb|U44028 Arabidopsis thaliana 





transcription factor CKC and contains a PF| 00069 Eukaryotic 
protein kinase domain. 



9619 



Seq. No. 9131 

Gene No. 19524 

Start 1 

Name OJ990520_06 . 0103 . C105 . o2 . gs 

Start 418 

GI none 
Exons 



Seq. ID OJ990520_06.0103.C105 
Strand 

End 6951 

Method GENSCAN 

End 6951 

Score .55 



418. .731, 1741. .1914, 4093. .4299, 4305. .4458, 4955. .5629, 
5706. .5936, 5992. .6444, 6557. .6951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9131 

19524 

1 

OJ990520_06.0103.C105.o3.tm 

427 

none 



Seq. ID OJ990520_06.0103.C105 
Strand 

End ■ 6951 

Method TBLASTX: Maize 

End 705 

Score 114 



427. .615, 428. .598, 580. .654, 653. .703, 673. .705 



Seq. No. 9131 

Gene No. 19524 

Start 1 

Name • OJ990520_06 . 0103 . C105'. o2 . tw 

Start 4253 

GI none 
Exons 



Seq. ID OJ990520_06.0103.C105 
Strand 

End 6951 

Method TBLASTX: Wheat ■ 

End 4581 

Score 111 



4253. .4453, 4255. .4575, 4282. .4581 



1 u 



Seq. No. 9131 

Gene .No. 19524 

Start 1 

Name OJ990520_06. 0103.C105 .o2 .np 

Start 4255 

GI 4206306 

Exons 4255.. 5603, 6615.. 6822 

GI Descrip. (AF049110) prpol [Zea mays] 



Seq. ID OJ990520_06.01p3.C105 
Strand 

End 6951 

Method AAT/NAP 

End 6822 

Score 926 



Seq. No. 9131 

Gene No. 19524 

Start 1 , 

Name OJ990520_06. 0103 . C105 . o2 . tm 

Start 4255 

GI none 
Exons 



Seq. ID OJ990520_06.0103.C105 
Strand 

End 6951 * 

Method TBLASTX : Mai ze 

End 4 4 97 

Score 142 



4255. .4497, 4256. .4474, 4282. .4494 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9131 

19524 

1 

OJ990520_06.0103.C105.ol.tm 

4525 

none 



Seq. ID OJ990520_06.0103.C105 
Strand 

End 6951 

Method TBLASTX : Mai ze 

End 4881 

Score 166 



4525. .4569, 4581. .4874, 4581. .4880, 4582. .4881 



Seq. No. 9131 

Gene No. 19524 

Start 1 

Name OJ990520_06 . 0103 . C105 . ol . tw 

Start. 4581 . 

GI none 



Seq. ID OJ990520_06.0103.C105 
Strand 

End 6951 

Method TBLASTX : Wheat 

End 5008 

Score 110 



9620 




Exons 


4581. .4865, 


4581.. 4898, 4582. 


.4896, 4910. .5008 








Seq. No. 


9132 






Seq. ID 


OJ990520_ 


_06. 


0103. 


€106 


f^PHA No 


X ^ ^ ^ ^ 






^f" r*fl nH 










Start 


156 






End 


329 








Name 


OJ990520 06. 


OID'^ riDfi o1 

\J ±.\J . OhL\JU • \J 1. . 




Mp "h h oH 


V7 Hi IN O V.^rt IN 








Start 


156 






End 


329 








GI 


none 






Score 


. 92 








Exons 


156. .329 
















Seq. No. 


9133 






Seq. ID 


OJ990520_ 


_06. 


0103. 


cm 




19526 
J. J -J \j 






S+" r;^ nd 










Start 


680 






End 


720 








Name 


OJ990520 06. 


0103 cm oi 


y & 


Mp'h Y\ od 


GENSCAN 








Start 


680 






End 


720 








GI 


none 






Score 


. 72 








Exons 


680. .720 
















Seq. No. 


9134 






Seq. ID 


OJ990520_ 


_06. 


0103. 


C114 




19527 






q+- rsnd 
o L. i- ai 


-1- 








Start 


55 






Fnd 


189 








Name 


OJ990520 06. 
















Start 


55 






FnH 


189 

-L O ^ 








GI 


none 








4 








Exons 


55. .189 
















Seq. No. 


9135 






Seq. ID 


OJ990520_ 


06. 


0103. 


C116 


Gene No. 


19528 






Strand 










Start 


328 






End 


409 










OJ990520 06. 


0103.C116.ol. 


gp 


Method 


AAT/GAP 








Start 


328 






End 


409 








GI 


5816509 






Score 


141 








Exons 


328. .409 
















GI Descrip. 


5922603/dbj | 


AP000492.1IAP000492 3.0e-30 Oryza sativa genomic 




DNA, chromosome 1, clone: 


P0705D01 










Seq. No. 


9136 






Seq. ID 


^OJ990520_ 


02. 


0103. 


CI 




19529 






Strand 


+ 








start 


110 






End 


309 








Name 


OJ990520 02. 


0103.Cl.ol.gs 




Method 


GENSCAN 








Start 


110 






End 


309 








GI 


none 






Score 


.96 








Exons 


110. .309 
















Seq. No. 


9136 






Seq. ID 


OJ990520_ 


_02. 


0103-- 


CI 




19530 






Strand 


+ 








Start 


13610 






End 


15395 








Name 


OJ990520 02. 


0103.Cl.o4 .gs 




Method 


GENSCAN 








Start 


13610 






End 


15395 








GI 


none 






Score 


.56 








Exons 


13610. .13615 


, 15306.. 15395 












Seq. No. 


9136 






Seq. ID 


OJ990520_ 


_02. 


0103. 


CI 


Gene No. 


19531 . 






. Strand 


+ 








Start 


22670 






End 


23690 








Name 


OJ990520 02. 


0103.Cl.o7.gs 




Method 


GENSCAN 








Start 


22670 






End 


23690 









9621 



GI 


none 


Exons 


22670. .22674 


Seq. No, 


9136 






Start 


27723 


Name 


OJ990520 02. 


Start 


27723 


GI 


none 


Expns 


27723. .27768 


Seq. No. 


9136 


Gene No. 


19533 


Start 


1303 


Name 


OJ990520 02. 


Start 


1303 


GI 


none 


Exons 


1303. .1804, 



Score 



.68 



Seq. ID OJ990520_02.0103.C1 

Strand + 

End 28760 

Method GENSCAN 

End 28760 

Score .86 



Seq. ID OJ990520_02.0103.C1 
Strand 

End 10100 

Method GENSCAN 

End 10100 

Score .59 



5204. .5337, 5544. .5669, 5738. .5858, 6016. .6088, 6496. .7473, 
7723. .8139, 8206. .9132, 9212. .9604, 10004.. 10100 



Seq. No. 


9136 




Seq. ID 


OJ990520_02. 


0103 


.CI 


Gene No, 


19534 " 




Strand 








Start 


10237 




End 


12376 






Name 


OJ990520 02. 0103. CI. 


. o3.gs 


Method 


GENSCAN 






Start 


10237 


End 


12376 ■ 






GI 


none 




Score 


.79 








10237. .10443, 12290. 


.12376 










Seq. No. 


9136 




Seq. ID 


OJ990520_02. 


0103 


.CI 


Gene No. 


19535 




Strand 








Start 


15827 




End 


21810 






Name 


OJ990520 02. 0103. CI. 


o5 . gs 


Method 


GENSCAN 






Start 


15827 




End 


20248 






GI 


none 




Score 


.76 






Exons 


15827. .16621, 16805. 


.16950, 


17167. .17445, 17674. .19293, 






19459. .20248 












Seq. No. 


9136 




Seq. ID 


OJ990520_02. 


0103 


.CI 


Gene No. 


19535 




Strand 








Start 


15827 




End 


21810 






Name 


OJ990520 02. 0103. CI. 


ol.np 


Method 


AAT/NAP 






Start 


15830 




End 


20789 






GI 


4680179 




Score 


5496 






Exons 


15830. .19210, 19238. 


.20190, 


20686. .20789 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


9136 




Seq. ID 


OJ990520_02. 


0103 


.CI 


Gene No. 


19535 




Strand 








Start 


15827 




End 


21810 






Name 


OJ990520 02. 0103. CI. 


o6 . gs 


Method 


GENSCAN 






Start 


20471 




- End 


21241 






GI 


none - 




Score 


.85 






Exons 


20471. .21076, 21122. 


.21241 










Seq. No. 


9136 




Seq. ID 


OJ990520_02. 


01Q3 


.CI 


Gene No. 


19535 




Strand 









9622 




start 15827 End 21810 

Name OJ990520_02 . 0103 .CI . o2 . np Method AAT/NAP 

Start 20508 End 21810 

GI 4512231 Score 1056 

Exons 20508. .21263, 21770.. 21810 



GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9136 

19536 

22225 

OJ990520_02.0103'.Cl.o3.np 

22225 

6063554 



OJ990520 02. 0103. CI 



Seq. ID 
Strand 

End 24368 
Method AAT/NAP 
End 24368 
Score 183 
22225. .22403, 23533 .. 23775, 24336. .24368 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


9136 




Seq. ID 


OJ990520_ 


_02 


.0103 


.CI 


Gene No. 


19536 




Strand 










Start 


22225 




End 


24368 








Name 


OJ990520 02. 0103. CI 


. o4 . np 


Method 


AAT/NAP 








Start 


22953 




End 


23849 








GI 


5852178 . 




Score 


401 








Exons 


22953. .23055, 23418 


. .23514, 


23546. .23849 








GI Descrip. 


(AL117265) zhbOOOS. 


1 [Oryza 


sativa] 










Seq. No. 


9136 




Seq. ID 


OJ990520_ 


_02 


.0103 


.CI 


Gene No. 


19537 




Strand 










Start 


29829 




. End 


34 335 








Name 


OJ990520 02. 0103. CI 


.o9.gs 


Method 


GENSCAN 








Start 


29829 




End 


34335 








GI 


none 




Score 


.45 








Exons 


29829. .29941, 31916 


. .32089, 


34299. .34335 









Seq. No. 


9136 








Seq. ID 


OJ990520_02.0103.C1 


Gene No. 


19538 








Strand 




Start 


36664 








End 


38200 


Name 


OJ990520 02, 


.0103. 


C1.07. 


tm 


Method 


TBLASTX: Maize 


Start 


3908 








End 


4915 


GI 


none 








Score 


83 


Exons 


3908. .4021, 


3912. 


.4028, 


4034. 


.4156, 4035. .4154, 4259. .4339 




4693. .4788, 


4701. 


.4763, 


4859. 


.4915, 4865. .4897 


Seq. No. 


9136 








Seq. ID 


OJ990520_02.0103.C1 


Gene No. 


19538 








Strand 




Start 


36664 








End 


38200 


Name 


OJ990520 02, 


.0103. 


C1.05. 


ts 


Method 


TBLASTX : Soybean 


Start 


6263 








End 


6445 


GI 


none 








Score 


110 


Exons 


6263. .6445, 


6264. 


. 6443 








Seq. No. 


9136 








Seq. ID 


'OJ990520_02.0103.C1 


Gene No. 


19538 








Strand 




Start 


36664 








End 


38200 


Name 


OJ990520 02. 


.0103. 


Cl.olO 


. tm 


Method 


TBLASTX: Maize 


Start 


6371 








End 


6692 



9623 



GI 


none 




Score 


50 




Exons 


6371. .6445, 


6372.. 6449, 6464 


..6691, 6471.. 6692 




Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103 


.CI 








Strand 






Start 


36664 




End 


38200 




Name 


OJ990520 02. 


0103.Cl.o9.tm 


Method 


TBLASTX: Maize 




Start 


6995 




End 


7363 




GI 


none 




Score 


98 




Exons 


6995. .7237, 


7107.. 7292, 7282 


..7338, 7313. .7363 




Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103 


,C1 


Gene No. 


19538 




Strand 








J O D D ri 




End 


38200 




Name 


OJ990520 02. 


0103.Cl.o3.tm 


Method 


TBLASTX: Maize 




-Start 


9059 




End 


9608 




GI 


none 




Score 


46 




Exons 


9059. .9154, 


9060.. 9125, 9074 


..9151, 9213.. 9335, 9214.. 9330 




9222. .9335, 


9336.. 9608, 9343 


. .9519 






Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103 










Strand 






Start 


36664 




End 


38200 




Name 


OJ990520 02. 


0103.Cl.o7.tw 


Method 


TBLASTX: Wheat 




Start 


9246 




End 


9647 




GI 


none 




Score 


■ 145 




Exons 


9246. .9323, 


9322.. 9597, 9348 


. .9647 






Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103 


• ^ X 




19538 




Strand 






Start 


36664 




End 


38200 




Name 


OJ990520 02. 


0103.Cl.o6.tw 


Method 


TBLASTX: Wheat 




Start 


15875 




End 


16208 




GI 


none 




Score 


114 




Exons 


15875. .16207, 15927.. 16208 








Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103 


.CI 


Gene No. 


19538 




Strand 








36664 




End 


38200 




Name 


OJ990520 02. 


0103.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


16070 




End 


16655 




GI 


none 




Score 


102 




Exons 


16070. .16495, 16071 .. 16277 


16091. .16375, 16332. .16496, 






16493. .16654 


, 16500. .16655 








Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103 


.CI 




19538 




Strand 






Start 


36664 




End 


38200 




Name 


OJ990520 02. 


0103.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


16208 




End 


16834 




GI 


none 




' Score 


50 




Exons 


16208. .16834 


, 16209. .16277, : 


16335.. 16832 




Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103 


.CI 


Gene No. 


19538 




Strand 






Start 


36664 




End 


38200 




Name 


OJ990520 02. 


0103.Cl.o5.tm 


Method 


TBLASTX: Maize 





9624 






Start 


16703 




End 


16994 






GI 


none 




Score 


268 






Exons 


16703. .16966, 16710. 


.16967, 


16889. .16993, 16890.. 16994 






Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103- 


CI 






19538 




Strand 








Start 


36664 




End 


38200 






Name 


OJ990520 02. 0103. CI. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


16793 




End 


17053 






GI 


none 




Score 


127 






' Exons 


16793. .17053, 16794. 


.16967, 


16802. .17041 






Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103. 


CI 






19538 




Strand 








Start 


36664 




End 


38200 






Name 


OJ990520 02. 0103. CI. 


o3. tw 


Method 


TBLASTX: Wheat 






Start 


16841 




End 


17380 






GI 


none 




Score 


269 






Exons 


16841. .17296, 16841. 


.17380 










Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103. 


-CI 




Hpnp Nn 


19538 




Strand 








start 


36664 




End 


38200 






Name 


OJ990520 02. 0103. CI. 


o2.tm 


Method 


TBLASTX: Maize 




,;3i. 
l,J 


Start 


17408 




End 


- 17761 




'C\ 


GI 


none 




Score 


43 




■''ft 


Exons 


17408. .17761, 17415. 


.17447, 


17493.. 17756 




I' I 5 
1 hi 


Seq. No. 


9136 




Seq, ID 


OJ990520_02.0103- 


CI 


n 




19538 




Strand 








Start 


36664 




End 


38200 






Name 


OJ990520 02. 0103. CI. 


o2 . tw 


Method 


TBLASTX: Wheat 




r)\ 


Start 


17408 




End 


17833 




• -} 


GI 


none 




Score 


208 






Exons 


17408. .17716, 17408. 


.17833, 


17415. .17831 




\\ 


Seq. No. 


9136 




Seq. ID 


OJ990520_02.01G3. 


CI 




Gene No . 


19538 




Strand 






i" "* 


Start 


36664 




End 


38200 




'"zJ 


Name 


OJ990520 02. 0103. CI. 


o4 . ts 


Method 


TBLASTX: Soybean 






Start 


17579 




End 


17827 






GI 


none 




Score 


38 






Exons 


17579, .17827, 17598. 


.17642, 


17697. .17801 






Seq. No. 


9136 




. Seq. ID 


OJ990520_02.0103, 


CI 




(Tipnp fid 


19538 




Strand 








Start 


36664 




End 


38200 






Name 


OJ990520 02. 0103. CI. 


o6 . tm 


Method 


TBLASTX: Maize 






Start 


17768 




End 


18100 






GI 


none 




Score 


76 






Exons 


17768. .18100, 17769. 


.18047 










Seq. No. 


9136 




Seq. ID 


OJ990520_02.0103. 


CI 




Gene No. 


19538 




Strand 








Start 


36664 




End 


38200 






Name 


OJ990520. 02. 0103. CI. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start 


17834 




End 


18136 





9625 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

17834. .18097, 17835 18098 , 

9136 

19538 

36664 

OJ990520_02.0103.Cl.ol.ts 

17849 

none 

17849. .18208, 17872 .. 17952 , 
18212. .18244/ 18212. .18244 

9136 

19538 

36664 

OJ990520_02.0103.Cl.o4.tm 

18155 

none 

18155. .18598, 18165.. 18602 



Score 189. 
17843.. 18136 

Seq. ID OJ990520_02.0103.C1 
Strand 

End 38200 

Method TBLASTX : Soybean 

End 18244 

Score 48 
17955. .18092, 18165 .. 18206, 



Seq. ID OJ990520_02.0103.C1 
Strand 

End 38200 

Method TBLASTX : Mai ze 

End 18602 

Score 115 



9136 
19538 
36664 

.OJ990520_02.0103.Cl.o4.tw 
18185 
none 

18185. .18667, 18188 18556, 18228.. 18668 



Seq.. ID OJ990520_02.0103.C1 
Strand 

38200 

TBLASTX: Wheat 
18668 
211 



End 

Method 

End 

Score 



9136 

19538 

36664 

OJ990520_02.0103.Cl.o3.ts 

18317 

none 

18317. .18631 



Seq. ID OJ990520_02. 0103.C1 
Strand 

End 38200 

Method TBLASTX : Soybean 

End 18631 

Score 198 



Seq. No. 9136 

Gene No. 19538 

Start 36664 

Name OJ990520_02. 0103.Cl.o9.tw 

Start 18800 

GI none 

Exons 18800. .19153 



Seq. ID OJ990520_02.0103,C1 
Strand 

End 38200 

Method TBLASTX : Wheat 

End 19153 

Score 250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



9136 

19538 

36664 

OJ990520_02.0103.C1. 

19493 

none 

19493. .19837, 19628, 



9136 

19538 

36664 

OJ990520_02 . 0103 . CI . o8 . tm 
19499 



Seq. ID OJ990520_02.0103.C1 
Strand 

38200 

TBLASTX: Wheat 
19838 
62 



End 

Method 
End 
Score 



o8.tw 

.19744, 19644.. 19838 



Seq. ID OJ990520_02.0103.C1 
Strand 

End 38200 

Method TBLASTX : Maize 

End 19837 



9626 




GI 


none 


Score 


232 




Exons 


19499. .19837 








Seq. No. 


9136 


Seq. ID 


OJ990520_02.0103 


.CI 




J. y>joo 


Strand 






Start 


36664 


End 


38200 




Name 


OJ990520 02.0103,Cl.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


19889 


End 


20087 




GI 


none 


Score 


61 




Exons 


19889. .20062, 19889 .. 20086, 


19890. .20087 




Seq. No. 


9136 






.CI 




J. 3 0 


O L. i. diiU 






Start 


36664 




J o ^ u u 




Name 


OJ990520 02.0103.Cl.ol0.gs 




O I-j LN O ^./rtiN 




Start 


36664 




J o ^ u u 




GI 


none 


Score 


A 1 

. 4 / 




Exons 


36664. .36778, 38074. .38200 








Seq. No. 


9137 


Seq. ID 


OJ990520_02.0103 


.C2 






Strand 






Start 


3580 


End 


3820 




Name 


OJ990520 02.0103.C2.ol.gs 


Method 


GENSCAN 




Start 


3580 


End 


3820 




GI 


none 


Score 


.88 




Exons 


3580,. 3820 " 








Seq. No. 


9138 


Seq. ID 


OJ990520_02.0103 


.C3 


Gene No. 


19540 


Strand 


+ 




iD L.Ct J. I, 




End 


7267 




Name 


OJ990520 02.0103.C3.o2.np 


Method 


AAT/NAP 




Start 


5725 


End 


7267 




GI 


4538896 


Score 


351 




Exons 


5725.-5775, 6571.. 6955, 7063 


. .7267 






GI Descrip. 


(AL04 9482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9138 


Seq. ID 


OJ990520_02.0103 


.C3 


Gene No. 


19541 


Strand 






Start 


100 


End 


4439 




Name 


OJ990520 02.0103.C3.ol.gs 


Method 


GENSCAN 




Start 


100 


End 


4439 




GI 


none 


Score 


.57 




Exons 


100. .242, 404. .499, 1094. .1164, 1415.. 


1557, 1772.. 1853, 






1947.. 2049, 2279.. 2666, 2808 


..3191, 3436. .3584, 3946. .4101, 




4265. .4439 








Seq. No. 


9138 


Seq. ID 


OJ990520_02.0103 


.C3 


uene no . 


19542 


Strand 






Start 


5630 


End 


6622 




Name 


OJ990520 02.0103.C3.o2.gs 


Method 


GENSCAN 




Start 


5630 


End 


6622 




GI - . - 


none 


Score 


..82 




Exons 


5630. .5904, 6489. .6622 








Seq. No. 


9139 


Seq. ID 


OJ990520_02.0103 


.C4 


Gene No. 


19543 


Strand 






Start . 


1 


End 


1657 





9627 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520_02.0103.C4.ol.np Method AAT/NAP - 

1 End 1657 

4538896 . Score 610 
1..95, 124. .846, 1625. .1657 

(AL049482) putative protein [Arabidopsis thaliana] 



9139 

19543 

1 

OJ990520_02.0103.C4.ol.gs 
.529 
none 

529. .845 



Seq. ID OJ990520_02.0103.C4 

Strand + 

End 1657 

Method GENSCAN 

End 845 

Score .83 



Seq. No. ^?139 

Gene No. ^^19544 

Start 1575 

Name OJ990520_02.0103.C4 .o2.gs 

Start 1575 

GI none 

Exons 1575. .1635.: 



Seq. ID OJ990520_02 .0103.C4 

Strand + 

End 1635 

Method GENSCAN 

End 1635 

Score' .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9140 
19545 
1 

OJ990520_02.0103.C5.ol.np 
1 - 

2130022 

1..76, 1267. .1383, 2747. .2779 

aldose reductase homolog - wild oat gi 11155213 (U21747) aldose 
reductase-related protein [Avena fatua] gi | 1587923 | prf | | 2207360A 
aldose reductase [Avena fatua] 



Seq. ID OJ990520_02.0103.C5 

Strand + 

End 8380 

Method AAT/NAP 

End 2779 

Score ■ 109 



9140 

19545 

1 

OJ990520_02.0103.C5.ol.gs 

487 

none 



Seq. ID OJ990520_02.0103.C5 

Strand + 

End 8380 

Method GENSCAN 

End 8380 , 

Score .47 



487.. 574, 1760. .1811, 1876. .1905, 2916.. 2983, 3694. .3909, 
4505. .4704, 4752. .4952, 5489.-5637, 5664. .5743, 5991. .6151, 
8225. .8380 



Seq. No. 9141 

Gene No. 19546 

Start 554 

Name OJ990520_02 . 0103 . C6 . ol . gs 

Start 554 

GI none 

Exons 554.. 610, 831.. 900, 1460.. 1891 

Seq. No. - 9141 * ' 

Gene No. 1954 7 

Start 1 

Name OJ990520_02 . 0103 . C6 . ol . np 

Start 1 

GI 5852093 



Seq. ID OJ990520_02.0103.C6 

Strand + 

End 1891 

Method GENSCAN 

End 18 91 

Score .73 



Seq. ID , OJ990520_02.0103.C6 
Strand 

End 1949 
Method AAT/NAP 
End 1949 
Score 78 



9628 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..95, 1225. .1332, 1929. .1949 
(AL117264) zwhie.l [Oryza sativa] 



9141 

19547 

1 

OJ990520_02.0103.C6.ol.tm 

1501 

none 



Seq. ID OJ990520_02.0103.C6 
Strand 

End 194 9 

Method TBLASTX : Mai ze 

End 1809 

Score 212 



1501. .1731, 1501. .1602, 1523, .1711, 1524. .1733, 1582. .1716, 
1590. .1655, 1600. .1746, 1685. .1804, 1765. .1809 



9142 
19548 
1 

OJ990520_02 . 0103 .C8.ol.np 
1 

3152568 
1. .397 

(AC002986) Similar to hypothetical protein product gb|Z97337 
from A. thaliana. EST gb|H76597 comes from this gene. 
[Arabidopsis thaliana] 



Seq. ID OJ990520_02.0103.C8 

Strand + 

End 9351 

Method AAT/NAP 

End 397 

Score 197 



Seq. No. 


9142 


Seq. ID 


OJ990520_02.0103.C8 


Gene No. 


19548 


Strand " 


+ 


Start 


1 


End 


9351 


Name 


OJ990520 02.0103.C8.ol.gs 


Method 


GENSCAN 


Start 


198 


End 


9351 


GI 


none 


Score 


.4 


Exons 


198. .428, 2443. .2561, 3286.. 


3467, 4323 


..4347, 5244.. 5288, 




6104. .6246, 6372. .7815, 7897 


..8316, 8392. .8451, 8569. .8634, 




8716. . 9351 






Seq. No. 


9142 


Seq. ID 


OJ990520_02.0103.C8 


Gene No. 


19549 


Strand 




Start 


10236 


End 


14052 


Name 


OJ990520 02.0103.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


334 


GI 


none 


Score 


375 


Exons 


2. .334, 3. .326, 4. .330, 167. 


.331 




Seq. No. 


9142 


Seq. ID 


OJ990520_02.0103.C8 


Gene No. 


19549 


Strand 




Start • 


10236 


End 


14052 


Name 


OJ990520 02.0103.C8.o2.gs 


Method 


GENSCAN 


Start 


10236 


End 


13998 


GI 


none 


Score 


.89 


Exons 


10236. .10694, 10872 .. 12338 , 


12591. .13554, 13670.. 13998 


Seq. No. 


9142 


Seq. ID 


OJ990520_02.0103.C8 


Gene No. 


19549 


Strand 




Start 


10236 


End 


14052 


Name 


OJ990520 02.0103.C8.o4.ts 


Method 


TBLASTX : Soybean 


Start 


10246 


End 


10496 


GI 


none 


Score 


46 


Exons 


10246. .10284, 10251 .. 104 96, 


10357. .10494 



9629 






Seq. No. 


9142 




Seq. ID 


OJ990520_02.0103.C8 




Gene No. 


19549 




Strand 






Start 


10236 




. End 


14052 




Name 


OJ990520 02. 0103. C8 


. o2 . np 


Method 


AAT/NAP 




Start 


10257 




End 


13420 




GI 


4544372 




Score 


1223 




Exons 


10257. .11833, 11943 


. .12334, 


12395. .13420 




GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein [Arabidop: 






thaliana] 










Seq. No. 


9142 




Seq. ID 


OJ990520_02.0103.C8 




Gene No . 


19549 




O L. X Cll LKJi 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10272 




End 


10679 




GI 


none 




Score 


87 




Exons 


10272. .10679, 10306 


. .10539 








Seq. No, 


9142 




Seq. ID 


OJ990520_02.0103.C8 




Gene No . 


19549 




"ra nH 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10704 




End 


11078 




GI 


none 




Score 


53 


U! 

: "i 


Exons 


10704. .11078, 10999 


. .11073 








Seq. No. 


9142 




Seq. ID 


OJ990520_02.0103.C8 


J* : : 


flpnp No 


19549 










Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8 


.o3. ts 


Method 


TBLASTX: Soybean 


Ul 


Start 


10839 




End 


11237 


iif 


GI 


none 




Score 


92 


Exons 


10839. .11237, 11017 


. .11133 








Seq. No. 


9142 




Seq. ID 


OJ990520_02.0103.C8 




Gene No. 


19549 




Strand 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8 


. o4 . tm 


Method - 


TBLASTX: Maize 




Start 


10860 




End 


11240 




GI 


none 




Score 


87 


U! 


Exons 


10860. .11084, 11082 


. .11240 








Seq. No. 


9142 




Seq. ID 


OJ990520_02.0103.C8 




Gene No - 


19549 




Strand 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8, 


.o3.tw 


Method 


TBLASTX: Wheat 




Start 


11637 




End 


12056 




GI 


none 




Score 


54 




Exons 


11637. .11927, 11680, 


. .11829, 


11851. .11916, 11967. .12056 




Seq. No. 


9142 




Seq. ID 


OJ990520_02.0103.C8 




Gene No. 


19549 




Strand 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. 08. 


■ol.ts 


Method 


TBLASTX : Soybean 




Start 


11689 




End 


12101 




GI 


none 




Score 


138 




Exons 


11689. .11943, 11691, 


. .11942, 


11964. .12101, 11968.. 12099 



9630 





Q1 49 




Seq. ID 


OJ990520_02.0103 




Gene No. 


19549 




Strand 






Start 


10236 




• End 


14052 




Name 


OJ990520 02. 0103. C8. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


12265 




End 


12722 




GI 


none 




Score 


80 




Exons 


12265. .12396, 12282. 


.12440, 


12441. .12722, 12565 .. 12684 ' 




o t; q . IN u . 


Q1 AO 




Seq*. ID 


OJ990520_02.0103 


PR 


Gene No. 


19549 




Strand 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12339 




End 


12720 




GI 


none 




Score 


64 




Exons 


12339. .12440, 12402. 


.12719, 


12568. . 12720 




O • vt\J » 


I? J. 4 ^ 




Seq. ID 


OJ990520_02.0103 




Gene No. 


19549 




Strand 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12408 




End 


12869 




GI 


none 




Score 


191 




Exons 


12408. .12869, 12409. 


.12720, 


12474. .12869 




Seq. No. 


9142 




Seq. ID 


OJ990520__02.0103 


.C8 








Strand 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12757 




End 


13143 




GI 


none 




Score 


292 




Exons 


12757. .12954, 12759. 


.13091, 


12787. .13083, 12.8 18 .. 13093, 






13086. .13142, 13096. 


.13143 








O tr ■ LN (J . 


Q1 4 9 




Seq. ID 


OJ990520_02.0103 




Gene No. 


19549 




Strand 






Start 


10236 




End 


14052 




Name 


OJ990520 02. 0103. C8. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12870 




End 


13088 




GI 


none 




Score 


216 




Exons 


12870. .13088, 12871. 


.13083 








O ^ ^ • LN <J . 


Q1 4 9 
y ±H ^ 




Seq. ID 


OJ990520_02.0103 




Gene No. 


19549 




Strand 






Start 


102-36 - 




End 


14052 




Name 


OJ990520 02. 0103. 08. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


13714 




End 


14052 




GI 


none 




Score 


191 




Exons 


13714. .14052 










Seq. No. 


9143 




Seq. ID 


OJ990520_02.0103 


.09 


Gene No. 


19550 




Strand 






Start 


380 




End 


561 




Name 


OJ990520 02. 0103. C9. 


ol , np 


Method 


AAT/NAP 




Start 


380 




End 


561 




GI 


629693 




Score 


84 




Exons 


380. .561 











• 9631 



GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



9144 Seq. ID 

19551 Strand 

395 End 
OJ990520_02. 0103. CIO. ol.gs Method 

395 End 

none Score 
395. .468 



OJ990520_02. 0103. CIO 
468 

GENSCAN 

468 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9145 Seq. ID 

19552 Strand 

101 End 
OJ990520_02 . 0103 . C16 . ol . gs Method 

101 End 

none Score 

101. .197, 219. .427 



OJ990520_02.0103.C16 
+ 

427 

GENSCAN 

427 

.8 



OJ990520 02.0103.C16 



9145 Seq. ID 

19553 Strand 
1 End*-- *' 477 

OJ990520__02.0103.C16.ol.np Method AAT/NAP 
1 End 477 

6498441 ^ Score 115 

1..80, 408. .477 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. {AF098806) [Oryza sativa] 



Seq. No. 


9146 


Seq. ID 


OJ990520 


Gene No. 


19554 


Strand 


+ 


Start 


75 


End 


431 


Name 


OJ990520 02.0103.C20.ol.gs 


Method 


GENSCAN 


Start 


75 


End 


419 


GI 


none 


Score 


.96 


Exons 


75. .419 






Seq. No. 


9146 


Seq. ID 


OJ990520 


Gene No. 


19554 


Strand 


+ 


Start 


75 


End 


431 


Name 


OJ990520 02.0103.C20.ol.np 


Method 


AAT/NAP 


.Start 


225 


End 


431 


GI 


6063545 


Score 


264 


Exons 


225. .431 






GI . Descrip. 


(AP000615) hypothetical protein [Oryza 


sativa] 


Seq. No. 


9147 


Seq. ID 


OJ990520 


Gene No. 


19555 


Strand 


-f 


Start . 


116 


End 


784 


Name 


OJ990520 02.0103.C21.o,i'.gs 


Method 


GENSCAN 


Start • 


116 


End 


784 


GI 


none 


Score 


.96 


Exons 


116. .784 






Seq. No. 


9147 


Seq. ID 


.OJ990520_ 


Gene No. 


19556 


Strand 





9632 



start 1 End 5274 

Name OJ990520_02 . 0103 . C21 . ol . np Method AAT/NAP 

Start . 1 End 3784 

GI -6498441 Score 2243 

Exons 1..232, 1190. .1325, 1509. .1880, 1944. .2393, 2721. .3784 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 9147 Seq. ID 

Gene No. 19556 Strand 

Start 1 End 

Name OJ990520_02 .0103 . 021 . o2 . gs Method 

Start 1055 End 

GI none Score 
Exons 



OJ990520_02.0103.C21 

5274 
GENSCAN 
5274 
.66 



1055. .1462, 1509. .1880, 1959. .2175, 2187. .2472, 2680. 



3030.. 3162, 3262.. 3668, 3915. 
5128. .5274 



.4053, 4391. .4422, 4944. 



.3024, 
,5018, 



Seq. No. 9147 

Gene No. 19556 

Start 1 

Name OJ990520_02 . 0103 . C21 . o2 

Start 1094 

GI none 

Exons 1094.-1162, 1095,. 1154, 

Seq. No. 9147 

Gene No. 19556 

Start 1 

Name OJ990520_02 . 0103 . C21 . o3 

Start 1103 

GI none 

Exons 1103.. 1162, 1116.. 1163, 

Seq. No. 9147 

Gene No. 19556 

Start 1 

Name OJ990520_02 . 0103 . C21 . ol 

Start 1388 

GI none 

Exons 1388.. 1534, 1398.. 1526, 

Seq. No. 9147 

Gene No. 19556 

Start 1 

Name OJ990520_02 . 0103 . 021 . ol 

Start 1412 

GI none 

Exons 1412.. 1534, 1413.. 1538, 
1568.. 1873, 1741.. 1872 

Seq. No. 9147 

Gene No. 19556 

Start 1 

Name OJ990520_02 . 0103 . 021 . o2 

Start 1999 



Seq. ID OJ990520_02.0103.C21 
Strand 

End 5274 

.tm Method TBLASTX : Maize 

End 1361 

Score 47 , 
1161.. 1361, 1163.. 1360 

Seq. ID OJ990520_02. 0103.021 
Strand 

End 5274 

.tw Method TBLASTX: Wheat 

End 1412 

Score 58 
1160. .1411, 1173. .1412 

Seq. ID OJ990520_02. 0103.021 
Strand 

End 5274 

.tm Method TBLASTX : Maize 

End 1742 

Score 58 
1519. .1656, 1539. .1742 

Seq. ID OJ990520_02. 0103. 021 
Strand 

End 5274 

.tw Method TBLASTX: Wheat 

End 1873 

Score 112' 
1519. .1656, 1539. .1871, 1554. .1871, 



Seq. ID OJ990520_02. 0103. 021 
Strand 

End 5274 

.tw Method TBLASTX : Wheat 

End 2509 



9633 





GI 


none 


Score 


102 




Exons 


1999.. 2202, 2022.. 2195, 2083. 


.2211, 2186.. 2284, 2195.. 2509, 






2196. .2315 








Seq. No. 


9147 


Seq. ID 


OJ990520_02.0103.C21 




Gene No . 


1 Q c; tf; 


Strand 


- 




Start 


1 


End 


5274 




Name 


OJ990520 02.0103.C21.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3247 


End 


3621 




GI 


none 


Score 


119 




Exons 


3247.. 3621, 3293.. 3508 








Seq. No. 


9148 


Seq. ID 






Gene No. 


19557 


Strand 


+ ~ 




o tarr. 


79 


End 


4001 




Name 


OJ990520 02.0103.C22.ol.gs 


Method 


GENSCAN 




Start 


79 


End 


4001 




GI 


none 


Score 


.69 




Exons 


79. .86, 3127. .3258, 3329. .3551, 3600.. 


3703, 3788.. 3822, 






3910. .4001 








Seq. 'No. 


9149 


Seq. ID 


OJ990520_02.0103.C23 




Gene No . 


19558 


Strand 


+ 




Start 


1557 


End 


4100 




Name 


OJ990520 02.0103.C23.o2.gs 


Method 


GENSCAN 


J. 


Start 


1557 


End 


3824 


n 


GI 


none 


Score 


.41 


Li 


Exons 


1557. .1626, 1693. .1917, 2235. 


.3187, 3420.. 3824 




Seq. No. 


9149 


Seq. ID 


OJ990520_02,0103.C23 




Gene No. 


19558 


Strand 


+ 


"i 


Start 


1557 


End 


4100 


li 


Name 


OJ990520 02.0103.C23.ol.np 


Method 


T^T/NAP 




Start 


2047 


End 


4100 






2565010 


Score 


558 


I 


Exons 


2047. .3182, 3990. .4100 








GI Descrip. 


(AC002983) putative microf ibril-associated protein [Arabidopsis 






. thaliana] gi 13377811 (AF076275) contains similarity to ATP 






synthase B/B*- (Pfam: ATP-synt 


B.hmm, score: 11.71) [Arabidopsis 






thaliana] 








Seq. No. 


9149 


Seq. ID 


OJ990520_02.0103.C23 




KjQTLQ NO . 


19558 


Strand 


+ 




Start 


1557 


;End 


4100 




Name 


OJ990520 02.0103.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


2948 


End 


3151 




GI 


none 


Score 


219 




Exons 


2948. .3151, 2949. .3149, 2950. 


.3150 






Seq. No. 


9149 


Seq. ID 


OJ990520_02.0103.C23 




Gene No. 


19558 


Strand 


+ 




Start 


1557 


End 


4100 




Name 


OJ990520 02.0103.C23.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2969 


End 


3169 




GI 


none 


Score 


225 




Exons 


2969.. 3169, 2971. .3168 







9634 



Seq. No. 


9150 


Seq. ID 


OJ990520_02.0103 


.C24 


Gene No. 


19559 


Strand 


+ 






1 


End 


1583 




Name 


OJ990520 02. 


0103 . C24 . ol . np Method 


AAT/NAP 




Start 


1 


End 


1379 




GI 


331554 


Score 


601 




Exons 


1..107, 442. 


.1379 






GI Descrip. 


(M90543) reverse transcriptase [Cauliflower mosaic virus] 


Seq. No. 




oeq. lu 


u J y y UDZU u^-.uiuj 




Gene No . 




Strand 


+ ~ 




Start 


1 


End 


1583 




Name 


OJ990520_02. 


0103.C24 .ol.gs Method 


GENSCAN 




Start 


lUUo 


End 


1583 




GI 


none 


Score 


.66 




Exons 


lUUo - , L£. to f 


1315. .1406, 1461. .1583 






Seq. No. 




Seq. ID 


OJ990520 02.0103 




Gene No. 


i yobu 


Strand 


+ 




Start 


9818 


End 


20123 




Name 


OJ990520 02. 


0103.C24.o3.gs Method 


GENSCAN 




Start 


9818 


End 


20123 




GI 


none 


Score 


.67 




Exons 


9818. .9909, 


10085. .10286, 11027. .11159 


, 13289. .13428, 






13470. .13509 


, 13843. .14003, 15006 .. 15082 , 1568 9 .. 1588 9, 






16129. .16228 


, 17218. .17364, 17997.. 20123 




Seq. No. 


9150 


Seq. ID 


OJ990520_02.0103 


.024 


Gene No. 


19560 


Strand 


+ 




Start 


9818 


End 


20123 




Name 


OJ990520 02. 


0103.C24 .o3.np Method 


AAT/NAP 




Start 


18170 


End 


20069 




GI 


3152568 


Score 


1124 




Exons 


18170. .18513, 18545. .20069 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AC002986) Similar to hypothetical protein product gb|Z97337 
from A. thaliana. EST gb|H76597 comes from this gene. 
[Arabidopsis thaliana] 



9150 
19560 
9818 

OJ990520_02.0103.C24.ol.gp 
18819 

30028_1.R1084 
18819. .19660 

'3152568 l.Oe-73 {AC002986 
product gb_Z97337 from A. thaliana. 
this gene. [Arabidopsis thaliana]* 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520_02.0103.C24 
+ 

20123 
AAT/GAP 
19660 
1644 



Similar to hypothetical protein 

EST gb_H7 6597 comes from 



Seq. No. 9150 Seq. ID 

Gene No. 19561 Strand 

Start 24323 End 

Name OJ990520_02 . 0103 . C24 . o2 . gp Method^ 

Start 24323 End 

GI none Score 

Exons 24323. .24832 



OJ990520_02.0103.C24 
+ 

24.83*2 
AAT/GAP 
24832 
990 



9635 




Seq. No. 


9150 




Seq. ID 


OJ990520_02.0103 


.C24 


Gene No. 


19562 




Strand 






Start 


6462 




End 


8114 




Name 


OJ990520 02.0103.C2.4 


.o2.np 


Method 


AAT/NAP 




Start 


6462 




End 


8114 




GI 


1360609 




Score 


73 




Exons 


6462. .6485, 7787. .8114 








GI Descrip. 


(X97304) ORE I [Strawberry 


vein banding virus] 




Seq, No. 


9150 




Seq. ID 


OJ990520_02.0103 


.C24 




19563 




Strand 






Start 


^ *4 J 4 ^ 




FnH 


^ O U O J 




Name 




- 

• oi . tw 


ric L f lOU 






Start 


AAA ~ 
ft f± fl 






o y D 




GI 


none 




Score 


A ^ 
ft D 




Exons 


AAA c:ft7 ^1 ftQf^ 










Seq. No. 


y lou 




Seq. ID 


OJ990520_02.0103 


.C24 




1 y 0 Do 




Strand 






Start 


24549 




End 


28683 




Name 


OJ990520_02.0103.C24 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 






End 


917 




GI 


none 




Score . 


199 




Exons 












Seq. No. 


Q1 Rfl 




Seq. ID 


OJ990520_02.0103 


.C24 


Gene No. 






Strand 






Start 


24549 




End 


28683 






OJ990520_02.0103.C24 


.o4 .tm 


:Method 


TBLASTX: Maize 




Start 


1 7QQ4 




End 


18303 




GI 


none 




Score 


212 




Exons 


17QQ/1 IQOOA 17QQ^ 


1 ft n Qc; 
. Xo u yD , 


18010. .18225, 18016. .18204, 






J-OUjO. .±0ZZD/ XoU/O. 


1 ft 900 


18083. .18148, 18093. .18239, 






1 ftl 7ft 1ft9Q7 1P9^n 


1 ft '^n'^ 








Seq. No. 


yxou 




Seq. ID 


OJ990520_02.0103 


.C24 


V7d iC INC * 


19563 




Strand 






Start 


24549 




End 


28683 . 




Name 


\JUyyUOZU UZ.UXUO.^^Zfi 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


Xo DO X 




End 


18943 




GI 


none 




Score 


52 




Exons 


^QCQ'] 1Q70C; 1Q700 
X o DO X . . X o / ZO , lo/Z/., 




18729. .18941 




Seq. No. 


9150 




Seq. ID 


OJ990520_02.0103 


.C24 


Gene No. 


19563 




Strand 






O L Cli. L 


24549 




End 


28683 




Name 


OJ990520 02.0103.C24 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


18833 




End 


19316 




GI 


none 




Score 


389 




Exons 


18833. .19144, 18834. 


.19193, 


19191. .19316, 19198. .19311, 






19208. .19312 










Seq. No. 


9150 




Seq. ID 


OJ990520_02.0103 


.C24 


Gene No. 


19563 




Strand 






Start 


24549 




End 


28683 




Name 


OJ990520 02.0103.C24 


.ol.tc. 


Method 


TBLASTX: Cress 




Start 


18942 




End 


19577 





9636 



GI 


none 




Exons 


18942. .19145, 18943. 


.19128, 




19205. .19312, 19287. 


.19403, 


Seq. No. 


9150 




Gene No. 


19563 




Start 


24549 




Na.ine 






Start 


18944 




GI 


none 




Exons 


18944. .19060, 18948. 


.19061, 




19071. .19400, 19197. 


.19379, 




19517. .19918, 19883. 


.20134, 


Seq. No. 


9150 






X -7 J U J 




Start 


24549 




Name 


OJ990520 02.0103.C24 


. o3 . ts 


Start 


19518 




GI 


none 




Exons 


19518. .19775, 19523. 


.19756 


Seq. No. 


9150 




Gene No. 


19563 




Start 


24549 




Name 


OJ990520 02.0103.C24 


.o2 .tm 


Start 


24326 




PT 


none 




Exons 


24326. .24448, 24331. 


.24420, 




24417. .24458, 24422. 


.24463, 




24490. .24540, 24532. 


.24609, 




24616. .24807, 24621. 


.24812, 




25608. .26165, 25609. 


.26166 


Seq. No. 


9150 






± U J DO 




start 


24549 




Name 


OJ990520 02.0103.C24 


.o4.gs 


Start 


24549 




GI 


none 




Exons 


24549. .24809, 25609. 


.26238, 


Seq. No. 


9150 




Gene No. 


19563 




O Ldl. L 






Name 


OJ990520 02.0103.C24 


.o2.tc 


Start 


24561 




GI 


none 




Exons 


24561. .24593, 24562. 


.24594, 




24667. .24804, 25603. 


.25695, 


Seq. No. 


9150 




Gene No. 


19563 




Start 


24549 




Name 


OJ990520 02.0103.C24 


.ol.ts 


Start 


24597 




GI 


none 





Score 285 



Seq. ID OJ990520_02.0103.C24 
Strand 

End 28683 

Method TBLASTX : Mai ze 

End 20134 

Score 94 



.20099 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24347 

24489 

24549 

25603 



OJ990520_02 . 0103 .C24 
28683 

TBLASTX : Soybean 

19775 

268 



OJ990520 02.0103.C24 



28683 

TBLASTX: Maize 
26166 
49 

24421, 24408. .24449, 
24530, 24490. .24531, 
24665, 24551. .24646, 
26163, 25607. .26164, 



Seq. ID OJ990520_02.0103.C24 
Strand 

End 28683 

Method GENSCAN 

End 27330 

Score .82 
26238, 27145. .27246, 27279.. 27330 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_02.0103.C24 
28683 

TBLASTX: Cress 

25696 

37 



OJ990520_02.0103.C24 
28683 

TBLASTX: Soybean 

26292 

126 



9637 



Exons 



# 



24597.-24812, 24 606 .. 24815, 24661 .. 24825 , 25603 .! 26274 , 
25607. .26185, 25902 .. 26240, 25912.. 26292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9150 

19563 

24549 

OJ990520_02.0103.C24.o4.np 

24642 

5706505 



Seq. ID OJ990520_02.0103.C2^ 
Strand 

•End 28683 

Method AAT/NAP 

End 28683 

Score 417 



24642. .24809, 25609 26222, 27138 27246, 28626.. 28683 
(AL109739) trp-asp repeat protein [Schizosaccharomyces pombe] 



9150 Seq. ID 

19563 Strand 

24549 End 
OJ990520_02.0103.C24.o3.gp Method 

25663 End 

none Score 
25663. .26155 



OJ990520_02. 0103.C24 

28683 
AAT/GAP 
26155 
928 



Seq. No. 9151 .Seq. ID OJ990520_02 . 0103 . C26 

Gene No. 19564 .'Strand + 

Start 1 End 675 

Name OJ990520_02 . 0103 . C26 . ol .np Method AAT/NAP 

Start 1 - End 675 

GI - 130669 Score 84 

Exons 1..60, 476.. 675 

GI Descrip. ENZYMATIC POLYPROTEIN [CONTAINS: ASPARTIC PROTEASE ; 

ENDONUCLEASE;. REVERSE TRANSCRIPTASE ] gi | 7 67 91 | pir | IJS0375 
hypothetical "85 . 8K protein - soybean chlorotic mottle virus 
gi|58839|emb|CAA33830| (X15828) ORE V put. reverse transcriptase 
(AA 1-741) [Soybean chlorotic mottle virus] 



Seq. No. 


9152 




Seq. ID 


OJ990520_02.0103 


.C27 


Gene No. 


19565 




Strand 


+ 




Start 


1 




End 


742 




Name 


OJ990520 02.0103.C27.ol 


.np 


Method 


AAT/NAP 




start ' 


1 




End 


742 




GI 


4680179 




Score 


660 




Exons 


1. .742 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


9152 




Seq. ID 


OJ990520_02.0103 


.C27 


Gene No. 


19565 




Strand 


+ 




Start 


1 




End 


742 




Name 


OJ990520 02.0103.C27.ol 


. gs 


Method 


GENSCAN 




Start 


128 




End 


599 




GI 


none 




Score 


.76 




Exons 


128. .357, 382. .599 










Seq. No. 


9152 




Seq. ID 


OJ990520_02.0103 


.C27 


Gene No. 


19565 




Strand 


+ 




Start 


1 




End 


742 




Name 


OJ990520 02.0103.C27.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


182 




End 


541 




GI 


none 




Score 


272 




Exons 


182. .541, 208. .285, 307 


. .540 









9638 






O C ^ • LN w ■ 


J J. J £. 


OCy^ . J- LJ 


OJ990520_02 


.0103. C27 




Gene No. 


19565 


Strand 


+ 






Start 


1 


End 


742 






Name 


OJ990520 02.0103.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


422 


End 


67 6 






GI 


none 


Score 


202 






Exons 


422. .676, 448. .609 










O ^ ■ LN . 




O vJ . X ]_/ 


OJ990520__02 


.0103. C29 




Gene No. 


19566 


Strand. 


- 






Start 


224 


End 


583 






Name 


OJ990520 02.0103.C29.ol.gs 


Method 


GENSCAN 






Start 


224 


End 


..J O •J 






GI 


none 


Score 


.49 






Exons 


224. .360, 464. .583 












9154 
J J- J I 


Seq. ID 


OJ990520_02 


.0103. C30 




Gene No. 


19567 


Strand 


- 






Start 


149 


End 


389 






Name 


OJ990520 02.0103.C30.ol.gs 


Method 


GENSCAN 






Start 


149 


. End 


389 






GI ' 


none 


Score 






Q 

1 '\ 


Exons 


149. .389 








af 

i!f! 


Seq. No. 


9155 


Seq. ID 


OJ990720_08 


.0103. CI 






± ^ J u o 


C+- r"^ nH 


- 




[:! 


Start 


816 


End 


7664 






Name 


OJ990720 08.0103.Cl.ol.gs 


Method 


GENSCAN 






Start 


816 


End 


7664 






GI 


none 


Score 








Exons 


816. .911, 2899. .3076, 3364. 


.3549, 3690 


..3994, 4678 


. .4760, 






5314. .7231, 7248. .7664 








■: 3r 


O C ^ • IN • 


J ±. -J ■>j 


Cprr TD 


OJ990720_08 


.0103. CI 




Gene No. 


19569 


Strand 


- 






Start 


10706 


End 


11677 






'Name 


OJ990720 08.0103.Cl.o2.gs 


Method 


GENSCAN 




B 


Start 


10706 


End 


11677 






GI 


none 


Score 


. 56 






Exons 


10706. .10932, 11614.. 11677 










Seq. "No. 


9155 


Seq. ID 


OJ990720_08 


.0103. CI 






19570 


:'■ Strand 


- 






Start 


13021 


End 


13467 






Name 


OJ990720 08.0103.Cl.ol.np 


Method 


AAT/NAP 






Start 


13021 


End 


13467 






GI 


6006381 


Score 


354 






Exons 


13021. .13467 










GI Descrip. 


{AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9155 


Seq. ID 


OJ990720_08 


.0103. CI 




Gene No. 


19571 


Strand 








Start 


13649 


End 


15350 






Name 


OJ990720 08.0103.Cl.ol.gp 


Method 


AAT/GAP 






Start 


13649 


End 


15350 






GI 


20723 1.R1084 


Score 


1776 





9639 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13649. .13840, 14599.. 15350 

'2149018/gb|U70541 IOSU70541 8.0e-14 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds ' 



9155 Seq. ID 

19572 Strand 

15678 End 

OJ990720_08 .0103.Cl.o2.tm Method 

2896 - End 

none Score 



OJ990720_08.0103.C1 
15993 

TBLASTX: Maize 

5864 

152 



2896. .3072, 2897. .3100, 2898. .3071, 3364. .3561, 3366. .3548, 

3678. .3986, 3682. .3984, 3686. .3997, 3688. .3996, 3689. .3997, 

4649. .4882, 4653. .4868, 4660. .4881, 4676. .4882, 5460. .5861, 

5461. .5859, 5462. .5863, 5730. .5864 



Seq. No. 9155 Seq. ID 

Gene No. 19572 Strand 

Start ' 15678 End 

Name OJ990720_08 . 0103 . CI . o2 . ts ' Method 

Start 2905 End 

GI none Score 
Exons 



OJ990720_08.0103.C1 
15993 

TBLASTX : Soybean 

3787 

104 ■ 



2905. .3078, 2912. .3097, 3364. .3420, 3366. .3428, 3417. .3539, 
3417. .3548, 3427. .3561, 3442. .3558, 3688. .3717, 3689. .3787 



Seq. No. 9155 

Gene No. 19572 

Start 15678 

Name OJ990720_08 . 0103.Cl.ol.ts 

Start 3911 

GI none 

Exons 3911.. 3997, 4641.. 4868, 4673. 

5819. .5944, 5820. .5921, 5846. 



Seq. ID OJ990720_08.0103.C1 
Strand 

End 15993 

Method TBLASTX : Soybean. 

End 6611 

Score 121 

.4882, 4675. .4881, 5462. .5698, 
.5926, 5966. .6307, 5981. .6274, 



5982. .6296, 6259. .6309, 6333. .6533, 6335. .6535, 6576. .6611 



Seq. No. 9155 

Gene No. 19572 

Start 15678 

Name OJ990720_08 . 0103 . CI . ol . tc 

Start 4697 

GI none 

Exons 4697.. 4813, 4702.. 4854, 4840. 

5466. .5669, 5780. .6133, 5781. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4881, 4844 
.6131 



OJ990720 08. 0103. CI 



15993 

TBLASTX: Cress 
6133 
91 

4882, 5462.. 5719, 



OJ990720 08. 0103. CI 



Seq. No. 9155 Seq. ID 

Gene No. 19572 Strand 

Start 15678 End 

Name OJ990720_08 . 0103 . CI . ol . tm Method 

Start 5884 End 

GI none Score 

Exons 5884.. 6603, 5885.. 6604, 5885.. 6610, 5886.. 6611, 5892.. 6611, 
5893.. 6612 



15993 

TBLASTX: Maize 

6612 

709 



Seq. No. 9155 Seq. ID 

Gene No. 19572 Strand 

Start 15678 End 

Name OJ990720 08 . 0103 .CI . ol . tw Method 



OJ990720_08.0103.C1 
15993 

TBLASTX: Wheat 



9640 






start 


14 948 


End 


15340 




GI 


none 


Score 


63 




Exons 


14948. .15067, 14949 .. 14999, 


15021. .15053, 15040. .15225, 






15046. .15339, 15053 15340, 


15077. .15340 




Seq. No. 


9155 


beq. lu 








19572 


Strand 






Start 


15678 


Hjna 


1 0 y y J 




Name 


OJ990720 08.0103.Cl.o2.gp 


we Lnoa 






Start 


15678 


End 


15993 




GI 


none 


Score 


612 




Exons 


15678.. 15993 








Seq. No. 


9156 


Seq. ID 


OJ990720_08.0103.C2 




Gene No. 


19573 


Strand 


+ 




Start 


2793 


End 


6628 




Name 


OJ990720 08.0103,C2.ol.gs 


Method 


GENSCAN 




Start 


2793 


End 


6628 




GI 


none 


Score 


.56 




Exons 


2793.. 3050, 3125.. 3235, 4196 


..4264, 5095. .5140, 5637. .5946, 






6101.. 6297, 6348.. 6514, 6617 


. .6628 






Seq. No. 


9156 


Seq. ID 


OJ990720_08.0103.C2 






X I? ^ / o 


Strand 


+ 


"t 


Start 


2793 


End 


6628 




Name 


OJ990720 08.0103.C2.ol.gp 


Method 


AAT/GAP 




Start 


4192 


End 


4657 


11 


.GI 


2428084 


Score 


843 




Exons 


4192. .4657 






:■! 

-9? 


Seq. No. 


9156 


Seq. ID 


OJ990720_08.0103.C2 




Gene No. 


19574 


Strand 


+ 


L? 


Start 


8527 


End 


12172 




Name 


OJ990720 08.0103.C2.o2.gp 


Method 


AAT/GAP 




Start 


8339 


End 


10524 


J 


GI 


25224 1.R1084 


Score 


1370 


•I 


Exons 


8339. .8703, 9989. .10189, 10264 .. 10375, 


10476. .10524 




GI Descrip. 


M426964/gb|AAD20634 1 l.Oe-59 (AF126255) purple acid phosphatase 


:^ 




precursor [Anchusa officinalis] * 




i\ 
=• 


Seq. No. 


9156 


Seq. ID 


OJ990720_08.0103.C2 


_^ 


Gene No. 


19574 


Strand 


+ 




Start 


8527 


End 


12172 




Name 


OJ990720 08.0103.C2.o2.gs 


Method 


GENSCAN 




Start 


8527 


End 


12172 




GI 


none 


Score 


.86 




Exons 


8527. .8703, 9989. .10189, 10264 .. 10375, 


10476. . 10702, 






10828. .10966, 11211 .. 11431, 


11752. .11873, 12010. .12172 




Seq. No. 


9156 


Seq. ID 


OJ990720_08.0103.C2 




Gene No. 


19574 


Strand 


+ 




Start 


8527 


End 


12172 




Name 


OJ990720 08.0103.C2.ol.np 


Method 


AAT/NAP 




Start 


8530 


End 


12169 




GI 


4160280 


Score 


1690 




Exons 


8530. .8703, 9989.. 10189, 10264 .. 10375, 


10476. .10702, 



10828. .10966, 11211 .. 11431, 11752 .. 11873, 11974.. 12169 



9641 




GI Descrip. 


.{AJ006224) purple acid phosphatase [Ipomoea batatas] 




Seq, No. 


9156 Seq. ID 


OJ990720_08.0103 


.C2 


Gene No. 


19575 Strand 


+ 




Start 


18405 End 


24459 




Name 


OJ990720 08.0103.C2.o3.np Method 


AAT/NAP 




Start 


18305 End 


24242 




GI 


2429362 Score 


107 




Exons 


18305. .18603, 22837 23222, 23393 .. 23524 , 24071.. 24242 




GI Descrip. 


(AF020261) proline rich protein [Santalum album] 




Seq. No. 


9156 Seq. ID 


OJ990720_08.0103 


.C2 


Gene No. 


19575 Strand 


+ 




Start 


18405 End 


24459 




Name 


OJ990720 08.0103.C2.o4.gs Method 


GENSCAN 




Start 


18405 End 


21502 




GI 


none Score 


.67 




Exons 


18405. .18603, 18636 .. 18826, 19248 .. 19392, 19513 .. 19650, 





20103. .20242, 20405 .. 20452, 20724 .. 20834 , 21170 .. 21291, 
21328. .21502 



Seq. No. 


9156 ^. 


Seq. ID 


OJ990720_08.0103 


.C2 


Gene No. 


19575 ' *■* 


Strand 


+ 




Start 


18405 


End 


24459 




Name 


OJ990720 08.0103.C2.o5.gs 


Method 


GENSCAN 




Start 


22847 


End 


24198 




GI 


none 


Score 


.67 




Exons 


22847. .22960, 23107. ,24198 








Seq. No. 


9156 


Seq. ID 


OJ990720_08.0103 


.C2 


Gene No. 


19575 


Strand 


+ 




Start 


18405 


End 


24459 




Name 


OJ990720 08.0103.C2.o5.np 


Method 


AAT/NAP 




Start 


23278 


End 


24459 




GI 


5091523 


Score 


151 




Exons 


23278. .23472, 23940 .. 24205 , 


24246. ,24459 




GI Descrip. 


(AB023482) Similar to Gallus 


gallus mRNA for attachment 


region 




binding protein (ARBP) . (Y14166) [Oryza 


sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720 08. 0103. C2 



17662 
AAT/NAP 
17662 
642 



9156 
19576 
11658 

OJ990720_08,0103.C2.o2.np 
11658 
5803253 

11658. .11741, 13161. .13218, 
14128. .14225, 14326 .. 14 457 , 
17198. .17325, 17578. .17662 

(AP000399) ESTs AU068856(C50756) ,AU077979(C61370) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



13533. .13666, 13775, 
14552, ,14667, 16867. 



,14047, 
,17109, 



Seq, No, 9156 Seq. ID 

Gene No. 19576 Strand 

Start 11658 End 

Name OJ990720_08 . 0103 , C2 . o3 . gs Method 

Start ' 12282 End 



OJ990720_08.0103.C2 

17662 

GENSCAN 

17025 



^642 



GI 


none 


Exons 


12282. .12407, 12430 .. 12616, 




13533. .13666, 13775 .. 14047, 




14950. .14996, 16504. .16685, 


Seq. No. 


9156 


Gene No. 


19577 


Start 


21870 


Name 


OJ990720 08.0103.C2.o4 .tm 


Start 


2715 


GI 


none 


Exons 


2715.. 2750, 2768.. 2815, 2901 




3012.. 3050, 3119.. 3238, 3124 




4175. .4270, 4193. .4282, 5009 




5145.. 5180, 5153.. 5182, 5210 


Seq. No. 


9156 


Gene No. 


19577 


Start 


21870 


Name 


OJ990720_08.0103.C2.o2.tc 


Start 


; -2922 


GI 


none 


Exons 


2922.. 2939, 2967.. 3050, 3009 




4175. .4243 


Seq. No. 


9156 


Gene No . 


19577 


Start 


21870 


Name 


OJ990720 08.0103.C2.o3.ts 


Start 


2970 


GI 


none 


Exons 


2970. .3050, 3119. .3238, 3124 


Seq. No. 


9156 


Gene No. 


19577 


Start 


21870 


Name 


OJ990720 08.0103.C2.ol. ts 


Start 


8593 


GI 


none 


Exons 


8593.. 8706, 8601. .8705, 9986 




10261. .10392, 10262. .1037 5, 




10475. .10537, 10534 .. 10698 , 




10828. .10968, 10829. .10969, 




11186. .11332, 11194. .11331, 




11333. .11446, 11334. .11450, 




11766. .11933, 11930. .12049, 


Seq. No. 


9156 


Gene No . 


19577 


Start 


21870 


Name 


OJ990720 08.0103.C2.o5.tm 


Start 


8598 


GI 


none 


Exons 


8598. .8705, 8599. .8706, 9986 


Seq. No. 


9156 


Gene No. 


19577 



Score 



.85 



Seq. ID 
Strand 
End 

Method 
End 
Score 



17025 



OJ990720 08. 0103. C2 



24459 

TBLASTX: Maize 
5257 
35 

.2939, 2963. .3019, 2964. .3020, 
.3240, 3186. .3248, 4174. .4269, 
.5095, 5011. .5091, 5120. .5146, 
.5257 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_08.0103.C2 
24459 

TBLASTX: Cress 

4243 

35 



,3077, 3119. .3238, 3124. .3237, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_08.0103.C2 
24459 

TBLASTX: Soybean 

4270 

87 



OJ990720 08. 0103. C2 



24459 

TBLASTX: Soybean 

12049 

120 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.10189, 9988. .10188, 10234 

,10509, 
,10714, 
,10973, 
, 11445, 
, 11862, 



,10376, 10474, 

,10714, 10541, 

,10973, 10881, 

,11332, 11332, 

,11871, 11764, 
12045 



Seq. ID OJ990720_08.0103.C2 
Strand 
End 

Method 
End 
Score 



24459 

TBLASTX: Maize 

10159 

165 



Seq. ID 
Strand 



OJ990720 08. 0103. C2 



9643 



start 
Name 
Start 
GI 

Exons 



21870 End 

OJ990720_08 . 0103 . C2 . ol . tc Method 

8599 End 

none Score 



24459 

TBLASTX: Cress 

12136 

94 



8599. .8706, 8601. .8705, 9986. .10189, 9988. .10080, 10234. 
10261. .10383, 10499. .10597, 10543 .. 10596, 10580 .. 10696, 
10601. .10711, 10828. .10965, 11186. . 11431, 11201 .. 11422, 
11332. .11424, 11752. .11868, 11757 .. 11873 , 11930 .. 12136, 
11971. .12135 



.10389, 



Seq. No. 9156 

Gene No. 19577 

Start 21870 

Name OJ990720_08 . 0103 . C2 . 

Start 10160 

GI none 

Exons 10160, .10189, 10160. 

10258. .10377, 10261, 
10475. .10702, 10475. 
10829. .10963, 10881, 
11254. .11445, 11751, 
11930. . 12145, 11947. 



ol . tm 



.10189, 
.10392, 
.10702, 
.10973, 
.11873, 
.12198, 



Seq. ID OJ990720_08.0103.C2 
Strand 

End 24459 

Method TBLASTX: Maize 

End 12198 

Score 57 
10257. .1037 9, 10257. .1037 6, 
104 62. .1068 9, 10474. .10701, 
10828. .10968, 10828 .. 10950, 
1118 6. .11431, 11200. .11439, 
11752. .11871, 11752. .11874, 
11971.. 12171 



I- ! . 



■Si • 



Seq. No. 


9156 




Seq. ID 


OJ990720 


_08.0103. 


C2 


Gene No. 


19577 




Strand 








Start 


21870 




End 


24459 






Name 


OJ990720 08. 0103. C2. 


ol . tw 


Method 


.TBLASTX: 


Wheat 




Start 


11968 




End 


12150 






GI 


none 




Score 


219 






Exons 


11968. .12150, 11972. 


.12142, 


11995. .12147 






Seq. No. 


9156 




Seq. ID 


OJ990720 


_08.0103. 


C2 


Gene No. 


19577 




Strand 








Start 


21870 




End 


24459 






Name 


OJ990720 08. 0103. C2. 


o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


13553 




End 


14594 






GI 


none 




Score 


85 






Exons 


13553. .13648, 13578. 


.13667, 


13578. .13667, 13768 


. .13884,. 






13769. .13906, 13775. 


.13897, 


13930. .14016, 13932 


. .14054, 






13932. .14048, 13945. 


.14055, 


14125. .14283, 14128 


. .14238, 






14129. .14260, 14313. 


.14399, 


14324. .14458, 14369 


. .14458, 






14550. . 14594, 14551. 


.14592 










Seq. No. 


9156 




Seq. ID 


OJ990720 


_08.0103. 


C2 


Gene No. 


19577 




Strand 








Start 


21870 




End 


24459 






Name 


OJ990720 08. 0103. C2. 


o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


19326 




End 


20134 






GI 


none 




Score 


97 






Exons 


19326. .19391, 19351. 


.19401, 


19509. .19649, 19511 


. .19648, 






19514. .19651, 20096. 


.20134 










Seq. No. 


9156 




Seq. ID 


OJ990720 


_08.0103. 


C2 


Gene No. 


19577 




Strand 








Start 


21870 




End 


24459 






Name 


OJ990720 08. 0103. C2. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


20799 




End 


21227 







9644 



GI 

Exons 



none Score 54 

20799. .20834, 20801 20830/ 20896 21093, 20909 21094 , 

20916. .21104, 20917. .21093, 21164 .. 21226, 21164 21226, 
21165. .21227 



Seq. No. 9156 

Gene No. 19577 

Start 21870 

Name OJ990720_08 . 0103 . C2 . o4 . np 

Start 21870 

GI 3153821 

Exons 21870. .21904, 22996 
GI Descrip. 



OJ990720 08. 0103. C2 



Seq. ID 
Strand 

End 24459 
Method AAT/NAP 
End 24459 
Score 86 
23315, 23399. .23675, 24433.-24459 
(AF062655) plenty-of-prolines-101 ; POPlOl; SH3-philo-protein 
[Mus musculus] 



Seq. No. 


9156 








Seq. ID 


OJ990720_ 


_08 


.0103 


.C2 


Gene No. 


19577 








Strand 




















EjIKJ. 


^ 4 *1 O _? 








Name 


OJ990720 08.0103 


C2. 


o3 


gp 


Method 


AAT/GAP 








Start 


22663 








End 


23025. 








GI 


4714904 








Score 


655 








Exons 


22663. .23025 


















Seq. No. 


9156 








Seq. ID 


OJ990720_ 


_08 


.0103 


.C2 


Gene No. 


19577 








Strand 










O Lai L 












9 4 4 ciQ 
Z 4 4 O ^ 








Name 


OJ990720 08.0103. 


C2. 


o4. 


gp 


Method 


AAT/GAP 








Start 


23622 








End 


23993 








GI 


4714903 








Score 


712 








Exons 


23622. .23993 


















Seq. No. 


9157 








Seq. ID 


OJ990720_ 


_08 


.0103 


.C3 


Gene No. 


19578 








Strand 


+ 








O L air L 


479 


















Name 


OJ990720 08.0103. 


C3. 


ol. 


gs 


Method 


GENSCAN 








start 


472 








End 


798 








GI 


none 








Score 


.75 








Exons 


472.. 798 


















Seq. No. 


9157 








Seq. ID 


OJ990720_ 


_08 


0103 


.C3 


Gene No. 


19579 








Strand 










Start 


4577 








End 


5377 








Name 


OJ990720 08.0103. 


C3. 


o2. 


gs 


Method 


GENSCAN 








Start 


4577 ■ 








End 


5377 








GI 


none 








Score 


.62 








Exons 


4577. .5377 


















Seq. No. 


9157 








Seq. ID 


OJ990720_ 


_08, 


0103 


.C3 


Gene No. 


19580 








Strand 










Start 


9079 








End 


10135 








Name 


OJ990720 08.0103. 


C3. 


o3. 


gs 


Method 


GENSCAN 








Start 


9079 








End 


•9486 








GI 


none 








Score 


.54 








Exons 


9079,. 9486 


















Seq. No. 


9157 








Seq. ID 


OJ990720_ 


08. 


0103 


.C3 


Gene No. 


19580 








Strand 











9645 




start 


9079 


End 


10135 




Name 


OJ990720 08.0103.C3.o2.np 


Method 


AAT/NAP 




Start 


9082 


End 


10135 




GI 


6815053 


Score 


749 




Exons 


9082. .9486, 9989. .10135 








GI Descrip. 


{AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


9158 


Seq. ID 


OJ990720_08.0103 


.C4 


Gene No. 


19581 


Strand 






Start 


1 


End 


2477 




Name 


OJ990720 08.0103 C4.ol.nD 


Method 


AAT/NAP 




Start 


I ~ 


End 


2477 




GI 


6016874 


Score 


494 




Exons 


1..87, 521. .766, 1232. .1585, 


1796. .1963, 2351. .2477 




GI Descrip. 


fAP0005701 ESTs C19143 fE10020 


) ,D25076(R3116) correspond 


to 






; Similar 


to putative AC9 








sativa] 






Seq. No. 


-L J O 


Seq. ID 


OJ990720_08.0103 


.C4 


Genp No 


X J ^ o ± 


Strand 


- 




Start 


1 


End 


2477 




Name 


OJ990720 08.0103.C4.ol.gs 


Method 


GENSCAN 




Start 


118 

X X o 


End 


392 




GI 


n on ^ 


Score 


.87 




Exons 


118 y*^2 2^8 392 








Seq. No. 


9158 


Seq. ID 


OJ990720_08.0103 


.C4 




X -7 J O X 


Strand 






Start 


1 


End 


2477 




Name 


OJ990720 08.0103.C4.o2.gs 


Method 


GENSCAN 




Start 


1212 


End 


2450 




GI 


none 


Score 


.75 




Exons 


1212.. 1708, 2351.. 2450 








Seq. No. 


9158 


Seq. ID 


OJ990720_08.0103 


.C4 


Gene No. 


19581 


Strand 






Start 


1 


End 


2477 




Name 


OJ990720 08.0103.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


1296 


End ' 


1509 




GI 


none 


Score 


194 




Exons 


1296.. 1508, 1300.. 1509, 1303. 


.1509 







Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9158 Seq. ID 

19581 ' Strand 

1 End 

OJ990720_08 . 0103 . C4 . o2 . tm Method 

1510 End 

none Score 



OJ990720_08.0103.C4 
2477 

TBLASTX: Maize , 

2096 

68 



1510. .1590, 1512. .1556, 1773. .2096, 1798. .2049 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9158 

19581 

1 

OJ990720_08.0103.C4.ol.tm 

2134 

none 



Seq. ID OJ990720_08.0103.C4 
Strand 

End 2477 

Method TBLASTX : Mai ze 

End 2420 

Score 82 



2134. .2232, 2134. .2232, 2136. .2234, 2241. .2405, 2241. .2420, 



9646 



2242. .2415 



Seq. No. 9159 Seq. ID 

Gene No. 19582 Strand 

Start 155 End 

Name OJ990720_08 . 0103 .C5.ol.gp Method 

Start 155 -End 

GI 701857 Score 

Exons 155. . 333 



OJ990720_08.0103.C5 
+ 

333 

AAT/GAP 

333 

295 



Seq. No. 9160 Seq. ID OJ990720_08 . 0103 . C6 

Gene No. 19583 Strand + 

Start 1 End 156 

Name OJ990720_08 . 0103 . C6. ol . gp Method AAT/GAP 

Start 1 End 156 

GI jC-osleLIB3474037gllal Score 296 

Exons 1 . . 156 

GI Descrip. * 5852182/emb I CAB55420 . 1 | 9.0e-13 {AL117265) 2hb0012.1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9161 Seq. ID OJ990720_08 . 0103 . C7 

19584 Strand 

1 End 1159 

OJ990720_08.0103.C7.ol.np Method AAT/NAP 

1 End ' 1159 

100489 Score 270 

1..558, 1116. .1159 

transposase Tam3 - garden snapdragon transposon Tam3'- 
gi 1 16064 | emb | CAA38906 | (X55078) Tam3-transposase [Antirrhinum 
majus] gi I 3219237 I dbj IBAA28817.il (AB013982) transposase 
[Antirrhinum majus] gi | 3219239 | dbj | BAA28818 . 1 | {AB013983) 
transposase [Antirrhinum majus] gi | 3219241 | dbj | BAA28819. 1 | 
(AB013984) transposase [Antirrhinum majus] 
gi I 3219244 I dbj IBAA28820.il (AB013986) transpo 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9161 Seq. ID 

19584 Strand 

1 End 

OJ990720_08.0103.C7.ol.tm Method 

122 End 

none Score 



OJ990720_08.0103.C7 
1159 

TBLASTX: Maize 

626 

72 



122. .160, 153. .221, 155. .217, 158. .235, 236. .493, 237. .503, 
279. .494, 507. .560, 521. .565, 585. .626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720 08. 0103. C7 



9161 
19584 
1 

OJ990720_08.0103.C7.o2.np 
317 

6016874 
317. .779 

(AP000570) ESTs C19143 {E10020) , D2507 6 (R3116 ) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



1159 
AAT/NAP 
779 
171 



9162 
19585 



Seq. ID 
Strand 



OJ990720 08. 0103.08 



9647 




start 


108 






End 


264 




Name 


OJ990720 08 


.0103 


.C8.ol.gs 


Method 


GENSCAN 




Start 


108 






End 


264 




GI 


none 






Score 


.7 




Exons 


108. .264 












Seq. No. 


9162 






Seq. ID 


OJ990720_ 


_08.0103.C8 


Gene No. 


19586 






Strand 


+ 




Start 


1002 






End 


10187 




Name 


OJ990720 08 


.0103 


.C8.o2.gs 


Method 


GENSCAN 




Start 


1002 






End 


10187 




GI 


none 






Score 


.8 




Exons 


1002. .1053, 


1378 


..1465, 1964. 


.2106, 2211. .2360, 


2425. .2501 




3285. .3426, 


4320 


..4467, 4543. 


.4618, 521 


38. .5399, 


5521. .5594 




5898. .6260, 


7507 


..7722, 8038. 


.8490, 8600. .8656, 


8729. .8842 




8978. .9319, 


9457 


..9672, 9876. 


.10187 






Seq. No. 


9162 






Seq. ID 


OJ990720_ 


_08.0103.C8 


W^llC 1.11 V-/ • 


19586 






Strand 


+ 




start 


1002 






End 


10187 




Name 


OJ990720 08 


.0103 


.C8 .ol.gp 


Method 


AAT/GAP 




start 


1927 






End 


4451 




GI 


701857 






Score 


790 




Exons 


1927. .2106, 


3285 


..3426, 4321. 


.4451 






Seq. No. 


9162 






Seq. ID 


OJ990720_ 


_08.0103.C8 


np-np Mn 


1958 6 






Strand 


+ 




Start 


1002 






End 


10187 




Name 


OJ990720 08, 


.0103 


. C8 . o2 . gp 


Method 


AAT/GAP 




Start 


5544 






End 


6251 




GI 


none 






Score 


870 




Exons 


5544. .5594, 


5831 


. .6251 








Seq. No. 


9162 






Seq. ID 


OJ990720_ 


_08.0103.C8 


Gene No. 


19586 






Strand 


+ ' 




Start 


1002 






End 


10187 




Name 


OJ990720 08, 


.0103 


.C8 .ol.np 


Method 


AAT/NAP 




Start 


7496 






End 


8340 




GI 


5903093 






Score 


361 




Exons 


7496. .7722, 


8038. 


..8340 








GI Descrip. 


(AC008017) Similar to jacalin 


[Arabidopsis thaliana] 


Seq. No. 


9162 






Seq. ID 


OJ990720_ 


_08.0103.C8 


Gene No. 


19586 






Strand 


+ 




Start 


1002 






End 


10187 




Name 


OJ990720 08. 


,0103. 


.C8 .o2.np 


Method 


AAT/NAP 




Start 


8651 




End 


9276 




GI 


5903093 






Score 


299 




Exons 


8651. .8842, 


8978. 


. .9276 








GI Descrip. 


(AC008017) Similar to jacalin 


[Arabidopsis thaliana] 


Seq. No. 


9162 






Seq. ID 


OJ990720_ 


08. 0103. C8 


Gene No. 


19587 






Strand 


+ 




Start 


13496 






End 


15317 




Name 


OJ990720 08. 


0103. 


.C8 .o4 .gs 


Method 


GENSCAN 




Start 


13496 




End 


15317 




GI 


none 






Score 


.66 





9648 




Exons 13496. .13786, 14239. . 14439, 14556 14 623, 15278.. 15317 





Seq. No. 


9162 








Seq. ID 


OJ990720_08.0103.C8 






JL ^ -J ij \J 








Strand 






Start 


10483 








End 


11431 




Name 


OJ990720 08 


.0103. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2066 








End 


4579 




GI 


none 








Score 


76 




Exons 


2066. .2104, 


2071. 


.2103, 


3285. 


.3443, 3294.. 3425, 3295.. 3426, 






4294. .4500, 


4318. 


.4413, 


4319. 


.4495, 4334. .4501, 4499. .4579, 






4535. .4576 














Seq. No. 


9162 








Seq. ID 


OJ990720_08,0103.C8 




Gene No. 


. 19588 








Strand 






Start 


10483 








End . 


11431 




Name 


OJ990720 08 


.0103. 


C8.01. 


tm 


Method 


TBLASTX: Maize 




Start 


3284 








End 


5596 




GI 


none 








Score 


231 




Exons 


3284. .3442, 


3285. 


.3431, 


4300. 


.4410, 4316. .4495, 4320. .4499, 






4321. .4500, 


4334. 


.4501, 


4543. 


.4620, 4544. .4618, 4735. .4788, 






5278. .5397, 


5285. 


.5398, 


5288. 


.5398, 5493.. 5594, 5501.. 5593, 






5503. .5595, 


5504. 


.5596 








:* "s 




Q1 fi? 








Seq. ID 


OJ990720_08.0103.C8 


s? 

i. : 


Gene No. 


19588 








Strand 




Bsr 


Start 


10483 








End 


11431 


I.I f 


Name 


OJ990720 08, 


.0103. 


C8.01. 


tc 


Method 


TBLASTX: Cress 


1' i i 
< i| 

; 3? 


Start 


4408 








End 


5614 


tst. 


GI 


none 








Score 


56 


i : 1 


Exons 


4408. .4479, 


4409. 


.4453, 


4514. 


.4618, 4543.. 4620, 5272.. 5397, 






5288. .5398, 


5495. 


.5614, 


5505. 


.5594 




i'|E 

! y 


Seq. No. 


9162 








Seq. ID 


OJ990720_08.0103.C8 






1 9588 

J- J -J ij o 








Strand 




i ^ 

'« ST 


Start 


10483 








End 


' 11431 


SI 


Name 


OJ990720 08, 


.0103. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7527 








End 


9950 




GI 


none 








Score 


103 


j 


Exons 


7527. .7691, 


7527. 


.7724, 


7543. 


.7734, 7544.. 7723, 7544. ..7750, 






7588. .7755, 


8035. 


.8094, 


8665. 


.8856, 8666.. 8845, 9544.. 9657, 






9549. .9656, 


9873. 


.9950 










Seq. No. 


9162 








Seq. ID 


OJ990720^08.0103.C8 




CZ^rtci Mo 


X J ^ O (J 








Strand 






start 


10483 








End 


11431 




Name 


OJ990720 08. 


,0103. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7548 








End 


10043 




GI 


none 








Score 


101 




Exons 


7548. .7718, 


7552. 


.7737, 


7588. 


.7755, 8035. .8094, 8101. .8184, 






8648. .8809, 


8651. 


.8848, 


8668. 


.8847, 8959. .9150, 8975. .9145, 






9544. .9648, 


9864. 


.10043 










Seq. No. 


9162 








Seq. ID 


OJ990720_08.0103.C8 




Gene No. 


19588 








Strand 






Start 


10483 








End 


11431 




Name 


OJ990720 08. 


0103. 


C8.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


8100 








End 


10112 



9649 




GI none Score 83 

Exons 8100.-,8186, 8101.. 8199, 8206.. 8280, 9020.. 9283, 9034.. 9231, 

9950.. 10105, 9960.. 10112, 9960.. 10112. 



Seq. No. 


9162 






Seq. ID 


OJ990720 


_08.01d3.C8 


Gene No. 


19588 






Strand 






Start 


10483 






End 


11431 




.Name 


OJ990720 08 


.0103 


.C8.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


8113 






End 


10135 




GI 


4396051 






Score 


70 




Exons 


8113. .8187, 


8118 


..8183, 8167. 


.8271, 8-205.. 8264, 


9059. .9211, 




9064. .9207, 


9957 


..10130, 9962 


..10135 






GI Descrip. 














Seq. No. 


9162 






Seq. ID 


OJ990720 


_08.0103.C8 


Gene No. 


19588 






Strand 


- 




Start 


10483 






End 


11431 




Name 


OJ990720 08 


.0103 


.C8.o3.gs 


Method 


GENSCAN 




Start 


10483 






End 


11431 




ox 


none 






Score 


.73 




Exons 


10483. .10770, 11327.. 11431 








Seq. No. 


9163 






Seq. ID 


OJ990720 


_08.0103.C9 


Gene No. 


19589 






Strand 






Start 


2219 






End 


3150 




Name 


OJ990720 08 


.0103 


.C9.ol.gs 


Method 


GENSCAN 




Start 


2219 






End 


3150 




GI 


none 






Score 


.67 






2219. .2349, 


2360 


..2459, 3091. 


.3150 






Seq. No. 


9163 






Seq. ID 


OJ990720 


_08.0103.C9 


Gene No. 


19590 






Strand 






Start 


3956 






End 


7038 




Name 


OJ990720 08 


.0103 


.C9.o2.gs 


Method 


GENSCAN 




Start 


3956 






End 


7038 




GI 


none 






Score 


.59 




Exons 


3956. .4368, 


4521 


..4803, 4910. 


.4984, 5253.. 5290, 


5304. .5447, 




5581. .5718, 


5761 


..6017, 6905. 


,7038 






Seq. No. 


9164 






Seq. ID 


OJ990720 


_08. 0103. CIO 


Gene No. 


19591 






Strand 


+ 




Start 


1275 






End 


17934 




Name 


OJ990720 08 


.0103 


.ClO.ol.np 


Method 


AAT/NAP 




Start 


1275 






End 


7057 




GI 


2618686 






Score 


1080 




Exons 


1275. .1474, 


2704 


..3188, 3338. 


.3465, 4432. .4701, 


5188. .5453, 




6185. .6492, 


6957 


. .7057 








GI Descrip. 


(AC002510) putative cytokinin 


oxidase 


[Arabidopsis thaliana] 


Seq. No. 


9164 






Seq. ID 


OJ990720_ 


_08. 0103. CIO 


Gene No. 


19591 






Strand 


+ 




Start 


1275 ■ 






End 


17934 




Name 


OJ990720 08 


.0103 


.C10.o2.gs 


Method 


GENSCAN 




Start 


2579 






End 


16300 




GI 


none 






Score 


.64 




Exons . 


2579. .3188, 


3338 


..3465, 4432. 


.4701, 5188. .5453, 


6185. .6412, 



7173. .7382, 11672 .. 11757 , 12362 .. 12592 , 14481 .. 14549, 



9650 




14696. .14750, 15280 .. 15438 , 15600 15936, 16118.. 16300 



Seq. No. 


9164 


Seq. ID 


OJ990720_08. 0103. CIO 




19591 


Strand 


+ 


Start 


1275 


End 


17934 


Name 


OJ990720 08.0103.C10.o2.np 


Method 


AAT/NAP 


Start 


12415 


End 


17934 


GI 


2341042 


Score 


717 


Exons 


12415. .12585, 14036. .14151, 


14316. .14 419, 14 472. .14536, 




14609. .14750, 15567. .15940, 


17890. .17934 


GI Descrip. 


(AC000104) F19P19.26 [Arabidopsis thaliana] 


Seq. No. 


9164 


Seq. ID 


OJ990720_08. 0103. CIO 




19591 


Strand 


-t- 


Start 


1275 


End 


17934 


Name 


OJ990720 08.0103.C10.o2.gp 


Method 


AAT/GAP 


Start 


15370 


End 


15927 


GI 


LIB3474-006-P1-K1-E2 


Score 


764 


Exons 


15370. .15438, 15567.. 15927 






GI Descrip. 


'2341042/gb|AAB70446| 8.0e-25 (AC000104) F19P19.26 [Arabidopsis 




thaliana] ' 






Seq. No. 


y io4 


Seq. ID 


OJ990720_08.0103:C10 


Gene No. 


19592 


Strand 




Start 


17259 • 


End 


17874 


Name 


OJ990720 08.0103.C10.o5.ts 


Method 


TBLASTX : Soybean 


Start 


2981 


End 


3468 


GI 


none 


Score 


242 


Exons - 


29.81.. 3202, 3058.. 3189, 3324 


..3467, 3334. ,3468 


Seq. No. 


9164 


Seq. ID 


OJ990720_08. 0103 -CIO 




19592 


Strand 




Start 


17259 


End 


17874 


Name 


OJ990720 08.0103.C10.o2.tc 


Method 


TBLASTX: Cress 


Start 


3014 


End 


4599 


GI 


none 


Score 


51 


Exons 


3014.. 3052, 3052,. 3189, 3053 


..3193, 3304, ,3375, 3312. .3365, 




3420. -.3467, 3421.. 3468, 4404 


..4505, 4429,.4503, 4480. .4599, 




4506. .4595 






Qc^CT Mo 

O C ^ . LN Vj . 


9164 


Seq. ID 


OJ990720_08. 0103. CIO 


Gene No. 


19592 


Strand 




Start 


17259 


End 


17874 


Name 


OJ990720 08.0103.C10.ol.tm 


Method- 


TBLASTX: Maize 


Start 


3312 


End 


5226 


GI 


none 


' Score 


73 


Exons 


3312.. 3389, 3324.. 3467, 3325 


..3468, 4389. .4502, 4429, .4503, 




4432. .4512, 4509. .4724, 4510 


..4701, 5185. .5226 


Seq. No. 


9164 


Seq. ID 


OJ990720_08. 0103, CIO 


Gene No. 


19592 


Strand 




Start ' ■ • 


17259 


End 


17874 .^^ 


Name 


OJ990720 08.0103.C10.o3.ts 


Method 


TBLAST?: Soybean 


Start 


4431 


End 


4701 


GI 


none 


Score 


90 



Exons 4431.. 4505, 4432. .4503, 4519. .4701, 4521. .4697 



9651 



Seq, No. 9164 Seq. ID 

Gene No. 19592 Strand 

Start 17259 End 

Name OJ990720_08 . 0103 . CIO . o2 . ts Method 

Start 5185 End 

GI none Score 

Exons 5185.. 5418, 5220.. 5417, 5418.. 5465, 
6183.. 6272 



OJ990720_08. 0103. CIO 
17874 

TBLASTX: Soybean 
6274 
• 343 

5419. .5454, 6182. .6274, 



Seq. No. 9164 

Gene No. 19592 

Start 17259 

Name OJ990720_08 . 0103 .CIO .o3 . tc 
Start . 5185 
GI ■ none 

Exons 5185.. 5400, 



5253.. 5393, 5395. 



Seq. ID 

Strand 

End 

Method 
End 
Score' 
.5457 . 



OJ990720_08. 0103. CIO 
17874 

TBLASTX: Cress 

5457 

215 



Seq. No. 9164 Seq. ID 

Gene No. 19592 Strand 

Start 17259 End 

Name OJ990720_08 . 0103 . CIO . o3 . tm Method 

Start 5226 End 

GI none Score 

Exons 5226.-5342, 5227.. 5343 



OJ990720_08. 0103. CIO 
17874 

TBLASTX: Maize 

5343 

213 



Seq, No. 9164 
Gene No. 19592 
Start 17259 

Name OJ990720_08 . 0103 . CIO . o2 . tm 

Start 5343 
GI none 

Exons 5343.. 5417, 5344.. 5418, 5412, 

6183. .6290, 6282. .6410, 6282. 
6380.. 6508, 6408.. 6494 



Seq. ID 
Strand 
End 

Method 
End • 
Score 
.5459, 



OJ990720 08.0103-ClO 



17874 

TBLASTX: Maize 
6508 
109 

5413. .5454, 6182. 



,6392, 6284.. 6409, 6379. 



,6265, 
,6504, 



Seq. No. 9164 Seq. ID 

Gene No. 19592 Strand 

Start 17259 End 

Name OJ990720_08 . 0103 .CIO . ol . tc Method 

Start 6173 End 

GI none Score 

Exons 6173.. 6256, 6183.. 6260, 6281.. 6484, 



OJ990720_08. 0103. CIO 
17874 

TBLASTX: Cress 
6500 
75 

6282. .6500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9164 

19592 

17259 

OJ990720_08. 0103. CIO. o6.ts 

6291 

none 

6291. .6485, 6293. .6484 



9164 v/-- 

19592 ' ' ■ -r -^' A- 

17259 

OJ990720_08. 0103. CIO. o5,tc 

14038 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



SeqriD 

Strand 

End 

Method 

End 

Score 



OJ990720_08. 0103. CIO 
17874 

TBLASTX : Soybean 

6485 

210 



•OJ990720\/08.01'03'.C1.0 
17874 

TBLASTX: Cress 

14654 

118 



9652 



Exons 


14038. .14148, 14039. 


14152, 




14331. .14408, 14480. 


14548, 




14628. .14654 




Seq. No. 


9164 




Gene No. 


19592 




O Ud-IT L. 


J. / ^ o ^ 




Name 


OJ990720 08. 0103. CIO, 


o5 . tm 


Start 


14314 




GI 


none 




Exons 


14314. .14373, 14324.. 


14380, 




14626. .14670, 14628.. 


14669 


Seq. No. 


9164 




Gene No. 


19592 




Start 


17259 




Name 




o4 . ts 


Start 


14341 




GI 


none 




Exons 


14341. .14394, 14342.. 


14404, 




14479. .14547, 14480.. 


14548, 




14628. .14729 




Seq. No. 


9164 




Liene wo . 


1 y D 




Start 


17259 




Name 


6J990720 08. 0103. CIO. 


ol . ts 


Start 


15269 




GI 


none 




Exons 


15269. .15445, 15278.. 


15433, 


Seq. No. 


9164 






1 qc;q9 

± y O 3Z 




Start 


17259 




Name 


OJ990720 08. 0103. CIO. 


o4 . tc 


Start 


15565 




GI 


none 




Exons 


15565. .15738, 15573.. 


15749, 


Seq. No. 


9164 




Gene No. 


19592 






1 / O J 




Name 


OJ990720 08. 0103. CIO. 


o4 . tm 


start 


15587 




GI 


none 




Exons 


15587. .15616, 15588.. 


15638, 




15744. .15851, 15778.. 


15852, 


Seq. No. 


9164 




Gene No, 


19592 




Start 


, 17259 




Name*^. 


OJ990720 .08. 0103. CIO. 


o3 . gs." 


Start ' 


17259 




GI 


none 




Exons 


17259. .17349, 17705.. 


17874 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_08. 0103. CIO 
17874 

TBLASTX: Maize 

14670 

81 



14479. . 14568, 14480 14548, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14343 

14604 



OJ990720 08. 0103. CIO 



17874 

TBLASTX : Soybean 
14729 
96 

14405, 14475. .14546, 
14669, 14626. .14706, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



■OJ990720_08. 0103. CIO 
17874 

TBLASTX : Soybean 

15720 

226 



OJ990720_08. 0103. CIO 
17874 

TBLASTX: Cress 

17041 

199 



Seq. ID OJ990720_08.0103-C10 
Strand 

End 17874 

Method TBLASTX : Mai ze 

End 15853 

Score 53 



Seq. ID 

Strand 

End 

Method - 
End * 
Score 



OJ990720_08. 0103. CIO 
17874 

GENSCAN ■ ' . . 

17874' 

.72 



Seq. No. 



9165 



Seq. ID OJ990720_08.0103.C11 



9653 



laene ino . 


19593 




Strand 


+ 




Start 


102 




End 


2879 




Name . 


OJ990720 08.0103.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


102 




End 


2879 




GI 


none 




Score 


.62 




Exons 


102. .293, 1042. .1545, 1842. .2879 






Seq. No. 


^ JL U .J 




Seq. ID 


OJ990720 


_08.0103.C11 


Gene No. 


± ^ ^ 7 «j 




Strand 


+ 




Start 


102 




End 


2879 




Name 




• yp 


Method 


AAT/GAP 




Start 


1694 


End 


2216 




GI 


uC-osflcypllOcOlbl 




Score 


1030 




Exons 












GI Descrip. 




Ofa_l 0 

■ X u 


(AC000104) F19P19 


.26 [Arabidops. 




L lid J. J-dild J 










Seq. No. 


Ql fiS 
J X\jO 




Seq. ID 


OJ990720 


_08.0103.C11 


(aene ino . 


1 Qt^Q4 
J. 50 




Strand 






Start 






End 


3091 




Name 




. gp 


Method 


AAT/GAP 




Start 


9 R79 ~ 




End 


3091 




GI 


none 




Score 


989 




Exons 


2572. .3091 










Seq. No. 


_? X D J 




Seq. ID 


OJ990720 


_08.0103.C11 


Gene No. 


X -? 3 -7 0 




Strand 






Start 






End 


5030 




Name 


n.TQQn79n nft nin^ rii ni 

VyO y J\J 1 £.\J \JO .UXU^.V^XX.UX 




Method 


TBLASTX:! 


yiaize 


Start 


1791 ~ 

X / ^ X 




End 


3011 






none 




Score 


118 




Exons 


1721.. 1855, 1725. .1946, 


1797. 


.1928, 1896.. 2039, 


1928. .2026, 




1930.. 2043, 2007.. 2108, 


2026. 


.2094, 2085.. 2366, 


2099. .2311, 




9inn 9^97 9107 9^70 


9107 


.2328, 2361.. 2597, 


2363. .2599, 




9400 9fil 9 9fi4fi 97Q9 


9^47 


.2835, 2648. .2788, 


2855. .2881, 




9ft^fi 9Q00 9Q7fi ?01 1 










Seq. No. 


Ql fiS 

-7 X O J 




Seq. ID 


OJ990720 


_08.0103.C11 


ocne LNO • 


1 QRQR 




Strand 






Start 


J J *i 




End 


5030 




Name 


OJ990720 68.0103.Cll.o3 


.gp 


Method 


AAT/GAP 




Start 


3394 




End 


3776 




GI 


none 




Score 


685 




Exons 


3394.. 3776 










Seq. No. 


9165 




Seq. ID 


OJ990720_ 


_08.0103.C11 


Gene No. 


19595 




Strand 








3394 




End 


5030 




Name 


OJ990720 08.0103.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


3639 




End 


5030 




•GI 


3063469 ■ 




Score 


477 




-Exons. 


3639. .3839, 4008. .4181, 


.4219. 


.5030 - 






GI Descrip. 


(AC003981) F22013.31 ■ [Arabidopsis thaliana] ■ 




Seq. No. 


9165 




Seq. ID 


OJ990720_ 


_08.0103.C11 


Gene No. 


19595 




Strand 






Start 


3394 




End 


5030 





9654 





Name 


OJ990720 08 


.0103, 


Cll.o4.tm 


Method 


TBLASTX: Maize 




Start 


3907 






End 


4152 




GI 


none 






Score 


55 




Exons 


3907. .3960, 


3930. 


.3968, 3934. 


.4134, 3963. .4151, 3971. .4147, 






4003. .4152, 


4044. 


, .4151 








Seq. No. 


9165 






Seq, ID 


OJ990720_08. 0103. Cll 




Gene No. 


19595 






Strand 


- 




0 L. ax u 


3394 






End 


5030 




Name 


OJ990720 08 


,0103. 


Cll .o4 .gp 


Method 


AAT/GAP 




Start 


4173 






End 


4577 




GI 


65230 1.R1084 




Score 


656 




Exons 














GI Descrip. 


'3063469 6.1 


Oe-09 


(AC003981) F22013.31 


[Arabidopsis thaliana] 




Seq. No. 


9165 






Seq. ID 


OJ990720_08. 0103. Cll 






19595 






Strand 






Start 


3394 






End 


5030 




Name 


OJ990720 08 


.0103. 


Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4215 






End 


4560 




GI 


none 






Score 


196 




Exons 


4215. .4556, 


4217. 




.4559, 4330, .4560, 4348. .4560 




Seq. No. 


9165 






Seq. ID 


OJ990720_08. 0103, Cll 






19595 






Strand 




l 


Start 


3394 






End 


5030 


r i 
!ji t 


Name 


OJ990720 08 


.0103. 


Cll.o3.tm 


Method 


TBLASTX: Maize 


P ! 1 


Start 


4223 






End 


4487 




.GI 


none 






Score 


68 




Exons 


4223. .4294, 


4224 . 


A 0 QO A 0 0"^ 

. 4 z y z , *±z. y J . 


.4487, 4302. .4484, 4307. .4486 




Seq, No. 


9165 






Seq. ID 


OJ990720_08. 0103. Cll 


I't S 
: 3? 




19595 






Strand 






Start 


3394 






End 


5030 


Q 


Name 


OJ990720 08 


.0103. 


Cll.ol.tc 


Method 


TBLASTX: Cress 


'■■tj 


Start 


4260 






End 


4529 


*i 


GI 


none 






Score 


114 




Exons 


4260. .4529, 


4287. 


.4529 








Seq. No. 


9165 






Seq. ID 


OJ990720_08. 0103. Cll 






19595 






Strand 




;a? 


start 


3394 






End 


5030 




Name 


OJ990720 08 


.0103. 


Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


4558 






End 


4803 




GI 


none 






Score 


320 




Exons 


4558. .4803, 


4560. 


.4802 








Seq. No. 


9166 






Seq. ID 


OJ990910_07.0103.C1 




Vjene lno . 


19596 






Strand 


+ 




Start 


279 






End 


372 




Name 


OJ990910 07, 


.0103. 


Cl.ol.tc 


Method 


TBLASTX: Cress 




-Start. 


13 






End 


353 - . 




GI 


none 






■ Score 


328-^^ ^ 




Exons 


13.. 261, 14 


. .286, 


15. ,260, 18 


. .317, 261. .350, 264. ,353 




Seq. No. 


9166 






Seq. ID 


OJ990910_07.0103.C1 




Gene No. 


19596 






Strand 





9655 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



279 



OJ990910_07.0103.Cl.ol.np 
279 

1262721 
279. .372 

(D17510) ORF40e [Pinus thunbergii] 



End 

Method 
End 
Score 



372 

AAT/NAP 

372 

103 



9167 

19597 

136 

OJ990910_07.0103.C2.ol.gs 

136 

none 

136. .243, 737. .778, 3286., 
4765. .4892 



Seq. ID OJ990910_07.0103.C2 



Strand 
End 

Method 
End 
Score 
3363, 3631. 



+ 

4892 
GENSCAN 
4892 
.87 

.3817, 3914. 



,4057, 





Seq. No. 


9167 




Seq. ID 


OJ990910 




Gene No. 


19597 




Strand 


+ 




Start 


136 




End 


4892 




Name 


OJ990910 07.0103. 


C2.ol.np 


■Method 


AAT/NAP 




Start 


3538 




End 


4373 




GI 


6539588 




Score 


117 




Exons 


3538.. 3825, 3979. 


.4193, 4227. 


.4373 






GI Descrip. 


(AP000837) hypothetical protein . [Oryza 


sativa] 


is? 


Seq. No. 


9167 




Seq. ID 


•O,J990910 


f ri 


Gene No. 


19598 




Strand 


+ 


ni 


Start 


5617 




End 


8766 




Name 


OJ990910 07.0103. 


C2.o2.gs 


Method 


GENSCAN 


LU 


Start 


5617 




End 


8766 




GI 


none 




Score 


.64 


-i 

; ; 
; 1 : 


Exons 


5617.. 5698, 5778. 


.5907, 5937. 


.6164, 8673.. 8766 


i ~f 


Seq. No. 


9168 




Seq. ID 


OJ990910 


!- -1 


Gene No. 


19599 




Strand 


+ 




Start 


2206 




End 


2427 


7! 


Name 


OJ990910 07.0103. 


C3 . ol . gp 


Method 


AAT/GAP 


i. J 


Start 


2206 




End 


2427 




GI 


5867 1.R1084 




Score 


112 




Exons 


2206.. 2283, 2397. 


.2427 






t 


GI Descrip. 


M64986/sp|P35132 


IUBC9 ARATH 


5,0e-58 UBIQUITIN-i 


3 sr 




ENZYME E2-17 KD 9 


(UBIQUITIN- 


PROTEIN LIGASE 9) 



07. 0103. C3 



(UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi 421857 pir S32674 
ubiquitin — protein ligase {EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ {Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



Seq. No. 
Gene No. 
Start 
Name 
Start ^ ' 
GI 

Exons 

GI Descrip. 



9168 Seq. ID 

19600 Strand 

4614 End 

OJ990910_07.0103.C3.o2.gp. . Method 

4 614 ' . End 

uC-osflcyp029al2bl Score 
4614 . .4666 

'3386614 2.0e-47 (AC004665) putative transcription factor SF3 
[Arabidopsis thaliana] ' 



OJ990910_07.0103.C3 
+ 

4666 
AAT/GAP 
4666 
78 



9656 



O C • LN U • 












O.TQQDQI n 


Gene No. 


19601 








Strand 


+ 


Start 


4800 








End 


6323 


Name 


OJ990910 07 


.0103 


.C3.03, 


.gs 


Method 


GENSCAN 


Start 


4800 








End 


6323 


GI 


none 








Score 


1 


Exons 


4800. .5879, 


5886 


. .6323 








Seq. No. 


9168 








Seq.. ID 


OJ990910 


Gene No. 


19601 








Strand 


+ 


Start 


4800 








End 


6323 


Name 


OJ990910 07 


.0103 


.03. ol. 


.np 


Method 


AAT/NAP 


Start 


4815 








End 


6287 


GI 


2501494 








Score 


818 


Exons 


4815. .6287 













07. 0103. C3 



GI Descrip. FLAVONOL 3-0-GLUCOSYLTRANSFERASE 5 (UDP-GLUCOSE FLAVONOID 

3-0-GLUCOSYLTRANSFERASE 5) gi | 542015 | pir | | S41951 UTP-glucose 
glucosyltransferase - cassava gi | 4 5324 9 | emb | CAA54 612 | (X77462) 
UTP-glucose glucosyltransferase [Manihot esculenta] 



Seq. No. 9168 Seq. ID 

Gene No. 19602 .Strand 

Start 176 End 

Name OJ990910_07 . 0103 . 03 . ol . gs Method 

Start 176 End 

GI none Score 

Exons 176.. 261 



OJ990910_07.0103.O3 
261 

GENSCAN 

261 

.67 



Seq. No. 9168 

Gene No. 19603 

Start 812 

Name OJ990910_07 . 0103 . 03 . o2 . gs 

Start 812 

GI none 

Exons 812.. 933, 2163.. 2166 



Seq. ID OJ990910_07. 0103.C3 
Strand 

End 2166 

Method GENSOAN 

End 2166 

Score .77 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9168 

19604 

6922 

OJ990910_07.0103.03.ol.ts 

4848 

none 

4848. .4958, 5022. .5078, 5151, 
5526.. 5585, 5577.. 5789, 5597, 

9168 

19604 

6922 

OJ990910_07.0103.C3.ol.tm 
5451 

none , - 

5451. '.5585, 5567.. 5758, 5568, 
6084. .6125 



Seq. ID OJ990910_07.0103.C3 
Strand 

End 7778 

Method TBLASTX : Soybean 

End 6020 

Score 89 

.5312, 5361. .5477, 5525. .5605, 
.5758, 5781. .6020, 5813.. 6019 

Seq. ID OJ990910_07.0103.C3 
Strand 

End 7778 

Method TBLASTX : Mai ze 

End 6125 

Score 53 

.5756, ' 5781. .6077, 5813. .6022, 



Seq. No. 
Gene No. 



9168 
19604 



Seq. ID OJ990910_07.0103.O3 
Strand 



9657 












End 


7778 






Name 


OJ990910 07 


.0103. 


C3.ol. tc 


Method 


TBLASTX: 


Cress 




Start 


5526 






End 


6119 






GI 


none 






Score 


41 






Exons 


5526. .5555, 


5589. 


.5741, 5597. 


.5752, 5781. .6023, 


5813. .6013, 




6060. .6119 














Seq. No. 


9168 






Seq. ID 


OJ990910 


_07.0103. 


C3 


bene no. 


1 y ou fi 






Strand 








Start 


6922 






End 


7778 






Name 


OJ990910 07 


.0103. 


C3.ol.tw ■ 


Method 


TBLASTX: Wheat 




Start 


5675 






End 


6023 






GI 


none 






Score 


71 






Exons 


5675. .5728, 


5679. 


.5732, 5816, 


.5998, 5817. .6023 






Seq. No. 


9168 






beq. lu 


uj y yuy lu 


_07.0103. 


C3 


bene no . 


1 y dU4 






o crana 








Start 


6922 






bna 


/ / / o 






Name 


. OJ990910 07 


.0103. 


C3 . o4 . gs 


Method 


GENSCAN 






Start 


6922 






End 


111^ 






GI , 


none 






Score 


. yz 






Exons 


6922. .7205, 


7334. 


.7568, 7605. 


. / / /o 








Seq. No. 


9169 






Seq. ID 


ojy yu y iu 


_07.0103. 


C4 


Gene No.. 


19605 






strand 








braru 


JU o 






hina 








Name 


OJ990910 07 


.0103. 


C4.ol.np 


Method 


AAT/NAP 






Start 


306 






End 


363 






GI 


5042454 






Score 


70 






Exons 


306. .363 














GI Descrip. 


{AC007789) 


putative polyprote 


in [Oryza 


sativa] 






Seq. No. 


9169 






Seq. ID 


OJ990910 


_07.0103. 


C4 


Gene No . 


1 y bUb 






Strand 


+ 






Start 


310 






End 


9033 






Name 


OJ990910 07 


.0103. 


C4.ol.gs 


Method 


GENSCAN 






Start 


310 






End 


1599 






GI 


none 






Score 


.71 






Exons 


310. .1599 














Seq. No. 


9169 






Seq. ID 


OJ990910 


_07.0103. 


C4 


Gene No. 


19606 






Strand 


+ 






Start 


310 






End 


9033 






Name 


OJ990910 07 


.0103. 


C4.o2.np 


Method 


AAT/NAP 






Start 


410 






End 


4672 






GI 


5042454 






Score 


1234 






Exons 


410. .517, 571, .1699, 1746. .2486, 2642. 


.2805, 2838. .2959, 






3263. .3362, 


4047. 


.4212, 4612. 


.4672 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


9169 






Seq. ID 


OJ990910 


_07.0103. 


C4 


Gene No. ■ 


1-9606' 






Strand 








Start 


"310 






End 


9033 






Name 


OJ990910 07 


.0103. 


C4.o3.gs 


Method 


GENSCAN 






Start 


3259 






End 


9033 






GI 


none 






Score 


.4 






Exons 


3259. .3362, 


4176. 


.4218, 4619. 


.4790, 7199. .7299, 


7529. .7720, 



9658 



8752. .9033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9169 

19607 

2225 

OJ990910_07, 

2225 

none 

2225. .2418, 



0103.C4.o2.gs 



2427. .2919, 2925 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2978 



OJ990910_07.0103.C4 

2978 
GENSCAN 
2978 
.48 



Seq. No. 9169 Seq. ID 

Gene No. 19608 Strand 

Start 4830 End 

Name OJ990910_p7 . 0103 . C4 . ol . tm Method 

Start 1456 End 

GI none Score 

Exons 1456.. 1599, 1461.. 1595 



OJ99G910_07.0103.C4 
7201 

TBLASTX: Maize 

1599 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Des^crip. 



St 

l;l Seq. No. 
5 U Gene No . 
n Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9169 Seq. ID OJ990910_07 . 0103 . C4 

19608 Strand 

4830 End 7201 

OJ990910_07.-0103.C4.o3.np Method AAT/NAP 

4830 End 7201 

133435 Score 219 

4830. .4885, 6955. .7201 

DNA-DIRECTED RNA POLYMERASE BETA' CHAIN gi | 66983 | pir M RNRZCl 
DNA-directed RNA polymerase (EC 2.7.7.6) beta*-l chain - rice 
chloroplast gi | 11972 | emb | CAA33987 | {X15901) RNA polymerase beta' 
siibunit-1 [Oryza sativa] gi | 226690 | prf | | 1603356Q RNA polymerase 
beta'-l [Oryza sativa] 



9170 
19609 
194 

OJ990910_07.0103.C5.ol.gs 
194 
none 
194.. .834 

9170 
19610 
9451 

OJ990910_07.0103.C5.ol.gp 
9451 
2798798 
9451. .9941 

58067/emb 1X52325 I ARBLSKP 1, 
phagemid excised from lambda ZAP 



Seq." ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990910_07.0103.C5 
+ 

834 

GENSCAN 

834 

.89 



OJ990910_ 
+ 

9941 
AAT/GAP 
9941 
767 



07. 0103. C5 



Oe-20 pBluescript SK{+) vector DNA, 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI • 
Exons 



9170 

19611 

202 

OJ990910_07.0103.C5.ol.ts 

175 

none 



Seq. ID OJ990910_07. 0103.C5 
Strand 
End 

Method 
End 
Score 



11354 ^ijry... 

TBLASTX : Soybean 

2485 

77 



175. .300, 175. .576, 221. .460, 512. .727, 634. .729, 1626. .1778, 
1630. .1764, 2361. .2462, 2361. .2468, 2366. .2485 



9659 






9170 






OJ990910 07 0103 C5 


Gene No. 


19611 




strand 




Start 


202 




End 


11354 


Name 


OJ990910 07 


.0103.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


181 




End 


559 


GI 


none 




Score 


233 


Exons 


181. .558, 221. .559 








. 9170 






ojQQOQio 07 0103 rs 


Gene No. 


19611 




strand 




Start 


202 




End 


11354 


Name 


OJ990910 07 


.0103.C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


190 




End 


370 


GI 


none 




Score 


123 


Exons 


190. .300, 190. .369, 221. .370 






Seq. No. 


9170 




Seq. ID 


OJ990910_07.0103.C5 


rzpne No 


19611 




Strand 




Start 


202 




End 


11354 


Name 


OJ990910 07 


.0103.C5.ol.np 


Method 


AAT/NAP 


Start 


202 




End 


4708 


GI 


6579208 




Score 


792 


Exons 


202. .816, 1626. .1744, 2353. .2551, 4016 


..4113, 4481. .4708 


GI Descrip. 


(AC011438) ' 


T23G18'. 9 [Arabidopsis thaliana] 


O C • vi\J t 


9170 




Seq. ID 


OJ990910_07.0103.C5 


Gene No. 


19611 




Strand 




Start 


202 




End 


11354 


Name 


OJ990910 07 


.0103.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


572 




End 


823 


GI 


none 




Score 


329 


Exons 


572. .823, 634. .822 






Seq. No. 


9170 




Seq. ID 


OJ990910_07.0103.C5 




19611 




Strand 




start 


202 




End 


11354 


Name 


OJ990910 07 


.0103.C5.o2.gs 


Method 


GENSCAN 


Start 


1596 




End 


11296 


GI 


none . 




Score 


.67 


Exons 


1596. .1756, 


2365.. 2551, 4016. 


.4113, 4397. .4711, 4814. .5192, 




8572. .8672, 


8815.. 8918, 11100 


. .11296 




O C ^.j^ . IN \ J • 


9170 




Seq. ID 


OJ990910_07.0103.C5 


Gene No. 


19611 




Strand 




Start 


202 




End 


11354 


Name 


OJ990910 07 


.0103.C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


4013 




End 


4713 


GI 


none 




Score 


81 


Exons 


4013. .4114, 


4017. .4145, 4479. 


.4712, 4480. .4713 


Seq. No. 


9170 ■ 




Seq. ID 


OJ990910_07.0103.C5 


Gene No . " ■ 


19611 




Strand 




Start 


202 




End - 


11354 


Name 


OJ990910 07 


.0103.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


4470 




End 


4713 


GI 


none 




Score 


245 



9660 




Exons 4470., 4712, 4480.. 4713 



Seq. No. 


9170 


. Seq. ID 


OJ990910 07.0103 


.C5 


Gene No. 


19611 


Strand 






Start 


202 


End 


11354 




Name 


OJ990910 07.0103.C5.o2.np 


Method 


AAT/NAP 




Start 


7335 


End 


8835 




GI 


5852093 


Score 


33 




Exons 


7335. .7428, 8787. .8835 








GI Descrip. 


(AL117264) 2whl6.1 [Oryza sativa] 






O V? VJ ■ LN . 


9170 


Seq, ID 


OJ990910_07.0103 


.C5 


Gene No. 


19611 


Strand 






Start 


907 


End 


11354 




Name 


n.TQQOQin 07 01 nl -hm 
J J yj 1 * \j ±.\j ^ * \^ -J m \j X • uiLi 


Method 


TBLASTX: Maize 




Start 


-7 O ^ ^ 


End 


11323 




GI 


none 


Score 


64 




Exons 


Qfi^Q QQ1 ? QRS'^ QR7S 


..9913, 9878. .9916, 11096.. 


113: 












Sea No . 


9170 


Seq. ID 


OJ990910_07.0103 


.C5 


Gene No. 




Strand 






Start 




End 


11354 




Name 




Method 


AAT/NAP 




Start 




' End 


11354 




GI 


DO OU 0 O O 


Score 


262 




Exons 


Qft^^9 QQ1 ^ 11100 1 1 "^Rd 








GI Descrip. 


(AL132959) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


Q1 70 


Seq. ID 


OJ990910_07.0103 


.C5 


Gene No. 




Strand 






Start 


909 


End 


11354 




Name 


O.TQQOQIO 07 01 0^ 1-^^ 


Method 


TBLASTX: Cress 




Start 


1 1 OQQ ~ 
X xyjyy 


End 


11324 




GI 


none 


Score 


63 




Exons - 


110QQ 1 1 '^9'^ 11100 11174 
X xKjyy 9 , X X o J f x±xuu. . xxx / 4/ 


11253. .11324 




Seq. No. 


9170 


Seq.- ID 


OJ990910_07.0103 


.05 


Gene No. 


19611 


Strand 






Start 


202 


End 


11354 




Name 


OJ990910 07.0103.C5.o3.ts 


Method 


TBLASTX: Soybean 




Start 


11099 


End 


11323 




GI 


none 


Score 


78 




Exons 


11099. .11323, 11100. .11186, 


11219. .11323 




Sea No 


9171 


Seq.. ID 


OJ990910_07.0103 


.C7 


Gene No. 


19612 


Strand 






Start 


343 


End 


612 




Name 


OJ990910 07.0103.C7.ol,np 


Method 


AAT/NAP 




Start 


343 


End 


612 




GI 


6069657 


Score 


289. 




Exons- 


343. .612 








GI Descrip, 


{AP000616) hypothetical protein- [Oryza 


sativa] 




Seq. No, 


9171 


Seq. ID 


OJ990910_07.0103 


.C7 


Gene No. 


19613 


Strand 






Start 


542 


End 


602 





9661 



Name 

Start 

GI 

Exons 



OJ990910_07 . 0103 . C7 . ol . gs Method GENSCAN 

542 End 602 

none . ' Score . 54 

542. . 602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9172 
19614 
1 

OJ990910_07.0103.C8.ol.np 
1 

2191144 



Seq. ID OJ990910_07.0103.C8 
Strand 

2933 
AAT/NAP 
2933 
593 



End 

Method 
End 
Score 

1..407, 467. .710, 816. .1007, 1046. .1133, 2260. .2346, 2461. .2933 
(AF007269) A_IG002N01 . 24 gene product [Arabidopsis thaliana] 



9172 

19614 

1 

OJ990910_07.0103.C8.ol.gs 
12 

none 



Seq. ID OJ990910_07.0103.C8 
Strand 

End 2933 

Method GENSCAN 

End 2889 

Score .7 



12.^.399, 1032.. 1133, 1224.. 1320, 1502.. 1552, 1692.. 1801, 
2260. .2346, 2461. .2889 



9172 

19614 

1 

OJ990910_07.0103.C8.o2.tm 
15 

none 



Seq. ID OJ990910_07.0103.C8 
Strand 

End 2933 

Method TBLASTX : Maize 

End 204 

Score 149 



15. .143, 19. .204, 24. .191, 41. .202 



9172 

19614 

1 

GJ990910_07.0103.C8.ol.ts 

113 

none 

113. .337, 115. .336, 183. .341 

9172 

19614 

1 

OJ990910_07.0103.C8.ol.tm 

222 

none 



Seq. ID OJ990910_07.0103.C8 
Strand 

End 2933 

Method TBLASTX : Soybean 

End 341 

Score 134 



Seq. ID OJ990910_07.0103.C8 
Strand 

End 2933 

Method TBLASTX : Mai ze 

End 597 

Score 167 



222. .395, 223. .423, 225. .395, 230. .400, 507. .596, 514. .597 



Seq. No. 9172 

Gene No. 19614 

Start 1 

Name OJ990910_07 . 0103 . C8 . ol . tc 

Start. 927 . 

GI none 
Exons 



Seq. ID OJ990910_07.0103.C8 
Strand 

End 2933 

Method TBLASTX: Cress 

End 1549 

Score 61 



927. .1001, 928. .1002, 1075. .1122, 1080. .1142, 1221. .1379, 
1225. .1380, 1504. .1548, 1508. .1549 



Seq. No. 



9173 



Seq. ID OJ990910_07.0103.C9 



9662 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19615 Strand 

1 ■ End 

OJ990910_07.0103.C9.ol.np Method 

1 End 

5852172 Score 
1..64, 1029. .1195 

(AL117265) zhb0002.1 [Oryza sativa] 



+ 

2003 
AAT/NAP 
1195 
98 



9173 

19615 

1 

OJ990910_07.0103.C9.ol.gs 

122 

none 



Seq. ID OJ990910_07.0103.C9 

Strand + 

End 2003 

Method GENSCAN 

End 2003 ■ 

Score .51 



122. .371, 1120. .1286, 1916. .2003 



Seq. No. 9174 Seq. ID 

Gene No. 19616 Strand 

Start 1558 End 

Name OJ990910_07 . 0103 . Gil . ol . gs Method 

Start . 1558 End 

GI none Score 

Exons 1558.. 1756, 2466.. 2635 



OJ990910_07.0103.C11 

2635 
GENSCAN 
2635 
.41 



I Seq. No. 9175 

I Gene No. 19617 

j Start 3034 

; Name OJ990910_07 . 0103 . C12 . ol . gp 

^ Start 3034 

= GI 1631793 

I Exons 3034.. 3099, 4254.. 4330, 5109. 



Seq. No. 


9175 


Gene No. 


19618 


Start 


5384 


Name 


OJ990910 07.0103. 


Start 


5384 


GI 


6692098 


Exons 


5384. .7312 


GI Descrip. 


(AC007764) F22C12 


Seq. No. 


9175 


Gene No. 


19618 


Start 


5384 


Name 


OJ990910 07.0103. 


Start 


5632 


GI 


none 


Exons 


5632. .6153 


Seq. No. 


9175 


Gene No. 


19618 


Start 


5384 


Name 


OJ990910 07.0103. 


Start 


6610 


GI 


58105 1.R1084 


Exons 


6610. .7016 


GI Descrip. 


M586107/emb|CAB4 



Seq. ID 


OJ990910 


Strand 


-f 


End 


5374 


Method 


AAT/GAP 


End 


53^74 


Score 


774 


5374 




Seq. ID 


OJ990910 


Strand 


+ 


End 


7312 


Method 


AAT/NAP 


End 


7312 


Score 


1442 


)sis thaliana] 


Seq. ID 


OJ990910 


Strand 


+ 


End 


7312 


Method 


AAT/GAP 


End 


6153 


Score 


1040 


Seq. ID 


OJ990910 


Strand 


+ 


End 


7312 


Method 


AAT/GAP 


End 


7016 


Score 


791 



9663 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



resistance protein [Arabidopsis thaliana] 



9175 Seq. ID 

19619 Strand 

4 652 End 

OJ990910_07 . 0103 . C12 . o2 . np Method 

4 652 End 

2191144 Score 



OJ990910_07.0103.C12 

11175 
AAT/NAP 
11175 
650 



4652. .4691, 8189. .8597, 10639 .. 10827 , 11160. .11175 
(AF007269) A_IG002N01 . 24 gene product [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9175 Seq. ID 

19619 Strand 

4 652 End 

OJ990910_07.0103.C12.o4.tm Method 

5228 End 

none Score 



OJ990910_07.0103.C12 
11175 

TBLASTX: Maize 

5781 

59 



5228. .5278, 5232. .5267, 5237. .5284, 5299. .5490, 5300. .5338, 
5307. .5456, 5375. .5491, 5502. .5579, 5506. .5580, 5506. .5577, 
5507. .5581, 5571. .5708, 5581. .5781, 5581. .5781 



Seq. No. 
feene No. 
^^'^ Start 
hi] Name 
Start 
GI 

Exons 



rif 



Ul 



9175 

19619 

4652 

OJ990910_07, 
6103 
none 
6103, 
6181, 
6541, 
6719, 
6772, 
6790. 
7045. 



.6501, 
.6336, 
.6672, 
.6937, 
.6921, 
.6930, 
.7056 



0103.C12.ol.tm 



6104. .6709, 6104, 

6320.. 6715, 6528, 

6553.. 6672, 6553, 

6719. .6934, 6719, 

6772.. 6924, 6773, 

6848. .6940, 6971. 



Seq. ID OJ990910_07.0103.C12 
Strand 

End 11175 
Method TBLASTX : Mai ze 
End 7056 
Score 902 

.6658, 6164. .6637, 6181. .6471, 
.6683, 6534. .6701, 6538. .6672, 
.6633, 6713. .6931, 6719. .6871, 
.6934, 6719. .6934, 6772. .6927, 
.6931, 6775. .6930, 6790. .6933, 
.7021, 6971. .7021, 6977. .7021, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9175 
19619 
-4652 

OJ990910_07.0103.C12.ol.tc 

6146 

none 

6146. .6958, 6152. .6340, 6172, 
6512. .6559, 6547. .6672, 6556. 
6772.. 6936, 6775.. 6927, 6775. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990910 07.0103.C12 



11175 

TBLASTX: Cress 
6958 
1266 

6501, 6175.. 6372, 6244, 
6672, 6559.. 6672, 6739. 
6921, 6778.. 6921 



,6375, 
,6888, 



Seq. No. 9175 
Gene No. 19619 
Start 4 652 

Name OJ990910_07 . 0103.C12 .ol . ts 

Start 6163 
GI none 

Exons 6163.. 6354, 6164.. 6634, 6164, 

6178. .6321, 6178. .6258, 6178, 
.6185.. 6964, 6185.. 6943, 6410, 
6985. .7059 



OJ990910_07.0103.C12 
11175 

TBLASTX : Soybean 

7114 

572 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6328, 6170. .6355, .6175. .6357, 
.6312, 6181. .6462, 6184. .6375, 
.6460, 6772. .6960, 6977. .7114, 



Seq. No. 



9175 



Seq. ID OJ990910_07.0103.C12 



9664 



Gene No. 19619 

Start 4652 

Name OJ990910_07 . 0103 . C12 . o4 , 

Start 7012 

GI none 

Exons 7012.. 7700 



gp 



strand 
End 

Method 

End 

Score 



11175 
AAT/GAP 
7700 
1255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9175 

19619 

4652 

OJ990910_07.0103.C12.o3.tm 

8086 

none 

8086. .8142, 8087. .8143, 8149. 
8325. .8465, 8340. .8465 

9175 

19619 

4652 

OJ990910_07.0103.C12.o2.gs 

8154 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990910_07.0103.C12 
11175 

TBLASTX: Maize 

8465 

56 



.8241, 8151. .8228, 8200. .8373, 



Seq. ID OJ990910_07.0103.C12 
Strand 

End 11175 

Method GENSCAN 

End ' ■ 10827 

Score ..95 



8154. .8597, 8825. .8903, 10286 .. 104 4 9, 10639. .10827 



Seq. No. 9175 

Gene No. 19619 

Start 4652 

Name OJ990910_07 . 0103 . C12 . o2 . ts 

Start 8317 

GI 5752490 

Exons 8317.. 8598, 8325.. 8603, 8825. 

GI Descrip. 2191144 4.0e-33 (AF007269) A_ 
[Arabidopsis thaliana] 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ990910 07.0103.C12 



11175 

TBLASTX : Soybean 
8927 
218 

.8923, 8832.. 8927 
IG002N01.24 gene product 



OJ990910 07.0103.C12 



Seq. No. 9175 " Seq. ID 

Gene No. 19619 Strand 

Start 4 652 End 

Name OJ990910_d7 . 0103 . C12 . o5 . gp Method 

Start 8383 End 

GI LIB3433-029-P1-K1-B1 Score 

Exons 8383.. 8597, 8825.. 9003 

GI Descrip. ' 231982/sp | P16891 | DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir ^A56609 uroporphyrinoge 

decarboxylase homolog - Synechococcus sp. (PCC 7942) 
>gi_48040_emb_CAA777 66_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.]* 



11175 
AAT/GAP 
9003 
741 



Seq. No. 
Gene No. 
Start 
Name 
^ Start 
GI 

Exons 



9175 Seq. ID 

19619 Strand 

4652 End 

OJ990910_07 . 0103 . C12 . o2 . tm . Method 

9956 • End 

none Score 



OJ990910_07.0103.C12 
11175 

TBLASTX: Maize 

10835 

65 



9956,. 10018, 9958,. 10014, 10275 .. 10451 , 10276 ., 10452 , 
10276. .10452, 10635 10835 , 10639.. 10827 



Seq, No. 



9175 



Seq. ID OJ990910_07.0103.C12 



9665 




Gene No*. 


19619 








Strand 




Start 


4652 








End 


11175 


Name 


OJ990910 07. 


0103. 


C12.03 


.ts 


Method 


TBLASTX : Soybean 


Start 


10283 








End 


10452 


GI 


none 








Score 


102 


Exons 


10283.. 10390, 10283. .10450, 


10285. .10452 


Seq. No. 


9175 








Seq. ID 


OJ990910 07.0103.C12 


Gene No . 


19619 








Strand 




Start 


4652 








End 


11175 


Name 


OJ990910 07. 


0103. 


C12.04 


.ts 


■ Method 


TBLASTX: Soybean 


Start 


10657 








End 


10827 


GI 


none 








Score 


97 


Exons 


10657 1082'^ 


, 10658. .10801 






Seq. No. 


9176 








Seq. ID 


OJ990910_07.0103.C14 


Gene No . 


19620 








Strand 




Start 


2234 








End 


9988 


Name 


OJ990910 07. 


0103. 


C14.01 


. gs 


Method 


GENSCAN 


Start 


2234 








End 


5996 


GI 


none 








Score 


,7 


Exons 


2234. .2343, 


4328. 


.4386, 


4764 


. .5082, 5753. .5996 , 


Seq. No. 


9176 








Seq. ID 


OJ990910_07.0103.C14 


Gene No. 


19620 








Strand • 




Start 


2234 








End 


9988 


Name 


OJ990910 07. 


0103. 


C14.01 


.np 


Method 


AAT/NAP 


■Start 


2477 








End 


9988 


GI 


71608 








Score 


50 


Exons 


2477. .2498, 


4778. 


.5070, 


5735 


. .5873, 9968, . 9988 


GI Descrip- 


myosin heavy chain IB - 


Acanthamoeba castellanii 


Seq. No. 


9176 








Seq. ID 


OJ990910_07-0103.C14 


Gene No . 


19620 








Strand 




Start 


2234 








End 


9988 


Name 


OJ990910 07. 


0103. 


014. ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4760 








End 


5825 


GI 


none 








Score 


53 


Exons 


4760. .5083, 


4764. 


.4886, 


4766 


..5071, 4965. .5084, 5751. .5825 


Seq. No. 


9176 








Seq. ID 


OJ990910_07.0103.C14 


Gene No . 


19620 








Strand 




Start 


2234 








End 


9988 


Name 


OJ990910 07. 


0103. 


C14.01 


. tm 


Method 


TBLASTX: Maize 


Start 


4760 








End 


5789 


GI 


none 








Score 


342 


Exons 


4760. .5083, 


4763. 


.5083, 


4839 


..5093, 5751. .5789 


Seq. No. 


9176 








Seq. ID 


OJ990910_07;0103.C14 


Gene No. 


19620 








Strand 




Start 


2234 








End 


9988 


Name 


OJ990910 07. 


0103. 


C14.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


4817 








End 


5862 


GI 


none 








Score 


143 


Exons 


4817. .5083, 


4841. 


.5083, 


4848 


..5084, 4935. .5084, 4936. .5097, 




5749. .5862, 


5751. 


.5825 









9666 




Seq. No. 


9176 








Seq. ID 


OJ990910 
















Start 


2234 








End 


9988 


Name 


OJ990910 07 


.0103 


.C14.02 


. gs 


Method 


GENSCAN 


Start 


9285 








End 


9498 


GI 


none 








Score 


.89 


Exons 


9285. .9355, 


9426 


. .9498 








Seq. No. 


9177 








Seq. ID 


OJ990910 


Gene No. 


19621 








Strand . 


+ 


Start 


260 








End 


3293 


Name 


OJ990910 07 


.0103 


.C15.01 


. gs 


Method 


GENSCAN- 


Start 


260 








End 


2761 


GI 


none 








Score 


.91 


Exons 


260. .2198, 


2613. 


.2761 









Seq. No. 


9177 




Seq. ID 


OJ990910_07.0103. 


C15 


Gene No. 


19621 




Strand 


+ 




Start 


260 




End 


3293 




Name 


OJ990910 07.0103.C15.ol 


.np 


Method 


AAT/NAP 




Start 


260 




End 


3293 




GI 


2505884 




Score 


1306 




Exons 


260. .2079, 3179. .3293 










GI Descrip. 


(Y12776) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


9177 




Seq. ID 


OJ990910_07.0103. 


C15 


Gene No. 


19622 




Strand 


+ 




Start 


14806 




End 


14906 




Name 


OJ990910 07.0103.C15.o3 


np 


Method 


AAT/NAP 




Start 


14806 




End 


14906 




GI 


6069657 




Score 


102 




Exons 


14806. .14906 










GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


9177 




Seq. ID 


OJ990910_07.0103. 


C15 


Gene No. 


19623 




Strand 






Start 


3399 




End 


13456 




Name 


OJ990910 07.0103.C15.o5 


ts 


Method 


TBLASTX: Soybean 




Start 


256 




End 


529 




GI 


none 




Score 


204 




Exons 


256. .351, 257. .529 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



9177 
19623 
3399 

OJ990910_07.0103.C15.o2.gs 
3399 
none 

3399. .3527, 6775. .6931, 6999 
9805.. 9921, 9969.. 10267, 10698 
11504. .12605, 13055.. 13456 

9177 • 
19623 
3399 

OJ990910_07.0103.C15.ol.gp 
7412 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990910 07.0103.C15 



13456 
GENSCAN 
13456 
. 61 

7155, 8967.. 9187, 9410.. 9593, 
10780, 11157. .11359, 



Seq. ID OJ990910_07.0103.C15 
Strand 

End 13456 

Method AAT/GAP 

End 7544 



9667 



GI 

Exons 

GI Descrip. 



LIB3474-009-P1-K1-F11 Score 221 

7412. .7544 

M455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9177 
19623 
3399 

OJ990910_07.0103.C15.o2.np 
8272 
2586082 
8272.. 12575 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990910_07.0103.C15 
Strand 

End 13456 

Method AAT/NAP 

End 12575 

Score 4550 



9177 

19623 

3399 

OJ990910_07.0103.C15.ol.tm 

8281 

none 



Seq. ID OJ990910_07.0103.C15 
Strand 

End 13456 

Method TBLASTX : Maize 

End 8931 

Score 36 



8281. .8499, 8429. .8500, 8530. .8931, 8582. .8731, 8792. .8929 



Seq. No. 9177 

Gene No. 19623 

Star.t 3399 

Name OJ990910_b7 . 0103 . C15 . o3 . tc 

Start 8296 

GI none 
Exons 



Seq. ID OJ990910_07.0103.C15 
Strand 

End 13456 

Method TBLASTX: Cress ■■• ' 

End 8 94 0 

Score 64 



8296. .8490, 8530. .8646, 8531. .8617, 8656. .8727, 8761. .8940 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



9177 

19623 

3399 

OJ990910_07 .0103.C15.ol.ts 

8323 

none 



Seq. ID OJ990910_07.0103.C15 
Strand 

End 13456 

Method TBLASTX : Soybean 

End 8 919 

Score 57 



8323. .8451, 8323. .8919, 8429. .8731, 8768. .8917 



9177 

19623 

3399 

OJ990910_07.0103.C15.ol.tw 

8683 

none 



Seq. ID OJ990910_07.0103.C15 
Strand 

End 13456 

Method TBLASTX: Wheat 

End 9120 

Score 181 



8683.. 9120, 8684.. 9115, 8998.. 9117 



Seq. No. • 9177 

Gene No. 19623 

Start 3399 

Name OJ990910_07 . 0103 . C15 . o4 . tc 

Start 8950 

GI none 

Exons 8950 ;. 9234 



Seq. ID OJ990910_07.0103.C15 
Strand 

End 13456 

Method ■ TBLASTX : Cress 

End 9234 

Score 210 



Seq. No. 
Gene No. 
Start 



9177 

19623 

3399 



Seq. ID .OJ990910_07.0103.C15 
.Strand 

End 13456 



9668 





Name 


OJ990910 07. 


0103 


.015.02 


.tm 


Method 


TBLASTX: Maize 






Start 


9055 








End 


9501 






GI 


none 








Score 


67 






Exons 


9055. .9501, 


9101 


. . 9271, 


9326 


. .9481 








Seq. No. 


9177 








Seq. ID 


OJ990910_07.0103 


.C15 






J. ^ IJ £. .J 
















Start 


3399 








End 


13456 






Name 


OJ990910 07. 


0103 


C15.03 


. tw 


Method 


TBLASTX: Wheat 






Start 


9121 








End 


9634 






GI 


none 








Score 


142 






Exons 


9121. .9297, 


9289 


.9633, 


9341 


. .9634 








Seq, No. 


9177 








Seq. ID 


OJ990910_07.0103 


.C15 




Gene No. 


19623 








Strand 








Q-i- a rt- 

ij L.CI.L L. 


3399 








End 


13456 






Name 


OJ990910 07. 


0103 


C15.02 


. ts 


Method 


TBLASTX: Soybean 






Start 


9298 








End 


9802 






GI 


5509260 








Score 


124 






Exons 


9298. .9717, 


9326 


.9475, 


9521 


..9679, 9719. .9802 






GI Descrip. 


- 
















Seq. No. 


9177 








Seq. ID 


OJ99O91O_O7.O3r03 


.C15 




oene lno . 










Strand 


- 




I *l 


Start 


3399 








End 


13456 






Name 


OJ990910 07. 


0103 


C15.02 


.tc 


Method 


TBLASTX: Cress 






Start 


9415 








End 


9697 




ri! 


GI 


none 








Score 


158 




Q 


Exons 


9415. .9684, 


9416 


.9685, 


9584 


. .9697 








Seq. No. 


9177 








Seq. ID 


OJ990910_07.0103 


.C15 


Q 


oene wo ■ 


1 Q ^9 
X ^ DZ J 








Strand 






i ^} 


Start 


3399 








End 


13456 




ii 


Name 


OJ990910 07. 


0103 


C15.06 


tm 


Method 


TBLASTX: Maize 




y "j 


Start 


9505 








End 


9717 




Si 


GI 


none 








Score 


77 






Exons 


9505. .9717, 


9545, 


.9688 












Seq. No. 


9177 








Seq. ID 


OJ990910_07.0103 


.C15 






X -? DZ O 








Strand 






'■is't 


Start 


3399 








End 


13456 






Name 


OJ990910 07. 


0103, 


C15.04 


tw 


Method 


TBLASTX: Wheat 






Start 


10330 








End 


10685 






GI 


nofie 








Score 


76 






Exons 


10330. .10554 


, 10353.. 10685 










Seq. No. 


9177 








Seq. ID 


OJ990910_07.0103 


.C15 






19623 








Strand 








Start 


3399 








End 


13456 






Name 


OJ990910 07. 


0103. 


C15.01. 


tc 


Method 


TBLASTX: Cress 






Start 


10342 








End 


10806 






GI 


none 








Score 


111 






Exons ' ;. 


10342. .10383, 10383 10805, 10525.. 10806 






Seq. No. 


9177. 








Seq. ID 


OJ990910_07.0103 


.C15 




Gene No. 


19623 








Strand 








Start 


3399 








End 


13456 





9669 




Name 


OJ990910 07.0103.C15, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10356 




End 


10692 




GI 


none 




Score 


93 




Exons 


10356. .10685, 10363. , 


.10692 








Seq. No. 


9177 




Seq. ID 


OJ990910_07.0103. 


CIS 


oene lno . 






O L. L dllU. 






Start 


3399 




End 


13456 




Name 


OJ990910 07. 0103. 015. 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10383 




End 


10793 




GI 


none 




Score 


254 




Exons 


10383. .10793 










Seq. No. 


9177 




Seq. ID 


OJ990910_07.0103. 


C15 


(aene ino . 






Strand 






Start 


3399 




End 


13456 




Name 


OJ990910 07.0103.C15, 


, o4 . ts 


Method 


TBLASTX : Soybean 




Start 


10800 




End 


11213 




GI 


none 




Score 


78 




Exons 


10800. .10970, 10995., 


.11102, 


11124. .11213 




Seq. No. 


9177 




oeq . 1 u 


nTQQHQin m mn'^ 
ujyyuy-LU u/.uiuj. 


C15 


vaene wo . 


1 Q ^^9 




Strand 






Start 


3399 




tjna 


1 J fi 0 O 




Name 


OJ990910 07.0103.C15. 


.o2.tw 


Method 


i dLiAo i A . wnean 




Start 


11293 




End 


11667 




GI 


none 




Score 


194 




Exons 


11293, .11667, 11295., 


.11633 








Seq. No. 


9177 




Seq. ID 


OJ990910_07.0103. 


C15 


ijene wo . 






Strand 






Start 


3399 




End 


13456 




Name 


OJ990910 07.0103.C15. 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


11295 




End 


11588 




GI 


none 




Score 


245 




Exons 


11295. .11588 










Seq. No. 


9177 




Seq. ID 


OJ990910_07.0103. 


C15 


oene ino • 






Strand 






Start 


3399 




End 


13456 




Name 


OJ990910 07.0103.C15. 


, o5. tw 


Method 


TBLASTX: Wheat 




Start 


11937 




End 


12239 




GI 


none 




Score 


214 




Exons 


11937. .12239 










Seq. No. 


9177 




Seq. ID 


OJ990910__07.0103. 


CIS 


Gene No. 


19623 




Strand 






oi.ari. 






End 


13456 




Name 


OJ990910 07.0103.C15. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12060 




End 


12497 




GI 


none 




Score 


126 . • 




Exons 


12060. .12362, 12063.. 


12347, 


12064. .12363, 12334 .. 12486, 






12372. .12497 










Seq. No. 


9178 




Seq. ID 


OJ990910_07.0103. 


C16 


Gene No. 


19624 




Strand 


+ 




Start 


1 




End 


4075 





9670 




Name OJ990910_07. 0103.C16.ol.np 

Start 1 

GI 1076211 

Exons 1..24, 186.. 655, 1245.. 1325, 

GI Descrip. hypothetical protein VSP-3 - 
(L29029) amino acid feature: 
amino acid feature: globular 
[Chlamydomonas reinhardtii ] 




Method AAT/NAP 

End 4075 

Score 108 
3658. .3784, 3854. .4075 
Chlamydomonas reinhardtii gi I 530876 
Rod protein domain, aa 2 66 . . 4 68; 
protein domain, aa 32 . . 265 



Sea. No* 


9178 








Seq. ID 


OJ990910 07 0103 C16 


Gene No. 


19624 








Strand 


+ ~ 


Start 


1 








End 


4075 


Name 


OJ990910 07 


.0103, 


.C16.01 


.gs 


Method 


GENSCAN 


Start 


62 








End 


2823 


GI 


none 








Score 


.52 


Exons 


62. .122, 359. .706, 1378 


. .1467 


, 2663..: 


2823 


Seq. No. 


9178 








Seq. ID 


OJ990910_07.0103.C16 




19625 








Strand 


+ 


Start 


4238 








End 


6325 


Name 


OJ990910 07 


.0103, 


.C16.02 


,gs 


Method 


GENSCAN 


Start 


4238 








End 


6325 


GI 


none 








Score 


.83 


Exons 


4238 6325 












Seq. No. 


9178 








Seq. ID 


OJ990910_07. 0103. 016 


Gene No. 


19626 








Strand 




Start 


6124 








End 


6327 


Name 


OJ990910 07, 


.0103. 


.C16.02 


. tm 


Method 


TBLASTX: Maize 


Start 


4734 








End 


5029 


GI 


none 








Score 


183 


Exons 




47^4 


4 9fi4 


4735. 


.4989, 4736. .4999, 4991. .5029, 




4993 S0?8 












Seq. No. 










Seq. ID 


OJ990910_07. 0103. 016 


Gene No. 


19626 








Strand 




Start 


6124 








End 


. 6327 


Name 


OJ990910 07. 


.0103, 


.016. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5123 








End 


5861 


GI 


none 








Score 


232 


Exons 


5123. .5395, 


5123, 


, .5392, 


5146. 


.5397, 5382. .5495, 5383. .5466, 




5397. .5570, 


5405, 


, .5599, 


5405. 


.5599, 5609. .5761, 5639. .5752, 




5648. .5854, 


5700, 


, .5861, 


5718. 


.5798, 5727.. 5855 


Seq. No. 


9178 








Seq. ID 


OJ990910_07. 0103. 016 


Gene No. 


19626 








Strand 




Start 


6124 








End 


6327 


Name 


OJ990910 07. 


,0103. 


C16.03 


. tm 


Method 


TBLASTX: Maize 


Start 


6058 








End 


6327 


GI 


none 








Score 


411 


Exons ', 


6058. .6327, 


6059. 


.6322, 


6064. 


.6324, 6164.. 6298 


Seq. No . • 


9178 








Seq. ID 


OJ990910_07 .0103.016 


Gene No. 


19626 








Strand 




Start 


6124 








End 


6327 


Name 


OJ990910 07. 


0103. 


C16.01 


• gp 


Method 


AAT/GAP 


Start ■ 


6124 








End 


6323 



9671 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5803384 Score 373 

6124. .6323 

4559381/gb|AAD23041.1LAC006526_6 8.0e-35 {AC006526) hypothetical 
protein [Arabidopsis thaliana] 



9179 

19627 

3138 

OJ990910_07.0103.C17.ol.gp 

3138 

none 

3138. .3675 



Seq. ID OJ990910_07.0103.C17 

Strand + 

End 3675 

Method AAT/GAP 

End 3675 

Score 94 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



9179 

19628 

1 

OJ990910_07. 0103. 017. ol.np 
1 

2129553 



Seq. ID OJ990910_07.0103.C17 
Strand 

End 4333 

Method AAT/NAP 

End 2525 

Score 1258 



1..180, 501. .653, 739. .882, ■ 1798. .2525 

calcium-dependent protein kinase 6 - Arabidopsis thaliana 



9179 
19628 

,1 

OJ990910_07.0103.C17.ol.tm 
90 

none 



Seq. ID OJ990910_07.0103.C17 
Strand 

End 4333 

Method TBLASTX: Maize 

End 2308 

Score 82 



90. .179, 91. .180, 92. .181, 92. .181, 130. .207, 499. .660, 

503. .655, 740. .874, 741. .872, 1751. .2278, 1782. .2306, 1805. .2308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9179 
19628 
1 

OJ990910_07.0103.C17.ol.tc 
92 

none 



End 

Method 
End 
Score 

92. .181, 499. .660, 509. .655, 728. .883, 729. .884, 896. .937, 
1782.. 2306, 1796. .2305 



Seq. ID OJ990910_07.0103.C17 
Strand 

4333 

TBLASTX: Cress 
2306 
117 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9179 

19628 

1 

OJ990910_07.0103.C17.ol.ts 
92 

none 



Seq. ID OJ990910_07.0103.C17 
Strand 

End 4 333 

Method TBLASTX : Soybean 

End 2308 

Score 74 



92. .190, 92. .181, 478. .648, 499. .660, 500. .655, 525. .662, 
740. .883, 741. .884, 1782. .2306, 1796. .2308 



9179 
19628 
1 

OJ990910_07.0103.C17.ol.gs 
501 
none 

501. .653, 739. .882, 1798. .3043 



Seq. ID OJ990910_07.0103.C17 
Strand 

End 4333 

Method GENSCAN 

End 3043 

Score .69 



9672 






Seq. No. 


9179 


Seq. ID 


OJ990910_07 .0103.C17 






1 962fi 

-L J \J £. O 








Start 


1 


End 


4333 




Name 


OJ990910 07.0103.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


502 


End 


1846 




GI 


none 


Score 


76 




Exons 


502. .660, 518. .655, 720. .884, 


740. .883 


, 1794. .1844, 1796. .1846 




Seq. No. 


9179 


Seq. ID 


OJ990910_07.0103.C17 






X ^ U o 








Start 


1 v^- : ' ■ 


End 


4333 




Name 


OJ990910 07.0103.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1847 


End 


2134 




GI 


none 


Score 


225 




Exons 


1847. .2134, 1847. .2134 








Seq. No. 


9179 


Seq. ID 


OJ990910_07.0103.C17 




Gene No. 


19628 


Strand 






Start 


1 


End 


4333 




Name 


OJ990910 07.0103.C17.o2.np 


Method 


AAT/NAP 




Start 


2318 


End 


4333 




GI 


117575 


Score 


128 




Exons 


2318.. 2503, 2569.. 2865, 4309. 


.4333 




u 


GI Descrip. 


CIRCUMSPOROZOITE PROTEIN PRECURSOR (CS) gi | 9785 | emb | CAA35 608 | 


SI 




(X17606) precursor protein (AA -20 to 


327) [Plasmodium berghei] 




Seq. No. 


9179 


Seq. ID 


OJ990910_07.0103.C17 


ry 


Gene No. 


19628 


Strand 






Start 


1 


End 


4333 




Name 


OJ990910 07.0103.C17.o2.gp 


Method 


AAT/GAP 




Start 


4075 


End 


4333 


i"! 1 


GI 


uC-osflcypl62c01bl 


Score 


498 


i kl 


Exons 


4075. .4333 








GI Descrip. 


M559381/gb|AAD23041.1|AC006526 6 8 . Oe 


-35 (AC006526) 


h 




hypothetical protein [Arabidopsis thaliana] ' 




Seq. No. 


9180 


Seq. ID 


OJ990910_07.0103.C18 






19629 


Strand - 


+ 




Start 


2666 


End 


3070 




Name 


OJ990910 07.0103.C18.ol.gs 


Method 


GENSCAN 


Q 


Start 


2666 


End 


3070 




GI 


none 


Score 


.82 




Exons 


2666. .3070 








Seq. No. 


9180 


Seq. ID 


OJ990910_07.0103.C18 






19630 


Strand 


+ 




start 


5231 


End 


7566 




Name 


OJ990910 07.0103.C18.o2.gs 


Method 


GENSCAN 




Start 


5231 


End 


7149 




GI 


none 


Score 


.42 




Exons 


5231.. 5236, 5276.. 5435, 5523. 


.5651, 6599. .7149 




Seq. No. 


9180 


Seq. ID 


OJ990910_07.0103.C18 




Gene No. 


19630 


Strand 


4- 




Start 


5231 


End 


7566 




Name 


OJ990910 07.0103.C18.ol.np 


Method 


AAT/NAP 




Start 


6373 


End 


7566 



9673 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6907086 Score 1162 

6373. .7129, 7187. .7566 

(AP001129) hypothetical protein [Oryza sativa] 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ990910 07. 0103. CIS 



3392 
AAT/GAP 
3392 
793 



9180 
19631 
2949 

OJ990910_07 . 0103 . C18 . ol . gp 
2949 

uC-osflcypl23f01bl 
2949.. 3392 

•231982/sp|P16891|DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC 7942) 
>gi_48040_emb_CAA77766_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.]* 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990910_ 
+ 

2072 
AAT/GAP 
1537 
1054 



07.0103.C19 



9181 
19632 
871 

OJ990910_07.0103.C19.ol.gp 
871 

3548927 
871.. 1049, 1149.. 1537 

231982/sp|P16891|DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC 7942) 
>gi_48040_emb_CAA777 66_ (Z117.05) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.] 



OJ990910_ 
+ 

2072 
GENSCAN 
1508 
.58 



07.0103.C19 



OJ990910 
+ 

2072 
AAT/NAP 
2072 
354 



07.0103.C19 



9181 Seq. ID 

19632 Strand 
871 End 
OJ990910_07.0103.C19.ol.gs Method 
920 End 
none Score 
920. .1049, 1149. .1508 

9181 Seq. ID 

19632 Strand 
871 End 
OJ990910_07 . 0103 . C19 . ol . np Method 
1133 End 
231982 • Score 

1133.. 1537, 2052.. 2072 

UROPORPHYRINOGEN DECARBOXYLASE (UPD) gi | 1075614 | pir | | A56609 
uroporphyrinogen decarboxylase homolog - Synechococcus sp. {PCC 

7942) gi|48040|emb|CAA77766| (Z11705) putative uroporphyrinogen 

decarboxylase [Synechococcus sp.] 



9181 Seq. ID 

19632 Strand 

871 End 
OJ990910_07.0103.C19.ol.tm Method 

1136 End 

none Score 

1136. .1180, 1147. .1443, 1196. .1444 



OJ990910_07.0103.C19 
+ 

2072 

TBLASTX: Maize 

1444 

47 



9674 



ill 



oecj. NO. 


y 1 o 1 




Clary T n 

oeq. ±u 




Gene No. 


19632 




Strand 


+ ~ 


Start 


871 




End 


2072 


Name 


OJ990910 07.0103.C19.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1138 




End 


1540 


GI 


none 




Score 


44 


Exons 


1138. .1539, 1151. .1183, 


1184. 


.1540 




o e q . IN o . 


Q1 ft 1 

-7 J. O X 






n.TQQnQin n? mn'^ ^^Q 


Gene No. 


19632 




Strand 


+ ~ 


Start 


871 




End 


2072 


Name 


OJ990910 07.0103.C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1190 




End 


1459 


GI 


none 




Score 


387 


Exons 


1190. .1459, 1195. .1458 








Seq. No. 


9182 




Seq. ID 


OJ990910_07 .0103.C20 


Gene No. 


19633 




Strand 


+ 


O LdX L 


1 70 




End 


1873 ■ • 


Name 


OJ990910 07.0103.C20.ol. 


gp 


Method 


AAT/GAP 


Start 


170 




End 


677 


GI 


uC-osroM202005a04bl 




Score 


272 


Exons 


170. .221, 514. .677 








GI Descrip. 


M455359/emb ICAB36769.il 


5.0e 


-29 (AL035524) putative protein 




[Arabidopsis thaliana] * 








Seq. No. 


9182 




Seq. ID 


OJ990910 07.0103.C20 


Gene No. 


19633 




Strand 


+ 


Start 


170 




End 


1873 


Name 


OJ990910 07.0103.C20.ol. 


np 


Method 


AAT/NAP 


Start 


503 




End 


1812 


GI 


2501647 




Score 


334 


Exons 


503. .766, 1695. .1812 









GI Descrip. UROPORPHYRINOGEN DECARBOXYLASE PRECURSOR (UPD) 

gi 1 1362120 Ipir I I S55732 uroporphyrinogen decarboxylase - common 
tobacco gi| 1009429|emb|CAA58040| {X82833.) uroporphyrinogen 
decarboxylase [Nicotiana tabacm] 



Seq. No. 9182 

Gene No. 19633 

Start 170 

Name ' OJ990910_07 . 0103 . C20 . ol . tc 

Start 513 

GI none 

Exons 513. .776, 513. .761, 554. .772, 1692. .1835, 1692. .1826, 
1693. .1836, 1696. .1836 



Seq. ID OJ990910_07.0103.C20 

Strand + 

End 1873 

Method TBLASTX : Cress 

End 1836 

Score 345 



Seq. No. 9182 

Gene No. 19633 

Start 170 

Name OJ990910_07 . 0103 . C20 . ol . ts 

Start 528 

GI none 

Exons 528.. 761, 528.. 716, 530.. 763 



Seq. ID OJ990910_07.0103.C20 

Strand + 

End 1873 

Method TBLASTX : Soybean 

End 7 63 

Score 339 



Seq. No. 



9182 



Seq. ID OJ990910_07.0103.e20 



9675 






19633 




Strand 


4. 




start 


170 




End 


1873 




Name 


OJ990910 07 


.0103.C20.ol.gs 


Method 


GENSCAN 




Start 


531 




End 


1863 




GI 


none 




Score 


.75 




Exons 


531. .766, 1100. .1195, 1695. .1863 






Seq. No. 


9182 




Seq. ID 


OJ990910 


_07.0103.C20 


Gene No. 


19633 




Strand 


+ 




Start 


170 




End 


1873 




Name-.:; 


OJ990910 07 


.0103.C20.ol.tm 


Method 


TBLASTX: 


Maize 


Staft 


551 




End 


1873 




GI 


none 




Score 


349 




Exons 


551. .772, 558. .782, 561. .776, 


1687.. 1869, 1693. 


.1866, 




1694. .1873, 


. 1695. .1871 








Seq. No. 


9183 




Seq. ID 


OJ990920 


_01.0103.C2 


Gene No. 


19634 




Strand 






Start • 


85 




End 


3227 




Name 


OJ990920 01 


.0103.C2.ol.np 


Method 


AAT/NAP 




Start 


ft R 




End 


3227 




GI 


6560770 




Score 


408 




Exons 


85. .249, 18 


83. .1969, 2362. .2496, 3099. 


.3227 




GI Descfip. 


(AC010155) 


F3M18.5 [Arabidopsis thaliana] 




Seq. No. 


-9183 




Seq. ID 


OJ990920 


_01.0103.C2 




19634 




Strand 






Start 


85 




End 


3227 




Name 


OJ990920 01 


.0103.C2.o2.gs 


Method 


GENSCAN 




Start 






End 


3227 




GI 


none 




Score 


.65 




Exons 


2320. .2496, 


3099. .3227 








Seq. No. 


9183 




Seq. ID 


OJ990920 


_01.0103.C2 




19635 




Strand 






Start 


5222 




End 


5742 




Name 


OJ990920 01 


.0103.C2.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


2351 




End 


3237 




GI 


none 




Score 


93 




Exons 


2351. .2479, 


2362.. 2505, 2362. 


.2496, 3099.. 3227, 


3103. .3237 


Seq. No. 


9183 




Seq. ID 


OJ990920 


_01.0103.C2 


Gene No. 


19635 




Strand 






Start 


5222 




End 


5742 




Name 


OJ990920 01 


.0103.C2.o2.tm 


Method 


TBLASTX:] 


^^aize 


Start 


5004 




End 


5390 




GI 


none 




Score 


225 




Exons 


5004. .5039, 


5046. .5273, 5047. 


.5265, 5072.. 5269, 


5073. .5270, 




5328. .5390, 


5330. .5389 








Seq. No. 


9183 




Seq. ID 


OJ990920_ 


_01.0103.C2 


Gene No. 


19635 




Strand 






Start 


5222 




End 


57.42 




Name 


OJ990920 01, 


.0103.C2.o3.gs 


Method 


GENSCAN 




Start 


5222 




End 


5596 




GI 


none 




Score 


.45 




Exons 


5222. .5596 











9676 



Seq. No. 


9183 


Seq. ID 


OJ990920_01.0103 


.C2 


Gene No. 


19635 


Strand 






O Ldl. U 


5222 


End 


5742 




Name 


OJ990920 01.0103.C2.o2.np 


Method 


AAT/NAP 




Start 


5225 


End 


5742 




GI 


6815097 


Score 


588 




Exons 


5225. .5742 








GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248; 




[Oryza sativa] 








o6q . INU • 


Q1 Q "5 


beq. iu 




. 


Gene No. 


19635 


Strand 






Start 


5222 


End 


5742 




Name 


OJ990920 01.0103.C2.ol.ts 


Method 


'TBLASTX : Soybean 




Start 


5372 


End 


5738 




GI 


none 


Score 


63 




Exons 


5372.. 5734, 5457.. 5576, 5631 


. .5738 






o 6 q • In U . 




Seq. ID 


ojyyuyzu ui.oioj 


o o 

. CZ 


Gene No. 


19635 


Strand 






Start 


5222 


End 


5742 




Name 


OJ990920 01.0103.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5372 


End 


5626 




GI 


none 


Score 


77 




Exons 


5372.. 5626, 5400.. 5591 








o e q . IN o . 


y io J 


beq. iU 


ujyyuy^u ui.uiuj 


. 


Gene No. 


19635 


strand 






Start 


5222 


End 


5742 




Name 


OJ990920 01.0103.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


5393 


End 


5716 




GI 


none 


Score 


71 




Exons 


5393.. 5584, 5393.. 5716, 5394 


. .5705 






o c q • LN O . 


9184 


Seq. ID 


OJ990920_01.0103 


.03 


Gene No. 


1 y b J D 


Strand 


+ 




Start 


139 


End 


2229 




Name 


OJ990920 01.0103.C3.ol,gs 


Method - 


GENSCAN 




Start 


139 


End 


2229 




GI 


none 


Score 


.48 




Exons 


139. .315, 1399. .1411, 1526.. 


1706, 2013 


. ,2229 




Seq. No. 


9184 


Seq. ID 


OJ990920_01.0103 


.03 




19637 - 


Strand 


+ 




Start 


3883 


End 


10575 




Name 


OJ990920 01.0103.C3.o2.np 


Method 


AAT./NAP 




Start 


3883 


End 


9134 




GI 


5852180 


Score 


483 




Exons 


3883. .3913, 7466. .7525, 8518 


..8599, 8652.. 9134 




GI Descrip. 


{AL117265) zhbOOOlO.l LQryza 


sativa] 






Seq. No. 


9184 


Seq. ID 


'OJ990920_01.0103 


.03 


Gene No. 


19637 


Strand 


+ 




Start 


3883 


End 


10575 




Name 


OJ990920 01.0103.C3.o3.gs 


Method 


GENSCAN 




Start 


8713 


End 


10575 





9677 



GI none Score .54 

Exons 8713. .8869, 8952. .9134, 9802. .9911, 9986. .10160, 10165 .. 10434 , 

10481.. 10575 



Seq. No. 9184 Seq. ID OJ990920_01 . 0103 . C3 

Gene No. 19638 Strand 

Start 1 End 6476 

Name OJ990920_01 . 0103 .C3 . ol .np Method AAT/NAP 

Start 1 End 5105 

GI 6815097 . Score 1533 

Exons 1..513, 3120.. 3731, 4238.. 5105 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 9184 Seq. ID 

Gene No. 19638 Strand 

Start 1 End 

Name OJ990920_01 .0103 . C3 . o2 , gs Method 

Start 4107 End 

GI none Score 

Exons 4107.. 4565, 6270.. 6476 



GJ990920_01.0103.C3 

6476 
GENSCAN 
6476 
.76 



Seq. No. 9184 Seq. ID OJ990920_01 . 0103 . C3 

Gene No. 19639 - Strand 

Start 7374 End 7755 

Name OJ990920_01 . 0103 . C3 . ol . gp Method AAT/GAP 

Start 7374 End 7755 

GI uC-osflcyp033a04bl Score 655 

Exons 7374.-7755 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 9184 

Gene No. 19640 

Start 12822 

Name OJ990920_01 . 0103 . 03 . o4 . gs 

Start 12822 

GI none 

Exons 12822. .12946, 13509 .. 13645, 13824 
15377. .15551, 15570.. 15677 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990920_01.0103.C3 

16779 
GENSOAN 
15677 
.69 



,14064, 15139. .15249, 



Seq. No. 


9184 


Seq. ID 


OJ990920_01 


.0103. C3 


Gene No. 


19640 


Strand 






Start 


12822 


End 


16779 




Name 


OJ990920 01.0103.03.o3.np- 


Method 


AAT/NAP 




Start 


15395 


End 


16779 




GI 


6721512 


Score 


120 




Exons 


15395. .15524, 15552 .. 15658 , 


16757. .16779 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


9185 


Seq. ID 


OJ990920_01 


.0103. C8 


Gene No. 


19641 


Strand 


+ 




Start 


857 


End 


6149 




Name 


OJ990920 01.0103.C8.ol.gs 


Method 


GENSCAN 




Start 


857 


End 


6149 




GI 


none 


Score 


.53 




Exons 


857. .885, 2207. .2357, 2594. 


.2666, 2671 


..2774, 3236, 


. .3306, 



•9678 



3464. .3568, 3624. .3886, 3967. .4091, 4159. .4290, 4381. .4439, 
4614. .5162, 5425. .5552, 5662. .6149 

Seq. No. 9185 Seq. ID OJ990920_01 . 0103 . C8 

Gene No. 19641 Strand -f- 

Start 857 End 6149 

Name OJ990920_01 . 0103 . C8 . ol . np Method AAT/NAP 

Start 4101 End 5286 

GI 6721561 Score 1087 

Exons 4101. .4439, ■ 4522. .5286 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq, No. 


9185 




Seq. ID 


OJ990920_01.0103 


.C8 




Gene No. 


19642 




Strand 


+ 






Start 


11528 




End 


13402 






Name 


OJ990920'01 


.0103.C8.o4.np 


Method 


AAT/NAP 






Start 


11528 




End 


13402 






GI 


6721512 




Score 


79 






Exons 


11528. .11565, 13132. .13234, 


13262. . 13402 






GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


9185 




Seq. ID 


OJ990920_01.0103 


.C8 


m 


Gene No. 


19643 




Strand 






\ u 


o L.ar t. 


6795 




End 


9911 




r\ 


Name 


OJ990920 01 


.0103.C8,.o2.np 


Method 


AAT/NAP 




*; sf 
} 1 5 


Start 


6795 




End 


9911 




: i : 
"sr 

Si 

'scr 


GI 

Exons 


5902445 
6795. .8038, 


8078. .9911 


Score 


2949 




rii 


GI Descrip. 


(AB030283) 


GAG- POL precursor 


[Oryza sativa] 






Seq. No. 


9185 




Seq. ID 


OJ990920_01.0103 


.C8 


s 


Gene No. 


19644 




Strand 






'•l 


Start 


9978 




End 


14919 






Name 


OJ990920 01 


.0103'.C8.o2.tw 


Method 


TBLASTX: Wheat 




Ci 


Start 


6804 




End 


7411 




s=f 


GI 


none 




Score 


76 




= =E 


Exons 


6804. .6929, 


6959.. 7411, 7155 


..7262, 7308. .7397 






Seq. No. 


9185 




Seq. ID 


OJ990?20_01.0103 


.C8 




Gene No, 


19644 




Strand 








Start 


9978 




End 


14919 






Name 


OJ990920 01 


.0103.C8.o5.tw 


Method 


TBLASTX: Wheat 






Start 


7433 




End 


7787 






GI 


none 




Score 


173 






Exons 


7433. .7774, 


7443.. 7685, 75H- 


..7780, 7725. .7787 






Seq. No. 


9185 




Seq. ID 


OJ990920_01.0103 


.C8 




Gene No. 


19644 




. Strand 








Start 


9978 




End 


14919 






Name 


OJ990920 01 


.0103.C8.o2.tm 


Method 


TBLASTX: Maize 






Start 


7613 




End 


7912 






GI 


none 




Score 


179 






Exons 


7613. .7912,- 


-7614. .7880 









9679 



Seq. No. 


9185 




Seq. ID 


OJ990920_01.0103 


Gene No, 


19644 




Strand 




Start 


9978 




End 


14919 


Name 


OJ990920 01 


.0103.C8.o8.tw 


Method 


TBLASTX: Wheat 


Start 


8060 




End 


8381 


GI 


none 




Score 


71 


Exons 


8060. .8380, 


8061. .8381 







Seq. No. 9185 

Gene No. 19644 

Start 9978 

Name OJ990920_01 . 0103 . C8 . o6 . tw 

Start 8420 

GI none 
Exons 



Seq. ID OJ990920_01.0103.C8 
Strand 
End 

Method 
End 
Score 



14919 

TBLASTX: Wheat 

8828 

36 



8420. .8593, 8435. .8578, 8600. .8788, 8603. .8827, 8607. .8828 



Seq. No. 


91'85 








Seq. ID 


OJ990920_01.0103.C8 


oene inu . 










Strand 




Start 


9978 








End 


14919 


Name 


OJ990920 01 


.0103 


.C8.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


8918 








End 


9341 


GI 


none 








Score 


99 


Exons 


8918. .9070, 


9060 


. .9341, 


9157. 


.9297 




Seq. No. 


9185 








Seq. ID 


OJ990920_01.0103.C8 




i. -7 D 4 fi 








Strand 




Start 


9978 








End 


14919 


Name 


OJ990920 01 


.0103 


.C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8973 








End 


9395 


GI 


none 








Score 


67 


Exons 


8973. .9071, 


8975 


. .9070, 


9063. 


.9395, 9067.. 9297, 9081.. 9392 




9239. .9394 












Seq. No. 


9185 








Seq. ID 


OJ990920_01.0103.C8 


Gene No. 


19644 








Strand 




Start 


9978 








End 


14919 


Name 


OJ990920 01 


.0103 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9069 








End 


9452 


GI 


none 








Score 


136 


Exons 


9069. .9452, 


9070 


. .9297 








Seq. No.. 


9185 








Seq, ID 


OJ990920_01.0103.C8 


Gene No. 


19644 








Strand 




Start 


9978 








End 


14919 


Name 


OJ990920 01 


.0103 


.08. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9480 








End 


9836 


GI 


none 








Score 


203 


Exons 


9480. .9836, 


9481 


. .9750 








Seq. No. 


9185 








Seq. ID 


OJ990920_01.01Q3.C8 


Gene No. 


19644 








Strand 




Start 


997 8 








End 


14919 


Name 


OJ990920 01 


.0103 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9510 








End 


9966 


GI 


none 








Score 


337 


Exons 


9510. .9965, 


9511 


. .9966 









9680 



Seq. No. 


9185 


Seq. ID 


OJ990920_01.0103 


.08 


Gene No. 


19644 


Strand 






Start 


9978 


End 


14919 




Name 


OJ990920 01. 0103, C8 


.o3.np Method 


AAT/NAP 




Start 


9978 


End 


14919 




GI 


5902444 


Score 


916 




Exons 


9978.. 11637, 11974. 


.12256, 14899. .14919 




GI Descrip. 


(AB030283) GAG-POL 


precursor [Oryza sativa] 




Seq. No. 


9185 


Seq. ID 


OJ990920_01.0103 


.08 


Gene No. 


19644 


Strand 






Start 


9978 


End 


14919 




Name 


OJ990920 01.0103.08 


.o4 . tw Method 


TBLASTX: Wheat 




Start 


10156 


End 


10611 




GI 


none 


Score 


112 




Exons 


10156. . 10392, 10171 


..10380, 10429. .10611, 10505.. 10603 




Seq. No. 


9185 


Seq. ID 


OJ990920_01.0103 


.08 


Gene No - 


19644 


Strand 






Start 


9978 


End 


14919 




Name 


OJ990920 01.0103.08 


.o3.gs Method 


GENSOAN 




Start 


10696 


End 


13615 




GI 


none 


Score 


.5 




Exons 


10696. .11390, 11632 


..12019, 12192. .12500, 12528 .. 13161, 






13353. .13615 








Seq. No. 


9185 


Seq. ID 


OJ990920_01.0103 


.08 


Qej^e No . 


19644 


Strand 






Start 


9978 


End 


14919 




Name 


OJ990920 01.0103.08 


.o7.tw Method 


TBLASTX: Wheat 




Start 


11242 


End 


11639 




GI 


none 


Score 


38 




Exons 


11242. .11394, 11291 


..11419, 11394. .11516, 11398 .. 11511, 






11475. .11576, 11485 


..11577, 11592. .11639 




Seq. No. 


9186 


Seq. ID 


OJ990920_01.0103 


.09 


Gene No. 


19645 


Strand 






Start 


9 


End 


779 




Name 


OJ990920 01. 0103. 09 


. ol.tm Method 


TBLASTX: Maize 




Start 


9 


End 


779 




GI 


none 


Score 


70 




Exons 


9. .119, 11. .76, 198 


. .302, 200. .298, 200 


I..331, 201. .272, 






206. .301, 207. .299, 


213.. 296, 323.. 421, 


326.-454, 356.. 


427, 




356. .430, 361. .435, 


361.. 456, 364.. 435, 


368. .430, 474.. 


632, 




476. .625, 480. .629, 


502. .594, 512. .604, 


513. .632, 514.. 


633, 




518. .613, 667. .744, 


683.-745, 683.. 742, 


688.-744, 688.. 


744, 




693. .743, 693. .776, 


702. .779 






Seq. No. 


9187 


Seq. ID 


OJ990920_01.0103 


.010 


Gene No. 


19646 


Strand 


+ 




Start 


84 


End 


356 




Name 


OJ990920 01.0103.010.ol.gs Method 


GENSOAN 




Start 


84 


End 


356 




GI 


none 


Score 


.44 




Exons , 


84. .356 









9681 




Seq. No. 


9187 






Seq. ID 


OJ990920 


_01. 


0103 


.CIO 


Gene No. 


19647 






Strand 


+ 








Start 


2063 






End 


3807 








Name • 


OJ990920 01 


.0103 


.ClO.ol.np 


Method 


AAT/NAP 








Start 


1501 






End 


2031 








GI 


5852181 






Score 


113 








Exons 


1501. .1634, 


1754 


. .2031 












GI Descrip, 


(AL117265) 


zhbOOll.l [Oryza 


sativa] 










Seq. No. 


9187 






Seq. ID 


OJ990920_ 


_01. 


0103 


.CIO 


Gene No. 


19647 






Strand 


+ 








Start 


2063 






End 


3807 








Name 


OJ990920 01 


.0103 


. CIO . o2 . gs 


Method 


GENSCAN 








Start 


2063 






End 


3807 








GI 


none 






Score 


.61 








Exons 


2063. .2295, 


2897 


. .2942, 3046 


..3157, 3350.. 3807 








Seq. No. 


9187 






Seq. ID 


OJ990920_ 


_01. 


0103 


.CIO 


Gene No. 


19648 






Strand 


+ 








Start 


4321 






End 


6033 








Name 


OJ990920 01 


.0103 


.C10.o3.gs 


Method 


GENSCAN 








Start 


4321 






End 


6033 








GI 


none 






Score 


.43 








Exons 


4321. .4374, 


4730 


..4944, 5874 


. .6033 










Seq. No. 


9187 






Seq. ID 


OJ990920_ 


_01. 


0103 


.CIO 


Gene No. 


19648 






Strand 


+ 








Start 


4321 






End 


6033 








Name 


OJ990920 01 


.0103 


.C10.o2.np 


Method 


AAT/NAP 








Start 


4733 






End 


5478 








GI 


2213632 






Score 


663 








Exons 


4733. .5478 
















GI Descrip. 


{AC000103) 


F21J9 


.24 [Arabidopsis thaliana] 








Seq. No. 


9187 






Seq. ID 


OJ990920_ 


_01. 


0103 


.CIO 


Gene No. 


19649 






Strand 


+ 








Start 


7235 






End 


9235 








Name 


OJ990920 01 


.0103 


.C10.O4 .gs 


Method 


GENSCAN 








Start 


7235 






End 


9235 








GI 


none 






Score 


.89 








Exons 


7235. .7343, 


7455 


..7655, 7874 


. .8087, 8123. .8286, 


8685. .8864, 




8946. .9235 
















Seq. No. 


9187 






Seq. ID 


OJ990920_ 


_01.. 


0103 


.CIO 


Gene No. 


19649 






Strand 


+ 








Start 


7235 






End 


9235 








Name 


OJ990920 01 


.0103 


.C10.o3.np 


Method 


AAT/NAP 








Start 


7879 






End 


9235 








GI 


3386534 






Score 


901 








Exons 


7879. .8600, 


8685 


. .9235 












GI Descrip. 


(AF078934) mariner transposase [Glycine max] 








Seq. No. 


9187 






Seq. ID 


OJ990920_ 


_01. 


0103 


.CIO 


Gene No. 


19650 






Strand 


+ 








Start 


15022 






End 


15403 








Name 


OJ990920 01 


.0103 


.C10.o2.gp 


Method 


AAT/GAP 








Start 


15022 






End 


15403 









9682 



GI uC-osflcyp033a04bl Score 667 

Exons 15022. .15403 

GI Descrip, ' 6016845/dbj I.AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


9187 


Seq. ID 


OJ990920 


01. 


0103. 


CIO 


Gene No. 


19651 


Strand 


+ 








Start 


25033 


End 


25279 








Name 


OJ990920 01.0103.C10.o9.gs 


Method 


GENSCAN 








b rarr 


25033 


End 


0 R 9 "7 Q 








GI 


none 


Score 


.62 








Exons 


25033. .25147, 25205.. 25279 












Seq. No. 


9187 


Seq. ID 


OJ990920 


_01. 


0103. 


CIO 


Gene No. 


19652 


Strand 


- 








Start 


9476 


End 


•10472 








Name 


OJ990920 01.0103.C10.o5.gs 


Method 


GENSCAN 








Start 


9476 


End 


10472 










none 


Score 










Exons 


9476. .9695, 9866. .10045, 10303. .10472 










Seq. No. 


9187. 


Seq. ID 


OJ990920_ 


01. 


0103. 


CIO 


Gene No. 


19653 


Strand 


- 








Start 


12535 


End 


12810 








Name 


OJ990920 01-.0103.C10.o4.np 


Method 


AAT/NAP 








Start 


12535 


End 


12810 








GI 


6539588 


Score 


200 








Exons 


12535. .12810 












GI Descrip. 


{AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


9187 


Seq. ID 


OJ990920_ 


01. 


0103. 


CIO 


Gene No. 


19654 


Strand 










Start 


13694 


End 


23095 








Name 


OJ990920 01.0103.C10.o5.np 


Method 


AAT/NAP 








Start 


13694 


End 


18906 








GI 


5852180 


Score 


493 . 








Exons 


13694. .14103, 14155. .14273, 


15252. .15320, 18807. 


.18906 




GI Descrip. 


(AL117265) . zhbOOOlO.l vfOryza sativa] 










Seq. No. 


9187 


Seq. ID 


OJ990920_ 


01. 


0103. 


CIO 


Gene No. 


19654 


Strand 










Start 


13694 


End 


23095 








Name 


OJ990-920 01.0103.C10.o7.gs 


Method 


GENSCAN 








Start 


16090 


End 


23095 








GI 


none 


Score 


.43 








Exons 


16090. .16172, 16336. .16450, 


16546. .16751, 17295. 


.18 


033,. 






18722. .18979, 19510 .. 19674 , 


19892. .19909, 20114. 


.20233, 






22859. .22886, 23028.. 23095 












Seq. No. 


9187 


Seq. ID 


OJ990920_ 


01. 


0103. 


CIO 


Gene No. 


19654 


Strand 










Start 


13694 


End 


23095 








Name 


OJ990920 01.0103.C10.o6.np 


Method 


AAT/NAP 








Start 


17331 


End 


18986 








GI 


6539588 


Score 


210 








Exons 


17331. .17391, 18729. .18986 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 









9683 





^ J. o / 








Seq. ID 


OJ990920_01. 0103. CIO 


Gene No. 


19655 








Strand 




Start 


23910 








End 


24443 


Name 


OJ990920 01 


.0103. 


C10.O2 


.tm 


Method 


TBLASTX: Maize 


Start 


3550 








End 


3810 


GI 


none 








Score 


95 


Exons 


3550. .3804, 


3552. 


.3704, 


3553. 


.3810, 3554. .3808, 3591. .3809 


Secj . No . 


9187 








Seq. ID 


OJ990920_01. 0103. CIO 


Gene No. 


19655 








Strand ■ 




Start 


23910 








End 


24443 


Name 


OJ990920 01 


.0103. 


C10.O3, 


. tw 






Start 


4556 








lULLKJL 


4 ft Q7 


GI 


none 








Score 


216 


Exons 


4556. .4897, 


4621. 


.4896 








Secj, No. 


9187 








Seq. ID 


OJ990920_01. 0103. CIO 


Gene No. 


19655 








Strand 




Start 


23910 








End 


24443 


Name 


OJ990920 01 


.0103. 


C10.O3, 


.tm 


Method 


TBLASTX: Maize 


Start 


4565 








End 


5014 


GI 


none 








Score 


299 


Exons 


4565. .4957, 


4711. 


.4953, 


4985. 


.5014 






87 








Seq. ID 


OJ990920_01. 0103. CIO 


Gene No. 


19655 








Strand 




Start 


23910 








End 


24443 


Name 


OJ990920 01 


.0103. 


ClO.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


5017 








End 


5455 


GI 


none 








Score 


325 


Exons 


5017. .5262, 


5018. 


.5350, 


5217. 


.5399, 5393.. 5455 


C . IN w . 


9187 








Seq. ID 


OJ990920_01. 0103. CIO 


Gene No. 


19655 








Strand 




Start 


23910 








End 


24443 


Name 


OJ990920 01 


.0103. 


ClO.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


. 5029 








End 


5443 


GI 


none 








Score 


176 


Exons 


5029. .5196, 


5030. 


.5206, 


5207. 


.5443, 5207. .5443 


O C • LN U • 


-7 -L O f 








Seq. ID 


OJ990920_01. 0103. CIO 


Gene No. 


19655 








Strand 




Start 


23910 








End 


24443 


Name 


OJ990920 01 


.0103. 


C10.O2. 


, tw 


Method 


•TBLASTX: Wheat 


Start 


8738 








End 


9022 


GI 


none 








Score 


276 


Exons 


8738. .9022, 


8815. 


.9018 








Seq. No. 


9187 








Seq. ID 


OJ990920_01. 0103. CIO 


Gene No. 


19655 








Strand 




Start 


23910 








End 


24443 


Name 


OJ990920 01, 


.0103. 


C10.O8. 


gs 


Method 


GENSCAN 


Start 


23910 








End 


24443 


GI 


none 








Score 


.9 



Exons 23910. .24443 



9684 




Seq. No. 


9188 






Seq. ID 


OJ990920_ 


01. 


.0103. 


Cll 




-L -7 O J V 
















Start 


4405 






End 


5672 








Name 


OJ990920 01 


.0103.Cll.o2, 


.gs 


Method 


GENSCAN 








Start 


4405 






End 


5672 








GI 


none 






Score 


.64 








Exons 


4405. .4596, 


5134. .5248, 


5626. 


.5672 










Seq. No. 


9188 






Seq. ID 


OJ990920_ 


01, 


.0103. 


Cll 


Gene No. 


19657 






Strand 










Start 


6812 






End 


8983 








Name 


OJ990920 01 


.0103.Cll.ol. 


.np 


Method 


■ AAT/NAP 








Start 


6527 






End 


8983 








GI 


5091513 






Score 


498 








Exons 


6527. .7294, 


7960. .8235, 


8794. 


.8983 










GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


9188 






Seq. ID 


OJ990920_ 


01. 


.0103. 


Cll 




19657 






Strand 










Start 


6812 






End 


8983 








Name 


OJ990920 01 


.0103.Cll.o3, 


,gs 


Method 


GENSCAN 








Start 


6812 






End 


8800 








GI 


none 






Score 


.78 








Exons 


6812. .7263, 


7897. .8186, 


8231. 


.8301, 8669. .8800 








Seq. No. 


9189 






Seq. ID 


OJ990920_ 


01, 


,0103. 


C12 


Gene No. 


19658 






Strand 


+ 








Start 


1 






End 


730 








Name 


OJ990920 01 


.0103.C12.ol. 


.np 


Method 


AAT/NAP 








Start 


1 






End 


730 








GI 


6815097 






Score 


651 








Exons 


1. .730 
















GI Descrip. 


{AP001081) 


Similar to putative copia polyprotein 


{AC006248) 



[Oryza sativa] 



Seq. No. 


9189 








Seq. ID 


OJ990920_01.0103 


.C12 


Gene No. 


19658 








Strand 


+ 




Start 


1 








End 


730 




Name 


OJ990920 


_01.6f03.C12 


.ol. 


ts 


Method' 


TBLASTX : Soybean 




Start 


321 








End 


722 




GI 


5509260 








Score 


193 




Exons 


321. .659, 


324. .527, 


687. 


.722 








GI Descrip. 
















Seq. No. 


9189 








Seq. ID 


OJ990920_01.0103 


.C12 


Gene No. 


19658 








Strand 


+ 




Start- 


1 








End 


730 




Name 


OJ990920 


01.0103.C12 


.ol. 


gs 


Method 


GENSCAN 




Start 


348 








End 


662 




GI 


none 








Score 


.63 




Exons 


348. .662 














Seq. No. 


9189 








Seq. ID 


OJ990920_01.0103 


.C12 


Gene No. 


19658 








Strand 


+ 




Start 


1 








End 


730 




Name 


OJ990920 


01.0103.C12 


. ol . 


tc 


Method 


TBLASTX: Cress 




Start 


375. 








End 


635 





9685 



GI 


none Score 


190 




Exons 


375. .635, 377. .634 






Seq. No. 


9190 Seq. ID 


OJ990920_01.0103 


.C13 


Gene No. 


19659 Strand 


+ 




Start 


221 End 


417 




Name 


OJ990920 01.0103.C13.ol.gp Method 


AAT/GAP 




Start 


221 End 


417 




GI 


2443032 Score 


354 




Exons 


221. .417 






GI Descrip. 


4588758/gb|AAD26198.1|AF115476 1 4 . Oe- 


45 (AF115476) rac 


-like 




binding protein [ Physcomitrella patens] 




Seq. No. 


Q1 QD ^e^n TH 


n.TQQnQ9n m ni n*^ 


.C13 






-{. 




Start 


^ ^ X C^I 


417 




Name 








Start 


277 " End 


417 




GI 


none Score 


175 




Exons 


977 ZlDR 9P7 Af)"^ AM 
^//..flUOf ^0/..f±UJ/ -3DX..f±X/ 






Seq. No. 




nTQQnQ9n m nio'^ 


.013 






J. 




start 


991 TTmH 


417 
4 X / 




Name 


nTCiQnQ9n m ni n*^ pi r\'\ ¥r> mo-j-H/-\H 






Start . 


OU4 tinci 


4 n R 

4 U -J 




GI 


none Score 


173 




Exons 


304. .405, 305. .403 






Seq. No. 


9190 Seq. ID 


OJ990920_01.0103 


.C13 




19659 Strand 


+ 




Start 


221 End 


417 




Name 


OJ990920 01.0103.C13.ol.gs Method 


GENSCAN 




Start 


305 End 


403 




GI 


none Score 


1 




Exons 


305. .403 






Seq. No. 


9190 Seq. ID 


OJ990920_01.0103 


.C13 


Gene No. 


19659 Strand 


+ 




Start 


221 End 


417 




Name 


OJ990920 01.0103.C13.ol,np Method 


AAT/NAP 




Start 


305 - End 


417 




GI 


2500198 ^ Score 


156 




Exons 


305.. 417 






GI Descrip. 


RAG-LIKE GTP BINDING PROTEIN RAC2 gi | 1370201 1 emb | CAA98190 | 




(Z73962) RAC2 [Lotus japonicus] 






Seq-. No. 


9191 Seq. ID 


OJ990920_01.0103 


.015 


Gene No. 


19660 Strand 


+ 




Start 


19 End 


1733 




Name 


OJ990920 01.0103.C15.ol.np Method 


AAT/NAP 




Start 


19 End . 


1651 




GI 


2342725 Score 


386 




Exons 


19.. 210, 1350.. 1651 






GI Descrip. 


{AC002341) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9191 Seq. ID 


OJ990920_01.0103 


,015 



9686 



Gene No. 19660 Strand 

Start 19 End 

Name OJ990920_01 . 0103 . C15 . ol . ts Method 

Start 1343 End 

GI none Score 

Exons 1343.. 1480, 1343,. 1462 



+ 

1733 

TBLASTX : Soybean 

1480 

188 



Seq. No. 


9191 




Seq. ID 


OJ990920_01.0103.C15 


Gene No. 


19660 




Strand 


+ 


Start 


19 




End 


1733 . 


Name 


OJ990920 01. 


0103 


.C15.ol.tm Method 


TBLASTX: Maize 


Start 


1349 




End 


1668 


GI 


none 




Score 


475 


Exons 


1349. .1654, 


1361 


..1654, 1471. .1668 




Seq. No. 


9191 




Seq. ID 


OJ990920_01.0103.C15 


Gene No. 


19660 




Strand 


+ 


Start 


19 




End 


1733 


Name 


OJ990920 01. 


0103 


.C15.ol.gp Method 


AAT/GAP 


Start 


1434 




End 


1733 


GI 


2311852 




Score 


570 


Exons 


1434. .1733 








GI Descrip. 


2342725 3.0e 


-23 


{AC002341) hypothetical protein [Arabidopsis 



thaliana] 



Seq. No. 9192 Seq. ID OJ990920_01 . 0103 . CI 9 

Gene No. 19661 Strand 

Start 1 End 442 

Name OJ990920_01 . 0103 . C19 . ol . np Method AAT/NAP 

Start 1 End 407 

GI 4680190 Score 240 

Exons 1..153, 325.. 407 

GI Descrip. (AF111710) putative dnaJ-like protein [Oryza sativa subsp. 
indica] 



Seq. No. 9192 Seq. ID 

Gene No. 19661 Strand 

Start 1 End 

Name OJ990920_01 . 0103 . C19 . ol . gs' Method 

Start 47 End 

GI none Score 

Exons 47.. 117, 325.. 442 



OJ990920_01.0103.C19 
442 

GENSCAN 

442 

.92 



Seq. No. 9193 Seq. ID 

Gene No. 19662 Strand 

Start 182 End 

Name OJ990920_01 . 0103 . C22 . ol . gs Method 

Start 182 End 

GI none Score 

Exons 182.. 577 



OJ990920_01. 0103.C22 
+ 

602 

GENSCAN 

577 

.62 



Seq. No. 9193 . Seq. ID 

Gene No. 19662 Strand " 

Start 182 End 

Name OJ990920_01 . 0103 . C22 . ol . np Method 

Start 206 'End 

GI 6689034 Score 



OJ990920_01. 0103.C22 
+ 

602 

AAT/NAP 

602 

329 



9687 



# • 

Exons 206.. 602 

GI Descrip. (AJ250832) germin-like protein [Pisum sativujn] 



Seq. No. 


9193 




Seq. ID 


OJ990920_01.0103 


.C22 


Gene No. 


19662 




Strand 


+ 




Start 


182 




End 


602 




Name 


OJ990920 


_01.0103.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


254 




End 


601 




GI 


none 




Score 


313 




Exons 


254. .289, 


269. .601, 280. .600 








Seq. No. 


9193 




Seq. ID 


OJ990920_01.0103 


.C22 


Gene No. 


19662 




Strand 


+ 




Start 


182 




End 


602 




Name 


OJ990920 


_01.0103.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


266 




End 


568 




GI 


none 




Score 


248 




Exons -■ ■ ' 


266. .475, 


269. .568, 277 567 








Seq. No. 


9193 




Seq. ID 


OJ990920_01.0103 


.C22 


Gene No. 


1'9662 




Strand 


+ 




Start" 


■ 182 




End 


602 




Name 


OJ990920 


_01.0103.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


269 




End 


597 




GI 


none 




Score 


40 




F.xnn 

J-j \^ 11^ 


269 301 


311 592 328 597 








Seq. No. 


9193 




Seq. ID 


OJ990920_01.0103 


.C22 


Gene No. 


19662 




Strand 


+ 




Start 


182 




End 


602 




Name 


OJ990920 


01.0103.C22.ol.ts 


Method 


TBLASTX: Soybean 




Start 


269 




End 


601 




GI 


none 




Score 


317 




Exons 


269. . 601, 


277 . . 600 








Seq. No. 


9194 




Seq. ID 


OJ990920_01.0103 


.C24 


Gene No. 


19663 




Strand 


+ 




Start 


200 




End 


278 




Name 


OJ990920 


01.0103.C24.ol.gs 


Method 


GENSCAN 




Start 


200 




End 


278 




GI 


none 




Score 


.61 




Exons 


200. .278 










Seq. No. 


9195 




Seq. ID 


OJ990810_08.0103 


.C3 


Gene No. 


19664 




Strand 


+ 




Start 


551 




End 


622 




Name 


OJ990810 


08.0103.C3.ol.gs 


Method 


GENSCAN 




Start 


551 




End 


622 




GI 


none 




Score 


.57 




Exons 


551. . 622 










Seq. No. 


9196 




Seq. ID 


OJ990810_08.0103 


.C4 


Gene No. 


19665 




Strand 






Start 


530 




End 


703 




Name 


OJ990810 


08.0103.C4.ol.gs 


Method 


GENSCAN 




Start 


530 




End 


703 




GI 


none 




Score 


.47 





9688 




Exons 530.. 703 



Seq. No. 


9197 


Seq. ID 


OJ990810_08.0103.C6 


Gene No . 


19666 


Strand 


+ 


Start 


1 


End 


478 


Name 


OJ990810 08.0103.C6.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


478 


GI 


2276033 


Score 


424 


Exons 


1..23, 128. .202, 345. .478 






GI Descrip. 


4539321/emb|CAB38822.1.| 6.0e 


-17 {AL035679) putative protein 




[Arabidopsis thaliana] 






Seq. No. 


9197 


Seq. ID 


OJ990810_08.0103.C6 


Gene No. 


19666 


Strand 


+ 


Start 


1 


End 


478 


Name 


OJ990810 08.0103.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


458 


GI 


5816992 


Score 


124 


Exons 


1..202, 345. .458 






GI Descrip. 


(AL110123) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


9197 


Ocirr T n 
ocq . ±u 


OTQQnfiin Oft 010*^ rf^ 


Gene No. 


19666 


OL.L dilU 




Start 


1 




H / O 


Name 


OJ990810 08.0103.C6.ol.tm 


LYie L.nou 


TUT ZiQTV.M^ii TCi - 

i nLtH.z^ i A . iYia i z e 


Start 


2 


End 


472 ' 


GI 


none 


Score 


54 


Exons 


2. .34, 3. .50, 125. .205, 126. 


1 Q7 '^4 9 


dfi7 "^AA d79 "^AA Af\f, 


Seq. No. 


9197 


oeq . LU 




Gene No. 


19666 


Strand 




Start 


1 


End 


478 


Name , 


OJ990810 08.0103.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


410 


GI 


none 


Score 


53 


Exons 


2. .37, 3. .50, 113. .205, 125. 


.205,' 126. 


.218, 342. .410, 344. .403 


Seq. No. 


9197 


Seq. ID 


OJ990810_08.0103.C6 


Gene No. 


19666 


Strand 


+ 


Start 


1 


End 


478 


Name 


OJ990810 08.0103.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


125 


End 


467 


GI 


none 


Score 


78 


Exons 


125. .205, 330. .467, 353. .445 






Seq. No. 


9198 


Seq. ID 


OJ990810_08.0103.C8 


Gene No. 


19667 


Strand 


+ 


Start 


620 


End 


2033 


Name 


OJ990810_08.0103.C8.ol.gs 


Method 


GENSCAN 


Start 


620 


End 


2033 


GI 


none 


Score 


.69 


Exons 


620. .702, ,1849. .2033 






Seq. No. 


9198 


Seq. ID 


OJ990810_08.0103.C8 


Gene No. 


19668 


Strand 




Start 


2306 


End 


3449 


Name 


OJ990810 08.0103.C8.o2.gs 


Method 


GENSCAN 



9689 




start 


2306 








End 


3449 




GI 


none 








Score 


.42 




Exons 


2306. .3120, 


3125. 


, .3449 










Seq.. No. 


9198 








Seq. ID 


OJ990810_08.0103 


.C8 


Gene No. 


19668 








Strand 






Start 


2306 








End 


3449 




Name 


OJ990810_08 


.0103. 


C8.01. 


np 


Method 


AAT/NAP 




Start 


2333 








End 


2943 




GI 


6143895 








Score 


459 




Exons 


2333. .2943 














GI Descrip. 


(AC010718) 


nodulin-like protein [Arabidopsis thaliana] 




Seq. No. 


9198 








Seq. ID 


OJ990810_08.0103 


.C8 


Gene No. 


19668 








Strand 






Start 


2306 








End 


3449 




Name 


OJ990810_08 


.0103. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2342 








End 


2905 




GI 


none 








Score 


44 




Exons 


2342. .2425, 


2378. 


.2425, 


2492 


..2608, 2514. .2606, 2663. .2881, 




2670. .2861, 


2768. 


.2905 










Seq. No. 


9198 








Seq. ID 


OJ990810_08.0103 


.C8 


Gene No . 


19668 








Strand 


— 




Start 


2306 








End 


3449 




Name 


OJ990810 08 


. 0103. 


CB.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2522 








End 


2870 




GI 


none 








Score 


200 




Exons 


2522. .2608, 


2663. 


.2869, 


2670 


. .2870 






Seq. No. 


9198 








Seq. ID 


OJ990810_08.0103 


.C8 


Gene No . 


19668 








Strand 






Start 


2306 








End 


3449 




Name 


OJ990810 08. 


.0103. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2675 








End 


2881 




GI 


none 








Score 


181 




Exons 


2675. .2881, 


2676. 


.2861 










Seq. No. 


9199 








Seq. ID 


* OJ990810_08.0103 


.C9 


Gene No . 


19669 








Strand 


+ 




Start 


124 








End 


299 




Name 


OJ990810 08 


.0103. 


C9.01. 


gs 


Method 


GENSCAN 




Start 


124 








End 


299 




GI 


none 








Score 


.98 




Exons 


124 . .299 














Seq. No. 


9199 








Seq; ID 


OJ990810_08.0103 


.C9 


Gene No. 


19670 








Strand 






Start 


842 








End 


1473 




Name 


OJ990810 08 


.0103. 


C9.02. 


gs 


Method 


GENSCAN 




Start 


842 








End 


1473 




GI 


none 








Score 


.5 




Exons 


842. .1146, : 


L169. . 


1273, 


1359. , 


.1473 






Seq. No. 


9200 








Seq. ID 


OJ990810_08.0103 


.CIO 


Gene No. 


19671 








Strand 






Start 


253 








End 


6765 





9690 



Name 

Start 

GI 

Exons 



OJ990810_08 . 0103 . CIO . ol . gs Method GENSCAN 

253 End 6765 

none Score .47 

253. .464, 520. .2302, 2460. .2899, 2963, .3796, 4006. .4620, 

4744. .5628, 5770. .6765 



m 



rll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9200 

19671 

253 

OJ990810_08. 0103. CIO. ol.np 

1043 

6498441 



Seq. ID OJ990810_08. 0103. CIO 

Strand + 

End 67 65 

Method AAT/NAP 

End 67 62 

Score 7075 



1043, .2107, 2436. .2899, 2963. .3336, 3520. .3654, 3828. .4200, 
4468. .4818, 4990. .6387, 6481. .6762 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene,; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



9200 

19672 

10837 

OJ990810_08. 0103. CIO. o3.gs 

10837 

none 



Seq. ID OJ990810_08. 0103. CIO 

Strand + 

End 12297 

Method GENSCAN 

End 12297 

Score .76 



10837. .10940, 11426. .11483, 117 63 .. 11933, 12166.. 12297 



9200 

-19673 - 
22021 

OJ990810_08. 0103. CIO. o2.gp 

22021 

none 

22021.. 22318 



Seq. ID OJ990810_08. 0103. CIO 

Strand + 

End 22318 

Method AAT/GAP 

End 22318 

Score 596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq, No. 
Gene No. 
Start 
Name 
Start 



9200 
19674 
22553 

OJ990810_08. 0103. CIO. o3.gp 
22553 

uC-osflcyp082f04al 
22553. .23017 

'4539314/emb|CAB38815,l| 4.0e-19 (AL035679) kinesin like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990810_08. 0103. CIO 

Strand + 

End 23017 

Method AAT/GAP 

End 23017 

Score 891 



9200 

19675 

34095 

OJ990810_08, 0103. CIO. o5,gs 

34095 

none 



Seq. ID OJ990810_08. 0103. CIO 

Strand + 

End 36446 

Method GENSCAN 

End 36437 

Score ,78 



34095. .34102, 35473 35823, 35989 ., 36109, 36201. .36437 



9200 
•19675 
34095 

OJ990810_08. 0103. CIO. o6.np 
35669 



Seq. ID OJ990810_08. 0103. CIO 

Strand + 

End 36446 

Method AAT/NAP 

End 36446 



9691 



GI 5103836 ^ Score 286 

Exons 35669. .35823, 35989 36109, 36201.. 36446 

GI Descrip. (AC007591) Is a member of the PF| 00903 gyloxalase family. 

gb|T44721, gb|T21844 and gb|AA395404 come from this gene. 
[Arabidopsis thaliana] 



ESTs 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9200 Seq. ID 

19676 Strand 

37503 End 

OJ990810_08. 0103. CIO. o7.np Method 

37303 End- 

4467098 Score 



OJ990810_08. 0103. CIO 
+ 

38319 
AAT/NAP 
38311 
457 



37303. .37400, 37632 .. 38075, 38140.. 38311 
(AL035538) putative protein [Arabidopsis thaliana] 



Seq. No. 9200 Seq. ID 

Gene No. 1967 6 Strand 

Start. 37503 End 

Name * OJ990810_08 . 0103 . CIO . o6 . gs Method 

Start 37503 End 

GI none Score 

Exons 37503. .37988, 38143.. 38319 



OJ990810_08. 0103. CIO 
+ 

38319 
GENSCAN 
38319 
1 





Seq. No. . 


9200 




Seq. ID 


OJ990810_08. 


.0103. 


CIO 


i, *i 


Gene No. 


19677 




Strand 


+ 








Start 


43506 




End 


44606 






i" ?\ 


Name 


OJ990810 08. 0103. CIO. o8 


.gs 


Method 


GENSCAN 






r I ! 


Start 


43506 




End 


44606 






i t 


GI 


none 




Score 


.62 






: i; 
lU 


Exons 


43506. .43619, 43674 .. 43695, 


43862. .43945, 4 42 93. ,44606 




. =t 


Seq. No. 


9200 




Seq. ID 


OJ990810_08. 


.0103. 


CIO 


rii 


Gene No. 


19678 




Strand 










Start 


7387 




End 


12373 






r J 


Name 


OJ990810 08. 0103. CIO. o2 


.gs 


Method 


GENSCAN 






. i 


Start 


7387 




End 


10555 






It 


GI 


none 




Score 


.79 






: as 


Exons 


7387. .7611, 7630. .9193, 


9294 


..10359, 10426.. 10555 






t 


Seq, No. 


9200 




Seq. ID 


OJ990810_08, 


,0103. 


CIO 


: El 

9 


Gene No. 


19678 




Strand 










Start 


7387 




End 


12373 








Name 


OJ990810 08. 0103. CIO. o2 


.np 


Method 


AAT/NAP 








Start 


7390 




End 


10555 








GI 


6907089 




Score 


4168 








Exons 


7390. .9193, 9294. .10555 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9200 
19678 
7387 

OJ990810_08. 0103. CIO. o3.np 
9648 . 
5922623 



12373 
AAT/NAP 
12373 
136 

9648. .9726, 11373 .. 114 47, 11635 .. 11740, 12254. .12373 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810 08. 0103. CIO 



9692 



[Oryza sativa] 



Seq. No. 


9200 




Seq. ID 


OJ990810_ 


08.0103 


.CIO 


Gene No. 


19679 




Strand 








Start 


13029 




End 


29909 






Name 


OJ990810 08. 0103. CIO 


. o4 . gs 


Method 


GENSCAN 






Start 


13029 




End 


29909 








none 




Score 


.55 






Exons 


13029. .13061, 13154. 


.13310, 


13437. .13606, 13766. 


.13843, 






14773. .14805, 15048. 


.15126, 


17911. .18044, 19051. 


.19996, 






20066^.20186, 21631. 


.22063, 


22865. .23036, 23129. 


.23430, 






23632. .23749, 23985. 


.24505, 


24585. .24698, 24875. 


.25202, 






25563. .25581, 25852. 


.25933, 


26080. .26136, 26237. 


.26337, 






27019. .27277, 27856. 


.27974, 


28238. .28310, 28411. 


.28456, 






29123. .29272, 29737. 


.29909 










Seq. No. 


9200 




Seq. ID 


OJ990810_ 


08.0103 


,C10 


Gene No. 


19679 




Strand 








Start 


13029 




End 


29909 






Name 


OJ990810 08. 0103. CIO, 


.ol.gp 


Method 


AAT/GAP 






Start 


14783 




End 


18942 






GI 


none ■ 




Score 


1041 






Exons 


14783. .15126, 17911., 


.18044, 


18868. .18: 


942 








9200 . 




Seq. ID 


OJ990810_ 


08.0103 




Gene No. 


19679 




Strand ' 








Start 


13029 




End 


29909 






Name 


OJ990810 08. 0103. CIO, 


. o4 . np 


Method 


AAT/NAP 






Start 


17257 




End 


20001 






GI 


6561959 




Score 


217 






Exons 


17257. .17307, 19182., 


.20001 










GI Descrip, 


(AL132964) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9200 




Seq. ID 


OJ990810_ 


08.0103 


.CIO 


Gene No. 


19679 




Strand 








Start 


13029 




End 


29909 






Name 


OJ990810 08. 0103. CIO, 


. o5 . np 


Method 


AAT/NAP 






Start 


22716 




End 


27205 






GI 


4539314 




Score 


1500 






Exons 


22716. .23036, 23129., 


.23337, 


23584. .23913, 24062. 


.24367, 






24419. .24459, 24559., 


.24698, 


24875. .25202, 25309. 


.25433, 






25689. .25806, 25850., 


.25933, 


26023. .26136, 26237. 


.26335, 






26440. .26531, 27019., 


.27205 











GI Descrip. (AL035679) kinesin like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9200 Seq. ID 

19679 Strand 

13029 End 

OJ9908 10_08 . 0103 . CIO . o4 . gp Method 

24194 End 

26184 1.R1084 Score 



OJ990810_08. 0103. CIO 

29909 
AAT/GAP 
25205 
1462 



24194. .24505, 24585 .. 24 698 , 24875.. 25205 

'5668645/emb|CAB51660.1| 5.0e-51 (AL109619) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 9200 Seq. ID OJ990810_08 . 0103 .-CIO 

Gene No... 19680 Strand 

9693 





start 


38655 ' ^ 




End 


42128 




Name 


OJ990810 08. 0103. CIO 


. o5 . gp 


Method 


AAT/GAP 




Start 


38655 . 




End 


39587 




GI 


3767920 




Score 


852 




Exons 


38655. .39028, 39514. 


.39587 








Seq. No. 


9200 




Seq. ID 


OJ990810_08. 0103. CIO 




Gene No . 






Strand 






Start 


38655 




End 


42128 




Name 


OJ990810 08. 0103. CIO 


. o7 .gs 


Method 


GENSCAN 




Start 


38951 




End 


42128 




GI 


none 




Score 


.88 




Exons 


38951. .39028, 39514. 


.39590, 


40663. .40891, 41517.. 42128 




Seq. No. 


9200 




Seq. ID 


OJ990810_08. 0103. CIO 




Gene No . 


1 y Dou 




Strand 






Start 


38655 




End 


42128 




Name 


OJ990810 08. 0103. CIO 


.06. gp 


Method 


AAT/GAP 




Start 


40742 




End 


41651 




GI 


428764 




Score 


550 




Exons 


40742. .40891, 41517. 


.41651 








Seq. No. 


9200 




Seq. ID 


OJ990810_08. 0103. CIO 




Gene No . 


iy DO i 




Strand 




u 


Start 


46261 




End 


47465 




Name 


OJ990810 08. 0103. CIO 


. o9 . gs 


Method 


GENSCAN 




Start 


46261 




End 


47465 


rli' 


GI 


none 




Score 


.79 


Q 


Exons 


46261. .46484, 46526. 


.46600, 


47387. .47465 


■ t • 

, *i 


Seq. No. 


9200 




Seq. ID 


OJ990810_08. 0103. CIO 




Gene No . 


19682 




Strand 




ri! 


Start 


48366 




End 


49359 


■i 


Name 


OJ990810 08. 0103. CIO 


. 06 . tw 


Method 


TBLASTX: Wheat 


f'l 


Start 


1195 




End 


1584 


i 


GI 


none 




Score 


54 


' ~l 


Exons 


1195.. 1239, 1246.. 1344, 1263 


..1343, 1311. .1550, 1327. .1584 


t -\ 

= sr 


Seq. No. 


9200 




Seq. ID 


OJ990810_08. 0103. CIO 


;:i 


Gene No. 


19682 




Strand 






Start 


48366 




End 


49359 




Name 


OJ990810 08. 0103. CIO 


. ol4 . tm 


Method 


TBLASTX: Maize 




Start 


1234 




End 


1482 




GI 


none 




Score 


190 




Exons 


1234.. 1482, 1236.. 14i 


31 







Seq. No. 9200 

Gene No. 19682 

Start 48366 

Name OJ990810_08 . 0103 . CIO . o3 . tw 

Start 2371 

GI none 
Exons 



Seq. ID OJ990810_08 . 0103. CIO 
Strand 

End 49359 

Method TBLASTX : Wheat 

End 2806 

Score 380 



'2371. ..2493, .2372.. 2806, 2515.. 2775 



Seq. No. 
Gene No. 
Start 



9200 

19682 

48366 



Seq. ID OJ990810_08. 0103. CIO 
Strand 

End 49359 



9694 



Name 


ujyyuolu uo . 


. UiUo 


r*! n ^1 
. biU . Ol 


. tw 


Method 


TBLASTX: Wheat 


brar u 










End 


3433 


bi 


none 








Score 


214 


Exons 


y /U . . J4 1 J, 


^y /I 


. . o4z o. 


2.3 1.2. . 


,.3433, 2972;. 3427 


oecj. iNo. 


Q o n n 
y uu 








beq . X U 


vjuyyuoxu uo.uxu^.bxu 


Gene No. 


19682 








Q+- i^a r»H 

b L.ranci 




Start 


48366 








Cjna 


fi y 00 y 


Naine 




ni (\'\ 

UlUO 


r'l n /^c; 
. biU . OO 


. rm 




. i l3Xi/\b i A . iYia X z e 


o uart 


Tim 
o 1 u i 








End 


3457 




none 








Score 


375 


Exons 


OLKJL . . o4 0 / , 




A A1 

. . o4 4 / , 


oo4 i . 


. .040/ 




beq. NO. 


Q o n r\ 

y^uu 








beq . X u 


uuyyuoxu uo.uxu^.bxu 


Gene No. 


19682 








b urana 




Start 


48366 








cjnci 


4 y 00 y 


Name 


n TQQflQ in HQ 


01 n*^ 

U iUO 


r'l n f^n 
. biU . o / 


. T,m 


Me unou 


i Dlj/\b J. A . ixiai ze 


btarc 


04 O 4 








End 


3867 


P T 


' none 








Score 


280 


Exons 


O 4*0 4 . . O / D O , 


J4 00 


Q T tf; Q 




.3867 




beq. No. 


Q o n n 








Seq. ID 


OJ990810_08. 0103. CIO 


Gene No. 


19682 








Strand 




Start 


48366, 








End 


49359 


Name 


ujyyuolu Uo. 


UiU J 


r*i n 
. biU . OZ 




Method 


TBLASTX: Wheat 


Start 


oo41 








End. 


3960 




none 








Score 


274 


Exons 


004X, .0/ /I, 


oo4^; 


Q -I -7 O 


'J "7 /I 

0 / 04 . 


.3960, 3780.. 3935 


beq. NO, 


Q o n n 

yzuu 








Seq. ID 


OJ990810_08. 0103 -CIO 


Gene No. 


19682 








Strand 




Start 


48366 








End 


49359 


Name 


uj y yuo lu Uo . 


m 

U lU o 


r'l n 
. bi U . OO 


— 

. lS 


Method 


TBLASTX : Soybean 


bear c 


JozU 








End 


3990 


bi 


none 








Score 


147 


Exons 




ODO / 




"3 T c n 
J / bU . 


.3990 




beq. NO. 


yzuu 








Seq. ID 


OJ990810_08. 0103. CIO 


Gene No . 


1 Q CO O 

1 y Doz 








Strand 




Start 


48366 








End 


49359 


Name 


OJ990810_08. 


0103 


.C10.O5 


.tw 


Method 


TBLASTX: Wheat 


brarn 


4 DD D 








End 


5124 


bl 


none 








Score 


236 


Exons 


4 DDD . . 4 y 14 , 


4 byu 


. . 4 y4 i , 


4 /OO . 


.4931, 4975. .5124, 4984. .5121, 




4 yo D , . DlZO 












beq. No. 


n o n n 

y^uu 








Seq. ID 


OJ990810_08. 0103. CIO 


Gene No . 


lybo^ 








Strand 




Start 


48366 








End 


49359 


Name 


OJ990810_08. 


0103, 


.C10.O9 


.ts 


Method 


TBLASTX : Soybean 


b Lart 


/I Q 1 Q 

4 o io 








End 


5379 


bi 


c ^ ^ ^ T r\ c 

DDOD / yo 








Score 


67 


Exons 


4813. .4911, 


4987, 


. .5124, 


5179. 


.5379 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


9200 








Seq. ID 


OJ990810_08. 0103. CIO 


Gene No. 


19682 








Strand 





9695 






Start 


48366 




End 


49359 






Name 


OJ990810 08. 


0103. CIO. o8.tw 


Method 


TBLASTX: Wheat 






Start 


5127 




End 


5439 






GI 


none 




Score 


194 






Exons 


5127. .5303, 


5179. .5439 










Seq. No. 


9200 




Seq. ID 


OJ990810_08.0103. 


■ CIO 




Gene No 


19682 












Start 


48366 




End 


49359 






Name 


OJ990810 08. 


0103. CIO. o6.tm 


Method 


TBLASTX: Maize 






Start 


5632 




End 


5975 






GI 


none 




Score 


360 






Exons 


5632. .5955, 


5661. .5942, 5826. 


.5975 








Seq. No. 


9200 




Seq. ID 


OJ990810_08.0103. 


,C10 




Gene No . 


19682 












Start 


48366 




End 


49359 






Name 


OJ990810 08. 


0103. CIO. o4.tw 


Method 


TBLASTX: Wheat 






Start 


5769 




End 


18054 






GI 


none 




.Score 


374 






Exons 


5769. .6119, 


5770.. 6150, 17980- 


. .18054 








Seq. No. 


9200 




Seq. ID 


OJ990810_08.0103. 


CIO 


Q 


f^cinp No 


19682 




Strand , 








start 


48366 




End 


49359 




"• -? 


Name 


OJ990810 08. 


0103. CIO. o7.tw 


Method 


TBLASTX: Wheat 




en 


start 


6151 




End 


6753 




m 


GI 


none 




Score 


261 




Q 


Exons 


6151. .6435, 


6156. .6434, 6627. 


.6749, 6628.. 6753 






Seq. No. 


9200 




Seq. ID 


OJ990810_08.0103. 


CIO 




Gene No. 


19682 




Strand 






ST 


Start 


48366 




End 


49359 




s 


Name 


OJ990810 08. 


0103. CIO. o8.tm 


Method 


TBLASTX: Maize 






Start 


14552 




End 


15128 




Hi 


GI 


none 




Score 


34 






Exons 


14552. .14614 


, 14673. .14720, 14 674 ., 14721 , 14 819 .. 15127 , 




s; 




14820. .15128 












Seq. No. 


9200 




Seq., ID 


OJ990810_08.0103. 


CIO 


' '*E 


Gpnp No 


19682 




Strand 








Start 


48366 




End 


49359 






Name 


OJ990810- 08. 


0103. CIO. o7.ts 


Method 


TBLASTX: Soybean 






Start 


19249 




End 


19524 






GI 


none 




Score 


122 






Exons 


19249. .19524, 19250.. 19519 










Seq. No. 


9200 




Seq. ID 


OJ990810_08.0103. 


CIO 




Genp No 


19682 




Strand 








Start - 


48366 




End 


49359 






Name 


OJ990810 08. 


0103. CIO. oil. tm 


Method 


TBLASTX: Maize 






Start 


19405 




End 


19629 






GI 


none 




Score 


92 






Exons 


19405. .19551 


, 19406. .19534, 19534 .. 19629, 19567. .19629 






Seq. No. 


9200 




.Seq. ID 


OJ990810_08.0103. 


CIO 




Gene No. 


19682 




Strand 







9696 



•tsf 



u 

















start 


48366 






End 


49359 




Name 


OJ990810 08. 0103. CIO 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


22662 






End 


23434 




GI 


none 






Score 


119 




Exons 


22662. 


.22790, 22690. 


.22791, 


22786. .23037, 22787 23038 , 






22788. 


.23054, 22791. 


.23045, 


23161. .23433, 23168. .23434 




Seq. No. 


9200 






Seq. ID 


OJ990810 08.0103 


.CIO 


Gene No. 


19682 






Strand 






Start 


48366 






End 


49359 






OJ990810 08. 0103. CIO 


. o4 . t s 


Method 


TBLASTX : Soybean 




Start 


22787 






End 


23039 




GI 


none 






Score 


170 




Exons 


22787. 


.23038, 22788. 


.23039 








Seq. No. 


9200 






Seq. ID 


OJ990810 08.0103 


.CIO 


Gene No. 


19682 






Strand 






Start 


48366 






End 


^9359 




Name 


OJ990810 08. 0103. CIO 


.06. ts 


Method 


^TBLASTX : Soybean 




Start 


23167 






End 


23358 




GI 


none 






Score 


89 




Exons 


23167. 


.23358, 23168. 


.23356 








Seq. No. 


9200 






Seq. ID 


OJ990810_08,0103 


.CIO 


Gene No. 


19682 






Strand 






Start 


48366 






End 


49359 




Name 


OJ990810 08. 0103. CIO 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


23583 






End 


25067 




GI 


none 






Score 


40 




Exons 


23583. 


.23636, 23632. 


,23700, 


23636, .23701, 23636 ,, 23701,. 






23698. 


.24030, 23707. 


,24003, 


23988. .24221, 24 014 ,. 24436, 






24014. 


,24412, 24015, 


,24437, 


24280. ,24462, 24 451 24504 , 






24464. 


.24502, 24609, 


,24701, 


24611. ,24703, 24869 ,. 25015, 






24874. 


.25020, 24876. 


.25016, 


25010. .25066, 25012 .. 25059, 






25016. 


.25066, 25017. 


.25067 








Seq, No. 


9200 






Seq. ID 


OJ990810_08,0103 


,C10 


Gene No. . 


19682 






Strand 






Start 


48366 






End 


49359 




Name 


OJ990810 08. 0103. CIO 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


24882 






End 


25386 




GI 


none 






Score 


40 




Exons 


24882. 


.24908, 24931. 


.25194, 


24938. .25222, 24 94 1 .. 25195, 






24942. 


.25205, 25309. 


.25386, 


25314. ,25385 




Seq. No. 


9200 






Seq, ID 


OJ990810_08,0103 


.CIO 


Gene No. 


19682 






Strand 






Start 


48366 






End 


49359 




Name 


OJ990810 08. 0103. CIO 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


25097 






End 


25546 




GI 


none 






Score 


138 




Exons 


25097. 


.25222,^ 25098. 


.25205, 


25099, .25209, 25309 ,, 25440, 






25309. 


.25428, 25310. 


.25429, 


25317. .25433, 25519 .. 25545, 






25520. 


.25546 










Seq. No. 


9200 






Seq. ID 


OJ990810_08.0103 


.CIO 


Gene No. 


19682 






Strand 







9697 





start 


48366 




End 


49359 








NsitiG 






Method 


TBLASTX: 


Cre s s 






start 


25374 




End 


26098 








GI 


none 




Score 


66 








Exons 


25374. .25433, 25375. 


.25449, 


25516. .25581, 25517 


. .25582, 








25689.-25757, 25690. 


.25746, 


25823. .25936, 25854 


. .25934, 








26014. .26097, 26024. 


.26098 












Seq. No. 


9200 




Seq. ID 


OJ990810 


_08.0103 


.CIO 




• Gene No. 


19682 




Strand . 










Start 


48366 




End 


49359 








Name 


OJ990810_08. 0103. CIO 


. o3 . tm 


Method 


TBLASTX: 


Maize 






O L.a.r L 


^ddh 0 




End 


26482 . 








GI 


none 




Score 


40 








Exons 


25548. .25586, 25550. 


,25582, 


25692. .25757, 25693 


. .25758, 








25697. .25768, 25846. 


.25935, 


25853. .25936, 25854 


. .25934, 








26014. .26139, 26023. 


.26139, 


26237. .26362, 26237 


. ;26356, 








26242. ;26361, 26447. 


.26482 












Seq. No. 


9200 




Seq. ID 


OJ990810 


_08.0103 


.CIO 




Gene No. 


19682 




Strand 










Start 


48366 




End 


49359 








Name 






Method 


TBLASTX: 








Start 


25886 




End 


26487 






zst 


GI 


none 




Score 


113 






iJ 


Exons 


25886. .25948, 26011. 


.26139, 


26012. .26137, 26237 


. .26356, 




III 




26244. .26369, 26246. 


.26332, 


26256. .26339, 26440 


. .26487, 




''[\ 




26441. .26482 












I I 


Seq. No. 


9200 




Seq. ID 


OJ990810 


_08.0103 


.GIO 






X 0 0 ^ 




Strand 








: sF 


Start 


48366 




End 


49359 








Name 


OJ990810 08. 0103. CIO 


.ol2.tm 


Method 


TBLASTX: 


Maize 






Start 


27035 




End 


27270 






f 


GI 


none 




Score 


132 








Exons 


27035. .27178, 27036. 


.27155, 


27052. .27204, 27196 


. .27270 




1-: 


Seq. No. 


9200 




Seq.- ID 


OJ990810 


_08.0103 


.CIO 


"i 


Gene No. 


19682 




Strand 








J 


O Ldl. L 






End 


49359 








Name 


OJ990810 08. 0103. CIO 


. ol3 . tm 


Method 


TBLASTX : 


Maize 




sr 


Start 


35651 




End 


36368 








GI 


none 




Score 


130 








Exons 


35651. .35824, 35693. 


.35824, 


35989. .36039, 35990 


. .36040, 








. 36073. .36108, 36077. 


.36109, 


36195. .36368, 36200 


. .36364 






Seq. No. 


9200 




Seq. ID 


OJ990810 


_08.0103 


.CIO 




Gene No. 


19682 




Strand 










Start 


48366 




End 


49359 








Name 


OJ990810 08. 0103. CIO 


.o8.ts 


Method 


TBLASTX: 


Soybean 






Start 


35693 




End 


36368 








GI 


none 




Score 


150 








Exons 


35693. .35824, 35990. 


.36025, 


36077. .36115, 36195 


. .36368, 





36200. .36364 



Seq. No. 
Gene No. 



9200 
19682 



Seq. ID OJ990810_08. 0103. CIO 
Strand 



9698 



start 


48366 




End 


49359 




Name 


OJ990810 08. 0103. CIO 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


35987 




End 


36373 




GI 


none 




Score 


45 




Exons 


35987. .36022, 36074. 


.36109, 


36195. .36371, 36200 .. 36367, 






36209. .36373, 36288. 


.36368 








Seq. No. 


9200 




Seq. ID 


OJ990810_08.0103. 


CIO 


Cpnp No 


19682 




Strand 


- 




start 


48366 




End 


49359 




Name 


OJ990810 08. 0103. CIO 


.o4 . to 


Method 


TBLASTX: Cress 




start 


37715 




End 


37913 




GI 


none 




Score 


186 




Exons 


37715. .37882, 37785. 


.37913 








Seq. No. 


9200 




Seq. ID 


•OJ990810_08.0103- 


CIO 


Gene No. 


19682 




Strand 






Start 


48366 




End 


49359 




Name 


OJ990810 08. 0103. CIO 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


37734 




End 


38322 




GI 


none 




Score 


394 




Exons 


37734. ,.37988, 37766. 


.37951, 


37946. :'37990, 38 140 .. 38322, 






38142. .38321 










Seq. No. 


9200 




Se^q. ID 


OJ990810_08.0103- 


CIO 




19682 




Strand 






Start 


48366 




End 


49359 




Name 


OJ990810 08. 0103. CIO 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


37737 




End 


38292 




GI 


none 




Score 


334 




Exons 


37737. .37988, 37766. 


.37954, 


38140. .38292, 38142.. 38255 




Seq. No. 


9200 




Seq. ID 


OJ990810_08.0103. 


CIO 


Gene No. 


19682 




Strand 






Start 


48366 




End 


49359 




Name 


OJ990810 08. 0103. CIO 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


41871 




End 


42248 




GI 


none 




Score 


68 




Exons 


41871. .41954, 41902. 


.41952, 


41970. .42134, 41971 .. 42135, 






42225. .42248 










Seq. No. 


9200 




Seq. ID 


OJ990810_08.0103- 


CIO 




19682 




Strand 






Start 


48366 




End 


49359 




Name 


OJ990810 .08. 0103. CIO 


. olO.gs 


Method 


GENSCAN 




Start 


48366 




End 


49305 




GI 


none 




Score 


.53 




Exons 


48366. .48807, 48932. 


.49305 








Seq. No. 


9200 




.Seq. ID 


OJ990810_08.0103. 


CIO 


Gene No. 


19682 




Strand 






Start 


48366 




End 


49359 




Name 


OJ990810 08. 0103. CIO 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


48378 




End 


49218 




GI 


none 




Score 


88 




Exons 


48378. .48455, 48471. 


.48554, 


48582. .48770, 48 619 .. 48771, 






48974. .49117, 48976. 


.49218 









9699 



Seq. No. 


9200 


Seq. ID 


OJ990810 


_08. 0103. CIO 


Gene No . 




otrana 






Start 


48366 


End 


49359 




Name 


OJ990810 08.0103.C10.ol0.ts 


Method 


TBLASTX: 


Soybean 


Start 


48378 


End 


49218 




GI 


none 


Score 


143 




Exons 


48378. .48455, 4847 1 .. 48554 , 


48580. .48' 


771, 48582 


. .48770, 




48976. .49218, 48977. ,49117 








Seq. No, 


9200 


Seq, ID 


OJ990810 


__08. 0103. CIO 


\3CXi^ LNvj, 


19682 


Strand 






Start 


48366 


End 


49359 




Name 


OJ990810 08.0103.C10.o8.np 


Method 


AAT/NAP 




Start 


48572 


End 


49359 




GI 


5731998 


Score 


430 




Exons 


48572. .48772, 48987. .49359 








GI Descrip. 


(AF139532) aldehyde 5-hydroxylase [Liquidambar 


styracif lua] 


Seq. No. 




Seq. ID 


OJ990810 


_08.0103.C11 


Gene No . 


19683 


Strand 


+ 




Start 


2092 


End 


4131 




Name 


OJ990810 08.0103.Cll.ol.gs 


Method 


GENSCAN 




Start 


2092 


End 


4131 




GI 


none 


Score 


,73 




Exons 


2092.. 2227, 2264.. 2288, 2294 


..2522, 3286. ,3442, 


3561. ,3682, 




4000. .4131 








Seq. No. 


9201 


Seq. ID 


OJ990810 


_08.0103.C11 


Gene No . 


19684 


Strand 


+ 




Start 


4689 


End 


9052 




Name 


OJ990810 08.0103.Cll.o2.gs 


Method 


GENSCAN 




Start 


4689 


End 


9052 




GI 


none 


Score 


.64 




Exons 


4689.-4756, 5608.. 5739, 6073 


..6125, 7509, ,7591, 


7673. .8092, 




8216. .9052 








Seq, No. 


9201 


Seq. ID 


OJ990810 


_08.0103,C11 


Gene No. 


19684 


Strand 


+ 




Start 


4689 


End 


9052 




Name 


OJ990810 08.0103.Cll.ol.np 


Method 


AAT/NAP 




Start 


7799 


End 


9049 




GI 


6562260 


Score 


320 




Exons 


7799.. 8067, 8205.. 8266, 8441 


, ,9049 







GI Descrip. (AL132980) transcription factor-like protein [Arabidopsis 
thaliana] 



Seq. No. 9201 Seq. ID 

Gene No. 19685 Strand 

Start 9127 End 

Name OJ990810_08 . 0103 . Cll . o2 . gp Method 

Start 9127 End 

GI" 3762907 Score 

Exons 9127.. 9396 



OJ990810_08. 0103. Cll 
+ 

9396 
AAT/GAP 
9396 
488 



Seq. No. 
Gene No. 



9201 
19686 



Seq. ID OJ990810_08. 0103. Cll 
Strand + 



9700 











start 


9722 


End 


■*10240 


Name 


OJ990810 08.0103.Cll.o3.gp 


Method 


AAT/GAP 


Start 


9722 


End 


10240 


GI 


87034 1.R1084 


Score 


994 


Exons 


9722. .10240 






GI Descrip. 


•984926/gb|U35137|XXU35137 1 


.Oe-57 Plasmid pBSL99 cloning 




vector, complete sequence' 






Seq. No. 


9201 


Seq. ID 


OJ990810_08.0103.C11 


Gene No. 


196.87 


Strand 


+ 


Start 


11155 


End 


14114 


Name 


OJ990810 08.0103.Cll.o2.np 


Method 


AAT/NAP 


Start 


11155 


End 


14114 


GI 


5852093 


Score 


60 


Exons 


11155. .11193, 12537. .12642, 


14059. 114114 


GI Descrip. 


(AL117264) 2whl6.1 [Oryza sativa] 




Seq. No. 


Q9 n 1 
y z u 1 


Seq. ID 


OJ990810_08.0103.C11 


Gene No. 


1 Q^fifl 

1 y 00 o 


Strand 




Start 


/ y J 


End 


8263 


Name 


OJ990810 08.0103.Cll.ol.gp 


Method 


AAT/GAP 


Start 


7493 


End 


7857 


GI 


O / 0 1 o u / 


Score 


700 


Exons 


/ 4 y J . . / 0 D / 






GI Descrip. 


yo 4 y z D / gD 1 u 1 J / 1 aau Jo i o / i. 


Oe-57 Plasmid pBSL99 cloning vector. 




complete sequence 






Seq. No. 


yz u 1 


Seq. ID 


OJ990810_08.0103.C11 


Gene No. 


19688 


Strand 




Start 


7493 


End 


8263 


Name 


ujyyuoiu Uo . u lu J . 1 . oz . rm 


Method 


TBLASTX: Maize 


Start 


*7 c; /I Q 
/ 34 J 


End 


8263 


GI 


none 


Score 


76 


Exons 


f D^o , . /Oo4, /044, . /Oocf, t D / O 


..7605, 7735. .7776, 7877. .8050, 




1 o 1 n o/^'DT OAA>i ortO'D oncrt 

7y/y..o031, 8004. .8093, 8059 


..8091, 8201. .8263, 8201. .8263 


Seq. No. 


9201 


Seq. ID 


OJ990810_08.0103.C11 


Gene No. 


19689 


Strand 




Start 


8779 


End 


9006 


Name 


OJ990810 08.0103.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


8779 


End 


8995 


GI 


none 


Score 


313 


Exons 


8779. .8994, 8786. .8995 






Seq. No. 


9201 


Seq. ID 


OJ990810_08.0103.C11 


Gene No. 


19689 


Strand 




Start 


8779 


End 


9006 


Name 


OJ990810 08.0103.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


8785 


End 


9006 


GI 


none 


Score 


333 


Exons 


8785.. 9006, 8786.. 8995 






Seq. No. 


9201 


Seq. ID 


OJ990810_08.0103.C11 


Gene No. 


19689 


Strand 




Start 


8779 


End 


9006 


Name 


.OJ990810 08.0103.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


8786 


End 


9006 



9701 




GI 


none 


Score 


317 




Exons 


8786.. 9004, 8800.. 9006 








Seq. No. 


9202 


Seq. ID 


OJ990810 08.0103. 


C12 




19690 


Strand 


+ 




Start 


86 


End 


3582 




Name 


OJ990810 08.0103.C12.ol.qs 


Method 


GENSCAN 




Start 


86 


End 


3582 




GI 


none 


Score 


.64 




Exons 


86. .198, 443. .455, 3257. .3283, 3523. .3582 




Seq. No. 


9?02 


Seq. ID 


OJ990810 08.0103. 


C12 


Gene No, 


19691 


Strand 


+ 




Start 


5597 


End 


5655 




Name 


OJ990810 08.0103.C12.ol.gp 


Method 


AAT/GAP 




Start 


5597 


End 


5655 




GI 




Score 


64 




Exons 










GI Descrip. 


1420932 /ah 1 1 OROSl 38^ 7 


. Oe-21 Oryza rufipogon 






4 — r^Piiima y a "t" o — r^oZi 1 t rraQO /totio 


intron 1, 


partial sequence 




Seq. No. 


9202 


Seq. ID 


OJ990810_08'.0103. 


C12 


Gene No. 


19692 


Strand 


+ 




Start 


19932 


End 


22914 




Name 


'OJ990810 08.0103.C12.o3.gp 


Method 


AAT/GAP 




Start 


19744 


End 


20314 




GI 


48654 1.R1084 


Score 


880 




Exons 


19744. .20132, 20226.. 20314 








GI Descrip. 


'3618312/cibj IBAA33202 1 2.0e- 


18 (AB001884) zinc finger protein 




[Oryza sativa] V 








Seq. No. 


9202 


Seq. ID 


OJ990810_08.0103. 


012 


Gene No. 


19692 


Strand 


+ 




Start 


19932 


End 


22914 




Name 


OJ990810 08.0103.C12.o2.np 


Method 


AAT/NAP 




Start 


19932 


End 


21664 




GI 


4539326 


Score 


350 




Exons 


19932. .20132, 20229 .. 20488, 


21637. .21664 




GI Descrip, 


(AL035679) putative zinc finger protein [Arabidopsis thaliana 


Seq. No. 


9202 


Seq. ID 


OJ990810_08.0103. 


C12 


Gene No. 


19692 


Strand 


+ 






19932 


End 


22914 - 




Name 


OJ990810 08.0103.C12.o4.gs 


Method 


GENSCAN 




Start 


19932 


End 


22914 




GI 


none 


Score 


.81 




Exons 


19932. .20132, 20226 20582 , 


21425. .21540, 21951 2208 9, 






22855.. 22914 








Seq. No. 


9202 


Seq. ID 


OJ990810 08.0103. 


C12 


Gene No. 


19693' 


Strand 


+ 




Start 


23339 


End 


24955 




Name 


OJ990810 08.0103.C12.o5.gs 


Method 


GENSCAN 




Start 


23339 


End 


24955 




GI 


none 


Score 


.81 




Exons 


23339. .23460, 23607 23832 , 


23900. .23957, 24777.. 24955 






9702 










Seq. - No. 


9202 




Seq. ID 


OJ990810_08.0103.C12 


Gene No. 


19694 




Strand 


+ 


Start 


25283 




End 


31218 


Name 


OJ990810 08.0103.C12. 


. o3.np 


Method 


AAT/NAP 


Start 


25274 




End 


27257 


GI 


2160169 




Score 


940 


Exons 


25274. .25326, 25438.. 


.25666, 


25836. .26224, 26398 .. 2654 1, 




26652. .26923, 27004.. 


.27257 






GI Descrip. 


(AC000132) No definition line found [Arabidopsis thaliana] 


Seq. No. 


9202 




Seq. ID 


OJ990810 08.0103.C12 


Gene No. 


19694 




Strand 


+ 


Start 


25283 




End 


31218 


Name 


OJ990810 08.0103.C12, 


.06. gs 


Method 


GENSCAN 


Start 


25283 




End 


31218 


GI 


none 




Score 


.63 


Exons 


25283. .25343, 25485., 


,25561, 


25836. .26301, 26429 .. 26633, 



26652. .26920, 27004 .. 27250, 27868 .. 28001 , 30871 .. 3094 5 , 
31108. .31218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9202 
19695 
4369 

OJ990810_08.0103.C12.o2.gs 
4369 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810 08.0103.C12 



14383 
GENSCAN 
14383 

none Score . 67 

4369. .4519, 6676. .6809, 6845. .6876, 6878. .6988, 7348. .7497, 
7546. .7665, 7689. .7866, 8311, .8409, 8552. .8626, 8732. .8887, 
9178.. 9378, 9980.. 10081, 10261 .. 104 12, 10526 .. 10595, 
10684. .10803, 11746. .11843, 11849 .. 11942 , 1214 9 .. 12259, 
12379. .12456, 12979 .. 13095, 13467 .. 13562, 14228. .14383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



9202 Seq. ID 

19695 Strand 

4369 End 

OJ990810_08.0103.C12.o2.gp Method 

8160 End 

2276033 Score 



OJ990810_08.0103.C12 

14383 
AAT/GAP 
8869 
796 



8160. .8409, 8552. .8626, 8732. .8869 

4539321/emb|CAB38822.1| 6.0e-17 (AL035679) putative protein 
[Arabidopsis thaliana] 



9202 Seq. ID 

19695 Strand 

4369 End 

OJ990810_08.0103.C12.ol.np Method 

8236 End 

3096935 Score 



OJ990810_08.0103.C12 

14383 
AAT/NAP 
11799 
832 



8236. .8402, 8552. .8600, 8706. .8887, 9009. .9082, 9153.. 9378, 
9980. .10081, 10261. .10412, 10526 .. 10595, 10684 .. 10809, 
11746. .11799 

(AL023094) putative protein [Arabidopsis thaliana] 



9202 

19696 

28665 

OJ990810 08.0103.C12.p4.tm 



Seq. ID OJ990810_08.0103.C12 
Strand 

End 29098 

Method TBLASTX : Mai ze 



9703 



start 
GI 

Exons 



8282 End 8765 

none Score 163 

8282. .8410, 8287. .8412, 8288. .8410, 8549. .8629, 8557. .8628, 

8712. .8762, 8721. .8765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9202 

19696 

28665 

OJ990810_08.0103.C12.o4.ts 

8287 

none 



Seq. ID OJ990810_08.0103.C12 
Strand 

End 29098 

Method TBLASTX : Soybean 

End 8 629 

Score 126 



8287. .8424, 8309. .8401, 8549. .8629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4^ Seq. No. 
h"^ Gene No. 
i!f| start 
i'i: Name 
Start 



GI 
Exons 



i! 

Seq- No, 
Gene No. 

''^1 Start 

M' Name 

i/j Start 

Q GI 

Exons 



9202 Seq. ID 

19696 Strand 

28665 End 

OJ990810_08 .0103. C12 . ol . tw Method 

8344 End 

none Score 



OJ990810_08.0103.C12 
29098 

TBLASTX: Wheat 

9269 

111 



8344. .8412, 8351. .8410, 8536. .8628, 8549. .8641, 8549. .8629, 
8705. .8887, 8718. .8888, 8721. .8888, 8997. .9074, 9010. .9087, 
9014. .9088, 9015. .9107, 9160. .9267, 9177. .9269, 9178. .9267 



9202 

19696 

28665 

OJ990810_08.0103.C12.ol.ts 

9175 

none 



Seq. ID OJ990810_08.0103.C12 
Strand 

End 29098 

Method TBLASTX : Soybean 

End 10776 

Score 100 



9175. .9378, 9176. .9403, 9980 .. 10084 , 9980 .. 10093, 9981. 
10257. .10415, 10258. .10416, 10259 .. 10420, 10501 .. 10602 , 
10524. .10610, 10524. .10601, 10666 .. 1077 6, 10691. .10774 



9202 

19696 

28665 

OJ990810_08.0103.C12.o2.tm 

9980 

none 

9980.. 10084, 9980.. 10090, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9984. .10091, 



10258. .10416, 10260. .10427, 10524 .. 10598 , 10525 .. 10596, 
10527. .10601, 10535. .10606, 10666 .. 1077 6, 10685 .. 10777 , 
10784. .10807, 11746. .11802, 11750. .11803 ■ 



10091, 



OJ990810_08.0103.C12 
29098 

TBLASTX: Maize 

11803 

123 

10247. .10420, 



Seq. No. 9202 

Gene No. 19696 

Start 28665 

Name OJ990810_08 . 0103 . C12 . o3 . tm 

Start 19922 

GI none 

Exons 19922. .20098, 19923 20066, 
20224. .20298, 20241.. 20339 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990810_08.0103.C12 
29098 

TBLASTX: Maize 

20339 

142 



20087. .20128, 20223 .. 20312, 



Seq. No. 9202 Seq. ID 

Gene No. 19696 Strand 

Start 28665 End 

Name OJ990810 08 . 0103 . C12 . ol . tm Method 



OJ990810_08.0103.C12 
29098 

TBLASTX: Maize 



9704 



start 
GI 

Exons 



25481 End 27212 

none Score 7 9 

25481. ,25534, 25820 25969, 25839 26036, 25994 2 608 9, 

25995, .26147, 26375.-264 94, 26398 .. 26520, 26701 26913, 

26712. .26912, 26967 .. 27056, 27003 27068, 27005 .. 27067 , 

27056. .27211, 27060 .. 27212, 27063.. 27212 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9202 

19696 

28665 

OJ990810_08'.0103.C12 

25824 

4260377 

25824. .26036, 25841. 



OJ990810 08.0103,C12 



Seq. ID 
Strand 
End 

o5.ts Method 
End 
Score 

25969, 25994 . .26086, 25995.. 26087 
2160169 3.0e-26 (AC000132) No definition line found [Arabidopsis 
thaliana] 



29098 

TBLASTX : Soybean 

26087 

188 





Seq. No. 


9202 






Seq. ID 


OJ990810_08.0103 


.C12 




Gene No. 


19696 






Strand 








Start 


28665 






End 


29098 






Name 


OJ990810 08.0103.012 


. 0± . L.C 


Method 


TBLASTX: Cress 






Start 


25872 






• End 


27269 






GI 


hone 






Score 


156 






Exons 


25872, 


.,26036, 25883. 


.25969, 


25994. .26146, 25995 ,, 2614 7 , 








26251, 


.,26271, 26375. 


.26494, 


26398. ,26517, 26542 .. 2 6565 , 




!fl 




26674. 


..26922, 26712. 


.26903, 


27001. .27045, 27003 .. 27062 , 




Z t E 




27059, 


.,27226, 27060. 


.27269 








:^ 

:l 


oeq . lno • 


9202 






Seq. ID 


OJ990810_08,0103 


n 9 
• ^ J. ^ 




Gene No. 


19696 






Strand 






=l! 


Start 


28665 






End 


29098 




= ; i 
^? 


Name 


OJ990810 08.0103.C12 


.o2.ts 


Method 


TBLASTX: Soybean 






Start 


26701 






End 


27062 






GI 


none 






Score 


288 






Exons 


26701. 


..26922, 26712. 


.26900, 


26985. .27062 




! SE 


Seq. No. 


9202 






Seq. ID 


OJ990810_08.0103 


.C12 


'I 


Gene No. 


19696 






Strand 








Start 


28665 






End 


29098 




; sf 

1 


Name 


OJ990810 08.0103.C12 


.o2.tw 


Method 


TBLASTX: Wheat 




IS? 


Start 


26701 






End 


26835 






GI 


none 






Score 


209 






Exons 


26701. 


.26835, 26712. 


.26834 










Seq. No. 


9202 






Seq. ID 


OJ990810_08.0103 


.C12 




Gene No. 


19696 






Strand 








Start 


28665 






End 


29098 






Name 


OJ990E 


J10_08.0103.C12 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


27063 






End 


27263 






GI 


none 






Score 


226 






Exons 


27063. 


.27263, 27065. 


.27226 










Seq. No. 


9202 






Seq. ID 


OJ990810_08.0103 


,C12 




Gene No. 


19696 






Strand 








Start 


28665 






End 


29098 






Name 


OJ990810 08.0103.C12 


. o4 .gp 


Method 


AAT/GAP 






Start 


28665 




End 


29098 





9705 






GI 


LIB3432-022-P1-K1-A8 




Score 


829 






Exons 


28665. .29098 












GI Descrip. 


•6015437/cibj IAB008112.1 


IAB008112 6.0e- 


10 Homo sapiens PEXl i 






complete cds ' 












Seq. No. 


9203 




Seq. ID 


OJ990810_08.0103 


.C13 






± _/ O _7 / 




Strand 


+ 






Start 


283 




End 


408 






Name 


OJ990810 08.0103.C13.ol 


.gs 


Method 


GENSCAN 






Start 


283 




End 


408 






GI 


none 




Score 


.62 






Exons 


283. .408 












Seq. No. 


9204 




Seq. ID 


OJ990810_08.0103 


.C14 




Gene No. 


19698 




Strand 










1 




End 


670 






Name 


OJ990810 08.0103.C14.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


670 






GI 


5902444 




Score 


489 






Exons 


1. .670 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq, No. 


QOCi A 




Seq. ID 


OJ990810_08.0103 


.C14 






ly byo 




Strand 








Start 


1 




End 


670 




's 

•S Pi 


Name 


/^TQQriQi n AQ' m pi's r'l a /-n1 


.gs 


Method 


GENSCAN 




III 


Start 


A £i 

4 o 




End 


597 




r: i 
! V' 


GI 


none 




Score 


.52 






Exons 


46. .310, 339.-433, 514. 


.597 








1 ; i 

i:i 


Seq. No.. 


9204 




Seq. ID 


OJ990810_08.0103 


.C14 




oene lno . 


19698 




Strand 








Start 


1 




End 


670 






Name 


OJ990810 08.0103.C14.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


115 




End 


570 






GI 


none 




Score 


75 




•i 


Exons 


115. .351, 233.. 349, 388 


. .570, 


461. .562 








Seq. No. 


9205 




Seq. ID 


OJ990810_08.0103 


.C15 


r "i 


Gene No. 


19699 




Strand 


+ 






Start 


1 




End 


888 






Name 


OJ990810 08.0103.C15.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


888 






GI 


4680191 




Score 


54 






Exons 


1..168, 870. .888 












GI Descrip. 


{AF111710) putative myb- 


-related protein [Oryza sativa subsp 






indica] 












Seq. No. 


9205 




Seq. ID 


OJ990810_08.0103 


.C15 




^aene lno . 


19699 




Strand 


+ 






Start 


1 




End 


888 






Name 


OJ990810 08.0103.C15.ol 


.gs 


Method 


GENSCAN 






Start 


76 




End 


605 






GI 


none 




Score 


.42 






Exons 


76. .168, 245. .322, 543. 


.605 










Seq. No. 


9206 




Seq. ID 


OJ990810_08.0103 


.C16 



9706 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

f^i Seq. No. 
"'si Gene No. 

start 

Name 
ry Start 
Q GI ^ 
j7| Exons 

GI Descrip. 

i b? Seq. No. 

i: Gene No. 

!;^| Start 

^ i Name 

: ; Start 

'1 GI • 

'i:ef Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19700 
413 

OJ990810_08. 0103.C16.ol.gs 

413 . . 

none 

413. .559 

9207 

19701 

75 

OJ990810_08.0103.C19.ol.gs 
75 

none 
75. .198 

9208 

19702 

175 

OJ990810_08.0103.C20.ol.gs 

175 

none 

175. .263 

9209 

19703 

1 

OJ990810_08.0103.C21.ol.np 
1 

5852181 

1..21, 79. .321 



9210 

19704 

90 

OJ990810__08.0103.C22.ol.gs 
90 

none 

•90. .208, 304. .399, 533. .64: 



Strand 




End 


559 


Method 


GENSCAN 


End 


559 


Score 


.65 


Seq. ID 


OJ990810 


Strand 




End 


198 


Method 


GENSCAN 


End 


198 


Score 


.54 


Seq. ID 


OJ990810 


Strand 




End 


263 


Method 


GENSCAN 


End 


263 


Score 


.98 


Qorr T H 
ocq • XU 


n TQQD ft 1 n 


Strand 


+ 


JLTLO. 


L 


Method 


AAT/NAP 


End 


321 


Score 


74 


sativa] 




Seq. ID 


OJ990810 


Strand 


T 


End 


873 


Method 


GENSCAN 


End 


859 


Score 


.85 


^726.-859 




Seq. ID 


- 

OJ990810 


Strand 


+ 


End 


873 


Method 


AAT/NAP 


End 


873 


Score 


454 


726. .873 





08.0103.C22 



9210 
19704 
90 

OJ990810_08.0103.C22.ol.np 
90 

6091746 

90. .208, 304. .399, 533. .643, 
(AC010797) putative sulfite oxidase [Arabidopsis thaliana] 
gi| 6513940|gb|AAF14844.1|AC011664_26 {AC011664) sulfite oxidase 
(SOX) [Arabidopsis thaliana] 



Seq. No. 9210 Seq. ID 

Gene No. 19704 Strand 

Start 90 End 

Name OJ990810_08 . 0103 . C22 . ol . tm Method 

Start 133 End 

GI , none Score 



OJ990810_08.0103.C22 
+ 

873 

TBLASTX: Maize 

836 

81 



9707 



Exons 


133. .204, 


134. .205, 


299 


. .400, 


304. .402, 


304. .402, 305.. 


403, 




306.-413, 


530. .613, 


530 


. .643, 


707. .823, 


723. .836 




Seq. No. 


9210 








Seq. ID 


OJ990810_08.0103 


.C22 




1 9704 








c-H r;^ nH 


+ 




Start 


90 








End 


873 




Name 


OJ990810 


08.0103.C22 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


170 








End 


827 




GI 


none 








Score 


54 




Exons 


170. .205, 


303. ,398, 


303 


. .398, 


304. .399., 


72,3.. 827, 725.. 


826 


Seq. No. 


9211 








Seq. ID 


OJ990810_08.0103 


.C24 




19705 














start 


262 








End 


375 




Name 


OJ990810 


08.0103.C24 


.ol 


.gs 


Method 


GENSCAN 




start 


262 








End 


375 




GI 


none 








Score 


.75 




Exons 


262. .375 














Seq. No. 


9212 








Seq. ID 


OJ990810_08.0103 


.C26 


















Start 


351 








End 


937 




Name 


OJ990810 


08.0103.C26 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


243 








End 


635 




GI 


none 








Score 


44 




Exons 


243. .341, 


297. .335, 


344 


. .475, 


345. .506, 


486. .635, 528.. 


635 


Seq. No. 


9212 








Seq. ID 


OJ990810_08.0103 


.C26 


Gene No. 


19706 








Strand 


+ 




















Name 


OJ990810 


08.0103.C26 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


294 








End 


641 




GI 


none 








Score 


51 




Exons 


294. .335, 


298. .336, 


301 


..417, 


341. .526, 


342. .506, 495.. 


641, 




507. .635 














Seq. No. 


9212 








Seq. ID 


OJ990810_08.0103 


.C26 


Gene No. 


19706 








Strand 


+ 




Start 


351 








End 


937 




Name 


OJ990810 


08.0103.C26 


.01 


. np 


Method 


AAT/NAP 




Start 


351 








End 


937 




GI 


6539553 








Score 


465 




Exons 


351. ;655, 


902. .937 













GI Descrip. {AP000836) Similar to Oryza austraiiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | {AP000837) 
Similar to Oryza austraiiensis retrotransposon RIREl {D85597) 
[Oryza sativa] 



Seq. No. 9213 

Gene No. 19707 

Start 210 

Name OJ990810_08 . 0103 . C27 . ol . gs 

Start 210 

GI none 

Exons 210.. 377 



Seq. ID OJ990810_08. 0103.C27 

Strand + 

End 377 

Method GENSCAN 

End 377 

Score .66 



Seq. No, 



9213 



Seq. ID OJ990810_08.0103.C27 



9708 



Gene No. 19708 Strand + 

Start 1223 End 1604 

Name OJ990810_08 . 0103 .C27 .ol .gp Method AAT/GAP 

Start 1223 End 1604 

GI uC-osflcyp033a04bl Score 663 

Exons 1223.. 1604 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


9213 . 




Seq. ID 


OJ990810_ 


_08 


.0103 


.C27 




19709 




Strand 










Start 


1 




End 


2153 








Name 


OJ990810 08.0103.C27.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


2153 








GI 


5852180 




Score 


399 








Exons 


1..295, 347. .465, 1453. 


.1523, 


2071. .2153 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










O q . LN U . 


9214 




Seq. ID 


OJ990810_ 


DP 
u o 


ni n^ 


r9 ft 


Gene No. 


1 Q7 1 n 

J. ^ / J. u 




C >* o 

ot.ra.nQ 










Start 


ZI Q R 
4 O O 




End 


652 








Name 


UJyi7UOlU UcS . U lU J . O . Ol 


.gs 


Method 


GENSCAN 








Start 






End 


652 








GI 


none 




Score 


.82 








Exons 


AQQ R'^'^ fi^n (^^0 














O q • IN t) . 


9215 




Seq. ID 


OJ9.90810_ 


u o 


. U J. uo 




Gene No. 


1 Q71 1 
xy f X ± 




Q+- n/H 

otr ana 










Start 


Z 1 o 




End 


628 








Name 


ujyyuolu uo . u 1 Uij . u J D . Ol 


.gs 


Method 


GENSCAN 








Start 


0 1 

/ 1 J 




End 


628 








GI 


none 




Score 


.93 








Exons 


^ 1 O . . K>/. O 














Ocq . LNO . 


9216 




Seq. ID 


OJ990810_ 


Oft 
u o 


. U X u o 




Gene No. 


19712 




Strand 










Start 


10 




End 


1081 








Name 


OJ990810 08.0103.C38.ol 


.gs 


Method 


GENSCAN 








Start 


10 




End 


1081 








GI 


none 




Score 


.44 








Exons 


10. .99, 976. .1081 














Seq. No. 


9217 




Seq. ID 


OJ990810_ 


_08 


.0103 


.C40 


Gene No. 


19713 




Strand 










Start 


28 




End 


546 








Name 


OJ990810 08.0103.C40.ol 


.gs 


Method 


GENSCAN 








Start 


28 




End 


546 








GI 


none 




Score 


.74 








Exons 


28. .380, 459. .546 














Seq. No. 


9218 




Seq, ID 


OJ990810_ 


08 


.0103 


.C41 


Gene No. 


19714 




Strand 










Start 


358 




End 


1599 








Name 


OJ990810 08.0103.C41.ol 


.gs 


Method 


GENSCAN 








Start 


358 




End 


1584 








GI 


none 




Score 


.99 








Exons 


358. .1584 















9709 



Seq. No. 


9218 




Seq. ID 


OJ990810_08.0103.C41 


npnp No 


19714 




Strand 


+ 


Start 


358 




End 


1599 


Name 


OJ990810 08.0103.C41.ol 


. np 


Method 


AAT/NAP 


Start 


391 




End 


1599 


GI 


6523083 




Score 


941 


Exons 


391. .1599 








GI Descrip. 


(AL133315) cytochrome P450-like protein [Arabidopsis thaliai 


O C • IN (J . 


9218 




Seq. ID 


OJ990810_08. 0103:C41 


Gene No. 


1 Q71 A 




0 LrallU 




Start 






Ejna 


1 R Q Q 


Name 


kJOj^KJOIkJ U O . U X U J . L-fl X • oz 


4- 
. cc 


Me unou 


I r5ijR.o i A . ^-^re s s 


Start 






bna 


70 R 


GI 


none 




Score 


9'^7 


Exons 


A 7nR R^^l ^QQ 
ft^D. • f \JD f 001. .0^0 








O o ■ IN • 


9218 




Seq. ID 


OJ990810_08.0103.C41 


Gene No. 


1 Q71 A 




ourana 




Start 






hna 


XD y y 


Name 


(JijyyUOlU Uo . UlU J . U4 1 . o± 


. lS 


Method 


1 dXjAo i A : boyoean 


Start " 


/I Q Q 




hna 


0X0 


GI 


none 




Score 


97^ 


Exons 




. . 0 lU 






O t; . LN U , 


9218 




Seq. ID 


OJ990810_08.01O3.C41 


Gene No. 


1 Q71 A 




Strand 


+ 


Start 


c; Q 




End 


1599 


Name 


ujy^^uoxu uo . uxu J . X . ox 


-i-Tn 

. nm 


Method 


TBLASTX:Maize 


Start 


R 9 




End 


831 


GI 


none 




Score 


264 


Exons 


R1 ^^^7 ftl 9 c.QR 
0^^..OXOf 00/..OXZ/ O^O 


. . 0 J X 






O C . LN ■ 


9218 




Seq. ID 


OJ990810_08.0103.C41 


Gene No. 


1 Q71 A 




Strand 


+ 


Start 


IRQ 




End 


1599 


Name 


vjjyyuoxu uo . uxu J . 1 . 01 


. lC 


Method 


TBLASTX: Cress 


Start 


X U jVJ 




End 


1554 


GI 


none 




Score 


84 


Exons 


inan ii7q 100c; i/tin 


1 9 c n 
Xz bU . 


.1367, 1492. .1530, 1531. .1554 


O C ^ ■ LNVJ • 


9218 




Seq. ID 


OJ990810_08. 0103.C41 


Gene No. 


. 19714 




Strand 


+ 


Start 


358 




End 


1599 


Name 


OJ990810 08.0103.C41.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1090 




End 


1596 


GI 


none 




Score 


87 


Exons 


1090.. 1239, 1270.. 1407, 


1272. 


.1358, 14! 


36. .1596, 148.8. .1595 


Seq. No. 


9218 




Seq. ID 


OJ990810_08. 0103.C41 


Gene No." 


19714 




Strand 


+ 


Start 


358 




End 


1599 


Name 


OJ990810 08.0103.C41.o2, 


. ts 


Method 


TBLASTX: Soybean 


Start 


1090 




End 


1596 


GI 


none 




Score 


87 


Exons 


1090.. 1179, 1092.. 1172, 


1234. 


.1419, 1290. .1355, 1471. .1596, 



9710 




1488. .1595 



Seq. No. 


9218 








Seq. ID 


OJ990810_08.0103 


.C41 


Gene No. 


19714 








Strand 


-h 




Start 


358 








End 


1599 




Name 


OJ990810 08 


.0103 


.C41.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


1270 








End 


1596 




GI 


none 








Score 


123 




Exons 


1270. .1407, 


1272 


. .1358, 


1486. 


.1596, 1491. .1595 




Seq. No. 


9219 








Seq. ID 


OJ990810_08.0103 


.C42 


Gene No. 


19715 














Start 


339 










^ D D 




Name 


OJ990810 08 


.0103 


.C42.01 


. gs 


iYie unoa 


P TT M Q P n M 




Start 


339 








41 D 0 




GI 


none 








Score 


. / O 




Exons 


339. .466 














Seq. No. 


9220 








Seq. ID 


OJ990810_08.0103 


.C43 


Gene No. 


19716 








o u r ana 






Start 


204 








tna 


7 11 
/II 




Name 


OJ990810 08 


.0103, 


.C43.pl 


.gs 


jxie rnoQ 






Start 


' 204 








tjna 


7 11 
/ 1-1- 




GI 


none 








Score 






Exons 


204, .223, 639. .711 










Seq. No. 


9221 








Seq. ID 


OJ990810_08.0103 


.C44 


Gene No. 


19717 








Strand 






Start 


267 








End 


346 




Name 


OJ990810 08 


.0103, 


.C44.01 


.gs 


Method 


GENSCAN 




Start 


267 








End 


346 




GI 


none 








Score 


.69 




Exons 


267. .346 














Seq. No. 


9222 








Seq. ID 


OJ990810_08.0103 


.C45 


Gene No. 


19718 








Strand 






Start 


1040 








End 


1925 




Name 


OJ990810 08 


.0103.045.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


1032 








End 


1333 




GI 


none 








Score 


87 




Exons 


1032. .1163, 


1037, 


. .1168, 


1164. 


.1328, 1220.. 1333 




Seq. No. 


9222 








Seq. ID 


OJ990810_08.0103 


.C45 


Gene No. 


19718 








Strand 






Start 


1040 








End 


1925 




Name 


OJ990810 08 


.0103. 


,C45.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1034 








End 


1337 




GI 


none 








Score 


112 




Exons 


1034. .1336, 


1035. 


, .1151, 


1227. 


.1337 






Seq. No. 


9222 








Seq. ID 


OJ990810_08.0103 


.045 


Gene No. 


19718 








Strand 






Start 


1040 








End 


1925 




Name 


OJ990810 08 


.0103. 


C45.01, 


.tm 


Method 


TBLASTX: Maize 




Start 


1037 








End 


1348 




GI 


none 








Score 


302 




Exons 


1037. .1348, 


1041. 


.1337 











9711 



1^. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9222 Seq. ID OJ990810_08 . 0103 . C45 

19718 Strand . - 

1040 End 1925 

OJ990810_08.0103.C45.ol.np Method AAT/NAP 

1040 End 1925 

1353193 Score 379 

1040. .1336, 1895. .1925 

0-METHYLTRANSFERASE ZRP4 (OMT) gi | 542186 | pir | IJQ2268 
0-methyltransferase (EC 2.1.1.-) - maize gi|404070 (L14063) 
0-methyltransf erase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9223 
19719 
1 

OJ990810_08.0103.C4 6.ol.gp 
1 

3767006 
1. .363 

1353193/sp I P47917 | ZRP4_MAIZE 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_08.0103.C46 
363 

AAT/GAP 

363 

695 



4.0e-09 0-METHYLTRANSFERASE ZRP4 



(OMT) >gi_542186_pir JQ2268 0-methyltransferase (EC 2.1.1.-) 

maize >gi_404070 (L14063) 0-methyltransferase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810 08.0103.C46 



9223 
19719 
1 

OJ990810_08.0103.C4 6.ol.np 
1 

1353193 
1. .338 

0-METHYLTRANSFERASE ZRP4 (OMT) gi | 542186 | pir | | JQ2268 
0-methyltransferase (EC 2.1.1.-) - maize gi 1404070 (L14063) 
0-methyltransferase [Zea mays] 



363 

AAT/NAP 

338 

238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9223 

19719 

1 

OJ990810_08.0103.C46.ol.tm 
1 

none 



Seq. ID OJ990810_08.0103.C46 

Strand 

End 363 

Method TBLASTX : Mai ze 

End 302 

Score 64 



1..93, 2. .76, 7. .171, 72. .155, 75. .302, 88. .165, 223. .270 



9223 

19719 

1 

OJ990810_08.0103.C46.ol.gs 
39 

none 
39. .341 



Seq. ID OJ990810_08.0103.C46 

Strand 

End 363 

Method GENSCAN 

End 341 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9223 



Seq. ID OJ990810 08.0103.C46 



19719 Strand 
1 End „ 

OJ990810_08.0103.C46.ol.tw Method 
81 End 
none Score 
81. ,155, 81. .299, 82. .162, 223. .300 



363 

TBLASTX: Wheat 

300 

82 



9712 




Seq. No. 


9224 






Seq. ID 


OJ990810 08.0103 


.C47 




19720 






Strand 


+ 




Start 


1 






End 


1438 




Name 


OJ990810 


*08.0103.C47.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


743 




GI 


5902445 






Score 


664 




Exons 


1. .743 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Sea No 


9224 






Seq. ID 


OJ990810_08.0103 


. C47 


Gene No. 


19720 






Strand 


+ 




Start 


1 

X 






End 


1438 




Name 




DR (110*^ r4 7 o1 


u w 


Method 


TBLASTX: Wheat 




Start 


X ^ rl 






End 


734 




GI 








Score 


319 




Exons 


194 1 Q9 


1 9fi S7ft 1^1 
X^u..,j/0/ XjX. 


99 Q 


275. .382, 


603. .734, 608.. 


733 


Secj. No. 


9224 






Seq. ID 


OJ990810_08.0103 


r47 


Gene No. 


1 Q79n 






Strand 


+ 




Start 


1 

X 






End 


1438 




Name 


D.TQQDfl 1 n 

\JO -7 -7 U 0 X U 


Oft ni 0"^ r4 7 n1 




Method 


GENSCAN 




Start ' 


1 QR ~ 

X 17 0 






End 


1438 




GI 








Score 


.61 




Exons 




4 QQ 79Q ftfi'^ 

1-7-7. .^/Z^, . ODO. 




1325... 1438 




Spa No 


9224 






Seq. ID 


OJ990810_08.0103 


. C47 


Gene No. 


1 Q79n 






Strand 


+ ■ 




Start 


1 

X 






End 


1438 




Name 


VJU -7 Z7U 0 X U 


DP n 1 n cA 7 oi 

UO • UXUj.^fi / .Ox . 


urn 


Method 


TBLASTX: Maize 




Start 


4 "^9 ~ 






End 


698 




GI 


none 






Score 


134 




Exons 


4 ?9 fil 4 


4 1 f^i ^^n R 


. D y / , 


615. .698 






Sea No 


9225 






Seq. ID 


OJ990810_08.0103 


. C4 8 


Gene No. 


1 Q791 

X ^ / ^ X 






Strand 


+ 




Start 








End 


450 




Name 


vJU ;7_7Uo X u 


Oft m n P4 


UW 


Method 


TBLASTX: Wheat 




Start 


X 0 






End 


414 


- 


GI 


none 






Score 


183 




Exons 


± 0 . . Joy, 












0 C . J.N ^ • 


9225 






Seq. ID 


OJ990810_08.0103 


CA ft 


Gene No. 


19721 






Strand 


+ 




Start 


59 






End 


450 




Name 


OJ990810 


08.0103.C48.ol. 


gs 


Method 


GENSCAN 




Start 


59 






End 


450 




GI 


none 






Score 


.58 




Exons 


59. .450 












Seq. No. 


9225 






Seq. ID 


OJ990810_08.0103 


.C48 


Gene No. 


19721 






Strand 


+ 




Start 


59 






End 


450 




Name 


OJ990810 


08.0103.C48.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


199 






End 


435 




GI 


none 






Score 


162 




Exons 


199. .342, 


201. .332, 334. 


.435, 


400. .429 







9713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9226 Seq. ID 

19722 Strand 

1 End 233 

OJ990810_08 . 0103 . C51 . ol . np Method AAT/NAP 

1 End 233 

5902445 Score 297 
1. .233 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990810 08.0103.C51 



9226 Seq. ID 

19722 Strand 

1 End 
OJ990810_08 . 0103 . 051 . ol . tw Method 

4 End 

none Score 

4. .231, 17. .232 



OJ990810_08. 0103. 051 
233 

TBLASTX: Wheat 

232 

202 



Seq. No. 9226 Seq. ID 

Gene No. 19722 Strand 

Start 1 End 

- Name OJ990810_08 .0103 . 051 . ol . ts Method 

Start 16 End 

GI none ■ Score 

Exons 16.. 231, 107.. 232 



OJ990810_08. 0103. 051 
233 

TBLASTX : Soybean 

232 

89 



Seq. No. 9226 Seq. ID 

Gene No. 19722 Strand 

Start 1 End 

Name OJ990810_08 . 0103 . 051 . ol . tm Method 

Start 19 End 

GI none Score 

Exons 19.. 231, 20.. 232 



OJ990810_08. 0103-051 
233 

TBLASTX: Maize 

232 

119 



Seq. No. 9226 Seq. ID 

Gene No. 19722 . Strand 

Start 1 End 

Name OJ990810_08 . 0103 .051 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 181 



OJ990810_08. 0103. 051 
233 

GENSOAN 

181 

.4 



Seq. No. 9227 Seq. ID 

Gene No. 19723 Strand 

Start 413 End 

Name OJ990810_08 . 0103 . 052 . ol . gs Method 

Start 413 End 

GI none Score 

Exons 413.. 493 



OJ990810_08. 0103. 052 
493 

GENSOAN 
4 93 
.4 



Seq. No. ■ 9228 Seq, ID 

Gene, No. 19724 ' Strand 

Start 532 End 

Name OJ990810_08 . 0103 . 054 . ol . gs Method 

Start 532 End 

GI none Score 

Exons 532.. 804, 1028.. 1091 



OJ990810_08 .0103.054 
+ 

1091 
GENSOAN 
1091 
.5 



9714 



O q • IN U • 


Q99Q 


oeq • X u 


\Ju i7 0 ± U 


uo . 


1 U X u o 




Gene No. 


19725 


strand 










Start 


302 


End 


420 








Name 


OJ990810 08.0103.C55.ol.gs 


Method 


GENSCAN 








Start 


302 


End 


420 








GI 


none 


Score 


.43 








Exons 


302. .420 












O C • IN w • 








u o • 


ni n ^ 

\J JLKJ O 


• ^ ^ u 


Gene No. 


19726 


Strand 










Start 


224 


. End 


293 








Name 


OJ990810 08.0103.C58.ol.gs 


Method 


GENSCAN 








Start 


224 


End 


293 








GI 


none 


Score 


.78 








Exons 


224. .293 












Seq. No. 


9231 


Seq. ID 


OJ990810_ 


01. 


0103 


-CI 




19727 


Strand 


-1- 








Start 


5043 


End 


8184 








Name 


OJ990810 01.0103.Cl.ol.np 


Method 


AAT/NAP 








Start 


5043 


End 


8181 








GI 


6907089 ' 


Score 


4446 








Exons 


5043. .6304, 6399. .8181 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








o 6 q . IN Q . 


9231 


Seq. ID 


OJ990810_ 


n 1 


U X U J 


. U X 


Gene No. 


19727 


Strand 


+ 








Start 


5043 


End 


8184 








Name 


OJ990810 01.0103.Cl.o2,gs 


Method 


GENSCAN 








Start 


5043 


End 


8184 








GI 


none 


Score 


.88 








Exons 


5043. .5096, 5298. .5468, 5484 


. .6277, 6399. .8184 








Seq. No. 


9231 


Seq. ID 


OJ990810_ 


01. 


0103 


.CI 




19728 


Strand 


+ 








Start 


11782 


End 


17222 








Name 


OJ990810 01.0103.Cl.o3.np 


Method 


AAT/NAP 








Start 


11782 


End 


17004 








GI 


5852180 


Score 


798 








Exons 


11782. .11823, 15360. .15430, 


16420. .16536, 16589. 


. 17004 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










o q . IN U . 


9231 


Seq. ID 


OJ990810_ 


01. 


0103 


. ^ X 


Gene No. 


19728 


Strand 


+ 








Start 


11782 


End 


17222 








Name 


OJ990810 01.0103.Cl.o5.gs 


Method 


GENSCAN 








Start 


15624 


End 


17222 








GI 


none 


Score 


.99 








Exons 


* 15624. .15684, 16420. ,17222 












Seq. No.' 


9231 


Seq. ID 


OJ990810^ 


01. 


0103 


.CI 


Gene No. 


19729 


Strand 


+ 








Start 


22265 


. End 


23398 








Name 


OJ990810 01.0103.Cl.o8.gs 


Method 


GENSCAN 








Start 


22265 


End 


23398 








GI 


none 


Score 


.75 









9715 



Exons 


22265. .23398 






Seq. .No. 


9231 


Seq. ID 


OJ990810_01.0103.C1 


Gene No. 


19730 


Strand 




btart 


Q Q 1 

o y i 


hna 




Name 


OJ990810 01.0103.Cl.ol.gs 


Method 


GENSCAN 


Start 


891 


End 


4762 


GI 


hone 


Score 


.62 


Exons 


891.. 993, 1650.. 1678, 1768. 


.2017, 3300 


..3470, 3812. .3901, 




4001. .4073, 4659. .4762 






Seq. No. 


9231 


Seq. ID 


OJ990810_01.0103.C1 


Gene No. 


19730 


Strand 


- 


Start 


891 


End 


4762 


Nanie 


OJ990810 01.0103.Cl.ol.gp 


Method 




Start 


3533 


End 


3953 


GI 


uC-osflcypl72a09al 


Score* 


640 


Exons 


3533.. 3560, 3590.. 3953 






GI Descrip. 


•5803242/dbj | AP000399 . 1 | AP000399 l.Oe- 


35 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 * 




Seq. No. 


9231 


Seq. ID 


OJ990810_01.0103.C1 


Gene No. 


19731 


Strand 




Start 


8815 


End 


27729 


Name 


OJ990810 01.0103.Cl.o3.gs 


Method 


GENSCAN 


Start 


8815 


End 


11446 


GI 


none 


Score 


.7 


Exons 


8815. .10368, 10413. .11282, 


11300. .11446 


Seq. No. 


9231 


Seq. ID 


OJ990810_01.0103.C1 


Gene No. 


19731 


Strand 




Start 


8815 


End 


27729 


Name 


OJ990810 01.0103.Cl.o2.np 


Method 


AAT/NAP 


Start 


8818 


End 


14451 




6498441 


Score 


6923 


Exons 


8818. .9099, 9193. .10568, 10740 .. 11036, 


11229. .11655, 




11828. .11962, 12146. .12519, 


12583. .13046, 13388. .14451 


GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


9231 


Seq. ID 


OJ990810_01.0103.C1 


Gene No . 


19731 


Strand 




Start 


8815 


■ End 


27729 


Name 


OJ990810 01.0103.Cl.o7.tw 


Method 


TBLASTX: Wheat 


Start 


8827 


End 


9429 


GI 


none 


Score 


83 


Exons 


8827. .8952, 8831. .8953, 9056. .9427, 9145. .9429, 9146. .9424 


Seq. No. 


9231 


Seq. ID 


OJ990810_01.0103.C1 


Gene No. 


19731 


Strand 




Start 


8815 


End 


27729 


Name 


OJ990810 01.0103.Cl.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9430 


End 


9811 


GI 


none 


Score 


170 



Exons 



9430. .9810, 9461. .9709, 9469. .9807, 9755. .9811 



9716 



Seq. No. 9231 

Gene No. 19731 

Start 8815 

Name OJ990810_01 . 0103 . CI . o2 . tm 

Start 9625 

GI none 

Exons 9625.. 9948, 9638.. 9919 



Seq. ID OJ990810_01.0103.C1 
Strand 

End 27729 

Method TBLASTX : Mai ze 

End 9948 

Score 201 



Seq. No. 9231 

Gene No. 19731 

Start 8815 

Name OJ990810_01 .0103 . CI . o5 . tw 

Start 10434 

GI none 

Exons 10434. .10583, 10435 .. 10572 , 
10644. .10868 



Seq. ID OJ990810_01.0103.C1 
Strand 

End 27729 

Method TBLASTX : Wheat 

End 10892 

Score 91 
10627. .10803,- 1064 4. .10892, 



Seq. No. 9231 

Gene No. 19731 

Start 8815 

Name OJ990810_01 . 0103 .CI . ol . ts 

Start 11493 

GI none 

Exons 11493, .11723, 11728 .. 11862, 

Seq. No. 9231 

Gene No. 19731 

Start 8815 

Name OJ990810_01 . 0103 .CI . o2 . tw 

Start 11523 

GI none 

Exons 11523. .11723, 1154 8 .. 11724 , 
11723. .11941 



Seq. ID OJ990810_01.0103.C1 
Strand 

End 27729 

Method TBLASTX : Soybean 

End 11862 

Score 77 
11729. .11845 

Seq. ID OJ990810_01.0103.C1 
Strand 

End 27729 

Method TBLASTX : Wheat 

End 11941 

Score 114 
11707. .11886, 11722. .11940, 



Seq. No. 9231 

Gene No. 19731 

Start 8815 

Name OJ990810_01 . 0103 . CI . o3 . tm 

Start 11616 

GI none 

Exons 11616, .11723, 11722 .. 11997 , 



Seq. ID OJ990810_01.0103,C1 
Strand 

End 27729 

Method TBLASTX: Maize 

End 11998 

Score 190 
11723. .11998 



Seq. No. 9231 

Gene No'. 19731 

Start 8815 

Name OJ990810_01 . 0103 .CI . o4 . gs 

Start 11710 

GI none 

Exons 11710. .12519, 12583 .. 13069, 
14158. .14605 



Seq. ID OJ990810_01.0103.C1 
Strand 

End 27729 

Method GENSCAN 

End 14605 

Score . 65 
13150. .13874, 13892. .14004, 



Seq. No. 9231 

Gene No.. ' 19731 

Start 8815 

Name OJ990810_01 . 0103 . CI . ol . tm 

Start 12025 

GI none 



Seq. ID OJ990810_01. 0103.C1 
Strand 

End 27729 

Method TBLASTX : Maize 

End 12381 

Score 132 



9717 



Exons 


12025. .12330, 12025 


. .12381, 


12035. .12346 


Seq. No. 


9231 




Seq. ID 


OJ990810_01.0103.C1 


Gene No . 


19731 




Strand 




Start 


8815 




End 


27729 


Name 


OJ990810 01. 0103. CI 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


12049 




End 


12512 


GI 


none 




Score 


233 


Exons 


12049. .12510, 12055 


. .12510, 


12056. .12511, 12069. .12512 


Seq. No. 


9231 




Seq. ID 


OJ990810_01.0103.C1 


Gpnp No 


19731 




Strand 




start 


8815 




End 


27729 


Name 


OJ990810 01. 0103. CI 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


12106 




End 


12471 


GI 


none 




Score 


118 


Exons 


12106. .12240, 12247 


. .12471 






Seq. No. 


9231 




Seq. ID 


OJ990810_01.0103.C1 


Gene No. 


19731 




Strand 




Start 


8815 




End 


27729 


Name 


OJ990810 01. 0103. CI 


. o4 . np 


. Method 


AAT/NAP 


Start 


12485 




End 


19674 


GI 


2129478 




Score 


100 


Exons 


12485. .12519, 16766 


. .17045, 


17241. .17336, 18005 18 190 , 




19647. .19674 








GI Descrip. 


chitinase (EC 3.2.1 


.14) precursor - beet gi | 488731 1 emb | CAA55883 | 




{X79301) chitinase 


[Beta vulgaris] gi 


829258 |emb|CAA56946| 




(X81056) Chitinase 


[Beta vulgaris] 




Seq. No. 


9231 




Seq. ID 


OJ990810_01.0103.C1 


Gene No . 


19731 




Strand 




Start 


8815 




End 


27729 


Name 


OJ990810 01. 0103. CI 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


12676 




End 


13172 


GI 


none 




Score 


152 


Exons 


12676. .13044, 12707 


. .12967, 


13068. .13172 


Seq. No. 


9231 




Seq. ID 


OJ990810_01.0103.C1 


Gene No. 


19731 




Strand 




Start 


8815 




End 


27729 


Name 


OJ990810 01. 0103. CI 


. o6. tw 


Method 


TBLASTX: Wheat 


Start 


13910 




End 


14302 


GI 


none - 




Score 


93 


Exons 


13910. .14167, 13944 


. .14183, 


14150. .14248, 14151. .14243, 




14255. .14302 








Seq. No. 


9231 




Seq. ID 


OJ990810_01.0103.C1 


Gene Mn 


19731 




Strand 




Start 


8815 




End 


27729 


Name 


OJ990810 01. 0103. CI 


. o4 . tm 


Method 


TBLASTX: Maize ' 


Start 


14012 




End 


14297 


GI 


none 




Score 


82 


Exons 


14012. .14260, 14013 


. .14297 






Seq. No. 


9231 




Seq. ID 


OJ990810_01.0103.C1 


Gene No. - 


19731 




Strand 





9718 



start 


8815 


End 


27729 




Name 


OJ990810 01.0103.Cl.o2.gp 


Method ' 


7\ 7\ rp //^ A O 




Start 


15279 


. End 


15664 




GI 


uC-osflcyp033a04bl 


Score 


661 




Exons 


15279. .15664 








GI Descrip. 


'6016845/cibj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 


sat 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 




Seq. ID 


OJ990810 


_01 


Gene No. 




Strand 






o tart 


O O X J 


End 


27729 




Name 




Method 


GENSCAN 




Start 


17681 


End 


20212 




GI 


none 


Score 


.48 




Exons 


17681. .18169, 18199. .18405, 


18747. .18836, 18936 


. .1 




20032. .20110, 20164.. 20212 








Seq. No. 


9231 


Seq. ID 


OJ990810 


_01 


Gene No. 


19731 


Strand 






Start 


8815 


End 


27729 




Name 


OJ990810 01.0103.Cl.o5.np 


Method 


AAT/NAP 




Start 


18352 


End 


26366 




GI 


5042454 


Score 


217 




Exons 


18352. .18405, 18747 .. 18922, 


19148. .19365, 24367 


. .2 




24731. .24787, 26292. .26366 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


9231 


Seq. ID 


OJ990810 


_01 


Gene No. 


19731 


Strand 






Start 


8815 


End 


27729 




Name 


OJ990810 01.0103.Cl.o4.gp 


Method 


AAT/GAP 




Start 


18468 


End 


18888 




GI 


uC-osflcypl72a09al 


Score 


640 




Exons 


18468. .18495, 18525. .18888 








GI Descrip. 


'5803242/dbj | AP000399 . 1 1 AP000399 l.Oe- 


35 Oryza 


sat. 




DNA, chromosome 6, clone : P0535G04 ' 






Seq. No. 


9231 


Seq. ID 


OJ990810 


_01 


Gene No . 


19731 


Strand 






Start 


8815 


End 


27729 




Name 


OJ990810 01.0103.Cl.o7.gs 


Method 


GENSCAN 




Start 


20755 


End 


21771 




GI 


none 


Score 


1 




Exons 


20755. .21771 








Seq. No. 


9231 


Seq. ID 


OJ990810 


_01 


Gene No. 


19731 


Strand 






Start 


8815 


End 


27729 




Name 


OJ990810 01.0103.Cl.o9.gs 


Method 


GENSCAN 




Start 


24184 


End 


27723 




GI 


none 


Score 


.86 




Exons 


24184. .24858, 25153 .. 25207, 


25381. .25493, 25531 


. .21 




26058. .26115, 26611 .. 26722, 


26805. .26910, 27422 


. .2' 




27613. .27723 








Seq. No. 


9231 


Seq. ID 


OJ990810 


_01 


Gene No. 


19731 


Strand 







9719 



start 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8815 End 

OJ990810_01 . 0103 . CI . 06 . np Method 

24546 End 

4559345 Score 



27729 
AAT/NAP 
27729 
249 



24546. .24595, 24 743 24858, 25156 25207 , 25381 .. 25433, 

25531. .25632, 25786, , 25890, 25996 26107 , 26548 .. 26722 , 

26805. .26910, 27422 274 91, 27613., 27729 

{AC006585) putative protein phosphatase 2C [Arabidopsis 

thaliana] 



9232 Seq. ID 

19732 Strand 

618 End 

OJ990810_01 , 0103 . C2 . ol . gp Method 

618 End 

3767784' Score 
618. ,1004 



OJ990810_01.0103.C2 

1004 
AAT/GAP 
1004 
701 



Seq. No. 9232 Seq. ID 

Gene No. 19732 Strand 

Start 618 End 

Name OJ990810_01 . 0103 . C2 . o2 . gs Method 

Start 84 9 End 

GI none Score 

Exons 849..1004 



OJ990810_01.0103.C2 

1004 
GENS CAN 
1004 
.78 



Seq. No. 9233 Seq. ID 

Gene No. 19733 Strand 

Start 216 End 

Name OJ990810_01 . 0103 . C3 . o3 . tm Method 

Start 211 End 

GI none Score 

Exons 211., 240, 243,, 440, 246.. 341, 334.. 429 



OJ990810_01.0103.C3 
1560 

TBLASTX: Maize 

440 

37 



Seq. No. 9233 Seq. ID 

Gene No. 19733 Strand 

Start 216 End 

Name OJ990810_01 . 0103 . C3 . ol . gs Method 

Start 216 End 

GI none Score 

Exons 216,. 1418 



OJ990810_01.0103,C3 

1560 
GENSCAN 
1418 
.57 



Seq. No. 9233 Seq. ID 

Gene No. 19733 Strand 

Start 216 End 

Name 0 J9 9081 0_0 1.0103.C3.ol.np Me t hod 

Start 219 End 

GI 4680179 Score 

Exons 219., 1560 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 9233 Seq. ID 

Gene No. 19733 Strand 

Start 216 End 

Name OJ990810_01 . 0103 . C3 . o3 . tw Method 

Start 264 End 

GI none Score 



OJ990810_01.0103.C3 

1560 
AAT/NAP 
1560 
1988 



sativa subsp. indica] 



OJ990810_01.0103.C3 
1560 

TBLASTX: Wheat 

597 

123 



9720 




Exons 


264. .596, 285. .593, 328 


1. .597 








Seq. No. 


9233 




Seq.. ID 


OJ990810_01.0103 


.C3 




19733 




St rand 






Start 


216 




End 


1560 




Name 


OJ990810 01.0103.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


444 




End 


1043 




GI 


none 




Score 


117 




Exons 


444 . .884, 459. .716, 460 


1. .885, 


800. .889 


, 882. .1043, 889. 


.1035 


Seq. No. 


9233 




Seq. ID 


OJ990810_01.0103 


.C3 




19733 




Strand 






start 


216 




End 


1560 




Name 


OJ990810 01.0103.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




start 


597 




End 


1223 




GI 


none 




Score 


59 




Exons 


597. .1223, 600. .713, 709. .1167 






Seq. No. 


9233 




Seq. ID 


OJ990810_01.0103 


.C3 




19733 




St rand 






start 






End 


1560 




Name 




•f-m 

LILL 




TBLASTX: Maize 




Start 


1 HQ? ~ ■ 




End 


1384 




GI 


none 




Score 


209 




Exons 


109? 1^82 1096 I'^fi^ 


1223 


1384 






Seq. No. 


9233 




Seq. ID 


OJ990810_01.0103 


.C3 




19733 




Strand 






Start 


^ JL U 




FnH 


1560 




Name 








TBLASTX : Soybean 




Start 


1 1 R9 ~ 
X xo ^ 




PnH 


1442 




GI 








154 




Exons 


11P9 ^AAO iift"^ ^ A"^! 










Seq. No. 


9233 




Seq. ID 


OJ990810_01.0103 


.C3 




19733 




Strand 






Start 


216 




End 


1560 




Name 


OJ990810 01.0103.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1206 




End 


1523 




Gl' 


none 




Score 


83 




Exons 


1206, .1349, 1207. .1347, 


1350. 


.1523 






Seq. No. 


9233 




Seq. ID 


OJ990810_01.0103 


.C3 


\J die \^ . 


19733 




Strand 






Start 


216 




End 


1560 




Name 


OJ990810 01.0103.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1230 




End 


1553 




GI 


none 




Score 


243 




Exons 


1230.. 1553, 1231.. 1551, 


1236. 


.1553 






Seq. No. 


9234 




Seq. ID 


OJ990810_01.0103 


.C4 


Gene No. 


19734 




Strand 






Start 


1 




End 


828 




Name 


OJ990810 01.0103.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


649 




GI 


6721562 




Score 


951 





Exons 1. . 64 9 



9721 



GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 I dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
.alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq.. No. 


9234 










Seq. ID 


OJ990810 


_01 


.0103 


.04 


Gene No. 


19734 










Strand 


— 








Start 


1 










End 


828 








Name 


OJ990810 


01 . 


0103. C4 


. ol. 


03 


Method 


GENSOAN 








Start 


67 










End 


828 








GI 


none 










Score 


.56 








Exons 


67. .694, 


760 


. .828 
















Seq. No. 


9235 










Seq. ID 


OJ990810 


_01 


.0103 


.05 


Gene No. 


19735 










Strand 


- 








Start 


37 










End 


134 








Name 


OJ990810 


01 . 


0103 C5 


. ol . 


y 


Mp-t- hod 


GENSOAN 








Start 


37 










End 


134 








GI 


none 










Score 


.6 








Exons 


37. .134 




















Seq. No. 


' 9236 










Seq. ID 


OJ9908i0 


_01 


.0103 


.06 


Gene No. 


19736 










Strand 


+ 








Start . 


165 










End 


222 








Name 


OJ990810 


01. 


0103. C6 


ol. 


gs 


Method 


GENSOAN 








Start ■ 


165 










End 


222 








GI 


none 










Score 


.45 








Exons 


165. .222 




















Seq. No. 


9237 










Seq. ID 


OJ990810 


_01 


.0103 


.07 


Gene No. 


19737 










Strand 


+ 








Start 


1 










End 


837 








Name 


OJ990810 


01. 


0103. C7 


ol. 


np 


Method 


AAT/NAP 








Start 


1 










End 


699 








GI 


1654186 










Score 


129 








Exons 


1. .171, 284. 


.364, 462.. 


699 












GI Descrip. 


(U49385) 


OTP 


synthetase 


homolog [Mus mus cuius] 








Seq. No. 


9237 










Seq. ID 


OJ990810_ 


_01 


.0103 


.07 


Gene No. 


19737 










Strand 


+ 








Start 


1 










End 


837 








Name 


OJ990810 


01. 


0103. C7, 


ol. 


gs 


Method 


GENSOAN 








Start 


123 










End 


837 








GI 


none 










Score 


.96 








Exons 


123. .171, 


284. .364, 


462 


. .555, 


716. .837 










Seq. No. 


9237 










Seq. ID 


OJ990810_ 


_01 


.0103 


.07 


Gene No. 


19738 










Strand 


+ 








Start 


2221 










End 


3531 








Name 


OJ990810 


01. 


0103. 07. 


ol. 


tc 


Method 


TBLASTXrOress 




Start 


124 










End 


557 








GI 


none 










Score 


61 








Exons 


124. .174, 


28 


1. .367, 


461 


. .556, 


462. .557 











Seq. No. 9237 Seq. ID OJ990810_01 . 0103 . 07 

Gene No. 19738 Strand + 

9722 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2221 End 

OJ990810_01 . 0103 . C7 . ol . tm Method 

124 End 

none Score 



3531 

TBLASTX: Maize 

777 

36 



124. .153, 151. .174, 281. .367, 283. .351, 459. .539, 461. .556, 
462. .557, 705. .761, 715. .777 



9237 Seq. ID 

19738 Strand 

2221 End 

OJ990810_01.0103.C7.o2.np Method 

1982 End 

6634727 Score 
1982. .2022, 2214. .2391 

(AC012463) T2E6.12 [Arabidopsis thaliana] 



OJ990810_01.0103.C7 
+ 

3531. 
AAT/NAP 
2391 
56 



9237 
19738 
2221 ' 

OJ990810_01.0103.C7.o2.gs 

2221 

none 

2221. .3531 



Seq. ID OJ990810_01.0103.C7 

Strand + 

End 3531 

Method GENSCAN 

End 3531 

Score .86 



Seq. No. 
l\ Gene No. 
fj Start 
I \ Name 
=1 Start 

i GI 

Exons 
l\ GI Descrip. 



9238 Seq. ID 

19739 Strand 

3608 End 

O J9 908 10_0 1 . 0103 . C8 . o2 . gp Method 

3608 End 

uC-osflM202064d03al Score 
3608. .4006 

*2501555/sp|Q40784 |AAPC_PENCL 6,0e-24 POSSIBLE 

APOSPORY-ASSOCIATED PROTEIN C >gi_54 9984 (U13148) possible 

apospory-associated protein [Pennisetum ciliare] * 



OJ990810_01.0103..C8 
+ 

4006 
AAT/GAP 
4006 
759 



t 


Seq. No. 


9238 


Seq. ID 


OJ990810_01.0103. 


C8 


"1 


Gene No. 


19740 


Strand 








Start 


239 


End 


1902 






Name 


OJ990810 01.0103.C8.ol.gs 


Method 


GENSCAN 




"i 


Start 


239 


End 


1876 






GI 


none 


Score 


.6 






Exons 


239. .358, 486. .626, 1108.. 


1238, 1342. 


.1876 






Seq. No. 


9238 


Seq^ ID 


OJ990810_01.0103, 


C8 




Gene No. 


19740 


Strand 








Start 


239 


End 


1902 






Name 


OJ990810 01.0103.C8.ol.gp 


Method 


AAT/GAP 






Start 


777 


End 


1902 






GI 


844 1.R1084 


Score 


1978 






Exons 


777.. 1238, 1342.. 1902 










GI Descrip. 


M105683 l.Oe-131 {AF049892) unknown 


[Oryza sativa] >gi 


4105692 






(AF050155) embryo-specific 


protein [Oryza sativa subsp. 


indica] 




Seq. No. 


9238 


Seq. ID 


OJ990810_01.0103. 


C8 




Gene No. 


19740 


Strand 








Start 


239 


End 


1902 






Name 


OJ990810 01.0103.C8.ol.np 


Method 


AAT/NAP 





9723 




start 1060 End 1876 

GI 4105683 Score 1249 

Exons 1060.. 1238, 1342.. 1876 

GI Descrip. (AF049892) unknown [Oryza sativa] gi 14105692 (AF050155) 
embryo-specific protein [Oryza sativa subsp. indica] 



Seq. No. 


9238 








Seq. ID 


OJ990810 


_01.0103.C8 


Gene No. 


19741 








Strand 






Start 


2623 








End 


5914 




Name 


OJ990810_01 


.0103 


.C8.02. 


tm 


Method 


TBLASTX: 


Maize 


o uar L 










End 


1502 




GI 


none 








Score 


219 




Exons 


1057. .1236, 


1058 


. .1237, 


1101. 


.1244, 1331. .1414, 


1347. .1415 




1418. .1501, 


1419 


. .1502 










Seq. No. 


9238 








Seq. ID 


OJ990810 


_01.0103.C8 


Gene No. 


19741 








Strand 






Start 


2623 








End 


5914 




Name 






. ^0 . 01 . 


4- 1-1 
zs 


Method 


TBLASTX: 


Soybean 


Start 


1331 








End 


1795 




GI 


none 








Score 


92 




Exons 


1331. .1795, 


1337 


. .1459, 


1365. 


.1559, 1553. .1792, 


1608. .1793 


Seq. No. 


9238 








Seq. ID 


OJ990810 


_01.0103.C8 


Gene No. 


19741 - 








Strand 






Start 


2623 








End 


5914 




Name 




. U iUo 


r'Q y-v1 

. Co , Oi . 


•4- ^ 

lC 


Method 


TBLASTX : 


Cress 


Start 


1460 








End' 


1852 




GI 


none 








Score 


324 




Exons 


1460. .1852, 


1461 


. .1778, 


1553. 


.1789 






Seq. No. 


9238 








Seq. ID 


OJ990810 


_01.0103.C8 


Gene No. 


19741 








Strand 






Start 


2623 








End 


5914 




Name 


OJ990810_01 


.0103 


.C8.01. 


tm 


Method 


TBLASTX: 


Maize 


0 tar u 


iOUo 








End 


1883 




GI 


none- 








Score 


74 




Exons 


1508. .1579, 


,1509 


. .1559, 


1559. 


.1792, 1559. .1864, 


1605. .1883 


Seq. No. 


9238 








Seq. ID 


OJ990810 


_01.0103.C8 


Gene No. 


19741 








Strand 






Start 


2623 








End 


5914 




Name 


OJ990810 01 


.0103 


.C8.o2. 


gs 


Method 


GENSCAN 




Start 


2623 








End 


5914 




GI . 


none 








Score 


.6 




Exons 


2623. .2769, 


2929 


. .3005, 


3010. 


.3180, 3801. .3995, 


4079. .4178 




5618. .5692, 


5708 


. .5914 










Seq. No. 


9238 








Seq. ID 


OJ990810 


_01.0103.C8 


Gene No. 


19741 








Strand 






Start 


2623 








End 


5914 




Name 


OJ990810 01 


.0103 


.C8.02. 


np 


Method 


AAT/NAP 




Start 


3790 








End 


5914 




GI 


6850852 








Score 


1020 




Exons 


3790. .3995, 


4079 


. .4178, 


4333. 


.4435, 4537. .4671, 


4932. .5095 




5221. .5277, 


5618 


. .5692, 


5804. 


.5914 







GI Descrip. (AL132962) putative protein [Arabidopsis thaliana] 



9724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9238 

19741 

2623 

OJ990810_01, 

3797 

none 

3797. .4048, 
4321. .4425, 



0103.C8,o3.tin 



3799.. 3996, 4076. 
4330. .4428, 4331. 



Seq. ID OJ990810_01.0103.C8 
Strand 

End 5914 

Method TBLASTX: Maize 

End 4433 

Score 223 

.4180, 4080. .4181, 4080. .4181, 
.4426, 4332. .4433 



Seq. 'No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9238 

19741 

2623 

OJ990810_01, 

3807 

none 

3807. .3995, 
4081. .4179 



Seq. ID OJ990810_01.0103.C8 
Strand 

End 5914 

Method TBLASTX : Soybean 

End 4181 

Score 115 
3811. .3993, 3812. .4021, 3849. .3995, 4080. .4181, 



0103.C8.o2.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9238 

19741 

2623 

OJ990810_01, 

3808 

none 

3808. .3993, 



0103.C8.o2.tc 



3818. .3994, 4083. 



Seq. ID OJ990810_01.0103.C8 
Strand 

End 5914 

Method TBLASTX: Cress 

End 4181 

Score 103 
.4181 



Seq. No. 9238 
Gene No. 19741 
Start 2623 

Name OJ990810_01 . 0103 .C8 .o3 . tc 

Start 4310 
GI none 

Exons -4310. .4381, 4321. .4437, 4331. .4372, 4539. .4679, 4566. ,4694, 
4922. .4969 



Seq. ID OJ990810_01.0103-C8 
Strand 

End 5914 

Method TBLASTX : Cress 

End 4969 

Score 61 



Seq. No. 9238 

Gene No. 19741 

Start 2623 

Name OJ990810_01 . 0103 .C8 . o3 . ts 

Start 4336 

GI none 

Exons 4336.. 4437, 433,6.. 4437, 4338, 
- 4539. .4676 



Seq. ID OJ990810_01.0103-C8 
Strand 

End 5914 

Method TBLASTX : Soybean 

End 4 67 6 

Score 118 

.4454, 4537. .4674, 4537. .4671, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



9238 

19741 

2623 

OJ990810_01.0103.C8.o4.tm 

4528 

none 

4528. .4671, 4539. .4670, 4917. 
5019. .5099, 5198. .5257, 5221. 

9238 

19741 

2623 



Seq. ID OJ990810_01.0103.C8 
Strand 

End 5914 

Method TBLASTX : Maize 

End 5257 

Score 177 

.5096, 4922. .5098, 4933. .5097, 
.5256 

Seq. ID OJ990810_01.0103.C8 
Strand 

End 5914 



9725 




Name 


OJ990810 01,0103.C8.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


4917 




End 


5695 


GI 


none 




Score 


158 


Exons 


4917. .5126, 4922. .5098, 


5040. 


.5114, 5198. .5278, 5221. .5280, 




5221.. 5292, 5618.. 5695, 


5634. 






Seq. No, 


9239 




Seq. ID 


OJ990810_01. 0103, CIO 


Gene No. 


19742 




Strand 


- 




44 
*± *± 




End 


811 


Name 


OJ990810 01. 0103. CIO. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


547 


GI 


none 




Score 


52 


Exons 


1..81, 1..81, 172. .261, 


173. . 


94? 


^fil 949 '^Q4 94q 




413. .547, 414. .539 








Seq, No. 


9239 




Seq. ID 


OJ990810_01. 0103. CIO 




1 Q74 ? 




Strand 


- 


Start 


44 




End 


811 


Name 


OJ990810 01. 0103. CIO. ol 


.gs 


Method 


GENSCAN 


Start 


44 




End 


811 


GI 


none 






71 


Exons 


44. .79, 271. .811 








Seq. No. 


9239 




Seq. ID 


OJ990810_01. 0103. CIO 




1 Q749 




Strand 


- 


Start 


44 




End 


811 


Name 


OJ990810v 01. 0103. CIO. ol 


• gp 


Method 


AAT/GAP 


Start 


161 




End 


563 


GI 


none 




Score 


7 9 


Exons 


161. .563 








Seq. No. 


9239 




Seq. ID 


OJ990810_01. 0103 -CIO 


oclicr INvJ • 


1 Q7 4 9 




Strand 


- 


Start 


44 




End 


811 


Name 


OJ990810 01. 0103. CIO. ol 


.tm 


Method 


TBLASTX: Maize 


Start 


405 




End 


694 


GI 


none 




Score 


352 


Exons 


405. .683, 406. .693, 407 


.. .694, 


407. .694 




Seq. No. 


9240 




Seq. ID 


OJ990810_01.0103.C11 


Gene No. 


19743 




Strand 


+ 


O L. Cli- L. 


5493 




End 


6097 


Name - 


OJ990810 01.0103.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


5493 


End 


6097 


GI 


6728966 




Score 


614 


Exons 


5493. .6097 








GI Descrip. 


(AC018363) unknown protein [Arabidopsis thaliana] 


Seq. No. 


9240 




Seq. ID 


OJ990810_01.0103.C11 




19744 




Strand 




Start 


1009 




End 


3060 


Name 


OJ990810 01.0103.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


1009 




End 


3060 


GI 


none 




Score 


. 96 


Exons 


1009. .1194, 1763. .1825, 


2063. 


.2465, 2675. .3060 


Seq. No. 


9240 




Seq. ID 


OJ990810_01.0103.C11 



9726 






1 Ql A A 




Strand 




Start 


1009 




End 


3060 


Name 


OJ990810 01.0103.Cll.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2722 




End 


3060 


GI 


none 




Score 


84 


Exons 


2722.. 2838, 2723. .2806, 


2757. 


.2876, 2872.. 3060, 2878. .3060 


Seq. No. 


9240 




Seq. ID 


OJ990810_01.0103.C11 


Gene No. 


19745 




Strand 




O UdX L 


O *i O ± 




End 


6115 


Name 


OJ990810 01.0103. Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5481 




End 


6115 


GI 


none 




Score 


158 


Exons 


5481. .5795, 5482. .5631, 


5493. 


.6044, 5871.. 6089, 5936.. 6115, 




6031. .6087 








Seq. No. 


9240 . 




Seq. ID 


OJ990810_01.0103.C11 


Gene No. 


1974S; 




Strand 




C4- a -r-h 






End 


6115 


Name 


OJ990810 01. 0103. Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5490 




End 


6097 


GI 


none 




Score 


181 


Exons 


5490.. 5690, 5493.. 5621,. 


5614. 


.5655, 5681.. 5779, 5691.. 6032, 




.5753. .6088, ,5863. .6087, 


5871. 


.6089, 5936.. 6097 


Seq. No. 


9241 




Seq. ID 


OJ990810_01.0103.C12 


Gene No. 


19746 




Strand 


+ 




234 




End 


805 


Name 


OJ990810 01.0103.C12.ol. 


np 


Method 


AAT/NAP 


Start 


234 




End 


805 


GI 


4926827 




Score 


205 


Exons 


234. .288, 392. .512, 581. 


.805 






GI Descrip. 


(AC004135) T17H7.12 [Arabidopsis thaliana] 


Seq. No. 


9241 




Seq. ID 


OJ990810_01.0103.C12 




19746 




Strand 


+ 


start 


234 




End 


805 


Name 


OJ990810 01.0103.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


234 




End 


717 


GI 


• none 




Score 


76 


Exons 


234. .290, 235. .291, 389. 


.514, 


389. .514, 


390. .524, 658. .717 


Seq. No. 


9241 




Seq. ID 


OJ990810_01.0103.C12 


vjcllc LNU • 


19746 




Strand 


+ 


Start 


234 




End 


805 


Name 


OJ990810 01.0103.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


235 




End 


514 


GI 


none 




Score 


74 


Exons 


235. .291, 240. .290, 380. 


.514, 


389. .514 




Seq. No. 


9241 




Seq. ID 


OJ990810 01.0103.C12 


Gene No. 


19746 




Strand 


+ 


Start 


234 




End 


805 


Name 


^OJ990810 01.0103.C12.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


241 




End 


717 


GI 


none 




Score 


73 


Exons 


241...291, 246. .290, 389. 


.514, 


389. .514, 


658. .717 



9727 






Q94 1 
ft 1 






oeq . ± u 




PI 9 


Gene No. 


19746 






Strand 






Start 


234 






End 


805 




Name 


OJ990810 01.0103.C12 


.ol 


.gs 


Method 


GENSCAN 




Start 


392 






End 


509 




GI 


none 






Score 


.4 




Exons 


392. .509 












o 6 • IN U • 








oeq * J. U 


vJuzJ^UOxU UJ-.UXUo 




Gene No. 


19747 






Strand 






Start 


145 






End 


269 




Name 


OJ990810 01.0103.C15 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


128 






End 


263 




GI 


none 






Score 


81 




Exons 


128. .262, 147. .263 




















ocq . ±u 






Gene No. 


19747 






Strand 






Start 


145 






End- 


269 . 




Name 


OJ990810 01.0103.C15 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start"' 


128 






End 


. 269 




GI 


none 






Score 


103 




Exons 


128. .268, 129. .269 












o e q • IN o . 


Q94 9 






oeq . ±U 




PI S 


Gene No. 


19747 






Strand 






Start 


145 






End 


269 




Name 


OJ990810 01.0103.C15 


.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


129 






End 


266 




GI 


none 






Score 


97 




Exons 


129. .266, 137. .265 












Seq. No. 


9242 






Seq. ID 


OJ990810_01.0103 


,C15 




19747 






Strand 






Start 


145 






End 


269 




Name 


OJ990810 01.0103.C15 


.ol 


np 


Method 


AAT/NAP 




Start 


145 






End 


262 




GI 


4926827 






Score 


154 




Exons 


145. .262 












GI Descrip. 


(AC004135) T17H7.12 


[Arabidopsis thaliana] 




Corr KFo 
Ocq • INO . 


Q94 






Seq. ID 


OJ990810_01.0103 


PI 


Gene No. 


'19748 






Strand 






Start 


192 






End 


1000 




Name 


OJ990810 01,0103.C16 


.ol. 


gs 


Method 


GENSCAN 




Start 


192 






End 


1000 




GI 


none 






Score 


.92 




Exons 


192. .1000 












Seq. No. 


9244 






Seq. ID 


OJ990810_01.0103 


.C17 


Gene No. 


19749 






Strand 


+ . 




Start 


1 






End 


463 




Name 


OJ990810 01.0103.C17 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


463 




GI 


4680186 






Score 


307 





Exons 1..39, 263.. 463 



9728 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 





Seq. No.. 


9244 


Seq. ID 


OJ990810 


_01. 


0103 


.C17 




oene lno . 


19750 


Strand 












Start 


13 


End 


396 










Name 


OJ990810 01.0103.C17.ol.gp 


Method 


AAT/GAP. 










Start 


13 


End 


396 










GI 


uC-osflcyp033a04bl 


Score 


673 










Exons 


13. .396 














GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genom: 






DNA, chromosome 1, clone : P0711E10 * 












hJ C U ■ IN ^ . 


^ ^ *4 -J 


Seq. ID 


WW ^ V U X V 




U X U J 


. ^ X o 




Gene No. 


1 Q7S1 


hJ L. X u i l\Ji 


+ 










Start 


X X u u 




4014 










Name 


n.TQQfiftin ni nin^ oi no 

WO-/-7UOXVJ U X • U X U J • ^ X O . w X . 


lie UilW^^ 


AAT/NAP 










Start 


1106 ~ 


End 


4014 










GI 


O O X o u 


o owx c 


557 










Exons 


1106.. 1246, 1298.. 1700, 3938. 


.4014 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 












Seq. No. 


13 ^ *a J 


Qf^n T n 


OJ990810 


_01. 


0103 


-C18 




Gene No. 


1 Q7R9 


O L X di iU 


- 










Start 


1 1 DR 
X X u o 




1818 










Name 


\J\J v?_7UOXU UX.UXUO.k^XO.OX.yo 




GENSCAN 










Start 


1 1 OP ~ 
X X UO 


FnH 


1818 








n\ 


GI 


none 




.96 










Exons 


1108. .1818 












J . e 


Seq. No. 


9245 


Seq. ID 


OJ990810 


ni 

U X • 


X U J 


n ft 

• \^ X o 


-si} 


Gene No. 


19753 


Strand 


- 










Start 


2467 


End 


3261 








I'll 


Name 


OJ990810 01.0103.C18.o2.gs 


Method 


GENSCAN 








is 


Start 


2467 


End 


3261 








.^■^ 


GI 


none 


Score 


.96 








•s sr 


Exons 


2467. .3261 














9prr Mo 


9245 


Seq. ID 




_01. 


0103 


.018 




Gene No. 


19753 


Strand 










■ t; 3; 


Start 


2467 


End 


3261 








! i 


Name 


OJ990810 01.0103.C18.o2.np 


Method 


AAT/NAP 








•as; 


Start 


2470 


End 


3261 










GI 


4512231 


Score 


1261 










Exons 


2470. .3261 














GI Descrip. 


{AB0r4741) ORFO protein [Oryza sativa] 












O ^ . LN U> . 


9246 


Seq. ID 


OJ990810 


_01. 


0103 


.C19 




Gene No. 


19754 


Strand 


+ 










Start 


1 


End 


5879 










Name 


OJ990810 01.0103.C19.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


5879 










GI 


4680179 


Score 


3514 










Exons 


1..263, 3299. .5879 














GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 








Seq. No. 


9246 


Seq. ID 


OJ990810_ 


_01. 


0103 


.C19 




Gene No. 


19754 


Strand 


+ 









9729 



start 
Name 
Start 
GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990810_01, 

2193 

none 

2193. .2787, 

9246 

19754 

1 

OJ990810_01. 

3319 

none 

3319, .3642 

9246 

19754 

1 

OJ990810_01. 

3325 

none 

3325. .3534, 

9246 

19754 

1 

OJ990810_01. 

3862 

none 

3862. .3912, 

9246 

19754 

1 

OJ990810_01. 

3874 

none 

3874. .4161, 

9246 . 
19754 
1 

OJ990810_01. 

3991 

none 

3991. .4308 

9246 

19754 

1 

OJ990810_01. 

4231 

none 

4231. .4410, 

9246 

19754 

1 



.0103.C19.ol.gs 
3299. .5778 

.0103.C19.o5.tm 



End 

Method 

End 

Score 



5879 
GENSCAN 
5778 
.57 



0103.C19.o5.tw 



Seq. ID OJ990810_01.0103.C19 

Strand + 

End 5879 

Method TBLASTX : Mai ze 

End 3642 

Score 188 



Seq. . ID OJ990810_01.0103.C19 

Strand + 

End 5879 

Method TBLASTX : Wheat 

End 3747 

Score 162 



3381.. 3533, 3579.. 3692, 3580.. 3747 



0103.C19.o3.tw 



3966.. 4301, 3967, 



0103.C19.o4 .tm 



3972. .4163 



0103.C19.o2.tc 



Seq. ID OJ990810_01.0103.C19 
Strand + 

5879 

TBLASTX: Wheat 
4344 
51 



End ■ 
Method 
End 
Score 
.4344 



Seq. ID OJ990810_01.0103-C19 

Strand + 

End 5879 

Method TBLASTX : Mai ze 

End 4163 

Score 277 



Seq. ID OJ990810_01.0103-C19 

Strand + 

End 5879 

Method TBLASTX : Cress 

End 4308 

Score 180 



Seq. ID OJ990810_01.0103.C19 

Strand + 

End 5879 

Method TBLASTX : Mai ze 

End 4731 

Score. 162 
4239.-4385, 4417. .4731, 4557. .4610, 4638. .4688 

Seq. ID OJ990810_01.0103.C19 

Strand + 

'End 5879 



0103.C19.o2.tm 



9730 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 
Gene No. 
Start 
Name 



OJ990810_01. 

4285 

none 

4285. .4317, 



0103.C19.ol.ts 
4287, .4316, 4321, 



9246 

19754 

1 

OJ990810_01.0103,C19.o4 .tw 

4393 

none 

4393.-4695, 4395. .4679 



9246 

19754 

1 

OJ990810_01. 

4696 

none 

4696. .5109, 



9246 

19754 

1 

OJ990810_01. 

4702 

none 

4702. .4947, 

9246 

19754 

1 

OJ990810_01, 

4767 

none 

4767 ...5117, 

9246 

19754 

1 

OJ990810_01. 

5110 

none 

5110. .5688, 

9246 

19754 

1 

OJ990810_01. 

5395 

none 

5395, ,5568, 

9246 

19754 

1 

OJ990810 01, 



0103,C19.o2.tw 
4728. .5108 

0103.C19,o3.ts 
4719. .4847 

0103. 019. ol.tm 
4768. ,5121, 4768, 

0103,C19.ol.tw 
5130, .5687 

0103.C19.ol.tc 
5569.. 5712, 5571, 

0103.C19.o2,ts 



Method TBLASTX : Soybean 

End 4680 

Score 57 

.4680, 4323. .4361, 4389. .4679 

Seq. ID OJ990810_01.0103.C19 

Strand + 

End 5879 

Method TBLASTX : Wheat 

End 4 695 

Score 382 



Seq. ID OJ990810_01,0103,(:i9 

Strand + 

End 5879 

Method TBLASTX : Wheat 

End 5109 

Score 585 



Seq. ID OJ990810_01.. 0103. 019 

Strand + 

End . 5879 

Method TBLASTX : Soybean 

End 4 94 7 

Score 207 



Seq. ID OJ990810_01, 0103. 019 

Strand + 

End 5879 

Method TBLASTX : Mai ze 

End 5130 

Score 482 
.5130 

Seq, ID OJ990810_01, 0103,019 

Strand + 

End 5879 

Method TBLASTX : Wheat 

End 5688 

Score 662 



Seq. ID OJ990810_01, 0103. 019 

Strand + 

End 5879 

Method TBLASTX : Oress 

End 5712 

Score 90 
,5711 

Seq. ID OJ990810_01. 0103.019 

Strand + 

End 5879 

Method TBLASTX : Soybean 



9731 




start 


5476 






End 


5736 




GI 


none 






Score 


296 




Exons 


5476. .5736, 


5481. .5735 










Seq. No. 


9246 






Seq. ID 


OJ990810_01.0103 


.C19 




1 y / Ofl 






ourana 


+ 




Start 


1 






End 


5879 




Name 


OJ990810 01 


.0103.C19.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


5535 






End 


5826 




GI 


none . 






Score 


125 




Exons 


5535. .5738, 


5535. .5822, 


5536.-. 


.5826 






Seq. No. 


9246 






Seq. ID 


OJ990810_01.0103, 


.C19 


kjene jno . 


1 die. A 






ocranu 


+ 




Start 


1 






End 


5879 




Name 


OJ990810 01 


.0103.C19.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


5694 






End 


5877 




GI 


none 






Score 


84 




Exons 


5694. .5855, 


5694. -.5873, 


5695. . 


.5877 






Seq. No. 


9247 






Seq. ID 


OJ990810_01.0103, 


.C20 


oene ino . 


1 y / oo 






o crana 






Start 


445 






End 


1579 




Name 


OJ990810 01 


.0103.C20.ol 


.gs 


Method 


GENSCAN 




Start 


445 






End 


1281 




GI 


none 






Score 


. 92 . 




Exons 


445. .1281 












Seq. No. 


9247 






Seq. ID 


OJ990810__01.0103. 


.C20 


Gene No. 


19755 






Strand 








*i *i J 






End 


1579 




Name 


OJ990810 01 


.0103.C20.ol 


.np 


Method 


AAT/NAP 




Start 


448 






End 


1579 




GI 


4680179 






Score 


1742 




Exons 


448. .1579 












GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


. 9247 






Seq. ID 


OJ990810_01.0103, 


.C20 


oene lno . 


19755 






Strand 






Start 


445 






End 


1579 




Name 


OJ990810 01 


.0103.C20.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


493 






End 


826 




GI 


none- 






Score 


120 




Exons 


493. .825, 545. .826 










Seq. No. 


9247 






Seq. ID 


OJ990810_01.0103, 


.020 


Gene No. 


19755 






Strand 






Q+- a >--l- 


445 






End 


1579 




Name 


OJ990810 01 


.0103.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


688 






End 


1273 




GI 


none 






Score 


104 




Exons 


688. .1113, ' 


689. .886, 709. .954, 


950. .1114, 1109. .1258, 






1111. .1272, 


1118. .1273 










Seq. No. 


9247 






Seq. ID 


OJ990810_01.0103. 


.C20 


Gene No. 


19755. 






Strand 






Start 


445 






End 


1579 





9732 




Name 


OJ990810 01.0103.C20.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


826 




End 


1452 




GI 


none 




Score. 


44 




Exons 


826. .1452, 827. .886, 947. .1393, 1105.. 


1449 




Seq. No. 


9247 




Seq. ID 


OJ990810_01.0103 


.C20 


Gene No . 


19755 




Strand 






Start 


445 




End 


1579 




Name 


OJ990810 01.0103.C20.o2 


. tm 


Method 


TBLASTX: Maize 




Start . 


1321 




End 


1570 




GI 


none 




Score 


263 




Exons 


1321. .1569, 1325. .1570 










Seq. No. 


9247 




Seq. ID 


OJ990810_01.0103 


.C20 


Gene No . 


19755 




Strand 






Start 


445 




End 


1579 




Name 


OJ990810 01.0103.C20.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1411 




End 


1573 




GI 


none 




Score 


141 




Exons 


1411. .1572, 1412. .1573 










Seq. No. 


9247 




Seq. ID 


OJ990810_01.0103 


.C20 


Gene No . 


19755 




Strand 






Start 


445 




End 


1579 




Name 


OJ990810 01.0103.C20.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1459 ■ *~ • 




End 


1576 




GI 


none 




Score 


122 




Exons 


1459. .1569, 1463. .1570, 


1463. 


.1576 






Seq. No. 


9248 




Seq. ID 


OJ990810_01.0103 


.C21 


Gene No. 


19756 




Strand 


+ 




Start 


1 




End 


199 




Name 


OJ990810 01.0103.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


199 




GI 


uC-osflcyp033a04bl 




Score 


320 




Exons 


1. .199 










GI Descrip. 


»6016845/cibj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


9248 




Seq. ID 


OJ990810_01.0103 


-C21 


Gene No . 


19757 




Strand 


+ 




Start 


107 




End 


1211 




Name 


OJ990810 01.0103.C21.ol 


.gs 


Method 


GENSCAN 




Start 


107 




End 


1211 




GI 


none 




Score 


.68 




Exons 


107.. 151, 1082.. 1211 










Seq. No. 


9249 




Seq. ID 


OJ990810_01.0103 


,C22 


Gene No. 


19758 




Strand 


+ 




Start 


1 




End 


1159 




Name 


OJ990810 01.0103.C22.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1159 




GI 


4680179 ^' • 




Score 


942 




Exons 


1..741, 775. .1159 










GI Descrip. 


(AF111709) polyprotein 


;Oryza 


sativa subsp. indica] 




Seq. No. 


9249 




Seq. ID 


OJ990810_01.0103 


.C22 



9733 



Gene No. 19758 Strand + 

Start 1 End 1159 

Name OJ990810_01 . 0103 .C22 . ol ..gs Method GENSCAN 

Start 14 End 853 

GI none Score . 68 

Exons 14.. 68, 86.. 853 



Seq. No. 9249 Seq. ID 

Gene No. 19758 Strand 

Start 1 End 

Name OJ990810_01 . 0103 , C22 . ol . tw Method 

Start 132 End 

GI none Score 

Exons 132.. 326, 133.. 483 



OJ990810_01.0103.C22 
+ 

1159 

TBLASTX: Wheat 

483 

292 



Seq. No. 9249 Seq. ID 

Gene No. 19758 Strand 

Start 1 End 

Name OJ990810__01 0103 .C22 . ol . tm Method 

Start 133 End 

GI none Score 

Exons 133. .438, -147. .311 



OJ'990810_01.0103.C22 
+ 

1159 

TBLASTX: Maize 

438 

231 



Seq. No. . 9249 Seq. ID 

Gene No. 19758 Strand 

Start 1 End 

Name OJ990810_01 . 0103 .022 . o2 . tm Method 

Start 766 End 

GI none Score 

Exons 766.. 1119 



OJ990810_01.0103.C22 
+ 

1159 

TBLASTX: Maize 

1119 

187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9249 
19758 
1 

OJ990810_01.0103.C22.o2.tw 
802 
none 

802.. 1011, 858.. 1010, 1056'. .1151, 1057. .1158 



Seq. ID OJ990810_01.0103.C22 



Strand 
End 

Method 

End 

Score 



+ 

1159 

TBLASTX: Wheat 
1158 
163 



9250 Seq. ID 

19759 Strand 

104 End 
OJ990810_01.0103.C23.ol.gs Method 

104 End 

none Score 

104. .158, 453. .1051 



OJ990810_01.0103.C23 
+ 

1051 
GENSCAN 
1051 
1 



Seq. No. 9251 

Gene No. 19760 

Start 237 

Name OJ990810_01 . 0103 . C24 . ol .gs 

Start 237 

GI none 

Exons 237.. 295, 364.. 481, 790.. 1098, 1136.. 1201 



Seq. ID OJ990810_01.0103.C24 



Strand 
End 

Method 

End 

Score 



+ 

1201 
GENSCAN 
1201 
.7 



Seq. No. 

Gene No. 



9251 
19760 



Seq. ID OJ990810_01.0103.C24 
Strand + 



9734 




start 237 End 1201 

Name OJ990810_01 . 0103 .C24 . ol . gp Method AAT/GAP 

Start 765 End 1098 

GI 82047_1.R1084 , Score 449 

Exons 765.. 1098 

GI Descrip. ' 4 678261/emb | CAB41122.. 1 1 4.0e-16 (AL049657) putative proteasome 
regulatory subunit [Arabidopsis thaliana] ' 



Seq. No. 


9251 






Seq. ID 


OJ990810_01.0103 


.024 


Gene No. 


19760 






Strand 


+ 




Start 


237 






End 


1201 




Naiue 




.0103 


.C24 .ol .np 


Method 


AAT/NAP 




Start 


841 






End 


1098 




GI 


4678261 






Score 


165 




Exons 


841. .1098 












GI Descrip. 


(AL049657) 


putative proteasome regulatory subunit [Arabidop; 




thaliana] 












Seq. No. 


9251 






Seq. ID 


OJ990810_01.0103 


.C24 










Strand 






Start 


1694 






End 


1875 




Name 


OJ990810 01 


.0103 


.C24.o2.gs 


Method 


GENSCAN 




Start 


1694 






End 


1875 




GI 


none 






Score 


.62 




Exons 


1694. .1875 












Seq. No. 


9251 






Seq. ID 


OJ990810_01.0103 


.C24 










Strand 






Start 


1847 






End 


2520 




Name 


OJ990810 01 


.0103 


.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


799 






End 


1111 




GI 


none 






Score 


208 




Exons 


799. .1023, 


930. . 


1019, 1043.. 


1111, 1043 


. .1108 




Seq. No. 


9251 






Seq. ID 


OJ990810_01.0103 


.C24 










Strand 






Start 


1847 






End 


2520 




Name 


OJ990810 01 


.0103 


.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


847 






End 


1111 




GI 


none 






Score 


163 




Exons 


847. .1023, 


1043. 


.1111 








Seq. No. 


9251 






Seq. ID 


OJ990810_01.0103 


.024 


Gene No. 


19762 






Strand 






Start 


1847 






End 


2520 




Name 


OJ990810 01 


.0103 


.C24 .o2.tm 


Method 


TBLASTX: Maize 




Start 


1748 






End 


2177 




GI 


none 






Score 


89 




Exons 


1748. .1873, 


1778 


..2089, 1943 


..2176, 2079. .2177 




Seq. No. 


9251 






Seq. ID 


OJ990810_01.0103 


.024 


Gene No. 


19762 






Strand 






Start 


1847 






End 


2520 




Name 


OJ990810 01 


.0103 


.C24 .o2.np 


Method 


AAT/NAP 




Start 


1847 






End 


2520 




GI 


4538896 






Score 


533 




Exons 


1847. .2520 













9735 



GI Descrip. (AL049482) putative protein [Arabidopsis thaliana] 



Seq. No. 


9252 








Gene No. 


19763 








Start 


1686 








Name 


OJ990810 01 


.0103. 


C25.01 


. gs 


Start 


1686 








GI 


none 








Exons 


1686. .1752, 


1831. 


.2102 




Seq. No. 


9252 








Gene No. 


19764 








Start 


1 








Name 


OJ990810 01 


.0103. 


C25.01 


. np 


Start 


1 








GI 


4538896 








Exons 


1..227, 288 


. .796, 


906. . 


1277, 


GI Descrip. 


(AL049482) 


putative protein 


Seq. No. 


9252 








Gene No. 


19765 








Start 


3109 








Name 


OJ990810 01 


.0103. 


C25,ol 


. LiU 


Start 


3 








GI 


none 








Exons 


3. .68, 4. .72, 108 


. .365, 


132. 


Seq. No. 


9252 








Gene No. 


19765 








Start 


3109 








Name 


OJ990810 01 


.0103. 


C25.02 


. um 


Start 


393 








GI 


none 








Exons 


393. .614, 424. .603 




Seq. No. 


9252 








Gene No. 


19765 








Start 


3109 








Name 


OJ990810 01 


.0103. 


C25.01 


.ts 


Start 


2578 








GI 


none 








Exons 


2578. .2715, 


2579. 


.2716, 


2822 


Seq. No. 


9252 








Gene No. 


19765 








Start 


3109 








Name 


OJ990810 01 


.0103. 


C25.02 


. gs 


Start 


3109 








GI 


none 








Exons 


3109. .3189, 


3434. 


.3550 




Seq. No. 


9253 








Gene No. 


197 66 








Start 


571 








Name 


OJ990810 01 


.0103. 


C26.01 


.gp 


Start 


571 








GI 


3767784 









Seq. ID 
Strand - 
End 

Method 

End 

Score 



OJ990810_01.0103.C25 

+ . 

2102 
GENSCAN 
2102 
.69 



OJ990810 01.0103.C25 



Seq. ID' 
Strand 

End 1365 
Method AAT/NAP 
End 1365 
Score 923 
1314. .1365 

[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.392, 154. 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_01.0103.C25 
3550 

TBLASTX: Maize 

392 

37 

.366 

OJ990810_01.0103.C25 
3550 

TBLASTX: Maize 

614 

144 



OJ990810_01. 0103.C25 
3550 

TBLASTX : Soybean 

2923 

183 



.2923, 2825.. 2917 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method • 

End 

Score 



OJ990810_01.0103.C25 

3550 
GENSCAN 
3550 
.73 



OJ990810_01.0103, 
+ 

692 

AAT/GAP 

692 

124 



C26 



9736 



Exons 


571. .692 






Seq. No. 


9254 


Seq. ID 


OJ990810 






OCX aiiu 




Start 


47 


End 


669 


Name 


OJ990810 01.0103.C27.ol.gs 


Method 


GENSCAN 


Start 


47 


End 


669 


GI 


none 


Score 


.59 


Exons 


47. .115, 181. .669 






Seq. No. • 


9254 


Seq. ID 


OJ990810 


Gene No. 


19767 


Strand 


+ 


Start 


47 


End 


669 


Name 


OJ990810 01.0103.C27.ol.np 


Method 


AAT/NAP 


Start 


226 


End 


621 


GI 


6721562 


Score 


569 


Exons 


226. .621 






GI Descrip. 


(AP001073) Similar to Zea mays 


! 22-kDa 


alpha zei] 



hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 Idbj IBAA90373. 1 1 (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 9255 

J Gene No. 19768 

2 Sta:rf 75 

fi Name OJ990810_01 . 0103 . C28 . ol . gs 

i| Start 75 

l\ GI none 

'I Exons 75.. 429, 468.. 550, 722.. 1279 



Seq. ID OJ990810_01.0103.C28 

Strand + 

End 1287 

Method GENSCAN 

End 1279 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9255 
19768 
75 

OJ990810_01.0103.C28.ol.np 
725 

5042447 
725.. 1287 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990810_01.0103.C28 

Strand + 

End 1287 

Method AAT/NAP 

End 1287 

Score 402 



9255 

19768 

75 

OJ990810_01.0103.C28.ol.tw 

953 

none 

953.. 1282, 955.. 1287 



Seq. ID OJ990810_01.0103.C28 

Strand + 

End 1287 

Method TBLASTX : Wheat 

End 1287 

Score 261 



Seq. No. 9256 

Gene No. 19769 

Start 1 

Name ^ OJ990810_01 . 0103 .C29 . ol . np 

Start 1 

GI 5852180 

Exons 1..113, 294.. 400, 452.. 620 
GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990810_01.0103.C29 

Strand + 

End 620 

Method AAT/NAP 

End' 620 

Score 303 



9737 



Seq. No, 


9257 






Seq. ID 


OJ990810 


_01.0103 


Gene No, 


19770 






Strand 


+ 






± 






End 


499 




Name 


OJ990810 01 


.0103.C30 


. ol . np 


Method 


AAT/NAP 




Start 


1 






End 


499 




GI 


4926827 






Score 


250 




Exons 


1...63, 95.. 


324, 456. 


.499 








GI Descrip. 


(AC004135) 


T17H7.12 


[Arabidopsis thaliana] 




Seq. No.. 


9257 






Seq. ID 


OJ990810 


_01.0103 


oene lno . 








Strand 


+ 




Start 


1 






Lno 


/I QQ 

y y 




Name 


OJ990810 01 


.0103.C30. 


. ol . tm 


Method 




Maize 


Start 


87 






Lno 


'iO A 




GI 


none 






Score 


Ol D 




Exons 


87.. 323, 88 


..324, 91 










Seq. No. 


9257 






Seq. ID 


OJ990810 


_01.0103 


oene lno . 


1 Qii n 






Strand 


+ 




Start 


1 






£*na 


4 y y 




Name 


OJ990810 01 


.0103.C30 


. Oi . lC 


Method 


i bltAo i'A : 


Cress 


Start 


88 






Lna 


O T O 

z / y 




GI 


none 






Score 


o c: n 




Exons 


88. .273, 94 


..279, 96 


on Q 








Seq. No. 


9257 






Seq. ID 


OJ990810 


__01.0103 


(jene wo. 








Strand 


+ 




Start 


1 






Ejna 


A QQ 

4 y y 




Name 


OJ990810 01 


.0103. C30 


. 01 . t s 


Metnod 


ibLAb i A : 


Soybean 


Start 


91 






hna 


Q O /I 




GI 


none 






Score 






Exons 


91.. 321, 94 


..324, 96 










Seq. No. 


9257 






oeq. lu 


Uu y y Uo lU 


_01.0103 










Strand 


+ 




Start 


1 






End 


499 




Name 


OJ990810 01 


.0103. C30 


.ol .gs 


Method 






Start 


97 






End 






GI 


none 






Score 


. y / 




Exons 


97. .324 












Seq. No. 


9258 






Seq. ID 


OJ9y0o 10 


_01.0103 


Gene No. 


19771 






Strand 






C-|- a *-4- 


1 






End 


442 




Name 


OJ990810 01 


.0103.031 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 






End 


442 




GI 


4680186 






Score 


172 




Exons 


1. .442 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


9259 






Seq. ID 


OJ990810 


_01.0103 


Gene No. 


19772" 






Strand 


+ 




Start . 


322 






End 


1228 




Name 


OJ990810 01 


.0103. C32, 


. ol . np 


Method 


AAT/NAP 




Start 


322 






End 


1228 




GI 


4680179 






Score 


719 




Exons 


322. .1228 













.C30 



.C30 



X30 



.C30 



.C30 



.C31 



.C32 



9738 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 






Seq. No. 


9259 


Seq. ID 


■OJ990810_01.0103 


.C32 




Gene No. 


ly / /z 


ourana 


X 
X 






Start 


322 


End 


1228 






Name 


OJ990810 01.0103.C32.ol.gs 


Method 


GENSCAN 






Start 


334 


End 


1098 






GI 


none 


Score 


.75 






Exons 


334. .1098 










Seq. No. 


9259 


Seq. ID 


OJ990810_01.0103 


.C32 




Gene No. 




Strand 


T 






Start 


322 


End 


1228 






Name 


OJ990810 01.0103.C32.o2.tw 


Method 


TBLASTX: Wheat 






Start 


495 


End 


693 






GI 


none 


Score 


213 






Exons 


495. .692, 496. .693 










Seq. No. 


9259 


Seq. ID 


OJ990810_01.0103 


.C32 




Gene No . 


ly I t Z 


o crana 


+ 






Start 


322 


End' 


1228 






Name 


OJ990810 01.0103.C32.ol.tw 


Method 


TBLASTX: Wheat 






Start 


744 


End 


1080 






GI 


none 


Score 


290 






Exons 


744. .917, 745. .1080, 893. .961 








m 


Seq. No. 


9259 


Seq. ID 


OJ990810_01.0103 


.C32 




Gene No. 




ocrana 


+ 




i- -1 


Start 


322 


End 


1228 




'S Sf 

i i ; 


Name 


OJ990810 01.0103.C32.ol.tm 


Method 


TBLASTX :Maize 






Start 


745 


End 


1050 






GI 


none 


Score 


246 




ry 


Exons 


745. .1050 










Seq. No. 


9260 


Seq. ID 


OJ990810_01.0103 


.C33 




Gene No. 


19773 


Strand 


+ 






o uar t. 




ona. 






H' 


Name 


OJ990810 01.0103.C33.ol.np 


Method 


7UVT/NAP 




Q 


Start 


1 


End 


796 




Q 


GI 


4680179 


Score 


1210 






Exons 


1. .796 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa i 


subsp. indica] 






•Seq. No. 


9260 


Seq. ID 


OJ9908i0_01.0103 


.C33 




Gene No. 


1 y / / J 


oTirana 


+ 






Start 


1 


End 


796 






Name 


OJ990810 01.0103.C33.ol.tw 


Method 


TBLASTX: Wheat 






Start 


• 4 


End 


486 






GI 


none 


Score 


120 






Exons 


4. .168, 12. .167, 137. .442, 136 


!..485, : 


138. .482, 142. .486 






Seq. No. 


9260 


Seq. ID 


OJ990810_01.0103 


.C33 




Gene No. 


19773 


Strand 


+ 






Start 


1 


End 


796 






Name 


OJ990810 01.0103.C33.ol.tm 


Method 


TBLASTX: Maize 






Start 


102 


End 


515 






GI 


none 


Score 


326 





9739 




Exons 


102. .515, 


143. .505 










Seq. No. 


9260 








Seq. ID 


PJ990B10_01.0103.C33 




1 Q77 ^ 








q-f- r-a riH 




Start 


1 








End 


796 


Name 


OJ990810 


01.0103.C33 


.01 


gs 


Method 


GENSCAN 


Start 


135 








End 


754 


GI 


none 








Score 


.99 


Exons 


135. .754 












Seq. No. 


9260 








Seq. ID 


OJ990810_01.0103.C33 


Gene No. 


19773 








Strand 


+ 


Start 


1 








End 


796 


Name 


OJ990810 


pi.0103.C33 


.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


426 








End 


794 


GI 


none 








Score 


57 


Exons 


426. .458, 


426. .458, 


462 


.515, 


464. .505 


, 465. .791, 570. .794, 



578. .793 



Seq. No. 9260 

Gene No. 19773 

Start 1 

Name OJ990810_01 . 0103 .C33 . o2 . 

Start 534 

GI none 

Q Exons 534.. 791, 535.. 627, 573, 



tw 



Seq. ID OJ990810_01.0103.C33 



Strand 
End 

Method 

End 

Score 



+ 

796 

TBLASTX: Wheat 

794 

50 



.794, 575. .793 



rii 



iE 



Seq. No, 9260 

Gene No. 19773 

Start 1 

Name OJ990810_01 . 0103 . C33 . o2 . tm 

Start 570 

GI none 

Exons 570.. 794, 623.. 751 

Seq. No. 9261 

Gene No. 19774 

Start 80 

Name OJ990810_01 . 0103 . C34 . ol . gs 

Start 80 

GI none 

Exons 80.. 536, 609.. 705 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_01.0103.C33 
+ 

7 96 

TBLASTX: Maize 

794 

228 



OJ990810_01.0103.C34 
+ 

705 

GENSCAN 

705 

.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9261 Seq. ID OJ9908 10_01 . 0103 . C34 

19775 Strand 

1 End 154 

OJ990810_01 . 0103 . C34 . ol , gp Method AAT/GAP 

1 End 154 

1854033 Score 297 

1. .154 

1854033/gb|U83835|OSU83835 l.Oe-lOl Oryza sativa RMa 3 mRNA, 
partial sequence 



Seq. No. 9262 

Gene No. 19776 

Start 271 

Name OJ990810 01 . 0103 . C35 . ol . tm 



Seq. ID OJ990810_01.0103.C35 
Strand 

End 690 

Method TBLASTX : Mai ze 



9740 



start 
GI 

Exons 



271 . End 690 

none Score 177 

271, .372, 272.-373, 278. .373, 379. .510, 380. .517, 392. .517, 

393. .533, 572. .685, 576. .689, 577. .690, 577. .681, 644. .688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9263 

19777 

1248 

OJ991110_15.0218.Cl.ol.gs 

1248 

none 

1248. .1520 

9263 

19778 

2085 

OJ991110_15.0218.Cl.o2.gs 

2085 

none 

2085. .2161, 3451. .3502, 3590. 
4874. .4948 



Seq. ID OJ991110_15.0218.C1 

Strand + 

End 1520 

Method GENSCAN 

End 1520 

Score ■ . 96 



Seq. ID OJ991110_15.0218.C1 
Strand 

End 4 94 8 

Method GENSCAN 
End 4 94 8 

Score .46 

.3780, 3805. .3817, 3871. .4284, 

15. 0218. C2 



9264 Seq. ID OJ991110_ 

19779 Strand + 

1857 • End ; 7727 

OJ991110_15 . 0218 . C2 . ol . gs Method GENSCAN 

1857 End 7000 

none Score .44 

1857. .1923, 2597. .2840, 3032. .3166, 3459, .3660, 

5404. .5485, 5601. .5715, 5876, .5985, 6115. .6371, 
6917. .7000 



4558. .4763, 
6412. .6679, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991110_15.0218.C2 



9264 

19779 Strand 
1857 End 
OJ991110_15 . 0218 . C2 . ol . np Method 
34 66 End 
4680186 , Score 
3466.. 3629, 4178.. 4313, 4999.. 5034 
(AF111709) unknown [Oryza sativa subsp, indica] 



+ 

7727 
AAT/NAP 
5034 
212 



9264 

19779 

1857 

OJ991110_15.0218.C2.o3.np 

5376 

6907086 



Seq. ID OJ991110_15.0218.C2 

Strand + 

End 7727 

Method AAT/NAP 

End 7727 

Score 239 



5376. ,5883, 6180. .6427, 6658. .6974, 7316. .7573, 7632. .7727 
(AP001129) hypothetical protein [Oryza sativa] 



9264 Seq. ID OJ991110 

19779 Strand + 

1857 End 7727 

OJ991110_15 . 0218 . C2 . o2 . np Method AAT/NAP 

5607 End 7674 

6069653 Score 1105 

5607. .6544, 6737. .7674 



15. 0218. C2 



9741 




GI Descrip. (AP000616) hypothetical protein [Oryza sativa] 



Seq. No. 


9264 


Seq. ID 


OJ991110_ 


15, 0218. C2 


uene ino . 


19780 


Strand 






Start 


8063 


End 


8349 




Name 


OJ991110 15.0218.C2.o2.gp 


Method 


AAT/GAP 




Start 


8063 


End 


8349 




GI 


LIB3475-004-P1-K2-A5 


Score 


' 435 




Exons 


8063. .8230, 8257. .8349 








GI Descrip, 


'5777612/.emb|AJ24 5900.1|OSA245900. l.Oe 


-94 Oryza 


sativa 




chromosome 4 BAG q3037-207Fl complete 


genome ' 




Seq. No. 


9264 


Seq. ID 


OJ991110_ 


15. 0218. C2 


Gene No. 


19781 


Strand 


+ 




Start 


15367 


End 


•21462 




Name 


OJ991110 15.0218.C2.o4.gs 


Method 


GENSCAN 




Start 


15367 


End 


21462 




GI 


hone 


Score 


.41 




Exons 


15367. .18165, 18301. .21462 








Seq. No. 


9264 


Seq. ID 


OJ991110 


15. 0218. C2 


Gene No. 


19781 


Strand 






Start 


15367 


End 


21462 




Name 


OJ991110 15.0218.C2.o4.np 


Method 


AAT/NAP 




Start 


15367 


End 


21426 




GI 


5922631 


Score 


6691 




Exons 


15367. .15491, 15750.. 15997 


, 16232. .16434, 16480. 


.17051, 




17094. .17242, 17369.. 18292 


, 18899. .21426 




GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) 


correspond 




region of the predicted gene.; similar 


to prpol; 


Zea mays 




retrotransposon Cinful-1. 


(AF049110) [Oryza sativa] 




gi 1 6016864 | dbj | BAA85207 . 1 | 


(AP000570) 


ESTs 






C26347 (C12145) ,AU078074 (C12145) correspond to a 


region of ■ 



predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


9264 




Seq. ID 


OJ991110^ 


_15 


.0218 


.C2 


Gene No. 


. 19782 




Strand 


+ 








Start 


25697 




End 


27695 








Name 


OJ991110 15. 


0218 .C2.o6.gs 


Method 


GENSCAN 








Start 


25697 




End 


27695 








GI 


none 




Score 


.98 








Exons 


25697. .25777 


, 27345.. 27695 












Seq. No. 


9264 




Seq. ID 


OJ991110_ 


_15 


.0218 


.C2 


Gene No. 


19783 




Strand 










Start 


9362 




End 


10497 








Name 


OJ991110 15. 


0218.C2.o2.gs 


Method 


GENSCAN 








Start 


9362 




End 


10497 








GI 


none 




Score 


.98 








Exons 


9362. .9743, 


9803.. 10260, 10462.. 10497 










Seq. No. 


9264 




Seq. ID 


OJ991110_ 


_15 


.0218 


.C2 


Gene No. 


19784 




Strand 










Start 


11674 




End 


12761 








Name 


OJ991110 15. 


0218.C2.o3.gs 


Method 


GENSCAN 








Start 


11674 




End 


12761 









9742 



GI 

Exons 



none 

11674. .12524, 12575.. 12761 



Score 



.44 



Seq. No. 9264 

Gene No. 19785 

Start 21778 

Name OJ991110_15 . 0218 . C2 . o5 . gs 

Start 21778 

GI none 

Exons 21778. .22226, 22299 .. 22403, 
23003. .23379, 234 61 23636, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22475 

23834 



OJ991110 15. 0218. C2 



24718 
GENSCAN 
24718 
.84 

22664, 22741.-22928, 
24718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9264 

19785 

21778 

OJ991110_15.0218.C2.o5.np 

21781 

6691716 

21781. .22226, 22299 22403, 
23112. .23379, 234 61 .. 23636, 



OJ991110 15. 0218. C2 



Seq. ID _ 
Strand 

End 24718 
Method AAT/NAP 
End 24718 
Score 2293 
22553. ,22664, 22741 .. 22935, 
23834. .24718 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 I dbj IBAA89397.il (AP000570) -hypothetical protein 
[Oryza sativa] 



9264 

19786 

28348 

OJ991110_15.0218.C2.o6.tm 

8097 

none 

8097.. 8219, 8098.. 8226, 8111. 
8257,. 8364, 8257.. 8364 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8227, 



OJ991110 15. 0218. C2 



30577 

TBLASTX: Maize 
8364 
110 

8244. .8363, 8249. .8362, 



Seq. No, 9264 Seq. ID 

Gene No. 19786 Strand 

Start 28348 End 

Name OJ991110_1,5 . 0218 .C2 . o7 , tw Method 

:\ Start . 16656 . End 

*i GI none Score 

=1 Exons 16656. .17057, 16657,, 17058 



OJ991110_15.0218.C2 
30577 

TBLASTX: Wheat 

17058 

302 



OJ991110 15. 0218. C2 



Seq. No. 9264 Seq, ID 

Gene No, 19786 Strand 

Start 28348 End 

Name OJ991110__15 . 0218 . C2 , ol . tw Method 

Start 17632 End 

GI none Score 

Exons 17632. .17808, 17853 .. 18089, 17857 .. 18087, 18136,-18429, 
18201. -18425 



30577 

TBLASTX: Wheat 

18429 

149 



Seq. No. 9264 Seq. ID 

Gene No- 19786 Strand 

Start 28348 . End 

Name • OJ991110_15 . 0218 . C2 . o3 . ts Method 

Start 18349 End 

GI none Score 

Exons < 18349. .18573, 18580.. 18714 



OJ991110_15.0218.C2 
30577 

TBLASTX: Soybean 

18714 

138 



9743 



Seq. No. 9264 Seq. ID 

Gene No. 1978 6 Strand 

Start 28348 End 

Name OJ991110_15 . 0218 . C2 . o8 . tw Method 

Start 18430 End 

GI none Score 
Exons 



OJ991110_15.0218.C2 
30577 

TBLASTX: Wheat 

18664 

282 



18430. .18663, 18450 .. 18662, 18493 18663, 18536. .18664 



. Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

illi Exons 

ff\ Seq. No. 

,I:e Gene No. 

L^; start 

^''^ Name 

UJ start 

GI 

ril Exons 

% Seq. No. 
''-^^ Gene No. 
Start 
Name 
Start 
GI 

Exons 



'••'..I 



9264 
■ 19786 
28348 

OJ991110_15 . 0218 . C2 . o2 . tm 

18439 

none 

18439. .18795, 18480. .18785 

9264 

19786 

28348 

OJ991110_15.0218.C2.o2.tw 

18664 

none 

18664. .19083, 18666.. 19082 

9264 

19786 

28348 

OJ991110_15.0218.C2.ol.ts 

18928 

none 

18928. .19359, 18975 .. 19118 , 

9264 

19786 

28348 

OJ991110_15.0218.C2.o3.tm 

19026 

none 

19026. .19280, 19027. .19281, 
19444. .19470 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method . 
End ' 
Score 



OJ991110_15.0218.C2 
30577 

TBLASTX: Maize 

18795 

375 



OJ991110_15.0218.C2 
30577 

TBLASTX: Wheat 

19083 

468' 



Seq. ID OJ991110_15.0218.C2 
Strand 

End 30577 

Method TBLASTX : Soybean 

End 19359 

Score 320 
18991. .19119, 19155. .19325 

Seq. ID OJ991110_15.0218.C2 
Strand 

End 30577 

Method TBLASTX: Maize 

End 19470 

Score 272 
19302. .19433, 19303 .. 1 94 4 6, 



Seq. No. 


9264 






Seq. ID 


OJ991110_15.0218 


.02 


Gene No. 


19786 






Strand 






Start 


28348 






End 


30577 




Name 


OJ991110 15. 0218. C2. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


19128 






End 


19557 




GI 


none 






Score 


415 




Exons 


19128. 


.19400, 19129. 


.19557 








Seq. No. 


9264 






Seq. ID 


OJ991110_15.0218 


.C2 


Gene No. 


19786 






Strand • 






Start 


28348 






End 


30577 




Name 


OJ991110 15. 0218. C2. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


19585 






End 


19973 




GI 


none 






Score 


263 




Exons 


19585. 


.19971, 19593. 


.19973 









9744 




O e q • IN O . 


0*1 




oeq. lu 


uui^yxxxu xQ.u^xo 


ro 


Gene No. 


19786 




Strand 






Start 


28348 




End 


30577 




Name 


OJ991110 15. 0218. C2 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19594 




End 


20016 




GI 


none 




Score 


416 




Exons 


19594. .20016, 19602 


. .20006 














Seq. ID 


OJ991110_15.0218 


c? 


Gene No. 


19786 




Strand 






Start 


28348 




End 


30577 




Name 


OJ991110 15. 0218. C2 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


19647 




End 


19920 




GI 


none 




Score 


127 




Exons 


19647. .19817, 19648 


. .19818, 


19822. .19920, 19854.. 19919 




O C • LN (J . 






Seq. ID 


OJ991110_15.0218 


• v^z 


Gene No. 


19786 




Strand 






Start 


28348 




End 


30577 




Name 


OJ991110 15. 0218. C2 


.olO. tw 


Method 


TBLASTX: Wheat 




Start 


20032 




End . 


20331 




GI 


none 




Score 


135 




Exons 


20032. .20166, 20191 


. .20331 








Seq. No. 


9264 




Seq. ID 


OJ991110_15.0218 


.C2 


osne LNo • 


ly 1 00 




Strand 






Start 


28348 




End 


30577 




Name 


OJ991110 15. 0218. C2 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


20328 




End 


20691 




GI 


none 




Score 


447 




Exons 


20328. .20639, 20329 


. .20652, 


20517. .20663, 2064 3 .. 20690, 






20644. .20691 










O t= (4 . IN U . 






Seq. ID 


OJ991110_15.0218 




Gene No. 


19786 




Strand 






Start 


28348 




End 


30577 




Name 


OJ991110 15. 0218. C2 


. o3 . tw 


Method 


TBLASTX : Wheat 




Start 


20334 




End 


20721 




GI 


none 




Score 


420 




Exons 


20334. .20645, 20335 


. .20721, 


20536. .20721 




Seq. No. 


9264 




Seq. ID 


OJ991110_15.0218 


.C2 




X ^ / 0 D 




Strand 






Start 


28348 




End 


30577 




Name 


OJ991110 15. 0218. C2 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


20793 




End 


21066 




GI 


none 




Score 


95 




Exons 


20793. .20891, 20794 


. .20892, 


20883. .20957, 20887 .. 20970, 






20980.. 21066 










Seq. No. 


9264 




Seq. ID 


OJ991110_15.0218 


.C2 


Gene No. 


19786 




Strand 






Start 


28348 




• End 


30577 




Name 


OJ991110 15. 0218. 02 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


20836 




End 


21450 




GI 


none 




Score 


271 





9745 



Exons 



20836. .21114, 20997. .21098, 21169 21327 , 21313.. 21450, 
21324. .21446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9264 

19786 

28348 

OJ991110_15.0218.C2.o4.tm 

21178 

none 



Seq. ID OJ991110_15.0218.C2 
Strand 

End 30577 

Method TBLASTX : Mai ze 

End 21411 

Score 152 



21178. .21330, 21279. .21329, 21309 21410, 21310 ,. 214 11 ■ 



9264 

19786 

28348 

OJ991110_15.0218.C2.o9.tw 

24308 

none 

24308. .24598 



Seq. ID OJ991110_15.0218.C2 
Strand 

End 30577 

Method TBLASTX : Wheat 

End 24598 

Score 211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9264 

19786 

28348 

OJ991110_15.0218.C2.o7.gs 

28348 

none 



Seq. ID OJ991110_15.0218.C2 
Strand 

End 30577 
Method GENSCAN 
End ' 30577 

Score .53 - 



28348. ,28559, 28858 29032, 29383 .. 29515, 29634 30172 , 
30305.. 30577 



Seq. No. 9265 

Gene No. 19787 

Start 4824 

Name OJ991110_15 . 0218 . C3 . o2 . gs 

Start 4824 

GI none 
Exons 



Seq. ID OJ991110_15.0218.C3 
Strand + 
End 13977 
Method _ GENSCAN 
End 13977 
Score .75 

4824. .5204, 5239. .5322, 6085. .6201, 6590. .6685, 6904. .7167, 
7262. .7423, 8464. .8607, 8950. .9042, 9137. .9270, 10277 104 84 , 
10726. .10947, 12035 .. 12114 , 1284 9 12965, 13082 13323, 
13946. .13977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9265 

19788 

14653 

OJ991110_15.0218.C3.o3.gs 

14653 

none 



Seq. ID OJ991110_15.0218.C3 

Strand + 

End 17817 

Method GENSCAN 

End 17817 

Score .47 



14653. .14703, 15207 15297, 17429 .. 17524 , 17768. .17817 



9265 

19789 

174 

OJ991110_15.0218.C3.ol.gs 

174 

none 

174. .563 



Seq. ID OJ991110_15.0218.C3 
Strand 

End 563 

Method GENSCAN 

End 563 

Score .88 



Seq. No. 
Gene No. 



9265 
19790 



Seq. ID OJ991110_15.0218.C3 
Strand 



9746 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1141 End 
OJ991110_15 . 0218 . C3 . ol . np Method 

1141 ' End 
6539570 Score 



3736 
AAT/NAP 
3736 
195 



1141, .1165, 3328.-3394, 3543. .3736 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110 15.0218.03 



9265 
19791 
3877 

OJ991110_15.02ia.C3.o2.np 
3877 
6630699 
3877. .3981, 4749. .4995 

(AP000969) hypothetical protein [Oryza sativa] 
git6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



4995 
AAT/NAP 
4995 
88 



beq. JNo. 






Seq. ID 


OJ991110_15.0218.O3 


Gene No. 


19792 




Strand 




Start 


18498 




End 


18716- 


Name 


OJ991110 15. 0218. C3 


. o4 .gs 


Method 


GENSCAN 


Start 


18498 




End 


18716 


GI 


none 




Score 


.87 


Exons 


18498.. 18716 








Seq. No. 


9265 




Seq. ID 


OJ991110_15.0218.O3 


Gene No . 


19793 




Strand 




Start 


20542 




End 


20632 


Name 


OJ991110 15. 0218. C3 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


9771 




End 


10243 


GI 


none 




Score 


175 


Exons 


9771.. 10040, 10055. 


.10243 






Seq. No. 


9265 




Seq. ID 


OJ991110_15-0218.O3 


Gene No. 


19793 




Strand 




Start 


20542 




End 


20632 


Name 


OJ991110 15. 0218. 03 


. o2 . tm 


Method 


TBLASTX: Maize - 


Start 


10498 




End 


10925 


GI 


none 




Score 


70 


Exons 


10498. .10596, 10500 


. ,10598, 


10500. .10700, 10620. .10700, 




10687. .10902, 10688 


. ,10921, 


10695. .10925, 10809.. 10925 


Seq." No. 


9265 




Seq.. ID 


OJ991110_15.0218,O3 


Gene No. 


19793 




Strand 




Start 


20542 




End 


20632 ■ 


Name 


OJ991110 15.0218.03 


. o4 . np 


Method 


AAT/NAP 


Start 


20542 




End 


20632 


GI 


6721547 




Score 


89 


Exons 


20542. .20632 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


9266 




Seq. ID 


OJ991110_15.0218.O7 


Gene No. 


19794 




Strand 


+ 


Start 


331 




End 


2630 


Name 


OJ991110 15.0218.07, 


.ol .gs 


Method 


GENSOAN 


Start 


331 




End 


2630 



9747 



GI none Score . 6 

Exons 331.. 355, 657.. 1118, 2460.. 2630 



Seq. No. 9266 Seq, ID OJ991110_15 . 0218 . C7 

Gene No. 19795 Strand 

Start 1 End 3209 

Name OJ991110_15 . 0218 .C7 . ol . np Method AAT/NAP 

Start 1 End 3209 

GI 4185142 Score 121 

Exons 1..312, 3152.. 3209 

GI Descrip. (AC005724) putative SNF2/RAD54 family DNA repair and 
recombination protein [Arabidopsis thaliana] 



Seq. No. 9266 Seq. ID 

-Gene No. 19795 Strand 

Start 1 End 

Name OJ991110_15 . 0218.C7.ol.gp Method 

Start 4 68 End 

GI 454466 Score 

Exons 468.. 722 



OJ991110_15.0218.C7 

3209 
AAT/GAP 
722 
403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9267 
19796 
2566 

OJ991110_15.0218.C8.ol.np 
2566 
5091617 
2566. .2617, 
(AC007454) 



Seq. ID OJ991110_ 

Strand + 

End 5118 

Method AAT/NAP 

End 5118 

Score 721 
2656. .3088, 3116. .5118 
Contains similarity to gi 1479356 



15. 0218. C8 



protein kinase PKl 



from Zea mays, is a member of the PF| 00954 S-locus glycoprotein 
family and contains a PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



9267 Seq. ID 

19797 Strand 
5959 End 
OJ991110_15 . 0218 , C8 . ol . tc Method 
2976 ' . End 

none Score 

2976.. 3158, 4053. .4166, 4118. .4150, 4179 

4215. .4349, 4427. .4549, 4607. .4714, 4815 



OJ991110_15.0218.C8 
+ 

9724 

TBLASTX: Cress 
4940 
93 

4202, 4215. .4706, 
4940, 4815. .4934 



Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218 


.C8 


Gene No. 


-.19797 








Strand 


+ 




Start 


5959 








End 


9724 




Name 


OJ991110 15, 


.0218 


.C8.03. 


ts 


Method 


TBLASTX: Soybean 




Start 


4160 








End 


4307 




GI 


none 








Score 


184 




Exons 


4160. .4303, 


4161 


. .4307, 


4179. 


.4307 






Seq. No, 


9267 








Seq. ID 


OJ991110 15.0218 


,C8 


Gene No. 


19797 








• Strand 


+ 




Start 


5959 








' -End 


9724 




Name 


OJ991110 15. 


.0218 


.C8.01. 


tm 


Method 


TBLASTX: Maize 




Start 


4172 








End 


4925 




GI 


none 








Score 


442 




Exons 


4172. .4336, 


4173 


. .4751, 


4427. 


.4681, 4794. .4925 , 





9748 




Seq. No. 










Seq. ID 


OJ991110_15.0218.C8 


Gene No. 


19797 








Strand 


+ 


Start 


5959 








End 


9724 


Name 


OJ991110 15 


.0218 


.C8.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


4226 








End 


4631 


GI 


none 








Score 


197 


Exons 


4226. .4378, 


4227 


. .4379, 


4359. 


.4631, 4383. .4619 


Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218.C8 


Gene No. 


1 y / y / 








Strand 


+ 


Start 


5959 








End 


9724 


Name 


OJ991110 15, 


.0218 


.C8.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


4308 








End 


4991 


GI 


none 








Score 


81 


Exons 


4308. .4397, 


4310 


. .4360, 


4386. 


.4553, 4427. .4555, 4569. .4787, 




4767. .4991 












Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218-C8 


ijene mo . 


19797 








Strand 


+ 


Start 


5959 








End 


9724 


Name 


OJ991110 15, 


.0218 


.C8.o2. 


np 


Method 


AAT/NAP 


Start 


5959 








End 


9724 


GI 


5302802 








Score 


704 


Exons 


5959. .6058, 


7746 


. .7840, 


7940. 


.9222, 9373.. 9724 


GI Descrip. 


(Z97342) retrotransposon like 


protein 


[Arabidopsis thaliana 


Seq. No. 


9267 








Seq. ID 


OJ991110 15. 0218. C8 


Gene No. 


19797 








Strand 


+ 


Start 


5959 








End 


9724 


Name 


OJ991110 15, 


,0218 


.C8.o2. 


gs 


Method 


GENSCAN 


Start 


7621 








End 


9680 


GI 


none 








Score 


.53 


Exons 


7621, .7801, 


7813 


. .8076, 


8098. 


.8381, 8765.. 9680 


beq. No. 


9267 








Seq. ID 


OJ991110_15.0218.C8 


Gene No. 


19797 








Strand 


+ 


Start 


5959 








End 


9724 


Name 


OJ991110 15, 


,0218 


.08. o3. 


tw 


Method 


TBIASTX: Wheat 


Start 


8028 








End 


8282 


GI 


none 








Score 


195 


Exons 


8028. .8282, 


8030 


. .8275 








Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218,C8 


Gene No. 


19797 








Strand 


+ 


Start 


5959 








End 


9724 


Name 


OJ991110 15. 


0218 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8106 








End 


8437 


GI 


none 








Score 


205 


Exons 


8106. .8288, 


8108 


. .8272, 


8121. , 


.8273, 8325. .8423, 8342. .8437 


Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218.C8 


Gene No. 


19797 ' 








Strand 


+ 


Start 


5959 








End 


9724 


Name 


OJ991110 15. 


0218 


.C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8334 








End 


8627 


GI 


none 








Score 


153 



9749 




Exons 


8334. .8537, 


8345 


. .8536, 


8538 


..8624, 8541. .8627 




Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218 


.08 


laene wo. 


1 y / y / 








Strand. 






Start 


5959 










y / z fi 




Name 


OJ991110 15 


.0218 


.C8.02. 


tm 


jxie L noo. 


i DLiriO i A . lYiai Ze 




Start 


8721 










y X / / 




GI 


none 








Score 


0 u 




Exons 


8721. .8792, 


8779 


. .9177, 


8798 


. . y 1 / 0 






Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218 


.08 


oene wo . 


1 y / y / 








Q4- r-a 






Start 


5959 










y / z ft 




Name 


OJ991110 15 


.0218 


.08.02. 


ts 


weLnoQ, 


i oj-i/io i A . ooyoean 




Start 


8783 








ii<nci 


yi / z 




GI 


none 








Score 






Exons 


8783. .9172 














Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218 


.08 


uene wo • 


1 Q7Q7 

J. y / y / 








Strand 






Start 


5959 








tna 


Q7 0 >1 

y / z 4 




Name 


OJ991110 .15 


.0218 


.C8.02. 


tc 


Me rnoQ 


i oLiAo 1 A : L,ress 




Start 


8798 








bna 


yzu / 




GI 


none 








Score 


OZ 0 




Exons 


8798. .9202, 


8965 


. .9033, 


9061 


. . yz u / 






Seq. No. 


9267 








Seq. ID 


OJ991110_15.0218 


.08 


Gene No . 


Ly f y / 








Q-t- r-^r^ 


T 




Start 


5959 








lijna 


Q7 O /I 

y / z 4 




Name 


OJ991110 15 


.0218 


.C8.02. 


tw 


Method 


i Dj_Ltt.D 1 A : wnea u 




Start 


8852 








tno 


Q1 QQ 

y 1 y o 




GI 


none 








Score 


•3 R T 




Exons 


8852. .9196, 


8854 


. .8967, 


8992 


Q1 QQ 

. . y 1 y o 






Seq. No. 


9268 








Seq. ID 


OJ991110_15.0218 


.09 


Gene No. 


19798 








Strand 


+ 




O Lcii. L. 


1 








End 


2697 




Name 


OJ991110 15 


.0218, 


.C9.01. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2697 




GI 


3269282 








Score 


1252 




Exons 


1..1424, 2627. .2697 










GI Descrip. 


(AL030978) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9268 








Seq. ID 


OJ991110_15.0218 


.09 


uene no . 


19798 








Strand 


+ 




Start 


1 








End 


2697 




Name 


OJ991110 15 


.0218, 


.C9.01. 


gs 


Method 


GENSCAN 




Start 


106 






End 


2123 






none 








Score 


.49 




Exons 


106. .1293, ; 


1327. . 


.1416, 


1983. , 


.2123 






Seq. No. 


9268 








Seq. ID 


OJ991110_15.0218 


.09 


Gene No. 


19799 








Strand 


+ 




Start 


17500 








End 


19488 




Name 


OJ991110 15 


.0218. 


.09. o5. 


gs 


Method 


GENSCAN 




Start 


17500 








End 


19468 




GI 


none 








Score 


. 9 





9750 



Exons 



17500. .17586, 18375 18774 , 18837,. 19468 



Seq. No. 9268 Seq. ID 

Gene No. 19799 Strand 

Start 17500 End 

Name OJ991110_15.0218.C9.o3.np Method 

Start 18541 End 

GI 4894963 Score 

Exons 18541.. 19488 

GI Descrip. (AF140553) DNA-binding protein WRKY3 [Avena sativa] 



OJ991110_15.0218.C9 
+ 

19488 
AAT/NAP 
19488 
519 



Seq. No. 9268 

Gene No. 19800 

Start- 22590 

Name OJ991 110_15 . 0218 . C9 . o4 . np 

Start 22590 

GI 4680183 

Exons 22590. .22615, 25268 .. 25359, 
GI Descrip. 



Seq. ID OJ991110_15.0218.C9 
Strand + 
End 26640 
Method AAT/NAP 
End 26640, 
Score 112 
25947. .26017, 26551.. 26640 
(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 9268 Seq. ID 

Gene No. 19801 Strand 

Start 3375 End 

Name OJ991110_15.0218.C9.o2.np Method 

Start 3375 End 

GI 5902438 Score 

Exons 3375.. 3596 

GI Descrip. (AB022912) Rhp26 [Schizosaccharomyces 

gil 6562902 |emb|CAB62827. II (AL1334 40) 



OJ991110_15.0218.C9 

3596 
AAT/NAP 
3596 
81 



pombe] ' 
DNA repair 



and 



recombination protein Rhp26p [Schizosaccharomyces pombe] 



Seq. No. 9268 Seq. ID 

Gene No. 19802 Strand 

Start 4013 End 

Name OJ991110_15 . 0218 . C9 . o2 . gs Method 

Start 4013 End 

GI none Score 
Exons 



OJ991110_15.0218.C9 

6458 
GENSCAN 
6458 
.67 



4013. .4408, 4506.. 4597, 4659-. 4686, 5267. .5397, 6395. .6458 



Seq. No. 9268 Seq. ID 

Gene No. 19803 Strand 

Start 7926 End 

Name OJ991110_15 . 0218 . C9 . o3 . gs Method 

Start 7926 End 

GI none Score 

Exons 7926.. 8192, 8292.. 8534 



OJ991110_15.0218.C9 

8534 
GENSCAN 
8534 
.46 



Seq. No. 9268 Seq. ID 

Gene No. 19804 Strand 

Start 27387 End 

Name OJ991110_15 , 0218 . C9 . o7 . gs Method 

Start 27387 End 

GI none Score 
Exons 



OJ991110_15.0218.C9 

28012 
GENSCAN 
28012 
.54 



27387. .27495, 27 681 .. 27759, 27850.. 28012 



Seq. No. 
Gene No. 



9268 
19805 



Seq. ID OJ991110_15.0218.C9 
Strand 



9751 




start 


28960 












End 


31054 




Name 


OJ991110 


15 


.0218. 


C9 


.06, 


tm 


Method 


TBLASTX: Maize 




Start 


3 












End 


176 




GI 


none 












Score 


190 




Exons 


3. .176 


















Seq. No. 


9268 












Seq. ID 


OJ991110_15. 0218 


.C9 


Gene No. 


19805 












Strand 






Start 


28960 












End 


31054 




Name 


OJ991110 


15 


.0218. 


C9 


o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


6 












End 


378 




GI 


5509260 












Score 


176 




Exons 


6. ,224, 17. 


. 157, 


196. .378, 202, ,231, 216, .362 




GI Descrip. 


— 


















Seq. No. 


9268 












Seq. ID 


OJ991110_15,0218 


.C9 


Gene No. 


19805 












Strand 


— 




Start 


28960 












End 


31054 




Name 


OJ991110 


15 


.0218. 


C9 


o2. 


tc 


Method 


TBLASTX: Cress 




Start 


18 












End 


247 




GI 


none 












Score 


203 




Exons 


18. .224, 


20 


. .247 














Seq. No. 


9268 












Seq. ID 


OJ9911l'0_15.0218 


-C9 


Gene No. 


19805 












Strand 


— 




Start 


28960 












End 


31054 




Name 


OJ991110 


15 


.0218. 


C9, 


o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


50 












End 


561 




GI 


none 












Score 


142 




Exons 


50. .247, 


51 


. .224, 


222, . 


440, 


226. .393, 


379. .561 




Seq. No. 


9268 












Seq, ID 


OJ991110_15.0218 


.C9 


Gene No. 


19805 












Strand 


— 




Start 


28960 












End 


31054 




Name 


OJ991110 


15 


.0218. 


C9, 


o2. 


tm 


Method 


TBLASTX: Maize 




Start 


182 












End 


627 




GI 


none 












Score 


57 




Exons 


182. .226, 


183. .224, 


225 


. .368 


, 226. .627 


, 387. .614 




Seq. No. 


9268 












Seq. ID 


OJ991110_15.0218 


.C9 


Gene No . 


19805 












Strand 






Start 


28960 












End 


31054 




Name 


OJ991110 


15 


.0218, 


C9. 


o3. 


tc 


Method 


TBLASTX: Cress 




Start 


439 












End 


690 




GI 


none 












Score 


197 




Exons 


439. .690 


















Seq. No. 


9268 












Seq. ID 


OJ991110__15.0218 


.C9 


Gene No. 


19805 












Strand 






Start 


28960 












End 


31054 




Name 


OJ991110 


15 


0218, 


C9. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


562 












End 


993 




GI 


none 












Score 


155 




Exons 


562. .735, 


570. .734, 


727 


. ,888 


, 733. ,993, 936. .992 




Seq. No. 


9268 












Seq. ID 


OJ991110_15.0218 


.C9 


Gene No. 


19805 












Strand 







9752 



start 
Name 
Start 
GI 

Exons 



28960 ■ End 

OJ991110_15.0218.C9.ol.tm Method 

670 End 

none Score 
670. .1062, 679. .1062 



31054 

TBLASTX: Maize 

1062 . 

508 



Seq. No. 9268 Seq. ID 

Gene No. 19805 Strand 

Start 28960 End 

Name OJ991110_15 . 0218 .C9 . ol . ts Method 

Start 757 End 

GI none Score , 

Exons 757.. 1353, 951.. 1280 

Seq. No. 9268 Seq. ID 

Gene No. 19805 Strand 

Start 28960 End 

rName OJ991110_15 . 0218 . C9 .o4 . tm Method 

Start 1063 End 

GI none Score 

Exons 1063.. 1356, 1068.. 1355 

Seq. No. 9268 Seq. ID 

Gene No. 19805 Strand 

Start 28960 End 

Name OJ991110_15 . 0218 .C9. o5 . tw Method 

Start 1215 End 

GI none Score 

Exons 1215,. 1394, 1219.. 1422 



Seq. No. 9268 

Gene No. 19805 

Start 28960 

Name OJ991110_15 . 0218 . 09 . ol . tc 

Start 18991 

GI none 

Exons 18991. .19071, 19031 19072, 
19192. .19437, 19196. .19444 

Seq. No. 9268 

Gene No. 19805 

Start 28960 

Name OJ991110_15 . 0218 . C9 . o3 . tm 

Start 19183 

GI none 

Exons 19183. .19440, 19193.. 19444 

Seq. No. 9268 

Gene No. 19805 

Start 28960' 

Name OJ991110_15 . 0218 .C9 . o2 . ts 

Start 19186 

GI none 

Exons 19186. .19437, 19193.. 19441 



OJ991110_15.0218.C9 
31054 

TBLASTX: Soybean 

1353 

515 



OJ991110_15.0218.C9 
31054 

TBLASTX: Maize 

1356 

303 



OJ991110_15.0218.C9 
31054' 

TBLASTX: Wheat 

1422 

199 



Seq. ID OJ991110_15.0218.C9 
Strand 

End 31054 

Method TBLASTX : Cress 

End 19444 

Score 42 
19066. .19092, 19067 .. 19108, 



Seq. ID OJ991110_15.0218.C9 
Strand 

End 31054 

Method TBLASTX : Mai ze 

End 19444 

Score 315 



Seq. ID OJ991110_15.0218.C9 
Strand 

End 31054 

Method TBLASTX : Soybean 

End 19441 

Score 324 



Seq. No. 
Gene No. 



9268 
19805 



Seq. ID OJ991110_15.0218.C9 
Strand 



9753 




start 


28960 




End 


31054 




Name 


OJ991110 15. 0218. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19193 




End 


19444 




GI 


none 




Score 


305 




Exons 


19193. .19444, 19258. 


.19440 








Seq. No, 


9268 




Seq. ID 


OJ991110_15.0218. 


C9 


Gene No. 


19805 




Strand 






Start 


28960 




End 


31054 






OJ991110 15. 0218. C9. 


o6.np 


Method 


AAT/NAP 




Start 


28960 




End 


31054 




GI 


2244915 




Score 


157 




Exons 


28960. .28989, 30661. 


.31054 








GI Descrip. 


{Z97339) reverse transcriptase like protein [Arabidopsis 




thaliana] 










Seq. No. 


9268 




Seq. ID 


OJ991110_15.0218. 


C9 




19805 




Strand 






Start 


28960 




End 


31054 




Name 


ujyyiiiu lo.u^io.uy. 


o8 . gs 


Method 


GENSCAN 




Start 


29731 




End 


30428 




GI 


none 




Score 


.7 




Exons 


29731. .29874, 30239. 


.30428 








Seq. No. 


9268 




Seq. ID 


OJ991110_15.0218. 


C9 




19805 




' Strand 






Start 


28960 




End 


31054 




Name 


OJ991110_15.0218.C9. 


o6. tw 


Method 


TBLASTX: Wheat 




Start 


z yo ID 




End 


30248 




GI 


none 




Score 


84 




Exons 


29815. .29976, 29991. 


.30131, 


30153. .30248 




Seq. No. 


9268 




Seq. ID 


OJ991110_15.0218. 


C9 




19805 




Strand 






Start 


28960 




End 


31054 




Name 


OJ991110 15. 0218. C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


30189 




End 


30658 




GI 


none 




Score 


179 




Exons 


30189. .30248, 30281. 


.30658 








Seq. No. 


9268 




Seq. ID 


OJ991110_15.0218. 


C9 


Gene No. 


19805 




Strand 








28960 




End 


31054 




Name 


OJ991110 15. 0218. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


30551 




End 


31054 




GI 


none 




Score 


62 




Exons 


30551. .30673, 30610. 


.30813, 


30686. .30808, 30791 .. 31054 , 






30794. .30946, 30810. 


.31004 








Seq. No. 


9269 




Seq. ID 


OJ991110_15.0218. 


Cll 


Gene No. 


19806. 




Strand 


+ 




Start 


10 




End 


58 




Name 


OJ991110 15. 0218. CIO 


.ol.gs 


Method 


GENSCAN 




Start 


10 




End 


58 




GI 


none 




Score 


.87 




Exons 


10. .58 











9754 



Seq. No. 


9270 


Seq. ID 


OJ991110_ 


15.0218.C11 




1 Qftn7 

±^o\j f 




1 




Start 


154 


End 


547 




Name 


OJ991110 15.0218.Cll.ol.gs 


Method 


GENSCAN 




Start 


154 


End 


547 




GI 


none 


Score 


.91 




Exons 


154. .227, 415. .547 








Seq. No. 


9271 


Seq. ID 


OJ991110_ 


14. 0211. CI 




J. -7 O U O 


04- nH 






Start 


465 


End 


509 




Name 


OJ991110 14.0211,Cl.ol.gs 


Method 


GENSCAN 




Start 


4 65 


End 


509 




GI 


none 


Score 


.61 




Exons 


465. .509 








Seq. No. 


9272 


Seq. ID 


OJ991110_ 


14. 0211. C2 




± _? o U -? 


O L. r alia 


1 




Start 


400 


End 


756 




Name 


OJ991110 14.0211.C2.ol.gs 


Method 


GENSCAN 




Start 


400 


End 


756 




GI 


none' 


Score 


.53 




Exons 


400. .756 








Seq. No, 


9272 


Seq. ID 


OJ991110_ 


14. 0211. €2 






Strand 






Start 


1511 


End 


3691 




Name 


OJ991110 14.0211.C2.o2.gs 


Method 


GENSCAN 




Start 


1511 


End 


3691 




GI 


none 


Score 


.69 




Exons 


1511.. 1537, 1565.. 1597, 1959 


..2282, 2552. .3232, 


3656. .3691 


Seq. No. 


9273 


Seq. ID 


OJ991110_ 


14. 0211. C3 


Gene No. 


19811 


Strand 


+ 




Start 


10351 


End 


12970 




Name 


OJ991110 14.0211.C3.o5.np 


Method 


AAT/NAP 




Start 


10351 


End 


11601 




-GI 


6503308 


Score 


61 




Exons 


10351. .10433, 11409.. 11601 








GI Descrip. 


(AC011713) Contains PF| 00646 


F-box domain. ESTs 


gb|AA58613 




gb|Z26675, gb|AI993239 and gb|AA585907 


come from 


this gene. 




[Arabidopsis thaliana] 








Seq. No. 


9273 


Seq. ID 


OJ991110 


14. 0211. C3 


f^O Tl o Mo 
OCXlC INvJ ■ 


19811 


Strand 


+ 




start 


10351 


End 


12970 




Name 


OJ991110 14.0211.C3.o3.gs 


Method 


GENSCAN 




Start 


11283 


End 


12970 




GI 


none 


Score 


.78 




Exons 


11283. .11318, 11430. .12329, 


12434. .12970 




Seq. No. 


9273 


. Seq. ID 


OJ99ill0_ 


14. 0211. C3 


Gene No. 


19812 


Strand 


+ 




Start 


15614 


End . 


16039 




Name 


OJ991110 14.0211.C3.ol.gp 


Method 


AAT/GAP 




Start 


15614 


End 


16039 




GI 


• none 


Score 


783 





9755 



Exons 


15614. .16039 








Seq. No. 


9273 




Seq. ID 


OJ991110_14.0211.C3 


Gene No. 


19813 




Strand 




Start 


973 






5840 


Name 


OJ991110 14 .0211.C3.ol. 


gs 


Method 


GENSCAN 


Start 


973 


End 


5840 


GI 


none 




Score 


.57 


Exons 


973. .1416, 1697, .2290, 


2640, 


.2732, 310^ 


I. .3238, 3709. .3829, 




4255. .4694, 4782. .5705, 


5805 


. .5840 




Seq. No. 


9273 




Seq. ID 


OJ991110_14.0211.C3 


Gene No. 


19813 




Strand 




Start 


973 




End 


5840 


Name 


OJ991110 14.0211.C3.o3. 


np 


Method 


AAT/NAP 


Start 


3359 




End 


5798 


GI 


6503308 




Score 


78 


Exons 


3359. .3395, 5540.. 5798 








GI Descrip. 


(AC011713) Contains PF| 00646 


■F-box domain. ESTs gb|AA58 6i; 




gb|Z26675, gb|AI993239 


and gb|AA585907 


come from this gene 




[Arabidopsis thaliana] 








Seq. No. 


9273 




Seq. ID 


OJ991110_14.0211.C3 


Gene No. 


19813 




Strand 




Start 


973 




End 


5840 


Name 


OJ991110 14.0211.C3.o2. 


np 


Method 


AAT/NAP 


Start 


3737 




End- 


5382 


GI 


3776023 




Score 


76 


Exons 


3737.. 3903, 5315.. 5382 








GI Descrip. 


(AJ010473) RNA helicase 


1 [Arabidopsis thaliana] 


Seq. No. 


9273 




Seq. ID 


OJ991110_14.0211.C3 


Gene No. 


19814 




Strand 




Start 


6572 




End 


10519 


Name 


OJ991110 14.0211.C3.o2. 


gs 


Method 


GENSCAN 


Start 


6572 




End 


10519 


GI 


none 




Score 


.42 


Exons 


6572. .6917, 7203.. 7286, 


8384 


..8487, 8730.. 8853, 9090.. 9277. 



9489. .9794, 9970.. 10236, 10484.. 10519 



Seq. No. 


9273 


Seq. ID 


OJ991110_14.0211, 


C3 


Gene No. 


19814 


Strand 






Start 


6572 


End 


10519 




Name 


OJ-991110 14.0211 


.C3.o4.np Method 


AAT/NAP 




Start 


9023 


End 


10090 




GI 


1885350 


Score 


296 




Exons 


9023.. 9509, 9547 


..9822, 9956.. 10090 






GI Descrip, 


(Y11485) serpin 


[Triticum aestivum] 






Seq. No. 


9273 


Seq. ID 


OJ991110_14.0211. 


C3 


Gene No. 


19815 


Strand 






Start 


14815 


End 


19047 




Name • 


OJ991110 14.0211 


.C3.o2.tw Method 


TBLASTX: Wheat 




Start 


962 


End 


12972 




GI 


none 


Score 


57 




Exons 


962.. 1045, 973.. 


1035, 1042.. 1086, 1108 


..1251, 1108. .1251 


t 



1125. .1259, 1255. .1332, 1270. .1314, 4156. .4230, 4158. .4220, 



9756 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4287. .4436, 4287. .4436, 4288. .4437, 4309. .4437, 4440. .4514, 
4458.. 4514, 12611 12673, 12611 .. 12673, 12684 .. 12818 , 
12691. .12819, 12692. .12835, 12692 .. 12835, 12857 .. 12901, 
12898. .12972, 12907 .. 12969, 12908.. 12970 



9273 

19815 

14815 

OJ991110_14.0211.C3.ol.tw 

2096 

none 

2096.. 2302, 2097.. 2291, 2568, 



OJ991110_14.0211.C3 
19047 

TBLASTX: Wheat 

.11834 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2708, 5284.. 5472, 5319. .5471, 



5574.. 5669, 11460 .. 11606, 11516 .. 11605, 11625 .. 11822, 
11628. .11834, 11639. .11833 



9273 

19815 

14815 

OJ991110_14 .0211.C3.ol.ts 

9042 

none 

9042.. 9125, 9141.. 9254, 9149. 
9405. .9482, 9410. ,9502, 9549. 
10024. .10122, 10170. ,10208 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9250, 9284 
.9611, 9684 



OJ991110 14. 0211. C3 



19047 

TBLASTX : Soybean 
10208 
52 

9391, 9285.. 9377, 
9818, 9970., 10008, 



Seq. No. 9273 

Gene No. 19815 

Start 14815 

Name OJ991110_14 . 0211 . C3 . ol . tm 

Start 9060 

GI none 

Exons 9060.. 9122, 9135.. 9254, 9149. 

9413. .9499, 9549. .9599, 9549. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 14.0211.C3~ 



19047 

TBLASTX: Maize 
9827 
67 

9250, 9234.. 9383, 9284, 
9599, 9684.. 9827, 9697, 



9382, 
9807 



Seq. No, 9273 Seq. ID 

Gene No, 19815 Strand 

Start 14815 End 

Name OJ991110_14 . 0211 .C3 . o4 , gs Method 

Start 14815 End 

GI none Score 

Exons 14815. .15155, 16674 16710, 

18244. .18390, 18447.. 18506 



OJ991110_14,0211.C3 

19047 
GENSCAN 
18506 
.76 

17432. .17508, 17929 18103, 



Seq. No. 9273- Seq. ID OJ991110_14 . 0211 . C3 

Gene No. 19815 Strand 

Start 14815 End 19047 

Name OJ991110_14 . 0211 , C3 . o2 . gp Method AAT/GAP 

Start 16051 End 16499 

GI uC-osflcyp065d05bl Score 882 

Exons 16051. .16499 

GI Descrip. ' 6041757/gb | AC011806 . 1 | AC011806 2.0e-12 Genomic Sequence- For 
Oryza sativa Clone 10P20, . Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 
Gene No. 
Start 



9273 

19815 

14815 



Seq. ID 

Strand 

End 



OJ991110 14. 0211. C3 



19047 



9757 



Name 


OJ991110 14. 0211. C3 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


18233 




End 


18497 




GI 


none 




Score 


112 




Exons 


18233. .18334, 18235 


. .18336, 


18242. .18325, 18244 .. 18330, 




18440. .18496, 18440 


. .18496, 


18441. .18497, 18444. .18497 


Seq. No. 


9273 




Seq. ID 


OJ991110__14. 


U ^ X X * \j J 


Gene No. 


19815 




Strand 








1481 S 

X *z O X .J 




End 


19047 




Name 


OJ991110 14. 0211. C3 


.06. np 


Method 


AAT/NAP 




Start 


18236 




End 


19047 




GI 


6691218 




Score 


101 




Exons 


18236. .18336, 18447 


. .18506, 


18922. .19047 




GI Descrip. 


(AC007508) F1K23.6 


[Arabidopsis thaliana] 




Seq. No. 


9273 




Seq. ID 


OJ991110_14. 


0211. 03 


Gene No. 


19815 




Strand 






Start 


14815 




End 


19047 






OJ991110 14. 0211. C3 


. o3.gp 


Method 


AAT/GAP 




Start 


18240 




End 


18322 




GI 


17389 1.R1084 




Score 


95 




Exons 


18240. .18322 










GI Descrip. 


'6006869/gb|AAF00645.1|AC009540 22 2 .■Oe-34 (AC009540) putative 




cationic amino acid 


transporter [Arabidopsis thaliana] ' 


Seq. No. 


9274 




Seq. ID 


OJ991110_14. 


0211. C4 


Gene No. 


19816 




Strand 


+ 




Start 


7008 




End 


15943 




Name 


OJ991110 14. 0211, C4 


. o2 . gs 


Method 


GENSCAN 




Start 


7008 




End 


15943 




GI 


none 




Score 


.5 




Exons 


7008.. 7016, 7752.. 7770, 9387 


..9407, 9422. .9528, 10170 .. 10505 , 




10528. .11073, 11382 


. .12453, 


12814. .13382, 13422 .. 13973, 




14070. .14856, 14968 


. .15515, 


15683. .15943 




Seq. No. 


9274 




Seq. ID 


OJ991110_14. 


0211, C4 ' 


Gene No. 


19816 




Strand 


+ 




Start . 


7008 




End 


15943 




Name 


OJ991110 14. 0211. C4 


. ol . gp 


Method 


AAT/GAP 




Start 


9385 




End 


9597 




GI 


1631463 




Score 


291 




Exons 


9385. .9597 










GI Descrip. 


4680178/gb|AF111709 


.1IAF111709 •5.0e-81 


Oryza sativa 


subsp . 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



9274 
19816 
7008 

OJ991110_14.0211.C4.ol.np 
11382 
5042447 
11382. .15045 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ991110_14 .0211.04 
Strand + 

15943 
AAT/NAP 
15045 
5997 



End 

Method 

End 

Score 



9274 
19816 



Seq. ID OJ991110_14.0211.O4 
Strand + 



9758 



start 


7008 


End 


15943 


Name 


OJ991110 14.0211.C4.o2.np 


Method 


AAT/NAP 


Start 


15081 


End 


15506 


GI 


1435070 


Score 


190 - 


Exons 


15081. .15506 






GI Descrip. 


(X99085) integrase [Ascobolus 


immersus] 


Seq. No. 


9274 


Qc^n TV) 


n.TQQi 1 1 n 14 0911 rd 

\JU y J X ± XU XH»\J^XX»\^H 






o tirdiiu. 




Start 


257 




O D J O 


Name 


OJ991110 14.0211.C4.o6.tm 


Method 


TBLASTX: Maize 


Start 


219 


End 


856 


GI 


none 




o u 


Exons 


219. .308, 257. .310, 425. .574, 


AAl S79 


I'^A fiRf; T'^R fi'^n 


Seq. No. 


9274 


oeq . XU 


nTQQIlin 14 0911 P4 
\JOyyxxxU X fi . UZ X ± . v^fi 


Gene No. 


19817 


o t r ana 






9 R7 






Name 


OJ991110 14.0211.C4.o4.ts 


Method 


i dIjHo i a ; ooyoean 


Start 


221 


End 


856 


GI 


none 


Score 


70 


Exons 


221. .310, 255. .311, 256. .312, 


258. .308, 


49R *^7 4 44R ^f,! 




447. .563, 734. .856 






Seq. No. 


9274 


Seq. ID 


UuyyxxxV X^.UZll.L/^^ 


Gene No. 


19817 


Strand 






257 


End 


R R 


Name 


OJ991110 14.0211.C4.ol.gs 


Method 


GENSCAN 


Start 


257 


End 


5653 


GI 


none 


Score 


.71 


Exons 


257. .307, 1715. .1870, 2108. .2244, 2305. 


.2314, 2353.. 2442, 




2833. .3131, 5378. .5434, 5530. 


.5653 




Seq. No. 


9274 


Seq. ID 


OJ991110_14.0211.C4 


Gene No. 


19817 


Strand 






257 


End 


5653 


Name 


OJ991110 14.0211.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


2102 


End 


2436 


GI 


none 


Score 


152 


Exons 


2102.. 2236, 2103.. 2237, 2106. 


.2237, 2108.. 2239, 2356.. 2436, 




2356. .2436 






Seq. No. 


9274 


Seq. ID 


OJ991110_14.0211.C4 


Gene No. 


19817 


Strand 




9t-;^ -r1- 


257 


End 


5653 


Name 


OJ991110 14.0211.C4.o7.tm 


Method 


TBLASTX: Maize 


Start 


2102 


End 


2977 


GI 


none 


Score 


153 


Exons 


2102.. 2245, 2106. .2246, 2353. 


.2436, 2353.. 2436, 2361.. 2390, 




2376.-2444, 2833. .2898, 2918. 


.2977 




Seq. No. 


9274 


Seq. ID 


OJ991110_14.0211.C4 


Gene No. 


19817 


Strand 




Start 


257 


End 


5653 


Name 


OJ991110 14.0211.C4.o3.ts 


Method 


TBLASTX : Soybean 


Start 


2102 


End 


2907 


GI 


none 


Score 


160 



9759 




Exons * 2102.. 2245, 2109.. 2246, 2352..24"20, 2353.. 2424, 2353.. 2436, 

2833.. 2907 



Seq. No. 


9274 




Seq, ID 


OJ991110_14.0211 


.C4 


Gene No. 


19817 




Strand 






Start 


257 




End 


5653 




Name 


OJ991110 14. 0211. C4 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


2105 




End 


2898 




GI 


none 




Score 


147 




Exons 


2105. .2245, 2106. .2246, 2353. .2436, 2353. .2436, 2361. .2444 




2833. .2898 










Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.C4 


Gene No. 


19818 




Strand 






Start 


11649 




End 


12185 




Name 


OJ991110 14. 0211. C4 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


11649 




End 


12008 




GI 


none 




Score 


308 




Exons 


11649. .12008, 11675 


. .11749, 


11774. .12007 




Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.C4 


Gene No. 


19818 




Strand 






Start 


11649 




End 


12185 




Name 


OJ991110 14. 0211. C4 


. o8 . tm 


Method 


TBLASTX: Maize 




Start 


11889 




End 


12185 




GI 


none 




Score 


210 




Exons 


11889. .12185, 11889 


. .12173, 


11906. .12076 




Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.C4 


Gene No. 


19819 




Strand 






Start 


12525 




End 


12941 




Name 


OJ991110 14. 0211. C4 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


12525 




End 


12941 




GI 


none 




Score 


153 




Exons 


12525. .12734, 12542 


. .12673, 


12759. .12941, 12785. .12940 




Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.C4 


Gene No.. 


19820 




Strand 






Start 


13104 




End 


13973 




Name 


OJ991110 14. 0211. 04 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13104 




End 


13586 




GI 


none 




Score 


532 




Exons 


13104. .13586, 13208 


. .13543,. 


13215. .13583 




Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.C4 


Gene No. 


19820 




Strand 






Start 


13104 




End 


13973 




Name 


OJ991110 14. 0211. C4 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


13116 




End 


13405 




GI 


none 




Score 


322 




Exons 


13116. .13403, 13214 


. .13405 








Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.C4 


Gene No. 


19820 




Strand 






Start 


13104 




End 


13973 




Name 


OJ991110 14. 0211. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13473 




End 


13973 





9760 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Q Seq. No. 

i j i Gene No. 

Start 

"I'l Name 

rU start 

i£ GI 

r'i Exons 



none 

13473. .13652, 13638 13973, 

9274 

19820 

13104 

OJ991110_14.0211.C4 .ol.ts 

13527 

none 

13527. .13559, 13527 .. 13571, 
13658. .13921 

9274 

19820 

13104 

OJ991110_14 .0211.C4.o5.tw 

13635 

none 

13635. .13937, 13655.. 13936 



Score 161 
13724. .13855, 13880.. 13930 

Seq. ID OJ991110_14.0211.C4 
Strand 

End 13973 

Method TBLASTX : Soybean 

End 13922 

Score 57 
13563. .13922, 13563 .. 13643, 



Seq. ID OJ991110_14.0211.C4 
Strand 

End 13973 

Method TBLASTX : Wheat 

End 13937 

Score 402 



9274 
19821 
13938 

OJ991110_14.0211.C4.o2.tw 
13938 
none 

13938. .14447, 13970 .. 14356, 14016.. 14363 



Seq. ID OJ991110_14.0211.C4 
Strand 

14447 

TBLASTX: Wheat 
14447 
621 



End 

Method 

End 

Score 



9274 

19821 

13938 

OJ991110_14 .0211.C4 .o5.ts 

13944 

none 

13944. .14189 



Seq. ID OJ991110_14.0211.C4 
Strand 

End 14447 

Method TBLASTX : Soybean 

End 14189 

Score 198 



Seq. No. 
Gene No. 
= Start 
Name 
Start 
GI 

Exons 



n 



9274 

19821 

13938 

OJ991110_14.0211.C4. 

14010 

none 

14010. .14363, 14012, 
14064. .14375 



Seq. ID OJ991110_14.0211.C4 
Strand 

14447 

TBLASTX: Maize 
14375 
481 



End 

Method 
End 
Score 



o2 . tm 

.14356, 14030. .14368, 14062 .. 14373, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



9274 
19822 
14451 

OJ991110_14.0211.C4.o3.tw 
14451 
none 

14451. .14930, 14496. .14897, 14675. .14929 



Seq. ID OJ991110_14.0211.C4 
Strand 

15916' 

TBLASTX: Wheat 
14930 
563 



End 

Method 

End 

Score 



9274 

19822 

14451 

OJ991110 14.0211.C4.o2.ts 



Seq. ID OJ991110_14.0211.C4 
Strand 

End 15916 

Method TBLASTX : Soybean 



9761 






Start 


14718 




End 


14978 






GI 


none 




Score 


270 






Exons 


14718. .14978, 14723 


. .14977 










Seq. No. 


9274 




Seq. ID 


OJ991110_14 .0211 


.C4 




Gene No. 


19822 




Strand 








Start 


14451 




End 


15916 






Name 


OJ991110 14. 0211. C4 


.o4 . tm 


Method 


TBLASTX: Maize 






Start 


14777 




End 


15068 






GI 


none 




Score 


360 






Exons 


14777. .15064, 14778 


. .15068 










Seq. No. 


9274 




Seq. ID 


OJ991110_14 .0211 


.C4 




Gpnp No. 


19822 




Strand 








Start 


14451 




End 


15916 






Name 


OJ991110 14. 0211. C4 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


14939 




End 


15563 






GI 


none 




Score 


731 






Exons 


14939. .15562, ' 14940 


. .15563 










Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.04 




Gene No. 


19822 




Strand 








Start 


14451 




End 


15916 






Name 


OJ991110 14. 0211. C4 


. ol . tm 


Method 


TBLASTX: Maize 




hJ 


Start 


15117 




End 


15715 




: "l 


GI 


none 




Score 


227 






Exons 


15117. .15278, 15120 


. .15233, 


15121. .15267, 15125. .15271, 




fy 




15276. .15608, 15278 


. .15577, 


15521. .15715, 15595. .15702 




i : 
's sf 

i . ; 


Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.C4 




Gene No . 


19822 




Strand 








Start 


14451 




End 


15916 




NI 


Name 


OJ991110 14. 0211. C4 


.06. tw 


Method 


TBLASTX: Wheat 






Start 


15564 




End 


15895 




i;!! 


GI 


none 




Score 


72 




'! 5? 
'i » 

hi 


Exons 


15564. .15614, 15577 


. .15771, 


15578. .15895 




Seq. No. 


9274 




Seq. ID 


OJ991110_14.0211 


.C4 




(^pnp No 


19822 




Strand 








start 


14451 




End 


15916 




r *s 


Name 


OJ991110 14. 0211. C4 


. o9 . tm 


Method 


TBLASTX: Maize 






Start 


15719 




End 


15916 






GI 


none 




Score 


197 






Exons ■ 


-15719. .15916 












Seq. No. 


9275 




Seq. ID 


OJ991110_14.0211 


.05 




Gene No 


19823 




Strand 


+ 






Start 


114 




End 


502 






Name 


OJ991110 14. 0211. C5 


.ol.gs 


Method 


GENSCAN 






Start 


114 




End 


502 






GI 


none 




Score 


.96 






Exons 


114 . . 198, 243 . . 502 












Seq. No. 


9275 




Seq. ID 


OJ991110 14.0211 


.05 




Gene No. 


19824 




Strand 


+ 






Start 


4123 




End 


7540 






Name- 


OJ991110 14. 0211. C5 


.ol.gp 


Method 


AAT/GAP 





9762 






Start 


3848 


End 


4246 








GI 


286866 


Score 


753 








Exons 


3848. .4246 












Seq. No. 


9275 


Seq. ID 


OJ991110_ 


14.0211. 


C5 






19824 


Strand 


+ 








Start 


4123 


End 


7540 








Name 


OJ991110 14.0211.C5.o3.gs 


Method 


GENSCAN 








Start 


4123 


End 


7540 








GI 


none 


Score 


.6 








Exons 


4123. .4170, 4188. .4323, 4864. .4899, 5764. .5853, 


7446. .7540 




Seq. No. 


9275 


Seq. ID 


OJ991110__ 


14.0211. 


05 




Gene No. 


19825 


Strand 


+ 








Art 


12628 


End 


13588 








Name 


OJ991110 14.0211.C5.o3.np 


Method 


AAT/NAP 








Start 


12628 


End 


13588 








GI 


4417293 


Score 


383 








Exons 


12628. .12762, 12885 13017 , 


13379. .13588 








GI Descrip. 


(AC007019) unknown protein 


[Arabidopsis thaliana] 






Seq. No. . 


9275 


Seq. ID 


OJ991110_ 


1/1 0 911 






Gene No . ' ' 


19826 


Strand 


+ 








O I. Ctl. L. 


14813 


End 


20752 






Q 


Name 


OJ991110 14.0211.C5.o4.np 


Method 


AAT/NAP 








Start 


14813 


End 


20298 






m 


GI 


4914318 


Score 


71 






i'l i 

: b? 


Exons 


14813. .14835, 16910 .. 17243, 


17286. .17472, 20261. 








GI Descrip. 


(AC005489) F14N23.4 [Arabidopsis thaliana] 






1 I 

u? 


Seq. No. 


9275 


Seq. ID 


OJ991110_ 


14 . 0211 . 




"1 




19826 


Strand 


+ 






! fcf 


Start 


14813 


End 


20752 








Name 


OJ991110 14.0211.C5.o5.gs 


Method 


GENSCAN 








Start 


17620 


End 


20135 








GI 


none 


Score 


.47 








Exons 


17620. .17831, 18275. .18449, 


18639. .18863, 19602. 


.20135 






Seq. No. 


9275 


Seq. ID 


OJ991110_ 


14-.0211. 


05 


Q 


Gene No. 


19826 


Strand 


+ 








Start 


14813 


End 


20752 








Name 


OJ991110 14.0211.C5.o5.np 


Method 


AAT/NAP 








Start 


18312 


End 


19743 








GI 


6907088 


Score 


1254 








Exons 


18312. .18449, 18625 .. 18863, 


19357. .19743 








GI Descrip, 


(AP001129) hypothetical protein [Oryza 


sativa] 








.Seq. No. 


9275 


Seq. ID 


OJ991110_ 


14.0211. 


05 




Gene No. 


19826 


Strand 


+ 








O L. di. u 


14813 


End 


20752 








Name 


OJ991110 14 .02il.C5.o6.np 


Method 


AAT/NAP 








Start 


19728 


. End 


20752 








GI 


5734635 


Score 


324 








Exons 


19728. .19833, 1988 6. . 20144 , 


20333. .20464, ■ 20493. 


.20752 






GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 








Seq. No. 


9275 


Seq. ID 


OJ991110_ 


14.0211. 


05 



9763 




Gene No, 


19827 




Strand 






1530 




End 


20741 


Name 


OJ991110 14 


.0211.C5.ol.np 


Method 


AAT/NAP 


Start 


1279 




End 


2047- 


GI 


4680183 




Score 


176 


Exons 


1279. .1368, 


1977. .2047 






GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 


Seq. No* 


9275 




ocq . j-U 






J. ^ O C. f 




Strand 




Star,t 


1530 




End 


20741 


Name 


OJ991110 14 


.0211.C5.o2.gs 


Method 


GENSCAN 


Start 


1530 




End 


2119 


GI 


none 




Score 


.47 


Exons 


1530. .1635, 


2100. .2119 






Seq. No. 


9275 




Seq. ID 


OJ991110_14.0211.C5 


Gene No. 


19827 




Strand 




Start 


1530 




End 


20741 


Name 


OJ991110 14 


.0211.C5.o2.np 


Method 


AAT/NAP 


Start 


1687 




End 


20741 


GI 


3327394 




Score 


525 


Exons 


1687. .1750, 


5422. .5645, 5734. 


.5820, 6392..6480, 6568. .6771, 




7623. .7771, 


8346. .8424, 11378 


. .11435, 


11644. .11754, 20720. .20741 


GI Descrip. 


(AC004483) 


putative RNA helicase [Arabidopsis thaliana] 


Seq. No. 


9275 




Seq. ID 


OJ991110_14.0211.C5 




1 QR97 




Strand 




Start 


1530 




End 


20741 


Name 


OJ991110 14 


.0211.C5.ol.tc 


Method * 


TBLASTX: Cress 


Start 


5422 




End 


6772 


GI 


none 




Score 


106 


Exons 


5422. .5499, 


5491. .5643, 5493. 


.5645, 6389. .6481, 6590. .6772 


Seq. No. 


9275 




Seq. ID 


OJ991110_14.0211.C5 




J. o ^ / 




Strand 




Start 


1530 




End 


20741 


Name 


OJ991110 14 


.0211.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5422 




End 


5645 


GI 


none 




Score 


98 


Exons 


5422. .5499, 


5493. .5639, 5493. 


.5645 




Seq. No . , 


9275 




Seq. ID 


OJ991110_14.0211.C5 


Gene No. 


19827 




Strand 










End 


20741 


Name 


OJ991110 14 


.0211.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


5458 




End 


5815 


GI 


none 




Score 


155 


Exons 


5458. .5493, 


5465. .5641, 5484. 


.5642, 5493. .5645, 5500. .5643, 




5728. .5754, 


5761. .5814, 5762. 


.5815 




Seq. No. 


9275 




Seq. ID 


OJ991110_14.0211.C5 


Gene No. 


19827 




Strand 




Start 


1530 




End 


20741 


Name 


OJ991110 14 


.0211.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8659 




End 


9017 


GI 


none 




Score 


45 



9764 



Exons 



Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8659.-8724, 8661. .8723, 8662. .8724, 8730. .8774, 8791. .8940, 
8795. .8920, 8796. .8939, 8797. .8940, 8943. .9017, 8958. .9017 



9275 

19827 

1530 

OJ991110_14 .0211.C5.o2.tw 

9782 

none 



Seq. ID OJ991110_14.0211,C5 
Strand 
End 

Method 
End 
Score 



20741 

TBLASTX: Wheat 

10156 

88 



9782. .9979, 9783. .9953, 9813. .9983, 10010 .. 10156, 10022. .10156 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ991110 14. 0211. C5 



9275 
19827 
1530 

OJ991110_14.0211.C5.o2.gp 
11097 

uC-osflcypl34g02al 
11097. .11356, 11486.. 11510 

M680178/gb|A'F111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



20741 
AAT/GAP 
11510 
319 





Seq. No. 


9275 




Seq. ID 


OJ991110_14.0211 


.C5 




Gene No. 


19827 




Strand 








Start 


- 1530 




End 


20741 




, "i 


Name 


OJ991110 14. 0211. C5, 


. ol.tm 


Method 


TBLASTX: Maize 




J i 


Start 


12477 




End 


13008 




"1 I 
s? 


GI 


none 




Score 


98 






Exons 


12477. .12536, 12478. 


. .12567, 


12544. .12765, 12554 .. 12766, 




1 I 




12573. .12779, 12882. 


. .12923, 


12888, .12938, 12889 ., 12936, 








12917. .12976, 12919. 


. .12975, 


12960. .13007, 12976.. 13008 




'! C 

I! 


Seq. No. 


9275 




Seq. ID 


OJ991110_14 .0211 


.C5 




Gene No. 


19827 




Strand 








Start 


1530 




End 


20741 




•■ZT 
f 


Name 


OJ991110 14. 0211. C5. 


.o2. tc 


Method 


TBLASTX: Cress 






Start 


12478 




End 


12728 






GI 


none 




Score 


77 




s; 
; =? 


Exons 


12478. .12567, 12478. 


. .12537, 


12544. .12717, 12553. .12708, 




■ S'. 




12573. .12728 










J 


Seq. No. 


9275 




Seq. ID 


OJ991110__14.0211 


.C5 




Gene No. 


19827 




Strand 








Start 


1530 




End 


20741 






Name 


OJ991110 14. 0211. C5. 


, o3. tw 


Method 


TBLASTX: Wheat 






Start 


16939 




End 


17252 






GI 


none 




Score 


99 






Exons 


16939. .17049, 17061. 


, .17204, 


17178. .17252 






Seq. No. 


9276 




Seq. ID 


OJ991110_14 .0211 


,C6 




Gene No. 


19828 




Strand 


+ 






Start 


121 




End 


3999 






Name 


OJ991110 14. 0211. C6. 


o2 . np 


Method 


AAT/NAP 






Start 


121 




End 


3999 






GI 


6721512 




Score 


129 






Exons 


121. .242, 1052. .1117, 1961. 


.2197, 2239 


..2275, 2387. .2437, 



3965. .3999 



9765 



GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


9276 


Seq. ID 


OJ991110 


oene wo . 


1 QQ 0 Q 

1 y 0 z o 


o urano 


X 


Start 


1 O 1 


bnu 


3999 


Name 


/^TQQiiin 1/1 noil /-T 


Me Lnoa 


GENSCAN 


Start 


o o n 


bna 


291 


GI 


none 


Score 


.89 


Exons 


u . . z y 1 






Seq. No. 


yz / D 


Seq. ID 


OJ991110 


Gene No. 


19828 


Strand 


+ 


Start 


121 


End 


3999 


Name 


OJ991110 14.0211.C6.ol.np 


Method 


AAT/NAP 


Start 


293 


End 


3840 


GI 


4582447 


Score 


246 


Exons 


293. .934, 3753. .3840 






GI Descrip. 


(AC007071) putative non-LTR 


retroelement revers 




[Arabidopsis thaliana] 







14. 0211. C6 



14. 0211. C6 



Seq. No. 9276 Seq. ID OJ991110_14 . 0211 . C6 

Gene No. 19829 ' Strand + 

Start 6011 End 7228 

Name OJ991110_14 . 0211 . C6 . o3 . np Method AAT/NAP 

Start 6011 End 7228 

GI 1076837 Score 96 

Exons 6011.. 6170, 7089.. 7228 

GI Descrip. probable RNA helicase - slime mold {Dictyostelium discoideum) 

gi 1 1076843 Ipir I IS49262 RNA helicase - slime mold (Dictyostelium 
discoideum) (fragment) gi | 550331 1 emb | CAA57418 | (X81824) putative 
RNA helicase [Dictyostelium discoideum] 



Seq. No. 


9276 


Seq. ID 


OJ991110_14.0211 


.C6 


Gene No. 


19830 


Strand 


+ 




Start 


12741 


End 


15363 ■ 




Name 


OJ991110 14 .0211.C6.o5.np 


Method 


AAT/NAP 




Start 


12741 


End 


15363 




GI 


3047109 


Score 


614 




Exons 


12741. .12959, 144 64 .. 14 623, 


14854. .15063, 15167.. 15363 




GI Descrip. 


(AF058919) No definition line found [Arabidopsis thaliana] 


Seq. No. 


9276 


Seq. ID 


OJ991110_14.0211 


.C6 


Gene No. 


19830 


Strand 


+ 




Start 


12741 


End 


15;j,63 




Name 


OJ991110 14 .0211.06. o2.gp 


Method 


AAT/GAP ' 




Start 


12746 


End 


14936 




GI 


64841 1.R1084 


Score 


784 




Exons 


12746. .12959, 144 64 .. 14 623, 


14854. .14936 




GI Descrip. 


'3047109 2.0e-15 (AF058919) 


No definition line found 






[Arabidopsis thaliana] ' 








Seq, No. 


9276 


Seq. ID 


OJ991110_14.0211 


.C6 


Gene No. 


19831 


Strand 






Start 


3746 


End 


7308 




Name 


OJ991110 14.0211.C6.o2.gs 


Method 


GENSCAN 




Start 


3746 


End 


7308 




GI 


none 


Score 


.42 





9766 



Exons 



3746.-4282, 4370. .5164, 5543. .5992, 6219. .6491, 6936. .7040, 
7273. .7308 



Seq. No. 9276 

Gene No. 19832 

Start 7770 

Name OJ991110_14 . 0211 . C6 . ol . tm 

Start 313 

GI none 

Exons. 313.. 630, 328.. 609, 336.. 641, 
839. .928 



OJ991110_14.0211.C6 
14622 

TBLASTX: Maize 

935 

256 



Seq. ID 
Strand 
End 

Method 
End 
Score 

612. .824, 665. .754, 825. .935, 



Seq. No. 9276 Seq. ID 

Gene No. 19832 Strand 

Start 7770 End 

Name OJ991110_14 . 0211 . C6 . ol . tw Method 

Start 361 ' End 

GI none Score 

Exons 361.. 603, 379.. 609 



OJ991110_14.0211.C6 
14622 

TBLASTX: Wheat 

609 

251 



Seq. No. 

Gene No. 

Start 

Name 
4! Start 
U GI 
iiil Exons 

Q 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



i hi 



9276 

19832 

7770 

OJ991110_14.0211.C6.o3.tm 

3391 

none 



Seq. ID OJ991110_14.0211.C6 
Strand 
End 

Method 
End 
Score 



14622 

TBLASTX: Maize 

10609 

101 



3391.. 3456, 3458.. 3493, 10159 .. 10380, 10175 .. 10378, 
10460. .10609, 10503.. 10604 



9276 

19832 

7770 

OJ991110_14.0211.C6.o3.tw 

3743 

none 



Seq. ID OJ991110_14.0211.C6 



Strand 
End 

Method 

End 

Score 



14622 

TBLASTX: Wheat 

8800 

45 



3743. .3808, 3747. .3818, 3875. .4024, 3876. .4025, 4028. .4087, 
4028. .4087, 5501. .5566, 5505. .5576, 5633. .5782, 5634. .5783, 
5640. .5783, 5786. .5860, 5786. .5845, 8723. .8800 



Seq. No. 9276 

Gene No. 19832 

Start 7770 

Name OJ991110_14 . 0211 . C6 . o2 . tw 

Start 4907 

GI none 

Exons 4907.. 5059, 5111.. 5206, 6621. 

6864. .7004, 6907. ,7008 



Seq. ID OJ991110_14.0211.C6 
Strand 

End 14622 

Method TBLASTX : Wheat 

End 7008 

Score 89 

.6806, 6625. .6810, 6649. .6807, 



Seq. No. 9276 

Gene No. 19832 

Start 7770 

Name OJ991110_14 . 0211 . C6 . o2 . tc 

Start 5239 

GI none 

Exons 5239.. 5325, 7779.. 8069, 7786. 

8731.. 8829, 9074.. 9166, 9099. 



Seq. ID OJ991110_14.0211.C6 
Strand 

End 14622 
Method TBLASTX : Cress 
End ■ 9167 

Score 147 

.7980, 7895. .7981, 8727. .8930, 
.9167 



9767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



9276 

19832 

7770 

OJ991110_14,0211.C6.o3.gs 

7770 

none 



Seq. ID OJ991110_14 .0211.C6 
Strand 

End 14 622 

Method GENSCAN 

End 14265 

Score .41 



7770. .8000, 8733. .8915, 9077. .9292, 9374. .9469, 10162 .. 10368 , 
10463. .10595, 11480 .. 12519, 12783 12968 , 134 65 .. 13659, 
13828. .13968, 14016.. 14265 



9276 
19832 
7770 

OJ991110_14.0211.C6.o4.np 
7773 
3327394 



Seq. ID OJ991110_14 .0211.C6 
Strand 

14622 
AAT/NAP 
12949 
1684 



End 

Method 
End 
Score 

7773. .8000, 8733. .8915, 9077. .9292, 9374. .9469, 9973. .10059, 
10162. .10368, 10463. .10687, 10780 .. 108 35, 1104 6 .. 11152 , 
11480. .11721, 11776. .11848, 11979 .. 12519, 12733. .12949 
(AC004483) putative RNA helicase [Arabidopsis thaliana] 





Seq. No. 


9276 






Seq. ID 


OJ991110_14 .0211.C6 




Gene No. 


19832 






Strand 


- 




Start 


7770 






End 


14622 


hJ 


Name 


Oj991110 14 


.0211.C6.o6. 


tm 


Method 


TBLASTX: Maize 


I "1 


Start 


7782 






End 


8006 


Ul 




none 






Score 


125 


m 


Exons 


7782. .8006, 


7789. .7980 








0 

i : 


Seq. No. 


9276 






Seq. ID 


OJ991110_14.0211.C6 




Gene No. 


19832 






Strand 






Start 


7770 






End 


14622 


! if 


Name 


OJ991110 14 


.0211.C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7824 






End 


8006 


n 


GI 


none 






Score 


125 


'I 

i 


Exons 


7824. .8006, 


7825. .7992 










Seq. No. 


9276 






Seq. ID 


OJ991110_14.0211.C6 




Gene No. 


19832 






Strand 




CI) 


Start 


7770 






End 


14622 


:==£ 


Name 


OJ991110 14 


.0211.C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


8733 






End 


8931 




GI 


none 






Score 


63 




Exons 


8733. .8930, 


8734. .8838, 


8890. 


.8931 






Seq. No. 


9276 






Seq. ID 


OJ991110_14.0211.C6 




Gene No. 


19832 






Strand 






Start 


7770 






End 


14622 




Name 


OJ991110 14 


.0211.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8841 






End 


9433 




GI 


none 






Score 


57 




Exons 


8841. .8930, 


9074. .9331, 


9076. 


.9138, 9099. .9293, 9181. .9294, 






9368. .9433- 












Seq. No. 


9276 






Seq. ID 


OJ991110_14.0211.C6 




Gene No. 


.19832 






Strand 






Start 


7770 






End 


14622 



9768 



Name 

Start 

GI 

Exons 



OJ991110_14 . 0211 . C6 . o2 . tm Method TBLASTX : Maize 

9102 End 94 63 

none Score 24 9 

9102. .9293, 9104. .9295, 9104. .9298, 9368. .9463, 9371. .9454, 
9373. .9462 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9276 

19832 

7770 

OJ991110_14 .0211.C6.ol.tc 

9167 

none 



Seq. ID OJ991110_14.0211.C6 
Strand 

End 14 622 

Method TBLASTX : Cress 
End 11167 
Score 88 

9167. .9298, 9168. .9293, 9182. .9295, 9368. .9469, 10159 10380 , 
10180. .10371, 10460. .10687, 10464 10628, 10777 10836, 
11033. .11167, 11044. .11154 



Seq. No. 9276 

Gene No. 19832 

Start 7770 

Name OJ991110_14 . 0211 . C6 . o2 . ts 

Start 9970 

GI none 
Exons 



Seq. ID OJ991110_14.0211.C6 
Strand 

End 14 622 

Method TBLASTX : Soybean 

End 10311 

Score 88 



9970.. 10059, 9971.. 10060, 10162 .. 10206, 10163 10228 , 
10207. .10311, 10210.. 10311 



Seq. No. 9276 

Gene No. 19832 

Start 7770 

Name OJ991110_14 . 0211 . C6 . ol . gp 

Start 10183 

GI LIB3432-048-P2-K1-C11 

Exons 10183. .10368, 10463.. 10641 

GI Descrip. '3327394 l.Oe-41 (AC004483) putative RNA helicase [Arabidopsis 
thaliana] * 



Seq. ID OJ991110_14.0211.C6 
Strand 

End 14 622 

Method AAT/GAP 

End 10641 

Score 630 



Seq. No. 9276 

Gene No. 19832 

Start 7770 

Name OJ991110_14 . 0211 . C6 . o7 . tm 

Start 12738 

GI none 
Exons 



Seq. ID OJ991110_14.0211.C6 
Strand 

End 14 622 

Method ■ TBLASTX: Maize 

End 14567 

Score 205 



12738. .12962, 12744 12959, 14461 14562, 144 63 14567 , 
14475. .14567 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9276' 
19832 
7770 

OJ991110_14.0211.C6.o3.tc 

12828 

none 



Seq. ID OJ991110_14.0211.C6 
Strand 

End 14 622 

Method TBLASTX: Cress 

End 14 622 

Score 111 



12828. .12959, 144 60 14 609, 14461.. 14622 



Seq. No. 9276 

Gene No. 19833 

Start 14945 

Name OJ991110_14 . 0211 . C6 . o5 . tm 

Start 14945 



Seq. ID OJ991110_14.0211.C6 
Strand 

End 15592 

Method TBLASTX : Mai ze 

End 15592 



9769 



GI 

Exons 



none Score 154 

14945. .15040, 14 94 6 1504 1, 14950 .. 15054 , 1517 4 15299, 

15176. .15289, 15177 15299, 15178 15306, 15184 15306, 

15191. .15316, 15455. .15592, 15459 15554 , 15460 .. 15591 , 
15482.. 15592 



Seq. No. 9277 

Gene No. 19834 

Start 1 

Name OJ991110_14 . 0211 .C7 . ol . gp 

Start 1 

GI none 

Exons 1. .92, 149. '.508 



Seq. ID OJ991110_14.0211.C7 

Strand + 

End 508 

Method AAT/GAP 

End 508 

Score 696 



Seq. No. 9277 

Gene No. 19834 

Start 1 

Name OJ991110_14 . 0211 . C7 . ol . tm 

Start 149 

.GI none 

Exons 149.. 289, 149.. 292, 353.. 412, 372.. 410 



Seq. ID OJ991110_14.0211.C7 

Strand + 

End 508 

Method TBLASTX : Mai ze 

End 412 

Score 194 



i:ri 

is; s 

i Li 



,S3t 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9278 
19835 
918 

OJ991110_14.0211.C8.ol.gs 
918 
none 

918. .1113, 3102. .3154, 3239. .3349 



Seq. ID OJ991110_14.0211.C8 

Strand + 

End 3349 

Method GENSCAN 

End 3349 

Score .41 



9278 
19836 
557 

OJ991110_14.0211.C8.ol.gp 
557 

5455354 
557. .640 

6016845/dbj I AP000570. 1 1 AP000570 6.pe-28 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 



Seq. ID OJ991110_14.0211.C8 
Strand 

End 640 

Method AAT/GAP 

End 640 

Score 112 



Seq. No. 


9278 






Seq. ID 


OJ991110_ 


_14.0211.C8 


Gene No. 


19837 






Strand 






Start 


4428 






End 


20767 




Name 


OJ991110 14 


.0211. 


08 . o2 . gp 


Method 


AAT/GAP 




Start 


4428 






End 


4965 




GI 


none 






Score 


959 




Exons 


4428. .4965 












Seq. No. 


9278 






Seq. ID 


OJ991110_ 


_14.0211.C8 


Gene No. 


19837 






Strand 






Start 


4428 






End 


20767 




Name 


OJ991110 14 


.0211. 


C8.o2.gs 


Method 


GENSCAN 




Start 


4655 






End 


11112 




GI 


none 






Score 


.73 




Exons 


4655. .4964, 


5552. 


.5664, 5757. 


.5819, 5962. .6294, 


6450. .6536, 




7689. .7751, 


7956. 


.8102, 8421. 


.8549, 8858. .9034, 


9078. .9319, 




9669. .9858, 


10044 


..10259, 10888.. 11112 







9770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



9278 

19837 

4428 

OJ991110_14.0211.C8.o3.gp 
5394 

9322 1.R1084 



Seq. ID OJ991110_14.0211.C8 
Strand 

End 20767 

Method AAT/GAP 

End 8919 

Score 2419 



5394. .5664, 5757. .5819, 5962. .6047, 6207. .6294, 6450.. 6536, 
6900. .6994, 7097. .7179, 7357. .7416, 7500. .7546, 7689. .7751, 
7956.. 8102, 8252.. 8353, 8421.. 854.9, 8858.. 8919 
'3006145/emb|CAA18386| l.Oe-105 (AL022299) ABC transporter 
[Schizosaccharomyces pombe] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



|'c| GI Descrip. 

C^l Seq. No. 

fLl Gene No. 

ri Start 

i . I Name 

Start 

'-^ GI 

!= j i 

i h} Exons 



9278 
19837 
4428 

OJ991110_14.0211.C8.ol.np 
5542 
6633814 

5542.. 5664, 5757.. 5819, 5962 
6900.. 7179, 7357.. 7416, 7500 
8252.. 8353, 8421.. 8549, 8858 
10044. .10259, 10867. .11049, 15252.. 15315 
(AC009519) F1N19.11 [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 14. 0211. C8 



20767 
AAT/NAP 
15315 
2287 

6047, 6207. .6294, 6450.. 6536, 
7546, 7689. .7751, 7901. .8102, 
9010, 9111.. 9319, 9669.. 9929, 



9278 
19837 
4428 

OJ991110_14.0211.C8.o4.gp 
9804 
none 

9804.. 9858, 10044 10259, 10888.. 11170 



Seq. ID OJ991110_14.0211.C8 
Strand 

End 20767 

Method AAT/GAP 

End 11170 

Score 1017 



Seq. No. 
Gene No. 
Start 
•''^ Name 

Start 
a GI 

Exons 

GI Descrip. 



U 



92.78 Seq. ID 

19837 Strand 

4428 End 

OJ991110_14 . 0211 . C8 . o5 . gp Method 

14541 End 

36122 1.R1084 Score 



OJ991110_14.0211.C8 

20767 
AAT/GAP 
15633 
964 



14541. .14888, 15197 .. 15252 , 15380 .. 15454 , 15601. .15633 
'1946300/emb|CAA73132| 2.0e-18 (Y12529) hypothetical protein 
[Silene latifolia] ' 



Seq. No. 9278 

Gene No. 19837 

Start 4428 

Name OJ991110_14 . 0211 . C8 . o4 . gs 

Start 14813 

GI none 

Exons 14813. .14888, 15197 .. 15252 , 
15774. .15898, 164 15 .. 16438 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 14. 0211. C8 



20767 
GENSCAN 
20767 
.72 

15380. .154 54, 15601. .15697, 
1664 7. .16807, 17347. .17417, 



19755. .19841, 20096 .. 20232 , 20352 .. 20415 , 20703.. 20767 



Seq. No. 9278 Seq. ID 

Gene No. 19837 Strand 

Start 4428 ^ .End 

Name OJ991110_14 . 0211^..:G8 . o2 .np ' Method 



OJ991110_14.0211.C8 

20767 
AAT/NAP 



9771 



start 
GI 

Exons 



GI Descrip. 



14825 End 20767 

1946300 Score 1275 

14825. .14888, 15197 .. 15252, 15380 .. 154 54 , 15601 .. 15697 , 

15774. .15898, 16415 16519, 16647 .. 16784 , 17110 ,. 17 177 , 

17347. .17417, 17520 .. 17580, 17834 .. 17924 , 18 616 .. 18 694 , 

18783. .18843, 18928 19005, 19097 .. 19166, 19265 .. 19339, 

19471. .19546, 19755 .. 19841, 20096 .. 20232, 20352 .. 204 15 , 
20703. .20767 

(Y12529) hypothetical protein [Silene latifolia] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9278 

19837 

4428 

OJ991110_14.0211.C8.o7.gp 
18924 

uC-osflm202109f08bl 



Seq. ID OJ991110_14.0211.C8 
Strand 

End 20767 

Method AAT/GAP 

End 20213 

Score 888 



18924. .19005, 19097 .. 19166, 19265 .. 19339, 19471 .. 1954 6, 
19755. .19841, 20096.. 20213 

'1946300/emb|CAA73132| 3.0e-56 {Y12529) hypothetical protein 
[Silene latifolia] ' 



Seq. No, 

Gene" No, 

Start 

Name 

Start 

GI 

Exons 



9278 

19838 

21984 

OJ991 

5548 

none 

5548. 

5962. 

6442. 

6897. 

7359. 

7956. 

8255. 

8455. 



110 14.0211.C8.ol.ts 



,5673, 5576.. 5671, 5754. 

6060, 5962.. 6048, 6199. 

6537, 6444. .6548, 6870. 

7025, 7096. .7182, 7098. 

7415, 7496. .7549, 7500. 

8102, 7957.. 8103, 8222. 

8353, 8269. .8355, 8421. 

8550, 8480. .8551 



Seq. ID OJ991110_14.0211.C8 
Strand 

End 31561 

Method TBLASTX : Soybean 

End 8551 

Score 114 

.5819, 5755. .5820, 5960. .6049, 
.6300, 6206. .6304, 6441. .6539, 
.7007, 6895. .7002, 6896. .7021, 
.7181, 7123. .7200, 7354. .7416, 
.7553, 7689. .7769, 7689.-7748, 
.8353, 8248. .8367, 8250. .8354, 
.8549, 8421. .8501, 8427. .8549, 



Seq. No. 9278 Seq. ID OJ991110_14 . 02ll . C8 

Gene No. 19838 Strand 

Start 21984 End 31561 

Name OJ991110_14 . 0211 . C8 . o2 . tc Method TBLASTX : Cress 

Start 5548 End 8501 

GI none Score 100 

Exons 5548.. 5673, 5579.. 5665, 5601.. 5672, 5754.. 5819, 5755.. 5820, 

5960. .6049, 5962. .6060, 6199. .6294, 6199 .. 6295 , ' 6206 .. 6337 , 

6450. .6539, 6451. .6537, 6895. .7002, 6895. .7002, 6897. .7007, 

7096. .7182, 7098. .7181, 8255. .8353, 8421. .8501 



Seq. No. 9278 

Gene No. 19838 

Start 21984 

Name OJ991110_14 . 0211 . C8 . o4 . tm 

Start 5550 

GI none 
Exons 



Seq. ID OJ991110_14 .0211.C8 
Strand 

End 31561 

Method TBLASTX: Maize 

End 5820 

Score 130 



5550. .5666, 5551. .5673, 5754. .5819, 5754. .5819, 5755. .5820 



Seq. No. 
Gene No. 



9278 
19838 



Seq. ID OJ991110_14 .0211.C8 
Strand 



9772 



start 
Name 
Start 
GI 

Exons 



21984 End 

OJ991110_14 . 0211 . C8 . ol . tm Method 

5962 End 

none Score 



31561 

TBLASTX: Maize 

11076 

143 



5962. .6048, 8058. .8096, 8243. .8353, 8258. .8353, 8421. .8549, 
8421. .8549, 8422. .8556, 8480. .8551, 8856. .9017, 8857. .9018, 
8857. .9018, 8897. .9019, 9105. .9320, 9106. .9321, 9667. .9861, 
9667.. 9861, 10043 .. 10135, 10043 .. 10147 , 10099 .. 102 60 , 
10134. .10262, 10134. .10259, 10885 .. 10998 , 1088 6 .. 10960, • 
10999.. 11076 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9278 

19838 

21984 

OJ991110_14.0211.C8.o3.tm 

6187 

none 

6187.. 6294, 6198.. 6296, 6199. 
6450.. 6539, 6451.. 6537, 6870. 
7098.. 7181, 7359.. 7415, 7359. 
7496.. 7549, 7500.. 7553, 7679. 
7956. .8057, 7958.. 8056 



Seq. ID OJ991110_14-.0211.C8 
Strand 

End 31561 
Method TBLASTX : Mai ze 
End 8057 
Score 108 

.6294, 6206. .6304, 6209. .6295, 
,6993, 7096. .7194, 
,7551, 7492. .7548, 



.7007, 6895, 
.7415, 7471, 
.7750, 7688. 



,7756, 7689. .7757, 



Seq. No. 9278 

Gene No. 19838 

Start 21984 

Name OJ991110_14 . 0211 . C8 . o2 . ts 

Start 8856. 

GI none 

Exons 8856.. 8939, 8867.. 8935, 8897. 

9666.. 9785, 9667.. 9861, 9689. 



Seq. ID OJ991110_14.0211.C8 

Strand ■ - 

End 31561 

Method TBLASTX : Soybean 

End 11076 

Score 68 

.8953, 9106. .9321, 9111.-9320, 
.9853, 10096. .10260, 10101 .. 10259, 



10885. .10968, 10975 .. 11046, 11041. .11076 



Seq. No. 9278 

Gene No. 19838 

Start 21984 

Name OJ991110_14 . 0211 . C8 . o3 . to 

Start 8873 

GI none 

Exons .8873.. 8968, 8897.. 8968, 9103. 
9160. .9336 



OJ991110_14.0211.C8 
31561 

TBLASTX: Cress 

9336 

81 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9321, 9114. .9320, 9128. .9325, 



Seq. No. 

Gene No^ 

Start 

Name 

Start 

GI 

Exons 



9278 Seq. ID 

19838 Strand 

21984 End 

OJ991110_14 . 0211 . C8 . o2 . tw Method 

11637 End 

none Score 



OJ991110_14.0211,C8 
31561 

TBLASTX: Wheat 

22352 

188 



11637. .11678, 11716. .11757, 1177 9 .. 11988 , 11784 11864 , 
11803. .11988, 21982. .22038, 21984 .. 22034 , 22122 .. 22271, 
22122. .22271, 22123 22272 , 22124 2227 9, 22275. .22352 



Seq. No. 9278 Seq. ID 

Gene No. 19838 Strand 

Start 21984 End 

Name OJ991110_14 . 0211 . C8 . ol . tw . Method 

Start 12829 " End 



OJ991110_14.0211.C8 
31561 

TBLASTX: Wheat 
27789 



9773 



GI 

Exons 



none Score 94 

12829. .12981, 13054 13161, 13057 13158 , 13064 13162 , . 

13096. .13161, 23420. .23626, 23426 23626, 23657 23806, 

23658. .23804, 25700 25732, 25737 25784 , 27616 27789, 
27619. .27765 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9278 

19838 

21984 

OJ991 

14807 

none 

14807 

15381 

16650 

17351 

17833 

19098 

20095 

20352 



110 14.0211.C8.ol.tc 



.14890, 
.15455, 
.16835, 
.17419, 
.17925, 
.19169, 
.20235, 
.20423, 



15197. 
15776. 
16650. 
17361. 
18613. 
19265. 
20095. 
20353. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_14.0211.C8 
31561 

TBLASTX: Cress 

20457 

67 



. 15259, 
.15901, 
.16799, 
.17423, 
.18690, 
.19339, 
.20235, 
.20457 



15199. .15258, 15380. .15466, 

16412. .16522, 16647 .. 16823, 

16662. .16802, 16678 .. 16785, 

17520. .17582, 17522 .. 17581 , 

18779. .18844, 18 914 .. 19003, 

19456. . 19560, 19754 .. 19840 , 

20098. .20214, 20101 .. 20223 , 



Seq. No. 9278 Seq. ID 

Gene No. 19838 Strand 

Start 21984 End 

Name OJ991110_14 . 0211 . C8 . o5 . tm Method 

Start 14807 End 

GI none Score 

Exons 14807. ,14890, 14808 .. 14891, 14813.. 14 

15199. .15249, 15207 15260, 15327 .'.IS 

15377. .15457, 15383 15457 , 15600.. 15 

15601. .15699, 15773. .15904, 15775. .15 

16407. .16487, 164 12 .. 16525, 17105.. 17 

17347. .17418, 17351 17419, 17352.. 17 

17522. .17581, 17527 .. 17583, 17800.. 17 
17833. .17925 



OJ991110_14.0211.C8 
31561 

TBLASTX: Maize 
17925 
99 

914, 15197. .15247, 
455, 15371. .15454, 
698, 15600. .15698, 
900, 16406. .16522, 
188, 17105. .17185, 
426, 17522. .17581, 
922, 17832. .17924, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9278 

19838 

21984 

OJ991 

16650 

none 

16650 

18653 

18914 

19101 

19459 

19743 

20351 

20701 



110 14.0211.C8.o2.tm 



.16784, 18613. 

.18718, 18782. 

.19006, 18927. 

.19169, 19102. 

.19554, 19472. 

.19832, 19745. 

.20416, 20352. 

.20766, 20702. 



.18723, 
.18844, 
.19007, 
.19167, 
.19549, 
.19840, 
.20417, 
.20782, 



Seq. ID OJ991110_14.0211.C8 
, Strand 

End 31561 

Method TBLASTX : Mai ze 

End 20782 

Score 4 6 
18651. .18695, 18 652 .. 18693, 
18783. .18842, 18785 .. 18865, 
18931. .19011, 19100. .19168, 
19264. .19341, 19265 .. 19339, 
19472. .19561, 19725. .19841, 
20095. .20235, 20095 20235, 
20352. .20423, 20353 .. 20451, 
20703. .20768 



Seq. No. 9278 Seq. ID 

Gene No. 19838 Strand 

Start 21984 End 

Name OJ991110_14 . 0211 . C8 . o5 . gs Method 

Start 21984 End 

GI none Score 



OJ991110_14.0211.C8 

31561 
GENSCAN 
31561 
.42 



9774 



Exons 21984. .22526, 22956 2298 6, 23127 23809, 25984 26029, 

26205. .26402, 26487 .. 26584 , 27372 .. 27515, 27738 27800, 
27870. .28010, 30617 30782, 31263. .31561 



OJ991110_13.0211, 
+ 



C4 



Seq. No. 9279 Seq. ID 

Gene No. 19839 Strand 

Start 3005 End 21387 

Name OJ991110_13.0211,C4 .ol.np Method AAT/NAP 

Start 3005 End 9082 

.GI 5922631 Score 6711 

Exons 3005. .3129, '3388. .3632, 3891.. 4087, 4133.. 4716, 

5037. .5963, 6556. .9082 
GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 {C1214 5 ) 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1, (AF049110) [Oryza sativa] 

gi I 6016864 I dbj IBAA85207.il {AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



4759. .4910, 
correspond to a 



Seq. No. 


9279 


Seq. ID 


OJ991110 


_13.0211 


.C4 


Gene No. 


19839 


Strand 


+ ^ ' 






Start 


3005 


End 


21387 






Name 


OJ991110 13. 0211. C4 


.o3.np Method 


AAT/NAP 






Start 


8511 


End 


19161 






GI 


4033606 


Score 


89 






Exons 


8511. .8536, 18421.. 


18485, 18703.. 18802 


, 18968.. 


19161 




GI Descrip. 


{AB008227) Extensin 


[Adiantum capillus 


-veneris] 






Seq. No. 


9279 


Seq. ID 


OJ991110 


_13.0211 


.C4 


Gene No. 


19839 


Strand 


+ 






Start 


3005,. 


End 


21387 






Name 


OJ99illO 13. 0211, C4 


.o4.gs Method 


GENSCAN 






Start 


19001 


End 


21387 






GI 


none 


Score 


.71 






Exons 


19001. .19080, 19183 


..19254, 20433. .20482, 21281 


. .21387 





D_13.0211.C4.ol.gp 



Seq. No. 9279 

Gene No. 19839 

Start 3005 

Name OJ991110 

Start 20667 

GI 83529_1.R1084 

Exons 20667. .21334 

GI Descrip. M521194/dbj | AB013613 . 1 | AB013613 
centromere sequence RCBll* 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110_ 
+ 

21387 
AAT/GAP 
21334 
1071 



13. 0211. C4 



6.0e-79 Oryza sativa DNA, 



Seq. No. 9279 

Gene No. 19840 

Start 9455 

Name OJ991110_13 . 0211 . 04 . o2 . 

Start 9455 

GI none 

Exons 9455.. 9906, 10156.. 1034 
11127. .11173, 11210. .11 



Seq. No. 9279 



Seq. ID OJ991110_13.0211.C4 
Strand 

End 12385 
gs Method GENSCAN 

End 12385 

Score .83 
5, 10420. .10607, 10827 .. 1104 4 , 
416, 11501. ,11835, 12268, .12385 

Seq. ID OJ991110_13,0211,C4 



9775 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19840 Strand 

9455 End 

OJ991110_13.0211.C4.o2.np Method 

94 67 End 

6691716 Score 



12385 
AAT/NAP 
12385 
2593 



9467.. 9906, 9980.. 10100, 10250 .. 10345, 10420 .. 10607 , 
10686. .10865, 10942 .. 11044 , 11127 .. 11292, 11482. .12385 
(AP000492) hypothetical protein [Oryza sativa] 
gi|6691717|dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 





Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 




Gene No. 


19841 








Strand 


- 




Start 


21764 








End 


26278 




Name 


OJ991110 13, 


.0211 


.04 .08. 


tw 


Method 


TBLASTX: Wheat 




Start 


4321 








End 


4723 




GI 


none 








Score 


259 




Exons 


4321 . . 4383, 


4322 


. .4723 










Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 




Gene No. 


19841 








Strand 


- 




Start 


21764 








End 


26278 




Name 


OJ991110 13, 


.0211 


.C4.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


5303 








End 


6100 




GI 


none 








Score 


146 




Exons 


5303. . 5479, 


5524 


. . 5760, 


5528. 


5758. 5E 


J07 6100. 5950 6096 


I'li 


Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 


Q 


Gene No. 


19841 








Strand 


- 


J : 


Start 


21764 








End 


26278 


i.LI 


Name 


OJ991110 13, 


.0211 


.04. o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


6020 








End 


6385 


rii 


GI 


none 








Score 


127 




Exons 


6020. . 6244, 


6251 


. . 6385 








u 

''r 


Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 




.Gene No. 


19841 








Strand 




St 


Start 


21764 








End 


.26278 


'ill 


Name 


OJ991110 13. 


.0211 


.04 .o7. 


tw 


Method 


TBLASTX: Wheat 


Q 


Start 


6101 








End 


6335 


[ i 


GI 


none 








Score 


267 




Exons 


6101. .6334, 


6101 


. .6334, 


6171. 


.6335 






Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 




Gene No. 


19841 








Strand 






Start 


21764 








End 


26278 




Name 


OJ991110 13. 


,0211 


.04 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6110 








End 


6452 




GI 


none 








Score 


304 




Exons 


6110. .6409, 


6149 


. .6394, 


6151. 


.6396, 6390.. 6452 




Seq. No. 


9279 








Seq. ID 


OJ991110_13. 0211.04 




Gene No. 


19841 








Strand 






Start 


21764 








End 


26278 




Name 


OJ991110 13. 


0211 


.04.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


6335 








End 


6740 




GI 


none 








Score 


94 



9776 






Exons 


6335. .6400, 


6337. 


.6396, 


6395. 


.6739, 6396. .6740 




Seq. No. 


9279 . 








Seq. ID 


OJ991110_13.0211.C4 






19841 








^i- nrl 






Start 


21764 








FnH 

EjHsJL 


\J £. / 0 




Name 


OJ991110 13 


.0211. 


C4.02. 


tm 




J. Lj Ljr\iD X . L id X Z> Clf 




Start 


6480 








FnH 
11)1 iu. 


0 0 *± 0 




GI 


none 










J *I VJ 




Exons 


6480. .6848, 


6584. 


.6820 










Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 






19841 








Strand 






Start 


21764 








End 


26278 




Name 


OJ991110 13 


.0211. 


C4.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


6624 








End 


6981 




GI 


none 








Score 


192 




Exons 


6624. .6827, 


6635. 


.6775, 


6841. 


.6981, 6842.. 6970 




Seq. No. 


9279 








Seq. ID 


OJ991110__13.0211.C4 




Gene No. 


19841 








Strand 






Start 


21764 








End 


26278 




Name 


OJ991110 13 


.0211. 


C4 .06. 


tw 


Method- 


TBLASTX: Wheat 




Start 


6788 








End 


7183 




GI 


none 








Score 


58 


»; 


Exons 


6788. .6829, 


6789, 


.6845, 


6830. 


.7183, 6830.. 6985, 6859.-6996, 


'it 

'si ^ 




70§-9. .7112, 


7063. 


.7182 








rl I 


Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 




ripnp No 


19841 








Strand 




J ; i 


start 


21764 








End 


26278 




Name 


OJ991110 13 


0211. 


C4 .02. 


ts 


Method 


TBLASTX : Soybean 


'i* K? 


Start 


7241 








End 


7629 


i") 1 

; ct 


GI 


none 








Score 


84 




Exons 


7241. .7345, 


7249. 


.7335, 


7385. 


.7627, 7390.. 7629 




Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 


; t 


Gene No 


19841 








Strand 






Start 


21764 








End 


26278 


'•: -3 


Name 


OJ991110 13 


0211. 


C4 .o5. 


tw 


Method 


TBLASTX: Wheat • 




Start 


7250 








End 


7672 


.SB- 


GI 


none 








Score 


402 




Exons 


7250. .7672, 


7252. 


.7596 










Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 




Gene No 


19841 








Strand 






Start 


21764 








End 


26278 




Name 


OJ991110 13. 


0211. 


C4.05. 


tm 


Method 


TBLASTX: Maize 




Start 


7304 








End 


7576 




GI 


none 








Score 


111 




Exons 


7304. .7459, 


7463. 


.7576 










Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 




Gene No. 


19841 








Strand 






Start 


21764 








End 


26278 




Name 


OJ991110 13. 


0211. 


C4.O10 


. tw 


Method 


TBLASTX: Wheat 




Start 


7688 








End 


7987 




GI 


none 








Score 


135 



9777 




Exons 


7688. .7822, 


7700 


. .7831, 


7889. 


.7987 




Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.O4 




19841 








Strand 




start 


21764 








End 


26278 


Name 


OJ991110 13. 


0211 


.04. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7984 








End 


8347 


GI 


none 








Score 


433 


Exons 


7984, .8295, 


7985 


. .8308, 


8300. 


.8347 




Seq. No. . 


9279 








Seq. ID 


OJ991110_13.0211.C4 




19841 








Strand 




Start 


21764 








End 


26278 


Name 


OJ991110 13. 


0211 


.04. o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


7988 








End 


8379 


GI 


none 








Score 


412 


Exons 


7988. .8146, 


7990 


.8301, 


7991. 


.8377, 8192. .8377, 8332. .8379 


Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 




19841 








Strand 




Start 


21764 








End 


26278 


Name " 


OJ991110 13. 


0211 


04. o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8492 








End 


9106 


GI 


none • 








Score 


371 


Exons 


8492. .8983, 


8512 


.8598, 


8647. 


.8754, 8969. .9106 


Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.O4 




19841 








Strand 




Start 


21764 








End 


26278 


Name 


OJ991110 13. 


0211 


04. o4. 


tm 


Method 


TBLASTX: Maize 


Start 


8813 








End 


9067 


GI 


none 








Score 


152 


Exons 


8813. .8986, 


8842 


.8985, 


8965. 


.9066, 8966.. 9067 


Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.O4 




19841 








Strand 




start 


21764 








End 


26278 


Name 


OJ991110 13. 


0211. 


04. o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


11975 








End 


12283 


GI 


none 








Score 


196 


Exons 


11975. .12283 










Seq. No. 


9279 








Seq. ID 


OJ991110_13.0211.C4 


Gene No. 


19841 








Strand 




Start 


21764 








End 


26278 


Name 


OJ991110 13. 


0211. 


04. o4. 


np 


Method 


AAT/NAP 


Start 


21764 








End 


26278 


GI 


4388825 








Score 


128 


Exons 


21764. .21810 


, 22939. .23193, 26253.. 26278 


GI Descrip. 


(AC0P6528) putative retroelement pel polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.O5 


Gene No. 


19842 








Strand 


+ 


Start 


85 








End 


619 


Name 


OJ991110 13. 


0211. 


05. ol. 


gs 


Method 


GENSOAN 


Start 


85 








End 


619 



9778 






GI 


none • 




Score 


.8 






Exons 


85. .181, 501. .619 












Seq. No. 


9280 




Seq. ID 


OJ991110_13.0211. 


C5 










04- y-. nH 








start 


6111 




End 


6762 






Name 


OJ991110 13.0211.C5.o4. 


gs 


Method 


GENSCAN 






Start 


6111 




End 


6762 






GI 


none 




Score 


.61 






Exons 


6111,. 6217, 6247.. 6320, 


6566. 


.6762 








Seq. No. 


9280 




Seq, ID 


OJ991110_13,0211. 


C5 




Gene No. 


19844 




Strand 










502 




End 


9749 






Name 


OJ991110 13.0211.C5.ol. 


np 


Method 


AAT/NAP 






Start 


502 




End 


9749 






GI 


4680179 




Score 


3481 






Exons 


502.. 2807, 4763.. 5107, 


7330. . 


8874, 9596, .9749 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


9280 




Seq. . ID. 


p>TQQiiin IT noil 


C5 




oene lno . 






Strand 








Start 


502 




End 


y / 4 y 






Name 


OJ991110 13,0211.C5,o5. 


tw 


Method 


IdLAd i A : wneat 






Start 


543 




End 


O C £i 
O OD 




1, J 


GI 


none 




Score 


Q A 






Exons 


543. .713, 714. .866, 728 


.865 








ry 


Seq. No. 


9280 




Seq. ID 


OTQQiTin 1"^ noil 


C5 






X .70 4 4 




Strand 






Ul 


Start 


502 




End 


y / 4 y 




Q 


Name 


OJ991110 13.0211.C5.o2. 


gs 


Method 


GENSCAN 




I'l] 


Start 


719 




End 


1687 






GI 


none 




Score 


.99 






Exons 


719. .1687 










'i . i 


Seq. No. 


9280 




Seq. ID 


OJ991110_13.0211. 


C5 


J, 


Gene No. 


19844 




Strand 








oL.ax L 


502 




End 


9749 




!" "i 


Name 


OJ991110 13.0211.C5.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


725 




End 


1309 






GI 


none 




Score 


238 






Exons ' . 


725. .1153, 858,, 1154, 1140.,, 1304, 1151. 


;;.13Q^?,.- 115-6. .1242 








]ib58.-. 1307 ^ ■ --'-^ 










Seq. No. 


9280 




Seq. ID 


OJ991110_13.0211. 


C5 




ociie LNO . 


19844 




Strand 








Start 


502 




End 


9749 






Name 


OJ991110 13.0211.C5.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


866 




End 


1492 






GI 


none 




Score 


302 






■ Exons 


866. .1492, 867. .1448 












Seq, No. 


9280 




Seq. ID 


OJ991110_13.0211. 


C5 




Gene No . 


19844 




Strand 








Start 


502 




End 


9749 






Name 


OJ991110 13.02il.C5.o3. 


tm 


Method 


TBLASTX: Maize 





9779 




start 


1361 








End 


1653 


GI 


none 








Score 


238 


Exons 


1361. .1648, 


1365 


. .1649, 


1367. 


.1651, 1552.. 1653 


Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 




J. ^ O *1 *4 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13 


.0211 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1450 








End 


1699 


GI 


none 








Score 


156 


Exons 


1450. .1668, 


1451 


. .1699, 


1452. 


.1673, 1550. .1699 


Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 


Gene No. 


19844 








Strand 




Q-h a r-t- 
O L.a.1. t. 










End 


9749 


Name 


OJ991110 13 


.0211 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1499 








End 


1983 


GI 


none 








Score 


187 


Exons 


1499. .1711, 


1503 


. .1700, 


1503. 


.1712, 1684. .1944, 1700. .1771 




1702. .1983 












Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 




X ^ O *4 *i 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13 


.0211 


. C5 . o3 . 


gs 


Method 


GENS CAN 


Start 


1993 








End 


5139 


GI 


none 








Score 


.66 


Exons 


1993. .2510, 


3398 


. i3764. 


3792. 


.4291, 4371. .5139 


Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 




1 Qfi44 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13 


.0211 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2044 








End 


2397 


GI 


none 








Score 


137 


Exons 


2044. .2397, 


2050 


. .2346, 


2051. 


.2377 




Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 




^ QR44 

J. _7 O 1 *i 








Strand 




Start 


502 








End 


9749 


Name 


Oj991110 13 


.0211 


. C5 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2044 








End 


2461 


GI • 


none 








Score 


223 , 


Exons- 


2044'. ':-2421, 


2044 


. .2460, 


2051. 


.2461 ' 


■ ' /> . 


Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 




1 Qft 4 4 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13 


.0211 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2218 








End 


2460 


GI 


none 








Score 


50 


Exons 


2218. .2460, 


2219 


. .2278, 


2333. 


.2443 




Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 


Gene No. 


19844 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13 


.0211 


.C5.04. 


tm 


Method 


TBLASTX: Maize 



9780 




'start 


2404 








End 


2752 


GI 


none 








Score 


143 


Exons 


2404. .2460, 


2441. 


, .2752, 


2472. 


.2684 




Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 


Gene No. 










Q >- a Ti /H 




Start 


502 








End 


9749 


Name 


OJ991110 13. 


0211. 


C5.04. 


tw 


Method 


TBLASTX: Wheat 


Start 


2465 








End 


2773 


GI . ; 


none 








Score . 


151 


Exoris 


2465. .2761, 


2465. 


.2773, 


2469. 


.2771 




Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 


(aene no. 










Q-H r-a nH 
O LIT d.na 




Start 


502 








End 


9749 


Name 


OJ991110 13. 


0211. 


C5.01. 


ts 


Method 


TBLASTX rSoybean 


Start 


2486 








End 


2797 


GI 


none 








Score 


185 


Exons 


2486. .2797, 


2487. 


.2714 








Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 


Gene No. 


1 y 0 fi 41 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13. 


0211. 


C5.09. 


tw 


Method 


TBLASTX: Wheat 


Start 


2788 








End 


7415 


GI 


none 








Score 


112 


Exons 


2788. .2922, 


2792. 


.2923, 


7325. 


.7411, 7335. .7415 


Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 


Gene No . 


1 y 0 4 4 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13. 


0211. 


C5.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


4531 








End 


8648 


GI 


none 








Score 


64 


Exons 


4531. .5025, 


4735. 


.5001, 


8532. 


.8648 




Seq. No. , 


.9280 








Seq. ID 


OJ991110_13.0211.C5 


ijene emo . 










Strand 




Start 


502 








End ' 


9749 


Name 


OJ991110 13. 


0211. 


C5..05. 


gs 


Method 


GENSCAN 


Start 


7190 








End 


9011 


GI 


none 








Score 


. 96 


Exons 


7190. .7512, 


7969. 


.8484, 


8555. 


.90.11 




. ■ 

Seq'. No . 


9280 








Seq. ID 


OJ991110_13.0211.C5 


^ene ino . 


1 QO y1 A 
X y 0 ft f± 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13. 


0211. 


C5.07. 


tw 


Method 


TBLASTX: Wheat 


Start 


7424 








End 


7840 


GI 


none 








Score 


66 


Exons 


7424. .7555, 


7449. 


.7550, 


7649. 


.7840 




Seq. No. 


9280 








Seq. ID 


OJ991110_13.0211.C5 


Gene No. 


19844 








Strand 




Start 


502 








End 


9749 


Name 


OJ991110 13. 


0211. 


C5.o8., 


tw 


Method 


TBLASTX: Wheat 


Start 


8673 








End 


8862 



9781 






GI 


none 


Score 


127 








Exons 


8673. .8861, 8689. .8862 












Seq. No. 


9281 


Seq. ID 


OJ991110 


_13.0211 


.C6 




Gene No. 




our ana 


_L 








Start 


630 


End 


1223 








Name 


OJ991110 13.0211.C6.ol.gs 


Method 


GENSCAN 








Start 


630 


End 


1223 








GI 


none 


Score 


.58 








Exons 


630.. 758, 1095.. 1223 












Seq. No. 


9281 


Seq. ID 


OJ991110 


_13.0211 


.C6 




bene no. 


1 y 0 4 D 


Strand 










Start 


1967 


End 


2478 








Name 


OJ991110 13.0211.C6.o2.gs 


Method 


GENSCAN 








Start 


1967 


End 


2478 








GI 


none 


Score 


.61 








Exons 


1967.. 2106, 2147.. 2290, 2340 


. .2478 










Seq. No. 


9282 


Seq. ID 


OJ991110 


_13.0211 


.C7 




Gene No. 


19847 


Strand 


+ 










4926 


End 


±*± 








Name 


OJ991110 13.0211.C7.ol.np 


Method 


AAT/NAP 








Start 


4926 


End 


11327 








GI 


6705984 


Score 


2575 








Exons 


4926. .4958, 7069. .7140, 8469 


. .11327 








iifi 
rll 


GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






.< c; 
t : 


Seq. No. 


9282 


Seq. ID 


OJ991110 


_13.0211 


.C7 


i il 


Gene No. 


19847 


Strand 


+ 








Start 


4926 


End 


14596 






'•'/A 


Name 


OJ991110 13.0211.C7.o3.gs 


Method 


GENSCAN 






!" i i 
■ li 


Start 


8297 


End 


14596 








GI 


none 


Score 


.41 








Exons 


8297. .8333, 8432. .8507, 8620 


..8782, 8825. .8890, 


9161. .9651, 


^^.! 




10738. .10874, 11260 11384 , 


11919. .11991, 12068 


. .12538, 








13839. ,13941, 14572.. 14596 










U 


Seq. No. 


9282 


Seq. ID 


OJ991110_ 


_13.0211 


.C7 




(jene no . 


19848 


Strand 


+ 






Cj 


Start 


15132 


End 


16097 








Name 


OJ991110 13.0211.C7.o4.gs 


Method 


GENSCAN 








Start 


15132 


End 


16097 








GI 


none 


Score 


.75 








Exons 


15132. .15257, 15954.. 16097 












Seq. No. 


9282 


Seq. ID 


OJ991110_ 


_13.0211 


.C7 




Gene No. 


19849 


Strand 










b uar L 


4031 


End 


7602 








Name 


OJ991110 13.0211.C7.o2.gs 


Method 


GENSCAN 








Start 


4031 


End 


7602 








GI 


none 


Score 


.61 








Exons 


4031. .4171, 4912. .5132, 5445 


..5525, 5944. .6029, 


6472. .6529, 






6598. .6665, 6816. .7425, 7557 


. .7602 










Seq. No. 


9282 


Seq. ID 


OJ991110_ 


_13.0211 


.C7 




Gene No. 


19850 


Strand 









9782 




b tart 










End 


24434 




Name 


OJ991110 13. 


0211. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8744 








End 


9235 




GI 


none 








Score 


274 




Exons 


8744. .9025, 


8764. 


.8991, 


9027. 


.9152, 9027.. 9173, 9028.. 9183 




9038. .9235 














Seq. No. 


9282 








Seq. ID 


OJ991110_13.0211 


.C7 


Gene No. 


19850 








Strand 






C4- V-!- 

o uar u 


ZUDUO 








End 


24434 




Name 


OJ991110 13. 


0211. 


C7.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


8837 








End 


9193 




GI 


none 








Score 


152 




Exons 


8837. .9052, 


8860. 


.9054, 


9021. 


.9Q62, 9055.. 9186, 9056.. 9187 




9059. .9193 














Seq. No. 


9282 








Seq. ID 


OJ991110 13.0211 


.C7 


Gene No . 


1 QQ 








Strand 


- 




Start 


20508 








End 


24434 




Name 


OJ991110 13. 


0211. 


C7.o5. 


tm 


Method 


i jdLiAo i a : ixiaize 




Start 


8984 








End 


9217 




GI 


none 








Score 


225 




Exons 


8984. .9217, 


8990. 


.9208 










Seq. No. 


9282 








Seq. ID 


OJ991110_13.0211 


.C7 


Gene No . 


lytf ou 








Strand 


- 




Start 


20508 








End 


24434 




Name 


OJ99fllO 13. 


0211. 


C7 .o3. 


tm 


Method 


i D iiAo J. A : jxia X z e 




Start 


9389 








End 


9589 




GI 


none 








Score 


57 




Exons 


9389. .9442, 


9445. 


.9582, 


9446. 


.9589 






Seq. No. 


9282 








Seq. ID 


OJ991110_13.0211 


.C7 


Gene No. 










Strand 


- 




Start 


20508 








End 


24434 




Name 


OJ991110 13. 


0211. 


C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


9794 








End 


10037 




GI 


none 








Score 


215 




Exons 


9794. .10024, 


9795 


. .10037 








Seq. No. 


9282 








Seq. ID 


OJ991110_13.0211 


.C7 


Gene No . 


1 QQ t;n 








Strand 






Start 


20508 








End 


24434- 




Name 


OJ991110 13. 


0211. 


C7.01. 


tw 


Method 


- TBLASTX: Wheat 




Start 


9797 








End 


10224 




GI 


none 








Score 


634 




Exons 


9797. .9901, 


9798. 


.10223, 9808 


. .10224, 


9810. . 10223 




Seq. No. 


9282 








Seq. ID 


OJ991110_13.0211 


.C7 


Gene No. 


1 A O C A 








Strand 






Start 


20508 








End 


24434 




Name 


OJ991110 13. 


0211. 


C7.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


9809 








End 


10081 




GI 


none 








Score 


252 




Exons 


9809. .9994, 


9810. 


.9986, 


9990. 


.10076, 9992. .10081 




Seq. No. 


9282 








Seq. ID 


OJ991110_13.0211 


.C7 



9783 



Gene No. 


lyyou 




Strand 






Start 


20508 . 




End 


24434 




Name 


OJ991110 13. 0211. 07 


.ol.tc • 


Method 


TBLASTX: Cress 




Start 


10179 




End 


10538 




GI 


none 




Score 


394 




Exons 


10179. .10538, 10211 


. .10537 








Seq. No. 


9282 




Seq. ID 


OJ991110_13.0211 


.C7 


Gene No. 


1 Q Q Q n 
ly 0 DU 




btrand 






Start 


20.508 




End 


24434 




Name 


OJ991110 13. 0211. C7 


. ol .tm 


Method 


TBLASTX: Maize 




Start 


10256 




End 


10601 




GI 


none 




Score 


468 




Exons 


10256. .10600, 10257 


. .10601 








Seq. No. 


9282 




Seq. ID 


OJ991110_13.0211 


.C7 


rt « rt \i rt 
Gene No . 


1 n Q c n 
ly 0 OU 




Strand 






Start 


20508 




End 


24434 




Name 


OJ991110 13. 0211. C7. 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start . 


10350 




End 


10709 




GI 


none 




Score 


381 




Exons 


10350. .10709, 10350, 


. .10700, 


10355.. 10702 




Seq. No. 


9282 




Seq. ID 


OJ991110_13.0211 


.C7 


Gene No. 


1 o o c rv 




Strand 






Start 


20508 




End 


24434 




Name 


OJ991110 13. 0211. C7, 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10740 




End 


11138 




GI 


none 




Score 


443 




Exons 


10740. .11138, 10742, 


. .11128 








Seq. No. 


9282 




Seq. ID 


OJ991110_13.0211 


.C7 


Gene No , 


lyy du 




Strand 






Start 


20508 




End 


24434 




Name 


OJ991110 13. 0211. C7, 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


11058 




End 


11303 




GI 


none 




Score 


310 




Exons 


11058. .11303, 11058, 


. .11294, 


11096.. 11302 




Seq. No. 


9282 




Seq. ID 


OJ991110_13.0211 


.C7 


Gene No. 


19850 




Strand 






Start 


20508 




End 


24434 




Name 


/^Tfiniiirk lo noil /^n 

ojyyiiiu lo.Uzii.c/, 


, o4 . tm 


Method 


TBLASTX: Maize 




Start 


- 11493 




End ■ 


12018 




GI 


none 




Score 


198 




Exons 


114-93. .11897, 11590. 


, .11811, 


11619. . 11819, 11815. .11868, 






11816. .11920, 11902. 


, .11967, 


11922. .12017, 11922. .12017, 






11971. .12018 










Seq. No. 


9282 




Seq: ID 


OJ991110_13.0211 


.C7 


Gene No. 


19850 




Strand 






Start 


20508 




End 


'24434 




Name 


OJ991110 13. 0211. C7. 


o6 . gs 


Method^-"- 


GENSCAN 




Start 


20508 




End 


24434 




GI 


none 




Score 


.81 




Exons 


20508. .20624, 20710. 


.20998, 


21065. .21235, 21314 22200, 






22288. .22734, 22813. 


.23544, 


24041. .24434 





9784 



Seq. No. 


9283 


Seq. ID 


OJ991110_13 


.0211 


.C8 


Gene No. 


19851 


Strand 


+ 






Start 


5028 


End 


5291 






Name 


OJ991110 13.0211.C8.ol.gp 


Method 


AAT/GAP 






Start 


5028 


End 


5291 






GI 


61605 3.R1084 


Score 


418 






Exons 


5028. .5291 










GI Descrip. 


•1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase 


[Arabidopsis 




thaliana] • 










Seq. No. 


9283 


Seq. ID 


OJ991110_13 


,0211 


.C8 


Gene No. 


19852 


Strand 


+ 






Start 


5605 


End 


6216 






Name 


OJ991110 13.0211.C8.o3.gp 


Method 


AAT/GAP 






Start 


5605 


End 


6216 






GI 


uC-osflM202048cl2bl 


Score 


603 






Exons 


5605.. 5624, 5754.. 6101, 6152, 


, .6216 








GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' ■ 








Seq. No. 


o o o 


Seq. ID 


OJ991110_13 


.0211 


.C8 


Gene No. 




Strand 


+ 






Start 


/"TOO 

6788 


End 


7631 






Name 


OJ99111U_l J . Uzll . Co . oz . gs 


Method 


GENSCAN 






Start 


D /OO 


End 


7631 






GI 


none 


Score 


.65 






Exons 


6788.. 6871, 6949.. 7296, 7533, 


. .7631 








Seq, No. 


9283 


Seq. ID 


OJ991110_13 


.0211 


.C8 


Gene No. 


19854 


Strand 


+ 






Start 


8683 


End 


8755 






Name 


OJ991110 13.0211.C8.o3.gs 


Method 


GENSCAN 






Start 


8683 


End 


8755 






GI 


none 


Score 


,82 






Exons 


8683. .8755 










Seq. No. 


9283 


Seq. ID 


OJ991110_13 


.0211 


.C8 


Gene No. 


19855 


Strand 








Start 


470 


End 


5077 






Name 


OJ991110 13.0211.C8.ol.gs 


Method 


GENSCAN 






Start 


470 


End 


3744 






GI 


none r 


Score 


.59 






Exons 


470.. 1743, 1935.. 2072, 2280.. 


'3177, 3319,. 3744 






Seq. No. 


9283 


Seq. ID 


OJ991110_13 


.0211 


.C8 


Gene No . 


19855 


Strand 








Start 


470 


End 


5077 






Name 


OJ991110 13.0211.C8.ol.np 


Method 


AAT/NAP 






Start 


503 


End 


5077 






GI 


4680203 


Score 


1982 






Exons 


503. .1438, 1715. .1956, 2116.. 


3758, 5039. ,5077 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


9283 


Seq. ID 


OJ991110_13, 


.0211 


.C8 


Gene No. ■ 


19856 


Strand 








Start 


5699 


End . 


9509 







9785 



Name 

Start 

GI 

Exons 



OJ991110_13 . 0211 . C8 . ol . tw Method TBLASTX : Wheat 

581 End 1819 

none Score 67 

581. .700, 701. .805, 702. .806, 824. .877, 877. .921, 878. .928, 
944. .1084, 945. .1070, 1082. .1282, 1092. .1229, 1287. .1787, 
1289. .1819 



Seq. No. 9283 

Gene No. 19856 

Start 5699 

Name OJ991110_13 . 0211 .C8 . o2 . ts 

Start 674 

GI none 

Exons 674.. 892, 708.. 890 



Seq. ID OJ991110_13.0211.C8 
Strand 

End 9509 

Method TBLASTX : Soybean 

End 8 92 

Score 93 



Seq. No. 9283 

Gene No. 19856 

Start 5699 

Name OJ991110_13 . 0211 . C8 . o2 . tc 

Start 1118 

GI none 
Exons 



Seq. ID OJ991110_13.0211.C8 
Strand 

End 9509 

Method TBLASTX : Cress 

End 1544 

Score 44 



1118. .1282, 1122. .1229, 1287. .1544, 1289.. 1540 



Seq. No. 9283 

Gene No. 19856 

Start 5699 

Name OJ991110_13 . 0211 . C8 .o2 . tm 

Start 1475 

GI none 

Exons 1475.. 1789, 1494.. 1790 



Seq. ID OJ991110_13.0211.C8 
Strand 

End 9509 

Method TBLASTX : Mai ze 

End 1790 

Score 155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9283 

19856 

5699 

OJ991110_13.0211.C8.o3.tm 

1963 

none 



Seq. ID OJ991110_13.0211.C8 
Strand 

End 9509 

Method TBLASTX: Maize 

End 2178 

Score 7 9 



1963. .2154, 1964. .2152, 1978. .2178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9283 
19856 
5699 

OJ991110_13.0211.C8.o4.tw 
1975 • 
none 



Seq. ID OJ991110_13.0211.C8 
Strand 

9509 

TBLASTX: Wheat 
2244 ' 
47 



End 

Method 
'End 
Score 

1975. .2037, 1985. .2026, 2038. .2157, 2041. .2157, 2042. .2158, 
2191.,. 2244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



9283 

19856 

5699 

OJ991110_13.0211.C8.o4.ts 

2269 

none 



Seq. ID OJ991110_13.0211.C8 
Strand 

End 9509 

Method TBLASTX : Soybean 

End 2503 

Score 78 



2269. .2502, 2278. .2478, 2342. .2503 

9283. Seq. ID OJ991110_13 . 0211 . C8 



9786 



Gene No. 


19856 








Strand 






^ \j y J 








End 


9509 


Name 


OJ991110 13, 


0211. 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2338 








End 


2787 


GI 


none 








Score 


53 


Exons 


2338. .2532, 


2341. 


.2532, 


2354. 


.2557, 2539. .2781, 2555.. 2782 




2569. .2787 












Seq. No. 


9283 








Seq. ID 


OJ991110_13.0211.C8 




19856 








Strand 




Start 


5699 








End 


9509 


Name 


OJ991110 13. 


0211. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2377 








End 


2721 


GI 


none 








Score 


85 


Exons 


2377. .2532, 


2378. 


.2626, 


2576. 


.2671, 2578. .2673, 2680. .2721 


Seq. No. 


9283 








Seq. ID 


OJ991110 13 0211 C8 




19856 








Strand 




Start 


5699 








End 


9509 


Name 


OJ991110 13. 


0211. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2626 








End 


2973 


GI 


none 








Score 


97 


Exons 


2626. .2973, 


2627. 


.2779, 


2819. 


.2968 




Seq. No. - 


9283 








Seq. ID 


OJ991110_13.0211,C8 




J. y O \J 








Strand 




Start 


5699 








End 


9509 


Name 


OJ991110 13. 


0211. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2707 








End 


2974 


GI 


none 








Score 


122 


Exons 


2707. .2970, 


2708. 


.2974 








Seq. No. 


9283 








Seq. ID 


OJ991110_13.0211.C8 


f^prici Mn 


19856 








Strand 




Start 


5699 








End 


9509 


Name 


OJ991110 13. 


0211. 


C8.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


2722 








End 


3402 


GI 


none 








Score 


91 


Exons 


2722. .2847, 


2854. 


.2973, 


2867. 


.2977, 2986. .3402, 3113. .3313 


Seq. No. 


9283 








Seq. ID 


OJ991110_13.0211.C8 


fZpinp Mo 


19856 








Strand 




Start 


5699 








End 


9509 


Name 


0J99iria 13. 


0211. 


C8.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


2993 








End 


3330 


GI 


none 








Score 


198 


Exons 


2993. .3277, 


2995. 


.3276, 


3275. 


.3325, 3283. .3330 


Seq. No. 


9283 








Seq. ID 


OJ991110_13.0211.C8 


Gene No. 


19856 








Strand 




Start 


5699 








End 


9509 


Name 


OJ991110 13. 


0211. 


C8.o2. 


np 


Method 


AAT/NAP 


Start 


5699 








End 


9509 


GI 


5852175 








Score 


63 


Exons 


5699. .5806, 


6414. 


.6462, 


9482. 


.9509 





GI Descrip. (AL117265) zhb0005.1 [Oryza sativa] 



9787 



OJ991110 13. 0211. C8 



Seq. No. 9283 Seq. ID 

Gene No. 19856 Strand 

Start 5699 End 9509 

Name OJ991110_13 . 0211 .C8 . o4 . gp Method AAT/GAP 

Start 8867 End 8967 

GI LIB3477-003-P1-K1-E9 Score 146 

Exons 8867.. 8967 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2,0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 {U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 9284 Seq. ID OJ991110 

Gene No. 19857 Strand + 

Start 658 End 4416 

Name OJ991110_13 . 0211 .C9 ..ol . gs Method GENSCAN 

Start 658 End 3158 

GI none Score . 64 

Exons 658.. 665, 2051.. 2180, 2949.. 3158 



13. 0211. C9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9284 

19857 

658 

OJ991110_13.0211.C9.o2.np 

1709 

5042463 

1709.. 1732, 3255.-3464, 4128, 



Seq. ID OJ991110_13.0211.C9 

Strand + 

End 4416 

Method AAT/NAP 

End 4416 

Score 142 
.4282, 4334.. 4416 



(AC007789) unknown protein [Oryza sativa] 



9284 Seq. ID 

19857 Strand 

658 End 

OJ991110_13 . 0211 . C9 . ol . np Method 

1889 End 

5852181 Score 
1889. .2176, 3411, .3453 

(AL117265) zhbOOll.l [Oryza sativa] 



OJ991110_13.0211.C9 
+ 

4416 
AAT/NAP 
3453 
116 



9285 Seq. ID 

19858 Strand 

1 End 

OJ991110_13 . 0211 . CIO . ol . np Method 

1 End 

4680203 Score 
1..23, 579. .1728, 3894. .3921 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ991110_13. 0211. CIO 

+ * 

3921 
AAT/NAP 
3921 
715 



9285 Seq. ID 

19859 Strand 

8250 End 

OJ991110_13. 0211. CIO. o3.gs Method 

8250 End 

none Score 



OJ991110_13. 0211. CIO 
+ ■ 

19843 
GENSCAN 
19843 
.55 



8250. .8261, 10359. .10496, 11816 .. 1197 9, 12607 .. 12802 , 
14250. .14269, 16352 .. 16436, 164 97 .. 16670, 16731 . . 1 68 67 , 
16900. .16957, 17396 .. 17677 , 17868 .. 18065, 18366 .. 18632, 
19745.. 19843 



9788 



Seq. No. 


■ 9285 






Seq. ID 


OJ991110_13.0211 


.CIO 


Gene No. 


19859 






Strand 


+ 






8250 






End 


1984 3 




Name 


OJ991110 13 


.0211 


.C10.o2.np 


Method 


AAT/NAP 




Start 


17519 






End 


18944 




GI 


5852084 






Score 


68 




Exons 


17519. .17551, 18861.. 18944 








GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza 


sativa] 






Seq. No. 


. 9285 






Seq. ID 


OJ991110_13.0211 


.CIO 




- 19860 






q-i- r;:^ nH 






Start 








End 


4879 




Name 


OJ991110 13 


. U Z J. X 


Pin o9 rrc 


Method 


GENSCAN 




Start 


4220 






End 


4879 




GI 


none 






Score 


.52 




Exons 


4220. .4879 












Seq. No. 


9285 






Seq. ID 


OJ991110_13.0211 


.CIO 




19861 






Strand 






Start 


Z u J O / 






End 


22109 




Name 


OJ991110 13 


0 911 


mo r\A -1-1.7 


Method 


TBLASTX: Wheat 




Start 


964 






End 


1450 




GI 


none 






Score 


66 




Exons 


964. .1083, 




.1J±0, XZ>£. 1 • 


.1437, 1331. .1450 




Seq. No. 


9285 






Seq. ID 


OJ991110_13.0211 


.CIO 


C^ono Mo 


19861 






Strand 






Start 


9n^ff 7 

z o / 






End 


22109 




Name 


OJ991110 13 


091 1 


PI O o1 +• C 


Method 


TBLASTX : Soybean 




Start 


1181 






End 


1597 




GI 


none 






Score 


114 




Exons 


1181. ,1321, 


1 1 P 
J. lO D 




..1596, 1334. .1597 




Seq. No. 


9285 






Seq. ID 


OJ991110_13.0211 


.CIO 


fZe^Tte^ Mo 


19861 






Strand 






Start 


^ U J o / 






End 


22109 




Name 


OJ991110 13 


O 0 1 1 


PI O ^ 
. U . ox . lC 


Method 


TBLASTX: Cress 




Start 


1331 






End 


1678 




GI 


none 






Score 


320 




Exons 


1331. .1678, 


1 J J D 




. .1677 






Seq. No. 


9285 






Seq. ID 


OJ991110_13.0211 


.CIO 


fZarxc^ Mo 


19861 






Strand 






Start 


20587 






End 


22109 




Name 


OJ991110 13 


.0211 


.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


1465 






End 


1723 




GI 


none 






Score 


254 




Exons 


1465. .1695, 


1466, 


. .1723 








Seq. No. 


9285 






Seq. ID 


OJ991110_13.0211 


.CIO 


Gene No. 


19861 






Strand 






Start 


20587 






End 


22109 




Name 


OJ991110 13 


.0211, 


.C10.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1465 • 






End 


1728 




GI 


none 






Score 


298 




Exons 


1465. .1707, 


1466, 


..1726, 1471 


..1728, 1481. .1726 





9789 



Seq. No. 


9285 


Seq. ID 


OJ991110_13.0211 


.CIO 


Gene No. 


19861 


Strand 










End 


22109 




Name 


OJ991110 13.0211.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1737 


End 


2305 




GI 


none 


Score 


183 




Exons 


1737.. 1961, 1781.. 1951, 1930 


..2169, 1930. .2256, 1955. .2254, 




2261. .2305 








Seq. No. 


9285 


Seq. ID 


OJ991110_13.0211 


.CIO 


Liene wo . 


± i70 Ol 


Strand 






Start 


20587 


End 


22109 




Name 


OJ991110 13.0211.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


1778 


End 


2068 




GI 


none 


Score 


149 




Exons 


1778.. 1957, 1779.. 1961, 1937 


..2050, 1955. .2068 




Seq. No. 


9285 


Seq. ID 


OJ991110_13.0211 


.CIO 


tjene wo . 




'"Strand 






Start 


20587 


End 


22109 




Name 


OJ991110 13.0211.C10.o2.tc 


Method 


TBLASTX: Cress 




Start 


1999 


End 


2305 




GI 


none 


Score 


205 




Exons 


1999.. 2256, 2027.. 2254, 2261 


. .2305 






Seq. No. 


9285 


Seq. ID 


OJ991110_13.0211 


.CIO 


Gene No . 


1 y O D 1 


Strand 






Start 


20587 


End 


22109 




Name 


OJ991110 13.0211.C10.o4.tm 


Method 


TBLASTX: Maize 




Start 


13697 


End 


13987 




GI 


none 


Score 


87 




Exons 


13697. .13795, 13805 .. 13987, 


13811. .13945 




Seq. No. 


9285 


Seq. ID 


OJ991110_13.0211 


.CIO 


Gene No. 


1 QQ 


Strand 






Start 


20587 


End 


22109 




Name 


OJ991110 13.0211.C10.o2.tw 


Method 


TBLASTX: Wheat 




Start 


14064 


End 


14434 




GI 


none 


Score 


129 




Exons 


14064. .14303, 14066.. 14434 








Seq. No. 


9285 


Seq. ID 


OJ991110_13.0211 


.CIO 


Gene No . 


1 y o Dl 


Strand- 






Start 


20587 


End 


22109- 




Name 


OJ991110 13.0211.C10.ol.tm ' 


Method 


TBLASTX: Maize 




Start 


14159 


End 


14620 




GI 


none 


Score 


76 




Exons 


14159. .14245, 14163 14246, 


14258. .14620, 14412. .14618 




Seq. No. 


9285 


Seq. ID 


OJ991110_13.0211 


.CIO 


Gene No. 


19861 


Strand 






Start 


20587 


End 


22109 




Name 


OJ991110 13.0211.C10.o4.gs 


Method 


GENSCAN 




Start 


20587 


End 


22109 




GI 


none 


Score 


.48 




Exons 


20587. .20723, 21067 .. 21421, 


21786. .22109 





9790 



Seq. No. 9286 Seq. ID 

Gene No. 19862 Strand 

Start 116 End 

Name OJ991020_16 . 0218 . CI . ol , gs Method 

Start 116 End 

GI none Score 

Exons 116.. 192, 255.. 933, 2005.. 2125, 2218. 

2779., 2873, 3006.. 3127, 3357.. 3507 



OJ991020_16.0218.C1 
+ 

3507 
GENSCAN 
3507 
.66 

,2292, 2642.. 2695, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9286 Seq. ID 

19862 Strand 

116 End 

OJ991020_16 . 0218 . CI . ol . np Method 

136 End 

4827060 Score 

136. .192, 276. .933, 1037. .1125, 1325. 



OJ,991020_16.0218.C1 
+ 

3507 
AAT/NAP 
3283 
699 

1400, 1551. .1592, 



2005. .2125, 2218. .2292, 2642. .2703, 2904. .3127, 3244. .3283 
xylulokinase (H. influenzae) homolog gi | 3298502 | dbj | BAA31527 | 
(AB015046) xylulokinase [Homo sapiens] 



Seq. No. 9286 

Gene No. 19863 

Start 6133 

Name OJ991020_16 . 0218 . CI . o2 . tc 

Start 142 

GI none 
Exons 



142. .189, 149. .193, 274. .387, 276. .377, 406. .435, 406 
481. .909, 501. .923 



Seq. ID OJ991020_16.0218.C1 
Strand 

End 10207 

Method TBLASTX: Cress 

End 923 

Score 65 

471, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9286 

19863 

6133 

OJ991020_16.0218.Cl.o3.ts 

149 

none 



Seq. ID OJ991020_16.0218.C1 



Strand 
End 

Method 

End 

Score 



10207 

TBLASTX: Soybean 

728 

61 



149. .193, 274. .396, 276. .395, 406. .435, 481. .726, 501. .728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9286 
19863 
6133 

OJ991020_16.0218.Cl.ol.tm 
481 



Seq. ID 
Strand 
End 

_ Method 

End ^ 
Score 

933, 501.. 932, 1025.. 1126, 1030. 
.1390, 1521. .1595, 1553. .1594, 2004 
.2293, 2217. .2315, 2641. .2712, 2778 



OJ991020 16. 0218. CI 



none 
481. . 
1322. 
2216. 
2950. 
3243. 

9286 
19863 
6133 

OJ991020_16.0218.Cl.ol.tw 
630 
none 

630. .932, 631. .933, 1030. .1089, 1037. .1090 



10207 

TBLASTX: Maize 
3498 
496 

1140, 1314.. 1394, 

2123, 2005.. 2178, 
2885, 2855. .2878, 



,3123, 2952. .3125, 2952. .3125, 2953. .3126, 3242. .3286, 
,3290, 3316. .3498, 3318. .3497 

Seq. ID OJ991020_16.0218.C1 



Strand 
End 

Method 

End 

Score 



10207 

TBLASTX: Wheat 
1090 
368 



9791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



9286 

19863 

6133 

OJ991020_16.0218.Cl.o4.ts 

1332 

none 



Seq. ID 'OJ991020_16.0218.C1 
Strand 

End 10207 

Method TBLASTX : Soybean 

End 2694 

Score 97 



1332. .1394, 1337. .1390, 1553. ,1594, 1554. .1601, 2004. .2123, 
2005. .2124, 2232. .2315, 2247. .2294, 2641. .2694 



Seq. No. 9286 

Gene No. 19863 

Start 6133 

Name OJ991020_16 . 0218 . CI . o3 . tc 

Start 1526 

GI none 
Exons 



.Seq. ID OJ991020_16.0218.C1 
Strand 

End 10207 

Method TBLASTX : Cress 

End 3495 

Score 70 



1526. .1594, 1530. .1595, 2004. .2129, 2005. .2124, 2217. .2315/ 

2230. .2289, 2647. .2694, 2777. .2875, 2778. .2885, 2952. .3050, 

2953. .3051, 3051. .3125, 3052. .3126, 3255. .3290, 3313. .3408, 

3415. .3495, 3444. .3494 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 



J Exons 

l[ .Seq. No. 
=1 Gene No. 
2 start 
"1 Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9286 

19863 

6133 

OJ991020_16.0218.Cl.o3.tw 

2974 

none 

2974. .3126, 2974. .3123, 2981. 
3243.. 3290, 3243. .3293, 3313. 

9286 

19863 

6133 

OJ991020_16.0218.Cl.o2.gs 

6133 

none 

6133.. 6509, 6736.. 9292 

9286 . 

19863 

6133 

OJ991020_16.0218.Cl.o2.np 

6139 

2160189 

6139. .6431, 6736. .8986, 10188. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3145, 2982 
.3396, 3407 



OJ991020 16. 0218. CI 



10207 

TBLASTX: Wheat 
3439 
201 

3125, 3242.. 3286, 
3439 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.10207 



OJ991020_16.0218.C1 

10207 
GENSCAN 
9292 
1 



OJ991020_16.0218.C1 

10207 
AAT/NAP 
10207 
1371 



(AC000132) Similar to A. thaliana receptor-like protein kinase 
{gb|RLK5_ARATH) . ESTs gb | ATTS04 75, gb | ATTS4362 come from this 
gene. [Arabidopsis thaliana] 



9286 

19863 

6133 

OJ991020_16.0218.Cl.ol.tc 

6145 

none 



Seq. ID OJ991020_16.0218.C1 
Strand 

End 10207 

Method TBLASTX: Cress 

End 9088 

Score 81 



6145. .6312, 6398. .6520, 6400. .6510, 6737. .6766, 6785. .6973, 
6807. .6896, 7001. .7129, 7005. .7103, 7205. .7342, 7206. .7337, 
7595. .7993, 7595 .. 7669, *7620 .. 7928 , 7631. .7660, 7673. .7753, 



9792 




7688. .7915, 
7754. .8503, 
7917. .8180, 
8060. .8353, 
8345. .8473, 
8756. .8851, 



7697. .8404, 
7769. .7897, 
7919. .8026, 
8204. .8497, 
8348. .8641, 
8990. .9088 



7698. .7856, 
7818. .8078, 
7988. .8710, 
8204. .8692, 
8411. .8710, 




7700. .7747, 
7844 . .8623, 
7988. .8284, 
8267. .8503, 
8441. .8623, 



7721. .7882, 
7908. .8369, 
8009. .8179, 
8297. .8479, 
8576. .8710, 



Seq. No. 


9286 








Seq. ID 


OJ991020 


_16.0218.C1 


Gene No. 


19863 








Strand 






Start 


6133 








End 


10207 






OJ991020 16 


. 0218 


. CI . o4 . 


1-m 


Method 


TBLASTX: 


L id X ^ C 


Start 


6167 








End 


6360 




GI 


none 








Score 


181 




Exons 


6167. .6322, 


• 6175 


. .6360, 


6214. 


.6342 






Seq. No. 


9286 








Seq. ID 


OJ991020 


_16.0218.C1 


Gene No. 


19863 








Strand 






Start 


6133 








End 


10207 




Name 


OJ991020 16 


.0218 


.C1.03. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6439 








End 


7354 






none 








Score 


77 




Exons 


• 6439.. 6510, 


6737 


. .6772, 


6791. 


.6973, 7001.. 7147, 


7002. .7112, 




7205. .7354, 


7206 


. .7349 










Seq. No. 


9286 








Seq. ID 


OJ991020 


_16.0218.C1 


Gene No. 


19863 








Strand 






Start 


6133 








End 


10207 




Name 


OJ991020 16 


.0218 


.Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6442 








End 


7660 




GI 


none 








Score 


108 




Exons 


6442, .6510, 


6737 


. .6973, 


6792. 


.6899, 7001.. 7150, 


7005. .7112, 




7082. .7129, 


7202 


. .7339, 


7202. 


.7378, 7203.. 7352, 


7571. .7660, 




7572. .7649 














Seq. No. 


9286 








Seq. ID 


OJ991020 


_16.0218.C1 


Gene No. 


19863 








Strand 






Start 


6133 








End 


10207 




Name 


OJ991020 16 


.0218 


.Cl.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6842 








End ' 


7147 




GI 


none 








Score 


53 




Exons 


6842. .6973, 


6846 


. .6893, 


7001. 


.7147, 7005. .7112 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9286 

19863 

6133 

OJ991020^16, 

7595 

none 

7595. .7657, 
7691. .7822, 
7826. .8092, 
7973. .8458, 
8132. .8602, 
8339. .8503, 
8427. .8465, 
8735. .8851, 



0218.Cl.o2.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020 16. 0218. CI 



7631. 
7691, 
7835, 
7979, 
8132. 
8340, 
8555, 
8852, 



.8155, 7682. 

.8026, 7692. 

.8320, 7836. 

.8245, 7986. 

.8443, 8204. 

.8504, 8348. 

.8710, 8564. 

.8950, 8855. 



10207 

TBLASTX: Maize 
8974 
95 

7954, 7682. .8092, 7691. .7915, 

8087, 7703. .7918, 7754. .8020, 

8072, 7901. .8398, 7965. .8360, 

8399, 8042. .8326, 8043. .8504, 

8452, 8276. .8710, 8276. .8503, 

8602, 8402. .8686, 8411. .8710, 

8689, 8564. .8710, 8735. .8974, 
8971 



9793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9286 

19863 

6133 

OJ991020_16.0218.Cl.o2.ts 

7688 

none 

7688.. 7912, 7763.. 8107, 7773, 
7901.. 8011, 7997.. 8155, 8048. 
8204.. 8503, 8204.. 8422, 8267. 
8411.. 8710, 8417.. 8728, 8421. 

9287 

19864 

6302 

OJ991020_16 .0218 . C2 . o2 . gs 

6302 

none 

6302.. 6341, 6444.. 6515, 6677. 
7927.. 7966, 8127.. 8266, 8518. 



Seq. ID OJ991020_16.0218.C1 
Strand 

End ■ 10207 

Method TBLASTX : Soybean 

End 9088 

Score 38 
.7970, 7835. .8155, 7841. .8134, 
.8404, 8058. .8369, 8067. .8282, 
.8620, 8271. .8498, 8279. .8497, 
.8504, 8570. .8698, 8786. .9088 

Seq. ID OJ991020_16.0218.C2 

Strand + 

End 9423 

Method GENSCAN 

End 9218 

Score .51 

.6841, 6974.. 7108, 7313.. .7392, 
.8607, 8747. .8863, 9198. .9218 



Seq. No. 
Gene No. 
Start 
.^^ Name 
Start 
GI 

i;ff Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9287 Seq. ID ' OJ991020_16 . 0218 . C2 

19864 Strand + 
6302' End 9423 
OJ991020_16.0218.C2.o3.np Method AAT/NAP 
6595 End 9423 
6175185 Score 139 

6595. .6841, 6980. .7108, 8127. .8266, 8518. .8607, 8747. .8863, 
9355.. 9423 

(AC011437) ankyrin-like protein [Arabidopsis thaliana] 

9287 Seq. ID OJ991020_16 . 0218 . C2 

19865 Strand 

1 End 4680 

OJ991020_16 . 0218 . C2 . ol . np Method AAT/NAP 

1 End 4238 

6466937 Score 2340 
1..3554, 3609. .4238 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 9287 

Gene No. 19865 

Start 1 Or ; 

Name OJ991020_16 . 0218 . C2 . ol . gs 

Start 21 

GI none 
Exons 



Seq. ID OJ991020_16.0218.C2 
Strand 

End 4 680 

Method GENSCAN 

End 4 680 

Score .49 



21. .1051, 1396. .2689, 2724. .4536, 4547. .4680 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 
Seq. No. 



9287 

19865 

1 

OJ991020_16.0218.C2.o4.tm 
22 

none 



Seq. ID OJ991020_16.0218.C2 
Strand 

End 4 680 

Method TBLASTX : Mai ze 

End 606 

Score 86 



22. .174, 24. .209, 189. .605, 238. .606 

9287 Seq. ID OJ991020_16 . 0218 . C2 



9794 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 
Gene No. 



19865 
1 

OJ991020_16 . 02 18 . 02 . o5 . tw 

121 

none 

121. .393, 129. .404 

9287 

19865 

1 

OJ991020_16.0218.C2.ol.tw 

405 

none 

405. .554, 600.. 992 

9287 

19865 

1 

OJ991020_16 . 0218 . C2 . ol . tm 

612 

none 



Strand 
End 

Method 

End 

Score 



4680 

TBLASTX: Wheat 

404 

98 



Seq. ID OJ991020_16.0218-C2 
Strand 

End 4680 

Method TBLASTX : Wheat 

End 992 

Score 286 



Seq. ID OJ991020_16.0218.C2 
Strand 

End 4680 

Method TBLASTX : Mai ze 

End 124 6 

Score 185 



612. .1052, 612. .1175, 613. .1137, 1184. .1246 



9287 
19865 
1 

OJ991020__16.0218.C2.ol.ts 
840 
none 

840. .1205, 931. .1176 

9287 
19865 
1 

OJ991020_16.0218.O2.o4.tw 
1080 
none 

1080.. 1163, 1081.. 1137, 1181. .1474, 1191. .1274 



Seq. ID OJ991020_16. 0218 .02 
Strand 

End 4680 

Method TBLASTX : Soybean 

End 1205 

Score 128 



Seq. ID OJ991020_16. 0218-02 
Strand 

End 4680 

Method TBLASTX : Wheat 

End 1474 

Score 39 



9287 

19865 

1 

OJ991020_16.0218.02.o5.tm 

1247 

none 



Seq. ID OJ991020_16.0218.O2 
Strand 

End 4 680 

Method TBLASTX : Mai ze 

End 1670 

Score 133 



1247. .1474, 1499. .1669, 1500. .1670 



9287 

19865 

1 

OJ991020_16.0218.O2.o3.ts 

1658 

none 

1658.. 1915, 1716.. 1913 

9287 
19865 



Seq. ID OJ991020_16. 0218,02 
Strand 

End 4 680 

Method TBLASTX : Soybean 

End 1915 

Score 97 



Seq. ID OJ991020_16.0218.O2 
Strand 



9795 



start 
Name 
Start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



OJ991020_16. 

1672 

none 

1672. .1869, 

9287 

19865 

1 

OJ991020_16. 

1823 

none 

1823. .2224, 

9287 

19865 

1 

OJ991020_16. 

1937 

none 

1937. .2050, 

9287 
19865 
^t- 1 

OJ991020_16. 

2219 

none 

2219. .2701, 

9287 

19865 

1 

OJ991020_16. 

2273 

none 

2273. .2686, 

9287 

19865 

1 

OJ991020_16. 

2405 

none 

2405. .2692 

9287 

19865 

1 

OJ991020_16. 

2745 

none 

2745. .2837, 
3427. .3585 

9288 
19866 



0218.C2,o2.tm 
1673.. 2167, 1673, 

0218.C2.o3.tw 
1857. .2192 

0218.C2.o2.ts 
1937., 2296, 1965. 

0218.C2.o3.tm " 
2252. .2692 

0218.C2.o2.tw 
2307. .2651 

0218.C2.o4.ts 



0218.C2.o6.tm 



2961.. 3056, 3138. 



End 4 680 

Method TBLASTX : Mai ze 

End 2200 

Score 234 
.2200, 1683.. 2195 

Seq. ID OJ991020_16.0218.C2 
Strand 

End 4 680 

Method TBLASTX : Wheat 

End 2224 

Score 133 



Seq. ID OJ991020_16.0218.C2 
Strand 

End 4 680 

Method TBLASTX : Soybean 

End 2315 

Score 63 
.2315 

Seq. ID OJ991020_16.0218.C2 
Strand 

End 4 680 

Method TBLASTX : Mai ze 

End 2701 

Score 254 



Seq. ID OJ991020_16.0218.C2 
Strand 

End 4680 

Method TBLASTX : Wheat 

End 268 6 

Score 14 6 



Seq. ID OJ991020_16.0218.C2 
Strand 

End 4 680 

Method TBLASTX : Soybean 

End 2 692 

Score 198 



Seq. ID OJ991020_16.0218.C2 
Strand 

End 4680 

Method TBLASTX : Mai ze 

End 3585 

Score' 70 

.3239, 3312. .3386, 3426. .3584, 



Seq. ID OJ991020_16.0218.C3 
Strand + 



9796 






1 


End 


2375 








Name 


OJ991020 16.0218.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2375 








GI 


6175185 


Score 


155 








Exons 


1..152, 590. .741, 1259. .1429, 1529. .1606, 2316.. 


2375 




GI Descrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 




Seq. No. 




ocq . ±u 


\JO -7 23 J. U ^ U 




091 P 


.C3 




X jO DO 


Q4- r*a T-iH 

o L.r ana 


4. 








Start 


1 


End 


2375 








Name 


OJ991020 16.0218.C3.ol.gs 


Method 


GENSCAN 








Start 














GI 


none 


Score 










Exons 




. .IDUO, ZZUO 


9 9 








Seq. No. 


Q9 ft Q 


osq. lu 


Pi T Q Q 1 n'9 n 


1 


091 P 
. U Z J. 0 


.C4 




1 QQ f:i 


o Erana 










start 


Z U f 


End 


1733 








Name 


OJ991020 16.0218.C4.ol.gs 


Method 


GENSCAN 








start 


207 


End 


1733 








GI 


none 


Score 


.82 








Exons 


207.. 289, 543.. 654, 1398.'. 


1472, 1554.. 


1733 








Seq. No. 


9289 


Seq. ID 


OJ991020_ 


1 O , 


09 1 Q 


.C4 


Gene No. 


19868 


Strand 


+ 










10376 


End 


12751 








Name 


OJ991020 16.0218.C4.o2.np 


Method 


AAT/NAP 








Start 


10376 


End 


12751 








GI 


6539588 


Score 


246 








Exons 


10376. .10398, 11100.. 11405 


, 12725; .12751 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


9289 


Seq. ID 


OJ991020_ 


16. 


.0218 


.C4 


Gene No. 


19869 


Strand 










Start 


2243 


End 


3108 










OJ991020 16.0218.C4 .ol.gp 


Method 


AAT/GAP 








Start 


2243 


End 


3108 








GI 


30223 1.R1084 


; Score 


1666. 








Exons 


2243. .3108 












GI Descrip. 


'4455270/emb|CAB36806.1| 2 


.Oe-10 {AL035527) putative protein 




[Arabidopsis thaliana] * 












Seq. No. 


9289 


Seq. ID 


OJ991020_ 


16. 


,0218 


.C4 


oene ino . 


19869 


Strand 










Start 


2243 


End 


3108 








Name 


OJ991020 16. 0218. 04 .02. gs 


Method 


GENSCAN 








Start 


2660 


End 


3082 








GI 


none 


Score 


.81 








Exons 


2660. .3082 












Seq. No. 


9289 


Seq. ID 


OJ991020_ 


1.6. 


0218 


.C4 


Gene No. 


19869 


Strand 










Start 


2243 


End 


3108 








Name 


OJ991020 16.0218.C4.ol.np 


Method 


AAT/NAP 








Start 


2663 


End 


3064 








GI 


4455270 


Score 


296 








Exons 


2663. .3064 













9797 




GI Descrip, (AL035527) putative protein [Arabidopsis thaliana] 



Seq. No. 


9289 


Seq. ID 


OJ991020_ 


16.0218 


.C4 


Gene No. 


19870 


Strand 








Start 


5271 


End 


7376 






Name 


OJ991020 16.0218.C4.o3.gs 


Method 


GENSCAN 






Start 


5271 


End 


7376 






GI 


none 


Score 


.57 






Exons 


5271.. 5386, 5503.. 5570, 5680 


..5755, 5878. .5925, 


6269. .6347 




6376.. 6586, 6990.. 7250, 7297 


. .7376 








Seq. No. 


9289 


Seq. ID 


OJ991020_ 


16.0218 


.C4 


Gene No. 


19871 


Strand 








Start 


14244 


End 


19153 






Name 


OJ991020 16.0218.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


206 


End 


1762 






GI 


none 


Score 


76 






Exons 


206. .289, 234. .290, 539. .649 


, 541. .654 


, 542. .649 


, 1395. 


.14 




1397.. 1471, 1593.. 1664, 1593 


..1655, 1594. .1695, 


1662. .1733 




1662.. 1733, 1664.. 1762 










Seq. No. 


9289 


"Seq. ID 


OJ991020_ 


16.0218 


.C4 


Gene No. 


19871 


Strand 








Start 


14244 


End 


19153 






Name 


OJ991020 16.0218.C4.o5.gs 


Method 


GENSCAN 






Start 


14244 


End 


19153 






GI 


none 


Score 


.65 






Exons 


14244. .14317, 14506. . 15142, 


16557. .16620, 16715. 


.16796, 






18212. .18300, 18564. .18648, 


19132. .19153 






Seq. No. 


9290 


Seq. ID 


OJ991020_ 


16.0218 


.C5 


Gene No. 


19872 


Strand 


+ 






Start 


73 


End 


458 






Name 


OJ991020 16.0218.C5.ol.gs 


Method 


GENSCAN 






Start 


73 


End 


458 






GI 


none 


Score 


.87 






Exons 


73. .458 










Seq. No. 


9290 


Seq. ID 


OJ991020_ 


16.0218 


.C5 


Gene No. 


19873 


Strand 


+ 






Start 


6417 


End 


7860 






Name 


OJ991020 16.0218.C5.ol.np 


Method 


AAT/NAP 






Start 


6417 


End 


7860 






GI 


6907088 


Score 


1041 






Exons 


6417. .6554, 6731. .6970, 7463 


. .7860 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9290 


Seq. ID 


OJ991020_ 


16.0218 


.C5 


Gene No. 


19874 


. Strand 








Start 


2113 


End 


3501 






Name 


OJ991020 16.0218.C5.o2.gs 


Method 


GENSCAN 






Start 


2113 


End 


3501 






GI 


none 


Score 


1 






Exons 


2113. .3501 










Seq. No. 


9290 


Seq. ID 


OJ991020_ 


16.0218 


.C5 


Gene No. 


19875 


Strand 









9798 






Start 


4761 


End 


6641 










Name 


OJ991020 16.0218.C5.o3.gs 


Method 


GENSCAN 










Start 


4761 


End 


6641 










GI 


none 


Score 


. 67 










Exons 


4761.. 5098, 5238.. 5538, 6519 


. .6641 












Seq, No. 


9291 


Seq. ID 


OJ991020 


_16. 


0218 


.C6 




Gene No. 


19876 


Strand 


+ 










Start 


1 


End 


3789 










Name 


OJ991020 16.0218.C6.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


1027 










GI 


6907086 


Score 


372 










Exons 


1..46, 105. .271, 501. .885, 925. .1027 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


9291 


Seq. ID 


OJ991020 


_16. 


0218 


.C6 




Gene No . 


19876 


Strand 


+ 










Start 


1 


End 


3789 










Name 


OJ991020 16.0218.C6.ol.gs 


Method 


GENSCAN 










Start 


567 


End 


3789 










GI 


none 


Score 


.65 










Exons 


567. .864, 3173. .3584, 3738.. 


3789 










!-? 


Seq. No. 


9291 


Seq. ID 


OJ991020 


_16. 


0218 


.C6 




Gene No. 


19877 


Strand 


+ 










Start 


6177 


End 


7666 








: ' ? 


Name 


OJ991020 16.0218.C6.o2.np 


Method 


AAT/NAP 








'il 


Start 


6005 


End 


7666 








"I 


GI 


6907086 


Score 


1199 










Exons 


6005.. 6787, 6850.. 7091, 7317 


. .7666 










•■kf 

)£? 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








: I : 
U 


Seq. No. 


9291 


Seq. ID 


OJ991020 


_16. 


0218 


.C6 




Gene No . 


19877 


Strand 


+ 








J 


Start 


6177 


End 


7666 








. E 


Name 


OJ991020 16.0218.C6.o3.gs 


Method 


GENSCAN 








11 


Start 


6177 


End 


6756 










GI 


none 


Score 


1 






- 


:! 


Exons 


6177.. 6210, 6311.. 6756 














Seq. No. 


9291 


Seq. ID 


OJ991020 


_16. 


0218 


,C6 




Gene No. 


19878 


Strand 












Start 


4102 


End ^ 


4993 










Name 


OJ991020 16.0218. C6.ol.gp 


Method 


AAT/GAP 










Start 


4102 


End 


4607 










GI 


38782 1.R1084 


Score 


799 










Exons 


4102. .4607 














GI Descrip. 


'6069643/dbj IAP000616.1 IAP000616 O.Oe+00 Oryza ; 


sativa genomic 






DNA, chromosome 6, clone : P0514G12 • 












Seq. No. 


9291 


Seq. ID 


OJ991020_ 


_16. 


0218 


.C6 




Gene No. 


19878 


Strand 












Start . 


4102 


End 


4993 










Name 


OJ991020 16.0218.C6.o2.gs " 


Method 


GENSCAN 










Start 


4400 


-End 


4993 










GI 


none 


Score 


.87 










Exons 


4400. .4473, 4939. .4993 













9799 




oeq . iNO ■ 


Q9 Q1 








Ocrq . ±u 


O.TQQ1 090 
yju y y ±\j 


1 091ft 




Gene No. 


19879 








Strand 








Start 


7285 








End 


7488 






Name 


OJ991020 16. 


0218 


.C6.o4 . 


gs 


Method 


GENSCAN 






Start 


7285 








End 


7488 






GI 


none 








Score 


. 99 






Exons 


7285. .7488 
















C Q M 

oec^ . wo • 


Q9 Q1 








ocq . ± u 


n.TQQI 090 


1 09 1 ft 

X U . U ^ X o 


.op 


Gene No. 


19880 








Strand 








Start 


9740 








End 


10205 






Name 


OJ991020 16. 


0218 


.C6.o5. 


gs 


Method 


GENSCAN 






Start 


9740 








End 


10205 






GI 


none 








Score 


.98 






Exons 


9740. .10205 
















o e q . iN o , 


y^ y c. 










n.TQQI 090 






Gene No. 


19881 








- Strand 








Start 


397 








End 


532 






Name 


OJ991020 16. 


0218 


.C7.01, 


gs 


Method 


GENSCAN 






Start 


397 








End 


532 






GI 


none 








Score 


.69 






Exons 


397. .532 
















o e q . IN o . 


y£. yo 








oeq . ±u 


n.TQQI 090 


1 09 1 ft 

X D * X 0 




Gene No. 


19882 








Strand 


+ 






Start 


35 








End 


520 






Name 


OJ991020 16. 


0218 


.C8.01. 


gs 


Method 


GENSCAN 






Start 


35 








End 


520 






GI 


none 








Score 


.73 






Exons 


35.. 520 
















Seq. No. 


9293 








Seq. ID 


OJ991020_ 


16.0218 


.C8 


Gene No. 


19883 








Strand 


+ 








QDfi 4 
yvoH 








End 


11779 






Name 


OJ991020 16. 


0218 


..C8 . o2 . 


gp 


Method 


AAT/GAP 






Start 


9084. 








End 


10809 






GI~ 


3768568 








Score 


1073 






Exons 


9084. .9119, 


9223 


. .9283, 


10098. .10460, 


10702. .10809 




GI Descrip. 


3540190 9.0e 


-35 


(AC004122) 


Hypothetical protein 


[Arabidopsis 




thaliana] 
















Seq. No.. 


9293 








Seq. ID 


OJ991020_ 


16.0218 


.C8 




19883 








Strand 


+ 






Start 


9084 








End 


11779 






Name 


OJ991020 16. 


0218 


;C8.o3. 


np 


Method 


AAT/NAP 






Start 


10180 








End 


11528 






GI 


3540190 








Score 


571 






Exons 


10180. .10460, 10702.. 10848 


, 11126. .11189, 11283. 


.11528 




GI Descrip. 


(AC004122) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. Np. 


9293 








Seq. ID 


OJ991020_ 


16.0218 


.C8 ' 


Gene No. 


19883 








Strand 


+ 






Start 


9084 








End 


11779 






Name 


OJ991020 16. 


0218 


.08. o4. 


gs 


Method 


GENSCAN 






Start 


10180 








End 


11492 







9800 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 



Score 



.45 



10180. .10460, 10702. .10848, 11345. .11492 



.9293 Seq. ID 

19883 Strand 

9084 End 

OJ991020_16 . 0218 . C8 . o3 . gp Method 

11145 End 

uC-osflm202108c02bl Score 
3L11.45. .11189, 11283. .11779 

'■*35'40190 9.0e-35 (AC004122) Hypothetical protein [Arabidopsis 
thaliana] * 



OJ991020_16.0218.C8 
+ 

11779 
AAT/GAP 
11779 
1020 



m 



III 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
J Gene No. 
^1 . Start 

Name 
=; Start • 

GI 

*' Exons 



9293 

19884 

1 

OJ991020_16.0218.C8.ol.np 
1 

4733891 



Seq. ID OJ991020_16.0218.C8 
Strand 

End 9310 

Method AAT/NAP 

End 2432 

Score 611 



1..24, 1511. .1537, 1635. .1790, 1890. .2034, 2120. .2227, 
2265.. 2432 

. (AF104 924 ) ■ unconventional myosin heavy chain [Zea mays] 



9293 Seq. ID 

19884 Strand 

1 End 

OJ991020_16 . 0218 . C8 . o2 . np Method 

54 End 

6523547 Score 



OJ991020_16.0218.C8 

9310 
AAT/NAP 
9310 
309 



54. .380, 2757. .2984, 3276. .3330, 4814. .5143, 9193. .9310 
(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



9293 

19884 

1 

OJ991020_16.0218.C8.ol.tc 

1517 

none 



Seq. ID OJ991020_16.0218.C8 
Strand 

End 9310 

Method TBLASTX : Cress 

End 2414 

Score 103 



1517. .1543, 1606. .1734, 1635. .1715, 1706. .1792, 1713. .1796, 
1910. .2035, 1912. .2037, 1913.. 2032, 1915.. 2034, 2113.. 2202, 
2115. .2228, 2120. .2221, 2298. .2414, 2322. .2408 



Seq. No. 9293 . 

Gene No. 19884 

Start 1 

Name OJ991020_16 . 0218 . C8 . o2 . gs 

Start 1521 

GI none 

Exons 1521.. 1537, 1890.. 2034, 2301, 

Seq. No. 9293 

Gene No. 19884 

Start 1 

Name OJ991020_16 . 0218 .C8.ol.gp 

Start 3197 

GI 775 2.R1084 



Seq. ID OJ991020_16.0218.C8 
Strand 

9310 
GENSCAN 
2462 
.51 



End 

Method 
End 
Score 
.2462 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_16.0218.C8 

9310 
AAT/GAP 
3397 
263 



9801 



rri 



m 



Exons 


3197. .3397 






GI Descrip. 


'2384760 O.Oe+00 (AF016897) 


GDP dissociation inhibitor protein 




OsGDI2 [Oryza sativa] ' 






Seq. No. 


9293 


Seq. ID 


OJ991020_16. 0218,08 


Gene No. 


19885 


Strand 






1 n 1 iiT 


End 


11186 


Name 


OJ991020 16.0218.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


10147 


End 


11186 


GI 


none 


Score 


179 ^ 


Exons 


10147, .10323, 10173. .10316, 


10299. .10466, 1034 1 .. 10439, 




10342. .10479, 10682 .. 10849, 


11127. . 11186 


Seq. No. 


9293 


Seq. ID 


OJ991020_16.0218.C8 


oene ino . 


1 y O O D 


Strand 




Start 


10147 


End 


11186 


Name 


OJ991020 16.0218.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


10180 


End 


10783 


Gl' 


none 


Score 


267 


Exons 


10180. .10488, 10180. .10293, 


10194 .. 10472, 1067 6. . 10783 


Seq. No. 


9293 


Seq." ID 


OJ991020_16.0218,C8 


Gene No. 


19886 


Strand 




o usr L 




End 


11492 


Name 


OJ991020 16.0218.C8.ol.tiff^' 


Method 


TBLASTX: Maize 


Start 


11159 


End 


11492 


GI 


none 


Score 


44 


Exons 


11159. .11191, 11160. .11189, 


11282. .11449, 11283. ,11492, 




11283. .11492 






Seq. No. 


9294 


Seq. ID 


OJ991020_16,0218.C9 


Gene No. 


19887 


Strand 


+ 




1 

X 


End 


2165 


Name 


OJ991020 16.0218.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2110 


GI 


6573289 


Score 


1026 


Exons 


1..157, 446. .722, 873. .1146, 


1464. .1707, 1857. .2110 


GI Descrip. 


(AB008023) RXW8 [Arabidopsis 


thaliana] 




Seq. No. 


9294 


Seq. ID 


OJ991020_16.0218.C9 


oene no . 


1 QQ Q 7 
1 y O 0 / 


Strand 


+ 


Start 


1 


End 


2165 


Name • 


OJ991P20 16.0218.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 ■ ' ■ 


End 


500 


GI 


none 


Score 


150 


Exons 


2. .169, 2. .160, 3. .170, 449. 


.499, 450.. 


500, 450. .497 


Seq. No. 


9294 


Seq. ID 


OJ991020_16.0218.C9 


Gene No. 


19887 


Strand 


+ 


ouar u 


1 


End 


2165 


Name 


OJ991020 16.0218.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


18 


End 


1709 


GI 


none 


Score 


112 


Exons 


18. .152, 443. .715, 447. .728, 


870. .1031, 


1010, .1102, 1093. .1173. 




1461. .1709, 1484. .1681 






Seq. No. 


9294 


Seq. ID 


OJ991020_16.0218.C9 



9802 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



19887 Strand 

1 End 

OJ991020_16.0218.C9.ol.gs Method 

82 End 

none Score 



+ 

2165 
GENSCAN 
2141 
.81 



82, .157, 1029. .1146, 1464. .1697, 1931. .2141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9294 

19887 

1 

OJ991020_16.0218.C9.ol.ts 

435 

none 



Seq. ID OJ991020_16.0218.C9 

Strand + 

End 2165 

Method TBLASTX: Soybean 

End 938 

Score 75 



435. .497, 443. .493, 498. .740, 499. .651, 500. .715, 870. .938, 
872. .937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9294 

19887 

1 

OJ991020_16.0218.C9.o2.ts 

1009 

none 



Seq. ID OJ991020_16.0218.C9 

Strand + 

End 2165 

Method TBLASTX : Soybean 

End 1930 

Score 149 



1009. .1104, 1010. .1102, 1093. .1173, 1461. .1706, 1469. .1708, 
1469. .1705,. 1859. .1930 



9294 

19887 

1 

OJ991020_16.0218.C9.ol.tm 

1508 

none 



Seq. ID OJ991020_16.0218.C9 

Strand + 

End 2165 

Method TBLASTX : Maize 

End 2165 

Score 252 



1508. .1705, 1509. .1697, 1510. .1698,. 1857. .2165, 1859. .2152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9295 

19888 

4887 

OJ991020_16. 0218. CIO. o2.gs 

4887 

none 

4887. .5797, 5884. .6229 



Seq. ID OJ991020_16. 0218. CIO 

Strand + 

End 6229 

Method GENSCAN 

End 6229 

Score .56 



9295 
19888 
4887 ■ 

OJ991020_16. 0218. CIO. ol.gp 
5251 

77525_1.R1084 
5251. .5486 

•6069643/dbj IAP000616.1IAP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. ID OJ991020_16. 0218. CIO 

Strand . + 

End 6229 

Method AAT/GAP 

End 5486 

Score 300 



Seq. No. 9295 

Gene No. 19889 

Start- 13503 

Name OJ991020_16 . 0218 .CIO . o2 .gp 

Start 13503 

GI 4878407 



Seq. ID OJ991020_16. 0218. CIO 

Strand + 

End 13929 

Method AAT/GAP 

End 13929 

Score 676 



9803 



Exons 13503. .13929 

GI Descrip. 6069643/cibj I AP000616 . 1 | AP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 9295 Seq. ID 

Gene No. 19890 Strand 

Start 14 933 End 

Name OJ991020_16 . 0218 . CIO . o3 . gp Method 

Start 14 933 End 

GI uC-osflcyp08.8bl2bl Score 

Exons 14933.. 15041 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ991020_16. 0218. CIO 
+ 

15041 
AAT/GAP 
15041 
136 





Seq. No. 


9295 


Seq. ID 


OJ991020_16.0218 


.CIO 




Gene No. 


19891 


Strand 


+ 






Start 


17910 


End 


18853 






Name 


OJ991020 16.0218.C10.o3.np 


Method 


AAT/NAP 






Start 


' 17910 


End 


18853 






GI 


3540193 


Score 


149 








17910. .18060, 18825. .18853 










GI Descrip-. 


(AC004122) Unknown protein 


[Arabidopsis 


; thaliana] 




.7 SV 


Seq. No. 


9295 


Seq. ID 


OJ991020_16.0218 


.CIO 


> 


Gene No. 


19892 


Strand 








Start 


7672 


End 


12219 




•? ' * 


Name 


OJ991020 16.0218.C10.ol.np 


Method 


AAT/NAP 






Start 


7672 


End 


12219 






K3± 


6907086 


. Score 


453 






Exons 


7672.. 7719, 1034 6 .. 10736, 11019. . 11272, 


11508. .12219 




'sc? 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




i" i I 


Seq. No. 


9295 


Seq. ID 


OJ991020_16.0218 


.CIO 




Gene No. 


19893 


Strand 








Start 


12668 


End 


14231 






Name 


OJ991020 16.0218.C10.o2.np 


Method 


AAT/NAP 






Start 


12668 


End 


14231 




a; 


GI 


4680186 


Score 


187 






Exons 


12668. .12735, 13354 .. 134 63, 


14040. .14231 




i=sl 

: t 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




t. -I 


Seq. No. 


9295 


Seq. ID 


OJ991020_16.0218 


.CIO 




Gene No. 


19894 


Strand 








Start 


14397 


End 


18453 






Name 


OJ991020 16.0218.C10.o2.tc 


Method 


TBLASTX: Cress 






Start 


335 


End 


574 






GI 


none 


Score 


64 






Exons 


335. .466, 466. .546, 467. .553, 550. .573, 


551. .574 






Seq. No. 


9295 


Seq. ID 


OJ991020_16.0218 


.CIO 




Gene No. 


19894 


Strand 








Start 


14397 


End 


18453 






Name 


OJ991020 16.0218.C10.o2.tw 


Method 


TBLASTX: Wheat 






Start 


335 


End 


5867 






GI 


none 


Score 


76 






Exons 


335. .466, 466. .546, 467. .547, 550. .573, 


551. .574, 5772. 


.5867 



9804 




Seq. No. 


9295 




Seq. ID 


OJ991020_16.0218 


.CIO 


f^pnp No 


19894 




C-|- r*a nH 






Start 


14397 




End 


18453 




Name 


OJ991020 16. 0218. CIO. o2 


. tm 


Method 


TBLASTX: Maize 




Start 


335 




End 


574 




GI 


none 




Score 


70 




Exons 


335. .466, 466. .546, 467 


. .547, 


550. .573, 


, 551. .574 




Seq. No. 


9295 




Seq. ID 


OJ991020_16.0218 


.CIO 


Conp No 


19894 




Strand 






Start 


14397 




End 


18453 




Name 


OJ991020 16. 0218. CIO. o2 


.ts 


Method - 


TBLASTX : Soybean 




Start 


335 




End 


600 




GI 


none 




Score 


69 




Exons 


335.. 475, 466.. 546, 467 


. .553, 


550. . 600 






Seq. No. 


9295 




Seq. ID 


OJ991020_16.0218 


.CIO 




19894 










Start 


14397 




End 


18453 




Name 


OJ991020 16. 0218. CIO. ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5884 




End 


6235 




GI 


none 




Score 


291 




Exons 


5884. .6009, 5885. .6199, 


6176. 


.6235 






Seq. No. 


9295 




Seq. ID 


OJ991020_16.0218 


.CIO 


Gene No. 


19894 




Strand 






o L. ax. L. 


14 ^97 




End 


18453 




Name 


OJ991020 16. 0218. CIO. ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5885 




End 


6241 




GI 


none 




Score 


132 




Exons 


5885. .5995, 5890.. 5991, 


5996. 


.6199, 6073. .6156, 6175. .6228, 




6176. .6241 










Seq. No. 


9295 




Seq. ID 


OJ991020_16.0218 


.CIO 




19894 




Strand 






Start 


14397 




End 


18453 




Name 


OJ991020 16. 0218. CIO. ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5906 , 




End 


6238 




GI 


none 




Score 


257 




Exons 


5906.. 6199, 6175.. 6237, 


6176. 


.6238 






Seq. No. 


9295 




Seq. ID 


OJ991020_16..0218 


.CIO 




19894 




Strand 






start 


14397 




End 


18453 




Name 


OJ991020 16. 0218. CIO. ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


5933 




End 


6247 




GI 


none 




Score 


67 




Exons 


5933.. 5995, 6008.. 6247, 


6073. 


.6222 






Seq. No. 


9295 




Seq. ID 


OJ991020_16.0218 


.CIO 


Gene No. 


19894 




Strand 






Start 


14397 




End 


18453 




Name 


OJ991020 16. 0218. CIO. o4. 


.gs 


Method 


GENSCAN 




Start 


14397 




End 


18453 




GI 


none 




Score 


.55 




Exons 


14397. .14570, 14818 .. 14 923, 15107 .. 15298, 154 16 .. 15585, 





15647. .15746, 17651 .. 17844 , 18384. .18453 



9805 




C ■ LN ^ ■ 


9295 










OJ991020 16 0218 


- CIO 


Gene No. 


19894 








strand 






Start 


14397 








End 


18453 




Name 


OJ991020 


16 


.0218. CIO 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


17910 








End 


18029 




GI 


none 








Score 


197 




Exons 


17910. .18029, 17912. 


.18028 








Seq. No. 


9296 








Seq. ID 


OJ991020_16.0218 


.Cll 


Cpnp No . 


19895 








Strand 


+ 




Start 


1 








End 


293 




Name 


OJ991020 


16 


.0218. Cll 


.ol.np 


Method 


AAT/NAP 




Start 


1 








End 


268 




GI 


3540193 








Score 


331 




Exons 


1. .268 














GI Descrip. 


(AC004122) 


Unknown protein 


[Arabidopsis thaliana] 




O C ^ . IMkJ m 


9296 








Seq. ID 


OJ991020_16.0218 


ri 1 


Gene No. 


1 QftQR 

J- ^0 _70 














Start 


1 








rjUQ 


<c ^ D 




Name 




± D 




. ol . tm 


lYietnoa 


i O XtriO 1 A . luo. X Z 6 




Start 


AO 
ft u 








HtHQ 


<i ^ D 




GI 


none 








Score 


1 90 
XZ U 




Exons 


Ad 0 C^A 


Dl 


. . Z IZ / 


9 *^9 


D 4 . . Z ^7 D 






O C ^ • L\\J t 


9296 








Seq. ID 


OJ991020_16.0218 


• \^ X X 


Gene No. 


1 QQQC; 








c;+- r-a 

O LX allU 






Start 


1 
J. 








T7n/H 

Ejna 


9 Q 




Name 


A TOO 1 ri 0 n 


1 ^ 
1 D 




. ox . T,S 


Method 


i dXjAo i a . oOyDean 




Start 


An 
ft u 










9 c: 
Z J D 




GI 


none 








Score 


1 m 
xu / 




Exons 




A Q 




9 T c; 










9296 








Seq. ID 


OJ991020_16.0218 


n 1 


Gene No. 


19895 








Strand 


+ 




Start 


1 








End 


293 




Name 


OJ991020 


_16 


.0218. Cll 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


53 








End 


259 




GI 


none 








Score 


193 




Exons 


53. .259, 


53 


..223, 67 


. .252 








Ccirr Kin 


9297 








Seq. ID 


OJ991020_16.0218 


n 9 


Gene No. 


19896 








Strand 


+ 




Start 


85 








End 


191 




Name 


OJ991020 


_16 


.0218.C12 


. ol .gs 


Method 


GENSCAN 




Start 


85 








End 


191 




GI 


none 








Score . 


.43 




Exons 


, 85. .191 














Seq. No. 


9297 








Seq. ID 


OJ991020_16.0218 


.C12 


Gene No. 


19897 








Strand 






Start 


1 








End 


223 




Name 


OJ991020 


_16 


.0218. C12 


.61. np 


Method 


AAT/NAP 




Start 


1 








End' 


223 




GI 


2506347 








Score 


244 





Exons 1..223 



9.806 




GI Descrip. PUTATIVE ALDEHYDE DEHYDROGENASE gi 11742130 | dbj | BAA14869 | 

(D90768) Aldehyde dehydrogenase homolog [Escherichia coli] 

gi 1 1787558 (AE000228) aldehyde dehydrogenase, prefers NADP over 

NAD [Escherichia coli] 



Seq. No. 


9297 












Seq. ID 


OJ991020_16.0218 


.C12 


Gene No. 


19897 












Strand 


- 




Start 


1 












End 


223 




Name 


OJ991020 


_16. 


0218 


.C12. 


ol 


.tc 


Method 


TBLASTX: Cress 




o tar t 


X 


















GI 


none 












Score 


103 




Exons 


1. .222, 


44. . 


217 














Seq. No. 


9297 












Seq. ID 


OJ991020_16.0218 


.C12 


Gene No. 


19897 












Strand 






Start 


1 












End 


223 




Name 


OJ991020 


_16. 


0218 


.C12. 


ol 


.tm 


Method 


TBLASTX: Maize 




o rar u 


1 












£jna 


9 9 9 




GI 


none 












Score 


127 




Exons 


1. .222, 


44. . 


217 














Seq. No. 


9297 












Seq. ID 


OJ991020_16.0218 


.C12 


Gene No. 


19897 












Strand 


- 




Start 


1 












End 


223 




Name 


OJ991020 


_16. 


0218 


.C12. 


ol 


.ts 


Method 


TBLASTX : Soybean 




brar u 


± 












CjTlCi 


9 9 9 
Z Z Z 




GI 


none 












Score 


125 




Exons 


1. .222, 


23. . 


220 














Seq. No. 


9298 












Seq. ID 


OJ991020_16.0218 


.C13 


Gene No. 


19898 












Strand 


+ 




Start 


41 












End 


372 




Name 


OJ991020 


_16. 


0218 


.C13. 


ol 


.gs 


Method 


GENSCAN 




o rar u 


A 1 












cjna 


o / Z 




GI 


none 












Score 


.99 




Exons 


41. .372 


















Seq. No. 


9299 












Seq. ID 


OJ991020_16.0218 


.C14 


Gene No. 


19899 












Strand 






Start 


422 












End 


612 




Name 


OJ991020 


_16. 


0218 


,C14. 


ol 


.gs 


Method 


GENSCAN 




o uar L 














hjnQ 


9 

DlZ 




GI 


none 












Score 


.4.7 




Exons . 


422. .612 


















Seq. No. 


9300 












Seq. ID 


OJ991020_16.0218 


.C15 


Gene No. 


19900 












Strand 






Start 


136 












End 


525 




Name 


OJ991020 


_16. 


0218 


.C15. 


ol, 


.gs 


Method 


GENSCAN 




Start 


136 












End 


525 




GI 


none 












Score 


.44 




Exons 


136. .525 


















Seq. No. 


9301 












Seq. ID 


OJ991220_09.0218 


.C2 


Gene No. 


19901 












Strand 


+ 




Start 


21 












End 


172 




Name 


OJ991220 


_09. 


0218 


. C2.,ol.gs 


Method 


GENSCAN 





9807 



start 21 End 

GI none Score 

Exons 21. .81, . 108. .172 

Seq, No. 9302 

Gene No. 19902 Strand 

Start 655 End 

Name OJ991220_09 . 0218 . C3 . ol . gs Method 

Start 655 End 

GI none Score 

Exons 655. .747, 895. .898, 1172. .1245, 2812. 
4076. .4482, 4883. .5500 



172 
.4 



Seq. ID OJ991220_09.0218.C3 
+ 

5500 
GENSCAN 
5500 
.49 

,2831, 2930. .2989, 



Seq. No. 


9303 






Seq. ID 


OJ991220_09.0218 


.C4 


Gene No. 


19903 






Strand 


+ 




Start 


110 






End 


655 




Name 


OJ991220_ 


09. 0218. C4 


.ol.ts 


Method 


TBLASTX: Soybean 




o Lart 


1 OA 
± U fl 








j4 7 




GI 


none 






Score 


167 




Exons 


104. .328, 


107. .253, 


108. .347, 


108. .341 






Seq. No. 


9303 






Seq. ID 


OJ991220_09.0218 


.C4 


Gene No. 


19903 






Strand 


+ 




Start 


110 






End 


655 




Name 


OJ991220 


09. 0218. C4, 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


107 






End 


401 .- 




GI 


none 






Score 


402 




Exons 


107. .250, 


108. .401, 


114. .386^ 


172. .399 






Seq. No. 


9303 






Seq. ID 


OJ991220_09.0218 


.C4 


Gene No. 


19903 






Strand 


+ 




Start 


110 






End 


655 




Name 


OJ991220 


09. 0218. 04. 


. ol . gs 


Method 


GENSCAN 




Start 


110 






End 


389 




GI 


none 






Score 


.95 




Exons 


110. .389 












Seq. No. 


9303 






Seq. ID 


OJ991220_09.0218 


.C4 


Gene No. 


19903 






Strand 


+ 




Start 


110 






End 


655 




Name 


OJ991220 


09. 0218. C4. 


•ol .np 


Method 


AAT/NAP 




Start 


110 






End 


655 




GI 


. 4587987 






Score 


382 




Exons 


110. .389, 


624. .655 











GI Descrip. (AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598931 1 gb I AAF18726 . 1 1 AC018721_1 (AC018721) 
putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


9303 




Seq. ID 


OJ991220 09.0218 


.C4 


Gene No. 


19903 




Strand 


+ 




Start 


110 




End 


655 




Name 


OJ991220 09. 0218. C4 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


116 




End 


401 




GI 


none 




Score 


393 




Exons 


116. .250, 117. .401, 


117. .395, 


175. .399 






Seq. No. 


9303 




Seq. ID 


OJ991220_09.0218 


.C4 



9808 



oeric LNU , 












Start 


110 




End 


655 




Name 


OJ991220 09.0218.C4.ol,tc 




Method 


TBLASTX: Cress 




Start 


225 




End 


401 




GI 


none 




Score 


246 




Exons 


225. .401, 225. .383 










Seq. No. 


9304 




Seq. ID 


OJ991220_09.0218 


.C6 


Gene No. 


19904 




Strand 


+ 




Start 


1 




End 


95 




Name 


OJ991220 09.0218.C6.ol.np 




Method 


AAT/NAP 




o Lai. L 


1 




End 


95 




GI 


1314711 




Score 


122 




Exons 


1. .95 










GI Descrip. 


(U54 615) calcium-dependent 


protein 'kinase [Arabidopsis 


thaliana] 




gil 3068712 Igb IAAC14412.il 


(AF049236) 


calcium dependent 


protein 




kinase [Arabidopsis thaliana] 








Seq. No. 


9304 




Seq. ID 


OJ991220_09.0218 


.C6 




19905 




Strand 


+ 




Start 


394 




End 


1718 




Name 


OJ991220 09.0218.C6.ol.gs 




Method 


GENSCAN 




Start 


394 




End 


1718 




GI 


none 




Score 


.94 




Exons 


394. .485, 554. .789, 997. .1111 


, 1140.. 


1718 




Seq. No. 


9304 




Seq. ID 


OJ991220_09.0218 


.C6 


Gene No. 


19906 




Strand 






Start 


1 




End 


389 






OJ991220 09.0218.C6.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


389 




GI 


21335 1.R1084 




Score 


753 




Exons 


1. .389 










GI Descrip. 


•1314712 4.0e-69 (U54615) 


calcium-dependent protein kinase 




[Arabidopsis thaliana] ' 










Seq. No. 


9304 




Seq. ID 


OJ991220_09.0218 


.C6 


Gene No. 


19907 




Strand 






Start 


10438 




End 


11383 




Name 


OJ991220 09.0218.C6.o3.gs 




Method 


GENSCAN 




Start 


10438 




End 


11383 




GI 


none 




Score 


.84 




Exons 


10438. .10575, 10601.. 10756 


, 11195. .11383 





Seq. No. 9305 

Gene No. 19908 

Start 1 

Name 0 J9 9 1 2 2 0_0 9 . 0 2 1 8 . C7 . o 1 . gp 

Start 1 

GI LIB3477-011-P1-K1-B12 

Exons l.,203 

GI Descrip. * 6016680/gb | AAF01507 . 1 | AC009991_3 l.Oe-22 (AC009991) putative 
leucoanthocyanidin dioxygenase [Arabidopsis thaliana] * 



Seq. ID ■OJ991220_09.0218.C7 

Strand + 

End 1239 

Method AAT/GAP 

End 203 

Score 386 



Seq. No. 
Gene No. 
Start 



9305 

19908 

1 



Seq. ID OJ991220_09.0218.C7 
Strand + 
End 1239 



9809 




Nam.6 


OJ991220 09.0218.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1239 


GI 


6016680 


Score 


296 


Exons 


1..340, 1218. .1239 






GI Descrip. 


(AC009991) putative leucoanthocyanidin dioxygenase [Arabidop: 




thaliana] 






Seq. No. 


9305 


Seq. ID 


OJ991220_09.0218.C7 




19908 


Strand 


+ 


Start 


1 


End 


1239 


Name 


OJ991220 09.0218.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 0 




O J u 


GI 


none 


Score 


326 


Exons 


10. .330, 91. .159, 93. .290 






Seq. No. 


9305 


Seq. ID 


OJ991220_09.0218.C7 




19908 


Strand 


+ 


Start 


1 


End 


1239 


Name 


OJ991220_09.0218.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


Dfl 


iLtnQ 




GI 


none 


Score 


294 


Exons 


64.. 330, 93.. 290 






Seq. No. 


9305 


Seq. ID 


OJ991220 09. 0218. C7 




19908 


Strand 


+ 


Start 


1 


End 


1239 


Name 


OJ991220 09.0218.C7.ol.gs 


Method 


GENSCAN 


Start 


± U D 




O D U 


GI 


none 


Score 


.6 


Exons 


106. .360 






Seq. No. 


9305 


Seq. ID 


OJ991220_09.0218.C7 


Gpnp No 


19908 


Strand 


+ 


Start 


1 


End 


1239 


Name 


OJ991220 09.0218.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


115 


End 


330 


GI 


none 


Score 


50 


Exons . 


115.. 147, 117.^.146, 148.. 186, 


192. .239 


, 193. .330, 201. .296 


Seq. No. 


9306 


Seq. ID 


OJ991220_09. 0218. CIO 


Gene No. 


1,9909 


Strand 


+ 


Start 


1 


End 


1178 


Name 


OJ991220 09.0218.C10.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


796 


GI 


3768330 


Score 


600 


Exons 


1..275, 714. .796 






GI Descrip. 


4 895261/gb|AAD32845. 1 IAC007 65E 


{ 4 l.Oe- 


60 (AC007658) putative 




serine/threonine protein kinase, 5' partial [Arabidopsis 




thaliana] 






Seq. No. 


9306 


Seq. ID 


OJ991220_09. 0218. CIO 


Gene No. 


19909 


Strand 


+ 


Start 


1 


End 


1178 


Name 


OJ991220 09.0218.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1178 


GI 


4587987 


Score 


600 


Exons 


1..275, 714. .857, 1000. .1178 







9810 




GI Descrip. (AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598931 1 gb|AAF18726. 1 1 AC018721_1 {AC018721) 
putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


9306 


Seq. ID 


OJ991220_09. 0218. CIO 


Gene No. 


19910 


Strand 


+ 


Start 


1948 


End 


2465 


Name 


OJ991220 09.0218.C10.o2.gp 


Method 


AAT/GAP 


Start 


1948 


End 


2465 


Gl 


uC-osflcypl51b02bl 


Score; 


■ 1024 


Exons 


1948. .2465 






GI Descrip. 


' 5174 92/emb 1X7884 6 IZM38G1 


6.0e-15 Z.Mays Zm38 gene, intron' 


Seq. No. 


9306 


Seq. ID 


OJ991220_09. 0218. CIO 


Gene No. 


19911 


Strand 




Start 


3785 


End 


7242 


Name 


OJ991220 09.0218.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


14 


End 


1109 


GI 


none 


Score 


446 


Exons 


14. .277, 15. .278, 21. .278, 


687. .857, 


693. .866, 695. .859, 




781. .867, 997. .1041, 997.. 


1026, 1025.. 


.1105, 1026.. 1109 



Seq. No. 9306 Seq. ID 

Gene No. 19911 Strand 

Start 3785 • End 

Name . OJ991220_09 . 0218 . CIO . o3 . tm Method 

Start 14 End 

GI • none Score 

Exons 14. .277, .15. .278, 24. .278 



OJ991220_09. 0218. CIO 
7242 

TBLASTX: Maize 

278 

432 



Seq. No. 9306 Seq. ID 

Gene No. 19911 Strand 

Start 3785 End 

Name OJ991220_09 . 0218 . CIO . o2 . tc Method 

Start 15 End . 

GI none Score 

Exons 15.. 278, 32.. 277 



OJ991220_09. 0218 . CIO 
7242 

TBLASTX: Cress 

278 

395 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9306 
19911 
3785 

OJ991220_09. 0218 .CIO. o6.tm 
711 
none 

711. .857, 714. .866, 716. .859, 784. .867 



Seq. ID OJ991220_09. 0218. CIO 
Strand 

End 7242 

Method TBLASTX : Mai ze 

End 8 67 

Score 211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9306 

19911 

3785 

OJ991220_09. 0218. CIO. o5.tm 

997 

none 



Seq. ID OJ991220_09. 0218. CIO 
Strand 

End 7242 

Method TBLASTX: Maize 

End 1468 

Score 62 



997. .1047, 999. .1043, 1031. .1183, 1050. .117.5, 1175. .1213, 
1379. .1411, 1433. .1468 



Seq. No. 
Gene No. 



9306 
19911 



Seq. ID OJ991220_09. 0218. CIO 
Strand 



9811 



start 
Name 
Start 
GI 

Exons 



3785 End 

OJ991220_09 . 0218 . CIO . o2 . tm Method 

2405 End 

none Score 



7242 

TBLASTX: Maize 

3038 

67 



2405. .2458, 2419. .2490, 2425. .2463, 2439.-2477, 2475. .2639, 
2479. .2640, 2586. .2711, 2638. .2709, 2711. .2785, 2712. .2786, 
2736. .2786, 2751. .2798, 2862. .3038 



Seq. No. 9306 

Gene No. 19911 

Start 3785 

Name OJ991220_09 . 0218 . CIQ . o5 . ts 

Start 2479 

GI none 
Exons 



Seq. ID OJ991220_09. 0218. CIO 
Strand 

End 7242 

Method TBLASTX : Soybean 

End 3452 

Score 63 



2479. .2694, 2515. .2577, 2641. .2700, 2727. .2780, 3099. .3452, 
3102. .3299, 3102. .3356, 3102. .3425, 3102.. 3452, 3195. .3449 



Seq. No. 9306 Seq. ID 

Gene No. 19911 Strand 

Start 3785 End 

Name OJ991220_09. 0218. CIO. o2 .ts - Method 

Start 2868 End 

GI none Score 

Exons 2868.. 3014, 3564.. 3917, 3575.. 3775 



OJ991220_09. 0218. CIO 
7242 

TBLASTX: Soybean 
-3917 
71 



Seq. No. 9306 Seq. ID 

Gene No. 19911 Strand 

Start 3785 End 

Name OJ991220_09 .0218. CIO . ol . tc Method 

Start 3369 End 

GI none Score 

Exons 3369.. 3779, 3383.. 3751, 3438.-3752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9306 Seq. ID 

19911 Strand 

3785 End 
OJ991220_09. 0218. CIO. o3.gp Method 

3785 End 

none Score 
3785. .4177 



9306 
19911 
3785 

OJ991220 
3806 
6572952 
3806. .3919, 
{AF189773) 



OJ991220_09. 0218. CIO 
7242 

TBLASTX: Cress 

3779 

398 



OJ991220_09. 0218. CIO 

7242 
AAT/GAP 
4177 
778 



OJ991220 09-0218. CIO 



Seq. ID 
Strand 

End 7242 
Method AAT/NAP 
End 5439 
Score 94 
4829. .4946, 5163. .5241, 5319. .5439 
NLI-interacting factor isoform Tl; NLI/Ldbl/CLIM 



09.0218.C10.o3.np 



interacting factor [Gallus gallus] 

9306 Seq. ID 

19911 Strand 

3785 ' End 
OJ991220_09 . 0218 .CIO . ol . tm Method 

4284 End 

none . Score 



OJ991220_09. 0218, CIO 
7242 

TBLASTX: Maize 

5585 

59 



9812 



Exons 



"51 

4284. .4340, 4284. .4349, 4348. .4401, 4349. .4396, 4474. .4509, 

4477. .4503, 4481. .4510, 4562. .4714, 4566. .4712, 4567. .4713, 

4571. .4714, 4790. .4945, 4800. .4949, 4806. .4952, 4953. .4967, 

5159. .5242, 5160. .5243, 5160. .5243, 5164. .5244, 5311.. 5433, 

5330. .5446, 5330. .5440, 5331. .5447, 5331. .5465, 5526. .5585, 
5528. .5560 



Seq. No. 9306 

Gene No. 19911 

Start 3785 

Name OJ991220_09 . 0218 . CIO . o2 . gs 

Start 4546 

GI none 

Exons 4546.. 4666, 5160.. 5241, 5319.. 5439, 
6863. .7069, 7214. .7242 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991220 09. 0218. CIO 



7242 
GENSCAN 
7242 
. 66 

5528. .5656, 



6561. .6758, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



9306 Seq. ID OJ991220_09 . 0218 . CIO 

19911 Strand 

3785 End 7242 

OJ991220_09. 0218. CIO. o4.gp Method AAT/GAP 

4571 End 7005 

22778_1.R1084 Score 1875 

4571. .4711, 4793. .4946, 5160. .5241, 5319. .5439, 5528. .5656, 
6561. .7005 

»2131751/pirMS64841 2.0e-16 hypotheticar protein YLR019w - 
yeast (Saccharomyces cerevisiae) >gi_1360322_emb_CAA9754 1_ 
(Z73191) ORF YLR019W [Saccharomyces cerevisiae] ' 



Seq. No. 9306 Seq. ID 

Gene No. 19911 Strand 

Start 3785 End 

Name OJ991220_09 . 0218 . CIO . o3 . ts Method 

Start 4576 End 

GI none Score 

Exons 4576.. 4698, 4598.. 4714, 4599.. 4712, 
4820. .4894 



OJ991220_09. 0218. CIO 
7242 

TBLASTX : Soybean 
4894 
113 

4784. .4894, 4797. .4889, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9306 

19911 -* 
3785 

OJ991220_09. 0218. CIO. o3.tc 

4598 

none 



Seq. ID OJ991220__09. 0218. CIO 



Strand 
End 

Method 

End 

Score 



7242 

TBLASTX: Cress 

4892 

113 



4598. .4714, 4599. .4715, 4602. .4718, 4603. .4719, 4784. .4885, 
4785. .4886, 4812. .4892 



Seq. No. 9306 

Gene No. 19911 

Start 3785 

Name OJ991220_09 . 0218 . CIO . o4 . ts 

Start 4895 

GI none 

Exons 4895. .4945, 4896. .4949, 5159. 

5317.. 5421, 5318.. 5413, 5320. 



Seq. ID OJ991220_09. 0218. CIO 
Strand 

End 7242 

Method TBLASTX : Soybean 

End 5445 

Score 62 

.5242, 5160.. 5243, 5194.. 5256, 
.5445 



Seq. No. 
Gene No. 



9306 
19911 



Seq. ID 
Strand 



OJ991220 09. 0218. CIO 



9813 






3785 






End 


7242 






Name 


OJ991220 09. 


0218. CIO. o4. 


tm 


Method 


TBLASTX: 


Maize 




Start 


6556 






End 


6878 






GI 


none 






Score 


126 






Exons 


6556. .6639, 


6558. .6728, 


6558, 


.6776, 6559.. 6780, 


6848. .6877, 




6849. .6878 














Seq. No. 


9307 






Seq. ID 


OJ99122P 


_09.0218 


.Cll 




19912 






Strand 


+ 






Start 


968 






End 


1337 






Name 


OJ991220 09. 


0218.Cll.ol. 


gs 


Method 


GENSCAN 






Start 


968 






End 


1337 






GI 


none 






Score 


.49 






Exons 


968. .970, 1305. .1337 












Seq. No.' 


9307 






Seq. ID 


OJ991220 


_09.0218 


.Cll 


Gene No. . 


19913 






Strand 


+ 






Start 


4837 






End 


7973 






Name 


OJ991220 09. 


0218.Cll.ol. 


np 


Method 


AAT/NAP 






Start 


4837 






End 


7970 






GI 


6907089 






Score 


4130 






Exons 


4837.. 6099, 


6200.'. 7970 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


rjU / 






Seq. ID 


OJ991220 


_09.0218 


.Cll 




1 y y i o 






Strand 


+ 






Start 


d 37 






End 


7973 






Name 


OJ991220 09. 


0218.Cll.o3. 


gs 


Method 


GENSCAN 






Start 


4837 






End 


7973 






GI 


none 






Score 


.9 






Exons 


4837. .4966, 


5033. .6072, 


6234. 


.7973 








Seq. No. 


9307 






Seq. ID 


OJ991220 


_09.0218 


.Cll 




19914 






Strand 








Start 


2628 






End 


4556 






Name 


OJ991220 09. 


0218.Cll.o2. 


gs 


Method 


GENSCAN 






Start 


2628 






End 


4556 






GI 


none 






Score 


.92 






Exons 


2628. .2642V 


2757. .2815, 


3047. 


.3218, 3613.. 3655, 


'4468. .4556 


Seq. No. 


9307 






Seq. ID 


OJ991220 


_09.0218 


.Cll 


Gene No. 


19915 






Strand 








Start 


8604 






End 


14218 






Name 


OJ991220 09. 


0218.Cll.o3. 


tw 


Method 


TBLASTX:' 


Wheat 




Start 


4477 






End 


12782 






GI 


none 






Score 


84 






Exons 


4477. .4575, 


12296. .12781 


, 12323. .12562, 


12327. . 


12587, 






12609. .12782 














Seq. No. 


9307 






Seq. ID 


OJ991220 


_09.0218 


.Cll 


Gene No. 


19915 






Strand 








Start 


8604 






End 


14218 






Name 


OJ991220 09. 


0218.Cll.o4. 


gs 


Method 


GENSCAN 






Start 


' 8604 






End 


12076 






GI 


none 






Score 


.73 






Exons 


8604. .10157, 


10224. .10346, 10551 .. 11391, 11448. 


.12076 





9814 



Seq. No. 9307 Seq. ID 

Gene No. 19915 Strand 

Start 8604 End 

Name OJ991220_09 . 0218 . Cll . o5 . tm Method 

Start 8604 End 

GI none Score 

Exons 8604.. 8747, 8608.. 8742 



OJ991220_09. 0218. Cll 
14218 

TBLASTX: Maize 

8747 

126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9307 

19915 

8604 

OJ991220_09. 0218. Cll, o2. 

8607 

6498441 

8607. .8888, 8982. .10379, 



Seq. ID 

Strand 

End 

np Method 
End 
Score 
10551. .11274, 



OJ991220_09. 0218. Cll 

14218 
AAT/NAP 
14052 
7157 

11448. .11582, 



11766. .12139, 12203. .12666, 12988.. 14052 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. {AF098806) [Oryza sativa] 



Seq. No. 


9307 








Seq. ID 


OJ991220_09. 0218. Cll 


Gene No. 


19915 








Strand 




Start 


8604 








End 


14218 


Name 


OJ991220 09. 


0218 


.C11.07 


.tw 


Method 


TBLASTX: Wheat 


Start 


8616 








End 


9195 


GI 


none 








Score 


77 


Exons 


8616. .8741, 


8620 


. .8742, 


8802. 


.9170, 8 


908. .9078, 8934. .9194, 




.8935. .9192, 


9154 


. .9195 








Seq. No. 


9307 








Seq. ID 


OJ991220_09. 0218. Cll 


Gene No. 


19915 








Strand 




Start 


8604 








End 


14218 


Name 


OJ991220 09. 


0218 


.C11.04 


.tw 


Method 


TBLASTX: Wheat 


Start 


9199 








End 


9600 


GI 


none 








Score 


238 


Exons 


9199. .9600, 


9219 


. .9599 








Seq. No. - 


- 9307 








Seq. ID 


OJ991220_09. 0218. Cll 


Gene No. 


19915 








Strand 




Start 


8604 








End 


14218 


Name 


OJ991220 09. 


0218 


.C11.02 


.tm 


Method 


TBLASTX: Maize 


Start 


9414 








End 


9737 


GI 


none 








Score 


210 


Exons 


9414. .9737, 


9427 


. .9693 









Seq. No. 


9307 




Seq. ID 


OJ991220_09.0218 


.Cll 


Gene No. 


19915 




Strand 






Start 


8604 




End 


14218 




Name 


OJ991220 09. 


0218. Cll. o8.tw 


Method 


TBLASTX: Wheat 




Start 


9930 




End 


10242 




GI 


none 




Score 


72 




Exons 


9930. .10190, 


10066. .10242 








Seq. No. 


9307 




Seq. ID 


OJ991220_09.0218 


.Cll 


Gene No. 


19915 




Strand 






Start 


8604 




End 


14218 




Name 


OJ991220. 09. 


0218. Cll. o5.tw 


Method 


TBLASTX: Wheat' 





9815 




start 


10245 




End 


10706 




GI 


none 




Score 


86 




Exons 


10245. .10394, 10246.. 


10383, 


10428. ,10679, 10429 .. 10614 , 






10455. .10706 • 










Seq. No. 


9307 




Seq. ID 


OJ991220_09.0218 


.Cll 




19915 




Strand 






Start 


8604 




End 


14218 . 




Name 


OJ991220 09.0218.C11. 


ol.ts 


Method 


TBLASTX: Soybean 




Start . 


11112 




End 


11482 




GI 


none 




Score 


83 




Exons 


11112. .11342, 11339.. 


11482, 


11340. .11465 




Seq. No. 


9307 




Seq. ID 


OJ991220_09.0218 


.Cll 




19915 




Strand 






Start 


8604 




End 


14218 




Name 


OJ991220 09.0218.C11. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11142 




End 


11561 




GI 


none 




Score 


98 




Exons 


11142. .11348, 11167.. 


11322, 


11330. .11560, 11331.. 11561 




Seq. No. 


9307 




Seq. id' 


OJ991220_09.0218 


.Cll 




19915 




Strand 






Start 


8604 




End 


14218 




Name 


OJ991220 09.0218.C11. 


o3, tm 


Method 


TBLASTX: Maize 




Start 


11235 




End 


11618 




GI 


none 




Score 


201 




Exons 


11235. .11345, 11333.. 


11617, 


11334. .11618 




Seq. No. 


9307 




Seq. ID 


OJ991220_09.0218 


.Cll 




19915 
J. ^ J J. ^ 




Strand 






Start 


8604 




End 


14218 




Name 


OJ991220 09.0218.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11645 




End 


12001 




GI 


none 




Score 


66 




Exons 


11645. .11761, 11645.. 


12001, 


11655. .11966 . 




Seq. No. 


9307 




Seq. ID 


OJ991220_09.0218 


.Cll 




19915 
J. ^ ^ J. ^ 




Strand 






Start 


8604 




End 


14218 




Name 


OJ991220 09.0218.C11. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


11669 




End 


12132 




GI 


none 




Score 


214 




Exons 


11669. .12130, 11674.. 


12132, 


11675. .12130, 11676.. 12131 




Seq. No. 


9307 




Seq. ID 


OJ991220_09.0218 


.Cll 




X y J A. -J 




Strand 






Start 


8604 




End 


14218 




Name 


OJ991220 09.0218.C11. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


11726 




End 


12091 




GI 


none 




Score 


114 




Exons 


11726. .11860, 11867. . 


12091 








Seq. No. 


9307 




Seq. ID 


OJ991220_09.0218 


.Cll 


Gene No. 


19915 




Strand 






Start 


8604 




End 


14218 




Name 


OJ991220 09.0218.C11. 


o5 .gs 


Method 


GENSCAN 





9816 



start 
GI 

Exons 



12140 
none 

12140. .14218 



End 
Score 



14218 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
... Start 
'"'l^ Name 
Or Start 
U; GI 
ril Exons 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



9307 

19915 

8604 

OJ991220_09.0218.Cll.o6.tw 

13511 

none 



Seq. ID OJ991220_09.0218.C11 
Strand 

End 14218 

Method TBLASTX : Wheat 

End 13849 

Score 99 



13511. .13768, 13545. .13784, 13751 .. 1384 9, 13752.. 13832 



9307 

19915 

8604 

OJ991220_09.0218.Cll.o4.tm 

13613 

none 

13613. .13861 

9308 
19916 . 
816 

OJ991220_09.0218.C12.ol.gs 

816 

none 

816. .886, 1365. .1548 

9309 

19917 

81 

OJ991220_09.0218.C13.ol.gp 
81 

none 

81. .325, 458. .488 

9309 

19917 

81 

OJ991220_09.0218.C13.ol.gs 

174 

none 



Seq. ID OJ991220_09.0218.C11 
Strand 

End 14218 

Method TBLASTX : Maize 

End 13861 

Score 188 ' 



Seq. ID OJ991220_09.0218.C12 
Strand 

End 1548 

Method GENSCAN 

End 1548 

Score .57 



Seq. ID OJ991220_09.0218.C13 

Strand + 

End 4 520 

Method AAT/GAP 

End 4 88 

Score 507 



Seq. ID OJ991220_09.0218.C13 

Strand + 

End 4520 

Method GENSCAN 

End 4520 

Score .7 



174. .325, 458. .803, 2623. .2664, 3235. .3545, 3770. .3862, 
3880.". 3981, 4097.. 4520 



9309 
19917 
81 

OJ991220_09.0218.C13.ol.np 
174 

4510387 
174. .325, 458. .851 

(AC007017) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991220_09.0218.C13 

Strand + 

End 4520 

Method AAT/NAP 

End 851 

Score 447 



9309 

19917 

81 



Seq. ID OJ991220_09.0218.C13 
Strand + 
End 4520 



9817 




Name 


OJ991220 09. 0218.C13.o2 . 




Method 


AAT/GAP 




Start 


490 




End 


2973 




GI 


67576 1.R1084 




Score 


1257 




Exons 


490. .803, 2623. .2973 










GI Descrip. 


' 4 510386/gb IAAD21474.il 


2.0e- 


10 (AC007017) unknown protein 




[Arabidopsis thaliana] ' 










Seq. No. 


9309 




Seq. ID 


OJ991220_09.0218 


.C13 


Gene No. 


19917 




Strand 


+ 




Start 


81 




End 


4520 




Name 


OJ991220 09.0218.C13.o2. 


np 


Method 


AAT/NAP ■ 




Start 


3052 




End 


4503 




GI 


5731754 




Score 


278 




Exons 


3052.. 3163, 4093. .4405, 


4433. 


.4503 






GI Descrip. 


(AL109819) putative protein [Arabidopsis thaliana] 




Seq. No. 


u ^ 




Seq. ID 


nTQQi99n nQ n9ift 
\ju-?_/x^^u uy.u^xo 


.C13 


f^priia Mrs 


1 QQ1 Q 




Strand 






Start 


0 J lO 




End 






Name 


OJ991220 09.0218.C13.o3. 


gp 


Method 


AAT/GAP 




Start 


..■5318. 




End 


5557 




GI 


none 




Score 


fi / Z 




Exons 


0 J J.O . . ODO / 










Seq. No. 






Seq. ID 




.C13 


Gene No. 


1 QQI Q 




Strand 






Start 


DD / 1 




End 


3 y X o 




Name 


riTQQi99n HQ 091^ r\^ 
Kjoyyx^^u u ^ . xo • L'l J . ox . 


tc 


Method 


JL oXirio lA . v^iress 




Start 


165 




End 


2691 




GI 


none 




Score 


68 




Exons 




.596, 


485. .583, 


633. .770, 662.. 


7 R7 






. .2691 






Seq. No. 






Seq. ID 


OJ991220_09.0218 


.C13 


Gene No. 


1 QQ 1 Q 

X y y X y 




Strand 






Start 


C C T T 
00/1 




End 


5915 




Name 


OJ991220 09,0218,C13.ol. 


tw 


Method 


TBLASTX: Wheat . 




Start 


182 




End 


596 




GI 


none 




Score . 


110 




Exons 


182. .262, 183. .263, 252. 


.326, 


252. .326, 


269. .328, 455.. 


RP Q 




456. .596 










Seq. No. 


9309 




Seq. ID 


OJ991220_09.0218 


.C13 


Gene No. 


19919: 




Strand 






Start 


5571 




End 


5915 




Name 


OJ991220 09.0218.C13.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


188 




End 


2688 




GI 


none 




Score 


83 




Exons 


188. .262, 189. .263, 252. 


.326, 


270. .326, 


455. .589, 456.- 


593, 




582. .803, 623. .766, 2629 


, .268 


8, 2634. .2684 




Seq. No. 


9309 




Seq. ID 


OJ991220_09.0218 


.C13 


Gene No. 


19919 




Strand 






Start 


5571 




End 


5915 




Name 


OJ991220 09.0218.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


192 




End 


705 




GI 


none 




Score 


93 





9818 




Exons 


192.. 263, 194.. 262, 252. 


.326, 


258. .326 


, 269. .328, 455. .703, 




456. .704, 456. .704, 553. 


.705 






Seq. No. 


9309 




Seq. ID 


OJ991220_09.0218.C13 


Gpnt* No 


19919 




Strand 




Start 


5571 




End 


5915 


Name 


OJ991220 09.0218.C13.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4094 




End 


4505 


GI 


none 




Score 


193 


Exons 


4094. .4261, 4119. .4262, 


4274 . 


.4336, 4311. .4340, 4452. .4505 


Seq. No. 


9309 




Seq. ID 


OJ991220_09.0218.C13 


Gene No. 


19919 




Strand 




Start 


5571 




End 


5915 


Naitie 


OJ991220 09.0218.C13.o3. 


np 


Method 


AAT/NAP 


Start 


5571 




End 


5915 


GI 


6648211 




Score 


348 


Exons 


5571. .5711, 5798. .5915 








GI Descrip. 


(AC013483) putative serine carboxypeptidase II [Arabidopsis 




LllaX XdlicL J 








Seq. No. 


9309 




Seq. ID 


OJ991220_09.0218.C13 


fllpnp No 


19919 




Strand 




start 


5571 




End 


5915 


Name 


OJ991220 09.0218.C13.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5574 




End 


5906 


GI 


none 




Score 


119 


Exons 


5574. .5714, 5575. .5715, 


5795. 


.5905, 5850. .5906 


Seq. No. 


9309 




Seq. ID 


OJ991220_09.0218.C13 


nprifa No 


19919 




Strand 




start 


5571 




End 


5915 


Name 


OJ991220 09.0218.C13.o2. 


tm 


Method 


TBLASTX: Maize 


start 


5575 




End 


5906 


GI 


none 




Score 


125 


Exons 


5575. .5745, 5577. .5711, 


5807. 


.5905, 5808.. 5906 


Seq. No. 


9309 




Seq. ID 


OJ991220_09. 0218,013 


npnp No 


19919 




Strand 




Start 


5571 




End 


5915 


Name 


OJ991220 09.0218.C13.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5577 




End 


5909 


GI 


none 




Score 


113 


Exons 


5577. .5714, 5578. .5712, 


5775. 


.5906, 5795.. 5908, 5796.. 5909 


Seq, No. 


9310 




Seq. ID 


OJ991220_09.0218.C14 


Gene No. 


19920 




Strand 




Start 


1 




End 


753 


Name 


OJ991220 09.0218.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


677 


GI 


21335 1.R1084 




Score 


390 


Exons 


1..67, 352.. 523, 636. .677 






GI Descrip. 


'1314712 4.0e-69 (U54615) calcium-dependent protein kinase 




[Arabidopsis thaliana] * 








Seq. No. 


9310 




Seq. ID 


OJ991220_09.0218.C14 


Gene No. 


19920 




Strand 





9819 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



753 

AAT/NAP 
753 
298 



OJ991220_09.0218.C14.ol.np 
1 

1314711 
1..35, 356. .523, 636. .753 

(U54 615) calcixam-dependent protein kinase [Arabidopsis thaliana] 
gi|3068712|gb|AAC14412.1| (AF049236) calcium dependent protein 
kinase [Arabidopsis thaliana] 



9310 

19920 

1 

OJ991220_09.0218.C14.ol.tc 

347 

none 



Seq. ID OJ991220_09.0218.C14 
Strand 

End 753 

Method TBLASTX : Cress 

End 749 

Score 102 



347. .523, 348. .524, 425. .520, 633. .749, 651. .749 



9310 

19920 

1 

OJ991220_09.0218.C14.ol.tm 

353 

none 



Seq. ID OJ991220_09.0218.C14 
Strand 

End 753' 

Method TBLASTX : Mai ze 

End 753 

Score 198 



353. .523, 353. .523, 354. .524, 354. .524, 355. .534, 423. .503, 
425.. 502, 602.. 751, 606.. 668, 633.. 749, 633.. 752, 688.. 753 



9310 

19920 

1 

OJ991220_09.0218.C14.ol.ts 

353 

none 



Seq. ID OJ991220_09.0218.C14 
Strand 

End 753 

Method TBLASTX : Soybean 

End 753 

Score 162 



353. .523, 354. .524, 620. .751, 621. .749, 633. .752, 688. .753 



9310 

19920 

1 

OJ991220_09.0218.C14.ol.gs 

356 

none 

356. .523 



Seq. ID OJ991220_09.0218.C14 
Strand 

End 753 
Method GENSCAN 
End • -523 ■ 
Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



9311 
19921 
1 

OJ991220_09.0218.C15.ol.np 
1 

1314711 

1,.48, 1568. .2117, 2187. .2274 

(U54 615) calcium-dependent protein kinase [Arabidopsis thaliana] 
gi|3068712|gb|AAC14412.1| (AF049236) calcium dependent protein 
kinase [Arabidopsis thaliana] 



Seq. ID OJ991220_09.0218.C15 
Strand 

End 2398 

Method AAT/NAP 

End 2274 

Score 765 



9311 

19921 

1 

OJ991220 09.0218.C15.ol.gs 



Seq. ID OJ991220_09.0218.C15 
Strand 

End 2398 

Method GENSCAN 



9820 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



672 
none 

672.. 688, 1581.. 2274 

9311 
19921 
1 

OJ991220_09.0218.C15.ol.tm 
1546 
none 

1546.. 2046, 1580.. 2008, 1678.. 2031 



2274 
.94 



Seq. ID OJ991220_09.0218.C15 
Strand 

2398 

TBLASTXrMaize 
2046 
334 



End 

Method 
End 
Score 



End 

Method 
End 
Score 
.2058 



9311 
19921 
1 

OJ991220_09. 0218. 015. ol.ts 
1576 
none 

1576. .2049, 1580. .1999, 1675. 

9311 
19921 
1 

OJ991220_09. 0218. 015. ol.tw 
1576 
none 

1576.. 1794, 1580.. 1780,- 1675. .-1782 



Seq. ID OJ991220_09. 0218.015 
Strand 

2398 

TBLASTX : Soybean 
2058 . 
329 



Seq. ID OJ991220_09. 0218.015 
Strand 

2398 

TBLASTX: Wheat 
1794 
220 



End 

Method 
End 
Score 



9311 

19921 

1 

OJ991220_09. 0218. 015. ol.tc 

1579 

none 

1579. .2052, 1580. .1999 



Seq. ID OJ991220_09, 0218. 015 
Strand 

End 2398 

Method TBLASTX : Cress 

End 2052 

Score 286 



9311 
19921 
1 

OJ991220_09. 0218. 015. ol.gp 
1857 

44362_1.R1084 
1857.. 2398 

'1314711 l.Oe-28 {U54615) calcium-dependent protein kinase 
[Arabidopsis thaliana] >gi_3068712 (AF04 9236) calcium dependent 
protein kinase [Arabidopsis thaliana] ' 



Seq. ID OJ991220_09. 0218. 015 
Strand 

End 2398 

Method AAT/GAP 

End 2398 

Score 1059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9312 

19922 

4750 

OJ991220_09. 0218. 016. ol.np 

4750 

5541697 



Seq. ID OJ991220_09. 0218. 016 

Strand + 

End 9002 

Method AAT/NAP 

End 7970 

Score 444 



4750. .4893, 5055. .5122, 6430. .6793, 7909. .7970 
{AL0968 60) putative protein [Arabidopsis thaliana] 



Seq. No. 



9312 



Seq. ID OJ991220_09. 0218. 016 



9821 




Gene No. 


19922 






Strand 


+ 




O Lax L 








End 


9002 




Name 


OJ991220 09.0218 


.C16.02 


.gs 


Method 


GENSOAN 




Start 


4750 






End 


9002 




GI 


none 






Score 


.84 




Exons 


4750.. 4944, 5052 


. .5122, 


6430 


..6745, 7729.. 7833, 


8576. .8769, 




8894. .9002 












Seq. No. 


9312 






Seq. ID 


OJ991220 


_09.0218.C16 


Gene No. 


19922 






Strand 


+ 




Cf Art 


4750 






End 


9002 




Name 


OJ991220 09.0218 


.016. ol 


.gp 


Method 


AAT/GAP 




Start 


6635 






End 


8131 




GI 


49602 1.R1084 






Score 


990 




Exons 


6635.-6745, 7729 


. .8131 










GI Descrip. 


•517492/emb|X78846|ZM38Gl 6. 


Oe-15 Z.Mays Zm38 gene, intron* 


Seq. No. 


9312 






Seq. ID 


OJ991220 






19923 






Strand 


+ 




Start 


13948 






End 


14776 




Name 


OJ991220 09.0218 


.016. o2, 


■ gp 


Method 


AAT/GAP 




Start 


13796 






End 


14077 




GI 


2442801 






Score 


489 




Exons 


13796, .14077 












Seq. No. 


9312 






Seq-. ID 


OJ991220 






19923 






Strand 


+ 




Start 


13948 






End 


14776 




Name 


OJ991220 09.0218 


.016. o4. 


.gs 


Method 


GENSOAN 




Start 


13948 






End 


14776 




GI 


none 






Score 


.73 




Exons 


13948. .14079, 14696. .14776 








Seq. No. 


9312 






Seq. ID 


OJ991220 




Gene No. 


19924 






Strand 






Start 


10231 






End 


12011 




Name 


OJ991220 09.0218 


.016.01, 


.tm 


Method 


TBLASTX:: 


Maize 


Start 


4717 






End 


7899 




GI 


none 






Score 


81 




Exons 


4717. .4821, 4735 


. .4764, 


4758 


..4820, 5051. .5116, 


5052. .5123, 




5052.. 5123, 6403 


. .6543, 


6417 


..6524, 6427. .6747, 


6428. .6748, 




7718.. 7831, 7722 


. .7832, 


7728 


..7838, 7729. .7833, 


7873. .7899 


Seq. No. 


9312 






Seq. ID 


OJ991220 


_09. 0218.016 




19924 






Strand 






Start 


10231 






End 


12011 




Name 


OJ991220 09.0218 


.016.02, 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


6545 






End 


7860 




GI 


none 






Score 


62 




Exons 


6545.. 6631, 6577 


. .6621, 


6608 


. .6748, 6613. .6747, 


7729. .7860 


Seq. No. 


9312 






Seq. ID 


OJ991220 


_09. 0218.016 


Gene No. 


19924 






Strand 






Start 


10231 






End 


12011 




Name 


OJ991220 09.0218 


.016.03. 


gs 


Method 


GENSOAN 




Start 


10231 




End 


12011 




GI 


none 






Score 


.96 





9822 




Exons 


10231. .10469, 10542. 


.10838, 


11519. .12011 




Seq. No. 


9312 




Seq. ID 


OJ991220_09.0218 


.C16 


Gene No. 


19924 




Strand 








10231 




End 


12011 




Name 


OJ991220 09.0218.C16 


. o2 . np 


Method 


AAT/NAP 




Start 


10240 




End 


11966 




GI 


4587999 




Score 


643 




Exons 


10240. .10424, 10542. 


.10809, 


11379. .11966 




GI Descrip. 


(AF085279) hypothetical APG protein [Arabidopsis thaliana] 


Seq. No. 






Seq. ID 


OJ991220_09.0218 


PI 








Strand 






start 






End 


12011 




Name 




. oo . tm 


Method 


TBLASTX: Maize 




Start 






End 


10701 




GI 


none 




Score 


92 




Exons 


'inoAn iHAO^ iri9^i 


. lU4t DO , 


10540. .10701 




Seq. No. 


9312 




Seq. ID 


OJ991220_09.0218 


.CIS 




1 CiQ94 

X ^ !7Z ft 




Strand 






Start 


1 n9 "51 




End 


12011 




Name 




. O J . lS 


Method 


TBLASTX : Soybean 




Start 


lUZ Dl 




End 


10695 




GI 


none 




Score 


103 




Exons 


^^o^'\ iHAOK inc;>in 


1 O Q c; 

. lu D yo 








Seq, No. 


9312 




Seq. ID 


OJ991220_09.0218 


.C16 


Gene No. 


19924 




Strand 








109 71 
1 UZ -3 1 




End 


12011 




Name 


riTQQIOOO OQ 091Q PI ^ 

ujyyizzu Uy.UZlo.L^lD 


. OZ . uC 


Method 


TBLASTX: Cress 




start 


1 09T5 
lUZ / O 




End 


10839 




GI 


none 




Score 


39 




Exons 


1097*^ in'747 1097Q 


1 0'^9Q 
. lUoZ y , 


10376. .10432, 10378 .. 10425 , 






lOR/in 1 moi 1079Q 
luoflU . . lu / ui / lu/zy. 


1 OQ "^Q 

. lUo / 


10733. .10804 




Seq. No. 


9312 




Seq. ID 


OJ991220_09.0218 


.C16 


Gene No. 


1 QQ9/1 




Strand 






O Ldl. L 


1 09 "^1 
lUZ Jl 




End • 


12011 




Name 


r\TQQ1900 OQ 001Q f^l £^ 

ujyyizzu uy.uzio.Lio 


. Ol . uS 


Method 


TBLASTX: Soybean 




Start 


lU /Zl 




End 


11892 




GI 


none 




Score 


71 




Exons 


10721. .10816, 10726. 


.10824, 


11535. .11672, 11542. .11673, 






11691. .11888, 11695. 


.11892 








Seq. No. 


9312 




Seq. ID 


OJ991220_09.0218 


.C16 




19924 




Strand 






Start 


10231 




End 


12011 




Name 


OJ991220 09.0218.C16 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


11514 




End 


11889 




GI 


none 




Score 


70 




Exons 


11514. .11681, 11587., 


.11682, 


11608. .11889, 11685. .11888 




Seq. No. 


9312 




Seq. ID 


OJ991220_09.0218 


.C16 


Gene No. 


19924 




Strand 






Start 


10231 




End 


12011 




Name 


OJ991220 09.0218.C16. 


.ol.tc 


Method 


TBLASTX: Cress 





9823 



m • 



start 


11550 


End 


11889 






GI 


none 


Score 


58 






Exons 


11550. .11672, 11599. ,11664, 


11691. .11888, 11692 


. .11889 




Seq. No. 


9313 


Seq. ID 


OJ991220 


_09.0218 


.C17 


Gene No . 


19925 


Strand 


+ 






Start 


82 


End 


498 






Name 


OJ991220 09.0218.C17.ol.gp 


Method 


AAT/GAP 






Start 


82 


End 


498 






GI 


3760700 


Score 


595 






Exons 


82. .151, 229. .498 










Seq. No. 


9313 


Seq. ID 


OJ991220 

Km/ ^ -Jo \J 


_09.0218 


.C17 


Gene No . 


19926 


Strand 








Start 


2701 


End 


4372 






Name 


OJ991220 09.0218.C17.ol.gs 


Method 


GENSCAN 






Start 


2701 


End 


4372 






GI 


none 


Score 


.85 






Exons 


2701. .3351, 3445. .3730, 3816 


. .4372 








Seq. No. 


9313 


Seq. ID 


OJ991220_ 


_09.0218 


.C17 


Gene No. 


19926 


■ Strand 


+ 






Start 


2701 


End 


4372 






Name 


OJ991220 09.0218.C17.ol.np 


Method 


AAT/NAP 






Start 


2716 


End 


4369 






GI 


6598436 


Score 


1631 






Exons 


2716. .3036, 3070. .3351, 3445 


..3730, 3816. .4369 






GI Descrip. 


(AC004683) putative ammonium 


transporter [Arabidopsis thaliana] 


Seq. No. 


9313 


Seq. ID 


OJ991220_ 


_09.0218 


.C17 


Gene No . 


19927 


Strand 


+ 






Start 


6843 


End 


9214 






Name 


OJ991220 09.0218.C17,o3.gs 


Method 


GENSCAN 






Start 


6843 


End 


9214 






GI 


none 


Score 


.84 






Exons 


6843. .6947, 7949. .8128, 8250 


..8530, 8544. .8811, 


9071. .9214 


Seq. No. 


9313 


Seq. ID 


OJ991220_ 


_09.0218 


.C17 


Gene No;' 


19927 


Strand 


+ 






Start 


6843 


End 


9214 






Name 


OJ991220 09.0218.C17.o2.np 


Method 


AAT/NAP 






Start 


7113 


End 


8120 






GI 


6539588 


Score 


248 






Exons 


7113. .7139, 7855. .8120 










GI Descrip. 


{AP000837-) -^hypothetical protein [Oryza 


sativa] 






Seq. No. 


9313 


Seq. ID 


OJ991220_ 


_09.0218 


.C17 


Gene No . 


19928 


Strand 








Start 


5885 


End 


6715 






Name 


OJ991220 09.0218.C17.o2.gs 


Method 


GENSCAN 






Start 


5885 


End 


6715 






GI 


none 


Score 


.89 






Exons 


5885. .6715 










Seq. No. 


9313 


Seq. ID 


OJ991220_ 


_09.0218 


.C17 


Gene No. 


19929 


Strand 








Start 


9989 


End 


11314 







9824 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
4^ Gene No. 

Start 
iji Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



OJ991220_09 . 02 18 . C17 . o3 . tm 
72 

none 

72. .152, 72. .149, 74. .154, 74. 
228. .416, 229. .411, 230. .412 



Seq. No. 9313 

Gene No. 19929 

Start 9989 

Name OJ991220_09 . 0218 . C17 . o2 . to 

Start 214 

GI none 

Exons 214.. 417, 230.. 439 



9313 

19929 

9989 

OJ991220_09.0218.C17.ol.ts 

2719 

none 

2719.. 3363, 2739.. 3074, 3156. 
3559. .3696, 3688. .3744 

9313 

19929 

9989 

OJ991220_09.0218.C17.ol,tm 

2746 

none 

2746. .3183, 2764. .3015 

9313 

19929 

9989 

OJ991220_09.0218.C17.ol.tw 

3297 

none 

3297.. 3353, 3298.. 3363, 3438. 

9313 

19929 

9989 

OJ991220_09.0218.C17.o4.tm 

3460 

none 

3460.. 3510, 3462.. 3503, 3465. 



Seq. No. 9313 

Gene No. 19929 

Start 9989 

Name OJ991220_09 . 0218 .C17 . ol . tc 

Start 3471 

GI none 

Exons 3471.. 3737, 3559.. 3732 



Seq. No. 
Gene No. 



9313 
19929 



Method TBLASTX : Mai ze 
End 416 
Score 130 

.154, 214. .411, 228. .281, 



Seq. ID OJ991220_09.0218.C17 
Strand 

End 11314 

Method TBLASTX: Cress 

End 4 39 

Score 18 9 



Seq. ID OJ991220_09.0218.C17 
Strand 

End 11314 

Method TBLASTX : Soybean 

End 3744 

Score 822 

.3353, 3444. .3695, 3445. .3486, 



Seq. ID OJ991220_09.0218.C17 
Strand 

End 11314 

Method TBLASTX : Maize 

End 3183 

Score 444 



Seq. ID OJ991220_09.0218.C17 
Strand 

End 11314 

Method TBLASTX : Wheat 

End 3663 

Score 105 

.3506, 3444.. 3662, 3559. .3663 

Seq. ID OJ991220_09.0218.C17 
Strand 

End 11314 

Method TBLASTX: Maize 

End 3747 

Score 51 

.3731, 3559. .3747, 3610. .3747 

Seq. ID OJ991220_09.0218.C17 
Strand 

End 11314 

Method TBLASTX : Cress 

End 3737 

Score 169 



Seq. ID OJ991220_09.0218.C17 
Strand 



9825 




start 


9989 


End 


11314 


Name 


OJ991220 09.0218.C17.o2.tm 


Method 


TBLASTXiMaize 


Start 


3790 


End 


.4155 


GI 


none 


Score 


443 


Exons 


3790. .4155, 3812. .4153 






Seq, No. 


9313 


Seq. ID 


OJ991220_09.0218.C17 


Cpnp No - 


19929 


Strand 




Start 


9989 


End 


11314 


Name 


OJ991220 09.0218.C17.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3811 ■ 


End 


4053* 


GI 


none 


Score 


298 


Exons 


3811.. 4053, 3812.. 4051 






Seq. No. 


9313 


Seq. ID 


OJ991220_09.0218.C17 


fipnp No 


19929 


St rand 

O J. Cli L\Ji 




Start 


9989 


End 


11314 


Name 


OJ991220 09.0218.C17.o3.ts 


Method 


TBLASTX : Soybean 


Start 


4055 


End 


4420 


GI 


none 


Score 


,24 4. 


Exons 


4055. .4267, 4343. .4420 






Seq. No, 


9313 • 


Seq. ID 


OJ991220_09.0218.C17 


Cpnp No 


19929 


strand 




Start 


9989 


End 


11314 


Name 


OJ991220 09.0218.C17.o4.gs 


Method 


GENSCAN 


Start 


9989 


End 


11314 


GI 


none 


Score 


.63 


Exons 


9989.. 10120, 10973. .11314 






Seq. No. 


9314 


Seq. ID 


OJ991220_09.0218.C19 


Gene No. 


19930 


Strand 


+ 


Start 


1 


End 


1530 


Name 


OJ991220 09.0218.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1527 


GI 


6598436 


Score 


907 


Exons 


1..162, 507. .792, 974. .1527 






GI Descrip. 


:-^(AC004 683) putative ammonium transporter [Arabidopsis thalii 


Seq. No. 


9314 


Seq. ID 


OJ991220_09.0218.C19 


Qpnp No 


19930 


Strand 


+ 


Start 


1 


End 


1530 


Name 


OJ991220 09.0218.C19,ol.gs 


Method 


GENSCAN 


Start 


507 


End 


1530 


GI 


none 


Score 


1 


Exons 


507. .792, 974. .1530 






Seq. No. 


9314 


Seq. ID 


OJ991220_09.0218.C19 


Gene No. 


19931 


Strand 


-}- 


Start 


2008 


End 


2363 


Name 


OJ991220 09.0218.C19.ol,gp 


Method 


AAT/GAP 


Start 


2008 


End 


2363 


GI 


LIB3431-055-P1-N1-B2 


Score 


672 


Exons 


2008.. 2363 






GI Descrip. 


•3068705 6.0e-16 (AF049236) 


unknown [Arabidopsis thaliana] ' 


Seq. No. 


9314 


Seq. ID 


OJ991220_09.0218.C19 



9826 






± y y o ^ 








Start 


2173 




End 


2373 


Name 


OJ991220 09.0218.C19.ol 


.ts . 


Method 


TBLASTX : Soybean 


Start 


506 




End 


818 


GI 


none 




Score 


68 


Exons 


506.. 757, 507.. 548, 621 


. .758, 


750. .818 




Seq. No. 


9314 




Seq. ID 


OJ991220_09.0218.C19 


OCliC LNvJ • 


± y y J ^ 








Start 


2173 




End 


2373 


Name 


OJ991220 09.0218.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


506 




End 


725 


GI 


none 




Score 


90 


Exons 


506. .568, 506. .724, 621 


. .725 






Seq. No. 


9314 




Seq. ID 


OJ991220_09.0218.C19 




J. -7 








Start 


2173 




End 


2373 


Name 


OJ991220 09.0218.C19.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


522 




End 


794 


GI 


none 




Score 


49 


Exons 


522. .698, 524. .565, 527 


. .793, 


621. .794 




Seq. No. 


9314 




Seq. ID 


OJ991220_09.0218.C19 




± y y o ^ 




o L I. dliU 




Start 


2173 




End 


2373 


Name 


OJ991220 09.0218.C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


533 




End 


809 


GI 


none 




Score 


246 


Exons 


533. .808, 621. .809 








Seq. No. 


9314 




Seq. ID 


OJ991220_09.0218.C19 




19932 




Strand 




Start 


2173 




End 


2373 


Name 


OJ991220 09.0218.C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


969 




End 


1313 


GI 


none 




Score 


103 


Exons 


969. .1079, 969.. 1163, 970.. 1260, 1227, 


.1313 


Seq. No. 


9314 




Seq. ID 


OJ991220_09.0218.C19 


OCllC IN • 


19932 




Strand 




Start 


2173 




End 


2373 


Name 


OJ991220 09.0218.C19.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


969 ' 




End 


1209 


GI 


none 




Score 


213 


Exons 


969. .1166, 970. .1209 








Seq. No. 


9314 




Seq. ID 


OJ991220_09 . 02 18 , C19 


Gene No. 


19932 




Strand 






2173 




End 


2373 


Name 


OJ991220 09.0218.C19.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


2143 




End 


2373 


GI 


•%one 




Score 


53 


Exons 


2143. .2208, 2148. .2204, 


2174. 


.2209, 2209.. 2304, 2210.. 2308, 




2211.. 2306, 2306.. 2371, 


2308. 


.2373, 2311.. 2373 


Seq. No. 


9314 




Seq. ID 


OJ991220_09.0218.C19 



9827 



Gene No. 


19932 




Strand 








Start 


2173 




End 


2373 






Name 


OJ991220_09. 


0218.C19.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


2164 




End 


2373 






GI 


none 




Score 


258 






Exons 


2164 . . 2373, 


2174 . .2371 










Seq. No. 


9314 




Seq. ID 


OJ991220 


_09.0218 


.C19 


Gene No. 


19932 




Strand 








Start 


2173 




End 


2373 






Name 


OJ991220_09. 


0218.C19.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


2171 




End 


2373 






GI 


none 




Score 


134 






Exons 


2171 . . 2371, 


2173. .2373, 2174 


. .2371 








Seq. No. 


9314 




Seq. ID 


OJ991220 


_09. 0218 


.C19 


Gene No. 


19932 




Strand 








Start 


2173 




End 


2373 






Name 


OJ991220_09. 


0218.C19.o2.gs 


Method 


GENSCAN 






Start 


2173 




End 


2370 






GI 


none 




Score 


.77 






Exons . 


2173. .2370 












Seq. No. 


9314 




Seq. ID 


OJ991220 


_09.0218 


.C19 


Gene No. 


19932 




Strand 








Start 


2173 




End 


2373 






Name 


OJ991220 09. 


0218.C19.o2.np 


Method 


AAT/NAP 






Start 


2176 




End 


2370 






GI 


3068705 




Score 


182 






Exons 


2176. .2370 












GI Descrip. 


(AF049236) unknown [Arabidopsis thaliana] 






Seq. No. 


9315 




Seq. ID 


OJ991220 


_09. 0218 


.C20 


Gene No. 


19933 




Strand 


+ 






Start 


680 




End 


2932 






Name 


OJ991220 09. 


0218.C20.ol.gs 


Method 


GENSCAN 






Start 


680 




End 


2907 






GI . 


none 




Score 


.88 






Exons 


680. .708, 1655. .1988, 2340. . 


2424, 2621 


. .2907 






Seq. No. 


9315 




Seq. ID 


OJ991220 


_09.0218 


.C20 


Gene No. 


19933 




Strand 


+ 






Start 


680 




End . 


2932 







Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991220_09.0218.C20.ol.np 
1652 



Method 
End 
Score 



AAT/NAP 
2926 
546 



6016680 
1652. .1988, 2678. .2926 

(AC009991) putative leucoanthocyanidin dioxygenase [Arabidopsis 
thaliana] 



9315 

19933 

680 

OJ991220_09.0218.C20.ol.gp 

2689 

2796401 

2689. .2932 



Seq. ID OJ991220_09.0218.C20 

Strand + 

End 2932 

Method AAT/GAP 

End 2932 

Score 296 



9828 




Secj. No. 


9315 








Seq. ID 


OJ991220_09.0218.C20 


Gene No. 


19934 








Strand 


+ 


Start 


4541 








End 


4638 


Name 


OJ991220 09, 


.0218 


.C20.O1 


.ts 


Method 


TBLASTX: Soybean 


Start 


1647 








End 


1991 


GI 


none 








Score 


328 


Exons 


1647. .1916, 


1652 


. .1870, 


1914. 


.1991, 1926. .1988 


Seq. No. 


9315 








Seq. .ID 


OJ991220_09. 0218, 020 


Gene No. 


19934 








Strand 


+ 


Start 


4541 








End 


4638 


Name 


OJ991220 09, 


,0218 


,C20,ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


1788 








End 


1988 


GI 


none 








Score 


165 


Exons 


1788. .1934, 


1799 


. ,1870, 


1818. 


.1955, 1935. .1988, 1935. .1988 


Seq. No. 


9315 








Seq. ID 


OJ991220_Q9.0218.C20 


Gene No . 


19934 








Strand 


+ 


Start 


4541 








End 


4638 


Name 


OJ991220 09. 


,0218 


,C20,ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


1845 








End - 


2958 


GI 


none 








Score 


97 


Exons 


1845. ,1916, 


1926 


. .1991, 


1929. 


.1991, 2665. .2775, 2666. .2938, 




2677, .2946, 


2834 


. .2881, 


2842. 


.2958 




Sea. No. 


9315 








Seq. ID 


OJ991220_09. 0218.020 


Gene No. 


19934 








Strand 


+ 


Start 


4541 








End 


4638 


Name 


OJ991220 09. 


0218 


.C20.O1. 


■ tc 


Method 


TBLASTX: Cress 


Start 


1914 








End 


2914 


GI 


none 








Score 


83 


Exons 


1914. ,1991, 


2666 


. .2833, 


2677. 


.2772, 2834. .2914, 2839. .2907 


Seq. No. 


9315 








Seq. ID 


OJ991220_09. 0218. 020 


Gene No. 


19934 








Strand 


+ 


Start 


4541 








End 


4638 


Name 


OJ991220 09. 


0218 


.C20.O2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2666 








End 


2926 


GI 


none 








Score 


210 


Exons 


2666. .2833, 


2683 


. .2772, 


2834. 


.2926, 2839. .2922 


Seq. No. 


9315 








Seq. ID 


OJ991220 09,0218.C20 


Gene No, 


19934 








Strand 


+ 


Start 


4541 








End 


4638 


Name 


OJ991220 09. 


0218 


.020. o2. 


gs 


Method 


GENSOAN 


Start 


4541 








End 


4638 


GI 


none 








Score 


.79 


Exons 


4541, ,4638 












Seq. No. 


9316 








Seq. ID 


OJ991220_09. 0218. 021 


Gene No. 


19935 








Strand 




Start 


599 








End 


664 


Name 


OJ991220 09. 


0218, 


.021. ol. 


gs 


Method 


GENSOAN 


Start 


599. 






End 


664 


GI 


none 








Score 


.46 


Exons 


599. .664 













9829 



Seq. No. 9317 Seq. ID 

Gene No. 19936 Strand 

Start 169 End 

Name OJ991220_09 . 0218 . C23 . ol . gs Method 

Start 169 End 

GI none Score 

Exons 169.. 313, 351.. 518, 523.. 614 



OJ991220_09.0218.C23 
614 

GENSCAN 

614 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.9317 Seq. ID OJ991220_09 . 0218 . C23 

19936 ■ Strand 

169 End 614 

OJ991220_09 . 0218 . C23 . ol . np Method AAT/NAP 

173 End 423 

5174581 Score 40 

173. .423 

matrix metalloproteinase 11 (stromelysin 3) 

gi| 456257 |emb|CAA40918 I (X57766) stromelysin-3 precursor [Homo 
sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9318 Seq. ID 

19937 ' .v:y^:. Strand 

389 End 

OJ991220_09.0218.C25.ol.np Method 

389 End 

6721547 Score 
389.. 482, 1981.. 2024 

(AP001073) Similar to Oryza s^tiva gene for Pib. 



OJ991220_09.0218.C25 
+ 

2024 
AAT/NAP 
2024 
104 



(AB013448) 



9318 Seq. ID OJ991220_09 . 0218 . C25 

19938 Strand 

1493 End 2024 

OJ991220_09 . 0218 . C25 . ol . gp Method AAT/GAP 

1493 End 2024 

231_1.R1084 Score 672 

1493.. 1841, 2004.. 2024 

•2506139/spl P4 9661 |COPD_ORYSA O.Oe+00 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314049_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] ' 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



9318 Seq. ID 

19938 Strand 

1493 End 
OJ991220_09.0218.C25.o2.np Method 

1749 End 

2506139 Score 
1749. .1841, 



OJ991220_09. 0218.C25 

2024 
AAT/NAP 
2024 
122 



1980. .2024 

COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) 
(ARCHAIN) gi| 1314049|emb|CAA91901 I (Z67962) 
[Oryza sativa] 



(DELTA-COP) 
archain/delta- 



COP 



9319 Seq. ID 

19939 Strand 

1 End 

OJ991220_09 . 0218 .C26 . ol . np Method 

1 End 



OJ991220_09.0218.C26 
+ 

228 

AAT/NAP 
228 



9830 



GI 


5042454 


Score 


67 




Exons 


1..24, 172. .228 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


9319 


Seq. ID 


OJ991220_ 


09.0218.C26 


Gene No . 


19940 


Strand 


+ 




Start 


175 


End 


1139 




Name 


OJ991220 09. 0218 .026. ol .as 


Method 


GENSCAN 




Start 


175 ~ 


End 


960 




GI 


none 


Score 


.9 




Exons 


175. .346, 383. .820, 844. .960 








Seq. No. 


9319 


Seq. ID 


OJ991220_ 


09.0218.C26 


Gene No. 


19940 


Strand 


+ 




Start 


175 


End 


1139 




Name 


OJ991220 09.0218.C26.o2.np 


Method 


AAT/NAP 




Start 


454 


End 


1139 




GI 


6721562 


Score 


894 




Exons 


454. .1139 








GI Descrip. 


(AP001073) Similar to Zea mays 


i 22-kDa 


alpha zein 


gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 



gi I 6815087 Idbj |BAA90373.1| (AP001081) 
alpha zein gene cluster; hypothetical protein 
sativa] 



Similar to Zea mays 22-lcDa 
(AF031569) [Oryza 



Seq. No. 9320 Seq. ID 

Gene No. 19941 Strand 

Start 458 End 

Name OJ991220_09 . 0218 . 029 . ol . gs Method 

Start 4 58 End 

GI none Score 

Exons 458.. 727 



OJ991220_09. 0218. 029 
727 

GENSCAN 

727 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9321 

19942 

1 

OJ991220_09. 0218. 030. ol.gp 
1 

231_1.R1084 
1..127, 227 



OJ991220 09.0218.030 



Seq. ID _ 
Strand 

End 292 
Method AAT/GAP 
End 291 
Score 262 

.291 

'2506139/sp|P4 9661|OOPD_ORYSA O.Oe+00 OOATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (AROHAIN) 

>gi_131404 9_emb_CAA91901_ (Z67962) archain/delta-OOP [Oryza 
sativa] ' 

Seq. No. 9321 Seq. ID OJ991220_09 . 0218 . 030 

Gene No. 19942 Strand 

Start 1 End 292 

Name OJ991220_09 . 0218 . 030 . ol . np Method AAT/NAP 

Start 1 End 289 

GI 2506139 Score 207 

Exons 1..127, 227.. 289 

GI Descrip. OOATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) (DELTA-COP) 

(AROHAIN) gi|1314049|emb|OAA91901| (Z67962) archain/delta-OOP 
[Oryza sativa] 



Seq. No, 



9321 



Seq. ID OJ991220 09.0218.030 



9831 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



19942 Strand 

1 End 

OJ991220_09 . 0218 . C30 . ol . tm Method 

10 End 

none Score 

10. .129, 29. .133, 227. .286, 229. .291 



292 

TBLASTX: Maize 

291 

132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9321 

19942 

1 

OJ991220_09.0218.C30.ol.ts 
10 

none 



Seq. ID OJ991220_09.0218.C30 

Strand 

End 292 

Method TBLASTX : Soybean 

End 292 

Score 52 



10. .129, 13. .90, 26. .139, 29. .136, 201. .290, 227. .292, 228. .290, 
229. .291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9322 

19943 

1 

OJ991220_09.0218.C31.ol.np 
1 

6648211 



Seq. ID OJ991220_09.0218.C31 
Strand 

End 5974 

Method AAT/NAP 

End . 1392 

Score 900 



1..352, 435. .520, 616. .708, 812. .907, 1038. .1392 

(AC013483) putative serine carboxypeptidase II [Arabidopsis 

thaliana] 



9322 

19943 

1 

OJ991220_09.0218 .C31.ol.gs 
92 

none 



Seq. ID OJ991220_09.0218.C31 
Strand 

End 5974 

Method GENSCAN 

End 4137 

Score . 6 



92. .352, 435. .520, 616. .708, 812. .907, 1038. .1432, 1903. .2072, 
3406. .3515, 3699. .3797, 3912. .4137 



Seq. No. 9322 

Gene No. 19943 

Start 1 

Name OJ991220_09 . 0218 . C31 . ol . ts 

Start 92 

GI none 
Exons 



Seq. ID OJ991220_09.0218.C31 
Strand 

End 5 974-- 

Method TBLASTX : Soybean 

End 1323 

Score 54 



92. .154, 93. .146, 155. .211, 215. .352, 216. .353, 285. .353, 
432. .524, 433. .522, 606. .701, 608. .709, 611. .703, 615. .710, 
807. .905, 814. .906, 1018. .1170, 1028. .1171, 1177. .1323, 
1178. .1315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9322 

19943 

1 

OJ991220_09.0218.C31.ol.tm 

122 

none 



Seq. ID OJ991220_09.0218.C31 
Strand 

End 597 4 

Method TBLASTX : Maize 

End • 1317 

Score 139 



122. .352, 126. .353, 432. .524, 433. .522, 608. .718, 611. .703, 
812. .904, 813. .905, 814. .906, 1018. .1095, 1018. .1275, 
1031. .1276, 1282. .1317 



Seq. No. 



9322 



Seq. ID OJ991220_09.0218.C31 



9832 



Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19943 Strand 

1 End 

OJ991220_09.0218.C31.o2.tc Method 

122 End 

none Score 



5974 

TBLASTX: Cress 

652 

67 



122. .178, 218. .352, 242. .352, 456. .524, 608. .652 



9322 
19943 
1 

OJ991220_09. 0218. 031. ol.tc 
653 
none 

653. .691, 807. ,905, 814. .906, 1018. .1170, 1031. .1171, 
1177. .1320, 1178. .1318 



Seq. ID OJ991220_09.0218.C31 
Strand 

End 5974 

Method TBLASTX: Cress 

End 1320 ' ' 

Score 120 



9322 
19943 
1 

OJ991220_09.0218.O31.62.np 
3215 
6539570 

3215. .3269, 5525. ,5591, 5780. .5974 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ991220_09. 0218. 031 
Strand 

End 597 4 

Method AAT/NAP 

End 5974 

Score 187 



9322 

19943 

1 

OJ991220_09. 0218. 031. o2.gs 

5747 

none 

5747. .5918 



Seq. ID OJ991220_09. 0218. 031 
Strand 

End 597 4 

Method GENSCAN 

End 5918 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9323 

19944 

59 

OJ991220_05.0218.03.ol.gs 
59 

none 

59. .149, 223. ,412, 665. .708 



Seq. ID OJ991220_05. 0218,03 

Strand + 

End 708 

Method GENSCAN 

End 708 . 

Score .66 



9324 
1594 5 
11 

OJ991220_05. 0218.C4.ol.np 
11 

4680203 

11. .43, 1285. .1953, 2935. .2982 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ991220_05. 0218.04 

Strand + 

End 2982 

Method AAT/NAP 

End 2982 

Score 437 



9324 

19945 

11 

OJ991220_05.0218.04.ol.gp 
371 

701489 
371. .819 



Seq. ID OJ991220_05. 0218,04 

Strand + 

End 2982 

Method AAT/GAP 

End 819 

Score 841 



9833 



Seq. No. 9324 

Gene No. 19945 

Start 11 

Name OJ991220_05 . 02 18 . C4 . ol . tw 

Start 1651 

GI none 

Exons 1651.. 1725, 1754.. 1930, 1763.. 1930 



Seq. ID OJ991220_05.0218.C4 



Strand 
End 

Method 
End 
Score 



+ 

2982 

TBLASTX: Wheat 

1930 

68 



Seq. No. 9325 Seq. ID 

Gene No. 19946 Strand 

Start 109 End 

Name OJ991220_05 . 02 18 . C6 . ol . gs Method 

Start 109 End 

GI none Score 

Exons 109.. 760 



OJ991220_05.0218.C6 
760 

GENSCAN 

760 

.92 



Seq. No. 


9326 




Seq. ID 


OJ991220 


_05 


. 0218 


-07 


Gene No. 


19947 




Strand 


+ 








Start 


391 




End 


681 








Name 


OJ991220 05.0218.C7.ol 


.gs 


Method 


GENSCAN 








Start 


391 




End 


681 








GI 


none 




Score 


.56 








Exons 


391.. 494, 601.. 681 














Seq. No. 


9326 




Seq. ID 


OJ991220_ 


_05 


.0218 


.C7 


Gene No. 


19948 




Strand 


+ 








Start 


8543 




End 


8900 








Name 


OJ991220 05.0218.C7.o4 


. gs 


Method 


GENSCAN 








Start 


8543 




End 


8900 








GI 


none 




Score 


.9 








Exons 


8543. .8548, 8625. .8900 














Seq. No. 


9326 




Seq. ID 


OJ991220 


_05 


.0218 


.C7 


Gene No. 


19949 




Strand 










Start 


2493 




End 


7194 








Name 


OJ991220 05.0218.C7.o2 


. gs 


Method 


GENSCAN 








Start 


2493 




End 


3688 








GI 


none 




Score 


.89 








Exons 


2493. .2672, 3587. .3688 















Seq. No. 9326 

Gene No. 1994 9 Strand 

Start ' 2493 End 

Name OJ991220_05 . 0218 . C7 . ol . np Method 

Start 2955 End 

GI 4680207 Score 

Exons 2955. .2973, 4456. .6144, 6343. .7194 

GI Descrip. (AF114171) disease resistance protein 
bicolor] 



Seq. ID OJ991220 05. 0218. C7 



7194- 
AAT/NAP 
7194 
1259 

RPMl homolog [Sorghum 



Seq. No. 9326 Seq. ID OJ991220_05 . 0218 . C7 

Gene No. 19949 Strand 

Start 2493 End 7194 

Name OJ.991220_05 . 0218 . C7 . o3 . gs Method GENSCAN 

Start 4401 End 7192 

GI none Score .88 



9834 






Exons 


4401. .5737, 


5945 


. . 6225, 


6343. 


.6421, 6583.. 7192 




Seq. No. 


9326 








Seq. ID 


OJ991220_05.0218.C7 




Gene No. 


19950 








Strand 






Start 


10995 








End 


11357 




Name 


OJ991220 05, 


.0218 


.C7.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


5095 








End 


6173 




GI 


none 








Score 


74 




Exons 


5095. .5241, 


5142 


. .5270, 


5505. 


.5678, 5529.. 5654, 5641. .6009, 






5670. .5996, 


5997 


. .6146, 


6127. 


.6168, 6129.. 6173 




Seq. No. 


9326 








Seq. ID 


OJ991220_05.0218.C7 




Gene No . 


19950 








Strand 






Start, . 


10995 








End 


11357 




Name^ 


OJ991220 05. 


.0218 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5262 








End 


5715 




GI 


none 








Score 


50 




Exons 


5262. .5456, 


5281 


. .5454, 


5484. 


.5711, 5488. .5715 




Seq. No. 


9326 








Seq. ID 


OJ991220_05.0218.C7 




Gene No. 


19950 








Strand 






Start 


- 10995 








End 


•'11357;. . 




Name 


OJ991220 05. 


.0218 


.C7.01. 


tc 


Method 


TBLASTX: Cress 




Start 


5493 








End 


6688 


t33f 


GI 


none 








Score 


57 




Exons 


5493. .5666, 


5685 


. .5837, 


5686. 


.5811, 5883..5984, 5899. .5967, 


l3 St, 




6108. .6251, 


6360 


. .6521, 


6528. 


.6581, 6629. .6688 


m 

i!!! 


Seq. No. 


9326 








Seq. ID 


OJ991220_05.0218.C7 


1 ;! 


Gene No. 


19950 








Strand 






Start 


10995 








End 


11357 


Q 


Name 


OJ991220 05. 


,0218 


.07. ol. 


tm 


Method 


TBLASTX: Maize 


•,i I '• 

\ l\ 


Start 


5496 








End 


6015 


M 


GI 


none 








Score 


67 




Exons 


5496. .5663, 


5500 


. .5658, 


5679. 


.5810, 5679. .5831, 5680. ,5832, 


'hi 




5850. .5882, 


5851 


. .5886, 


5898. 


.5978, 5899. .6015 


)- 


Seq. No. 


9326 








Seq. ID 


OJ991220_05,0218.C7 




Gene No. 


19950 








Strand 






Start 


10995 








End 


11357 




Name 


OJ991220 05. 


0218 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5716 








End 


5997 




GI 


none 








Score 


96 




Exons 


5716. .5997, 


5721 


. .5996 










Seq. No, 


9326 








Seq. ID 


OJ991220_05.0218.C7 




Gene No . 


19950 








Strand 






Start 


10995 








End 


11357 




Name 


OJ991220 05. 


0218 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6441 








End 


6715 




GI 


none 








Score 


119 




Exons 


d4 4 1 . . DDO 1 , 


C A A Q 


. . ooyi , 


c. cy A 
D0l4 . 


.6715 






Seq. No. 


9326 








Seq. ID 


OJ991220__05.0218.C7 




Gene No. 


19950 








Strand 






Start 


10995 








End 


11357 




Name 


OJ991220 05. 


0218 


.C7.05. 


gs 


Method 


GENSCAN 



9835 




start 


10995 


End 


11357 




GI 


none 


Score 


.52 




Exons 


10995. .11047, 11117. .11241, 11326.. 11357 




Seq. No. 


9327 


Seq. ID 


OJ991220 05.0218. 


C8 


Gene No. 


19951 


Strand 


+ 




Start 


1 


End 


4799 




Name 


OJ991220 05.0218.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


907 




GI 


4587240 


Score 


416 




Exons 


1. ,907 








GI Descrip. 


(AB022164) Al.1-4 [Oryza sativa] 






Seq. No. 


9327 . 


Seq. ID 


OJ991220_05.0218. 


08 


Gene No. 


19951 


Strand 


+ 




Start 


1 


End 


4799 




Name 


OJ991220 05.0218.C8.o3.np 


Method 


AAT/NAP 




Start 


1 


End 


2799 




GI 


6520171 


Score 


103 




.Exons 


1..24, 1863. .2173, 2670. .2799 








GI Descrip. 


(AB028202) PRMl homolog [Arabidopsis thaliana] 




Seq. No. 


9327 


Seq. ID 


OJ991220_05,0218. 


C8 


Gene No . 


19951 


Strand 


+ 




Start 


1 


End ■ 


4799 




Name 


OJ991220 05.0218.C8.ol.gs 


Method 


GENSCAN 




Start 


68 


End 


4799 




GI 


none 


Score 


.48 




Exons 


68. .863, 1404. .1582, 3623. .3675, 4206. 


.4418, 4724. .4799 




Seq. No. 


9327 


Seq. ID 


OJ991220_05.0218. 


08 


Gene No. 


19951 


Strand 


+ 




Start 


1 


End 


4799 




Name 


OJ991220 05.0218.C8.o2.np 


Method 


AAT/NAP 




Start 


782 . 


End 


3306 




GI 


6721518 


Score 


190 




Exons 


782. .1798, 3289. .3306 








GI Descrip. 


(AP001072) Similar to NBS-LRR- 


-like protein cD7 , (AF098970) 




[Oryza sativa] 








Seq. No. 


9327 


Seq. ID 


OJ991220_05.0218. 


08 


Gene No . 


19952 


Strand 






Start 


5815 


End 


8178 




Name 


OJ991220 05.0218.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


218 


End 


742 




GI 


none 


Score 


43 




Exons 


218. .268, 371. .490, 50'8..741, 


509. .742 






Seq. No. 


9327 


Seq. ID 


OJ991220_05.0218. 


08 


Gene No . 


19952 


Strand 






Start 


5815 


End 


8178 




Name 


OJ991220 05.0218.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


391 


End 


1429 




GI 


none 


Score 


71 




Exons 


391. .495, 392. .490, 509. .667, 


692. .757 


, 1130.. 1252, 1274 




Seq. No. 


9327 


Seq. ID 


OJ991220_05.0218. 


08 



9836 



Gene No. 19952 Strand 

Start 5815 End 

Name OJ991220_05 . 0218 . C8 . ol . tw Method 

Start 2304 End 

GI none Score 

Exons 2304.. 2540, 2309.. 2401 



8178 

TBLASTX: Wheat 

2540 

189 



Seq. No. 9327 Seq. ID 

Gene No. 19952 Strand 

Start 5815 End 

Name OJ991220_05 . 0218 . C8 . o2 . tm Method 

Start 2480 End 

GI none Score 

Exons 2480.. 2623, 2481.. 2738 



OJ991220_05.0218.C8 
8178 

TBLASTX: Maize 

2738 

216 



Seq. No. 9327 Seq. ID 

Gene No. 19952 Strand 

Start 5815 End 

Name OJ991220_05 . 0218 . C8 . 62 , gs Method 

Start 5815 End 

GI none Score 

Exons 5815.. 5966, 7413.. 8178 



OJ991220_05.0218.C8 

8178 
GENSCAN 
8178 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9328 Seq. ID OJ991220_05 . 0218 . C9 

19953 Strand + 

4449 End 4550 

OJ991220_05 . 0218 . C9 . ol . gp Method AAT/GAP 

4449 End 4550 

uC-osrocyp037e07al Score 187 

4449. .4550 

•3176667 l.Oe-17 (AC004393) Similar to hypothetical 41.9KD 
protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] ' 



9328 Seq. ID 

19954 Strand 

7680 End 

OJ991220_05 . 02 18 . 09 . o2 . gs Method 

7680 End 

none Score 

7680. .7710, 8381. .8562, 8848. .10627 



OJ991220_05.0218.C9 
+ 

10747 
GENSCAN 
10627 
.56 



Seq. No. 


9328 


Seq. ID 


.OJ991220_05.0218. 


C9 


Gene No. 


19954 


Strand 


+ 




Start 


7680 


End 


10747 




Name 


OJ991220 05 


. 02 18 . C9 . o2 . np Method 


AAT/NAP 




Start 


8932 


End 


10747 




GI 


2852684 


Score 


512 




Exons 


8932. .10361 


, 10404. .10471, 10634. .10747 




GI Descrip. 


(AF017751) 


resistance protein candidate [Lactuca sativa] 




Seq. No. 


9328 


Seq. ID 


OJ991220_05.0218. 


C9 


Gene No.^ 


19955 


Strand 






Start 


133 


End 


4413 




Name 


OJ991220 05 


. 0218 . C9 . ol . np Method 


AAT/NAP 




Start 


122 


End 


4380 




GI 


5295971 


Score 


3379 





9837 




Exons 122. .4380 

GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94. (X13777) [Oryza sativa] 



Seq. No. 


9328 




Seq. ID 


OJ991220_05.0218 


.09 


Gene No. 


19955 




Strand 


— 




Start 


133 




End 


4413 




Name 


OJ991220 05. 0218. C9 


.ol.gs 


Method 


GENSOAN 




Start 


133 




End 


4413 




GI 


none 




Score 


. 91 




Exons 


133. .4413 










Seq. No. 


9328 




Seq. ID 


OJ991220_05.0218 


.09 


Gene No. 


19955 




Strand 


— 




Start 


133 




End 


4413 




Name 


OJ991220 05. 0218. C9 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


154 




End 


820 




GI 


none 




Score 


122 




Exons 


154. .405, 194. ,379, 


252. .386, 


403. .519, 


523.-624, 548.. 


583, 




646. .819, 647. .820 










Seq. No. 


9328 




Seq. ID 


OJ991220_05.0218 


.09 


Gene No. 


19955 




Strand 


- 




Start 


133 




End 


4413 




Name 


OJ991220 05. 0218. 09 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


157 




End 


795 




GI 


none 




Score 


64 




Exons 


157. .627, 203. .334, 


437. .583, 


667. .795 






Seq. No. 


9328 




Seq. ID 


OJ991220_05.0218 


.09 


Gene No. 


19955 




Strand 


- 




Start 


133 




End 


4413 




Name 


OJ991220 05. 0218. 09 


. o8 . tm 


Method 


TBLASTX: Maize 




Start 


157 




End 


402 




GI 


none 




Score 


49 




Exons 


157.. 402, 158.. 235, 


302. .397 








Seq. No. 


9328 




Seq. ID 


OJ991220_05.'0218 


.09 


Gene No. 


19955 




Strand 


- 




Start 


133 




End 


4413 




Name 


OJ991220 05.0218.09 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


184 




End 


618 




GI 


none 




Score 


46 




Exons 


184. .363, 191. .385, 


400. .618, 


425. .577 






Seq. No. 


9328 




Seq. ID 


OJ991220_05.0218 


.09 


Gene No. 


19955 




Strand 






Start 


133 




End 


4413 




Name 


OJ991220 05.0218.09 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


403 




End 


858 




GI 


none 




Score 


130 




Exons 


403. .618, 425. .580, 


484. .618, 


626. .853, 


631. .858, 647.. 


823, 




664 . .858 










Seq. No. 


9328 




Seq. ID 


OJ991220_05.0218 


.09 


Gene No. 


. 19955. 




Strand 







9838 




start 


133 








End 


4413 




Name 


OJ991220 05 


.0218. 


C9.o6. 


tw 


Method^ 


^TBLASTX: Wheat 




Start 


646 








End 


999 




GI 


none 








Score 


92 




Exons 


646. .819, 832. .999 










Seq. No. 


9328 








Seq. ID 


OJ991220_05.0218 


.C9 


Gene No . 


19955 








Strand 






Start 


133 








End 


4413 




Name 


OJ991220 05 


.0218. 


C9.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


931 








End 


1326 




GI 


none 








Score 


95 




Exons 


931. . 1326, 


1196. . 


1294 










Seq. No. 


9328 








Seq. ID 


OJ991220_05.0218 


.C9 


Gene No. 


19955 








Strand 






Start 


133 








End 


4413 




Name 


OJ991220 05 


.0218. 


09. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1174 








End 


1690 




GI 


5509260 








Score 


239 




Exons 


1174 . . 1674, 


1196. 


. 1690 










GI Descrip; 
















Seq. No. 


9328 








Seq. ID 


OJ991220_05.0218 


.C9 


Gene No . 


19955 








Strand 






Start 


133 








End 


4413 




Name 


OJ991220 05 


.0218. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1183 








End 


1644 




GI 


none 








Score 


151 


- 


Exons 


1183 . . 1533, 


1189. 


. 1584, 


1564. 


.1644 






Seq. No. 


9328 








Seq. ID 


OJ991220_05.0218 


.C9 




19955 








Strand 






Start 


133 








End 


4413 




Name 


OJ991220 05 


.0218. 


C9.02. 


tc 


Method 


TBLASTX: Cress 




Start 


1288 








End 


1552 




GI 


none 








Score 


117 




Exons 


1288 . . 1551, 


1297 . 


. 1536, 


1316. 


.1552 






Seq. No. 


9328 








Seq. ID 


OJ991220_05.0218 


.C9 




19955 








Strand 






Start 


133 








End 


4413 




Name 


OJ991220 05 


.0218. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1327 








End 


1648 




GI 


none 








Score 


230 




Exons 


1327 1647 


1328 . 


. 1648 










Seq. No. 


9328 








Seq. ID 


OJ991220_05.0218 


.C9 


Gene No . 


19955 








Strand 






Start 


133 








End 


4413 




Name 


OJ991220 05 


.0218. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1993 








End 


2469 




GI 


none 








Score 


85 




Exons 


1993. .2433, 


1993. 


.2469, 


2123. 


.2464 






Seq. No. 


9328 








Seq. ID 


OJ991220_05.0218 


.C9 


Gene No. 


19955 








Strand 







9839 



start 
Name 
Start 
Gl 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



133 

OJ991220_05.0218.C9.o3.tc 

2011 

none 

2011. .2478, 2252.. 2395 



9328 

19955 

133 

OJ991220_05. 

2071 

none 

2071. .2142, 



9328 

19955 

133 

OJ991220_05. 

2143 

none 

2143. .2232, 

9328 

19955 

133 

OJ991220_05. 

2509 

none 

2509. .2838, 

9328 

19955 

133 

OJ991220_05. 

2776 

none 

2776. .2862, 

9328 

19955 

133 

OJ991220_05. 

2842 

none 

2842. .3249, 

9328 

19955 

133 

OJ991220_05. 

3757 

none 

3757. .4068 

9328 

19955 

133 



,0218.C9.ol.tm 
2076. .2153, 2155. 

,0218.C9.ol.tw 
2242. .2703, 2249. 

0218.C9.o4.ts 
2662. .2742 

0218.C9.o3.tw 
2861. .3214, 2863. 

0218.C9.o4.tm 
2846. .2881, 2948. 

0218.C9.o9.tm 



End 4 413 

Method TBLASTX ; Cress 

End 2478 

Score 64 



Seq. ID OJ991220_05.0218.C9 
Strand 

End 4 413 

Method TBLASTX: Maize 

End 2500 

Score 57 



.2496, 2171. .2500 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2677 

Seq. ID 

Strand 

End 

•fethod 
End 
Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3228 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3250 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ991220_05.0218.C9 
4413 

TBLASTX: Wheat 

2703 

134 



OJ991220_05.0218.C9 
4413 

TBLASTX : Soybean 

2838 

240 



OJ991220_05.0218.C9 
4413 

TBLASTX: Wheat 

3228 

168 



OJ991220_05.0218.C9 
4413 

TBLASTX: Maize 

3250 

43 



OJ991220_05.0218.C9 
4413 

TBLASTX: Maize 

4068 

223 



OJ991220 05. 0218. C9 



4413 



9840 



Name 

Start 

GI 

Exons 



OJ991220_05.0218.C9.o5.tw Method 

3763 End 

none Score 
3763. .4143 



TBLASTX: Wheat 

4143 

209 



Seq. No. 9328 Seq. ID 

Gene No. 19956 Strand 

Start 9383 End 

Name OJ991220_05 . 0218 . C9 . o6 . tm Method 

Start 9383 End 

GI none Score 

Exons 9383,. 9640, 9388.. 9678, 9516.. 9641 



OJ991220_05.0218.C9 
9891 

TBLASTX: Maize 

9678 

85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9328 Seq. ID 

19956 Strand 

9383 End 

OJ991220_05.0218.C9.o6.ts Method 

9537 End 

none Score 



OJ991220_05.0218.C9 
9891 

TBLASTX : Soybean 

9891 

41 



9537. .9575, 9537. .9671, 9538. .9603, 9598. .9741, 9691. .9891, 
9732. .9890 



Seq. No. 9328 

Gene No. 19957 

Start 9825 

Name OJ991220_05 .0218 .C9.o5. tm 

Start 9825 

GI none 
Exons 



Seq. ID OJ991220_05.0218.C9 
Strand 
End 

Method 
End 
Score 



10491 . 

TBLASTX: Maize 

10347 

49 



9825. .9881, 9826. .9882, 9975. .10100, 9997. .10095, 10114 .. 10347 , 
10137. .10346 



Seq. No. 9328 
Gene No. 19957 
Start 9825 

Name OJ991220_05 . 0218 .C9.o5 . ts 

Start 9996 
GI none 

Exons 9996.. 10100, 9997.. 10095, 

10387. .10491 

Seq. No. 9329 
Gene No. 19958 

Start . 1 

Name . OJ991220_05 . 0218 . CIO , o2 . 
Start 1 
' GI 4680204 
Exons 1..20, 3056.. 3252, 3393. 

GI Descrip. (AF114171) hypothetical 

Seq. No. 9329 
Gene No, 19958 
Start 1 

Name OJ991220_05 . 0218 . CIO . ol . 

Start' 1171 
GI none 

Exons 1171,, 2177, 3056.,. 3515, 

5494.. 6380, 6459. .6611 



Seq. ID OJ991220_05.0218.C9 
Strand 

End 10491 

Method' TBLASTX: Soybean 

End 10491 

Score 69 
10114. .10272, 10116. .10268, 



Seq. ID OJ991220_05. 0218. CIO 
Strand + 
End . 6623 
Method AAT/NAP 
End 6623 
Score 130 
,3520, 4723. .4881, 6589.. 6623 
protein [Sorghum bicolor] 

Seq. ID OJ991220_05. 0218. CIO 

Strand + 

End 6623 

gs Method GENSCAN 

End 6611 

Score .47 
4334. .4581, 4657. .4881, 4960. .5406, 



9841 



u 



Seq. No. 


9329 








Seq. ID 


OJ991220 05. 0218. CIO 


Gene No. 


19958 








Strand 


+ 


Start 


1 








End 


6623 


Name 


OJ991220_05 


, 0218 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


1171 








End 


2229 


GI 


4680203 








Score 


653 


Exons 


1171. .2229 












GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 


Seq. No. 


9329 








Seq. ID 


OJ991220 05. 0218. CIO 


Gene No. 


19958 








Strand 


+ 


Start 


1 








End 


6623 


Name 


OJ991220_05 


. 0218 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1530 








End 


2216 


GI 


none 








Score 


177 


Exons 


1530. . 1868, 


1619 


. .1678, 


1763. 


.1867, 1858. .1974, 1869. .1952, 




1959. .2072, 


1965 


. .2072, 


1994 . 


.2089, 2091. .2216 


Seq. No. 


9329 








Seq. ID 


OJ991220 05. 0218. CIO 


Gene No. 


19958 








Strand 


+ 


Start 


1 








End 


6623 


Name 


OJ991220_05 


. 0218 


.ClO.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1602 








End 


1943 


GI 


none 








Score 


47 ^ 


Exons 


1602. . 1649, 


1607 


. .1657, 


1655. 


.1867, 1656. .1868, 1869. .1943 


Seq. No. 


9329 








Seq. ID 


OJ991220_05. 0218. CIO 


Gene No. 


19958- 








Strand 


' + 


Start 


1 








End 


6623 


Name 


OJ991220_05 


. 0218 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1965 








End 


2228 


GI 


none 








Score 


232 


Exons 


1965. .2228, 


1991 


. .2119, 


2159. 


.2215 




Seq. No. 


9329 








Seq. ID 


OJ991220_05. 0218. CIO 


Gene No. 


19958 








Strand 


+ 


Start 


1 








End 


6623 


Name 


OJ991220_05 


.0218 


.C10.O2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1968 








End 


2230 


GI 


none 








Score 


231 


Exons 


1968. .2228, 


1989 


. .2213, 


1991. 


.2230 




Seq. No. 


9330 








Seq. ID 


OJ991220_05.0218.C11 


Gene No. 


19959 








Strand 


+ 


Start 


176 








End 


5170 


Name 


OJ991220 05 


.0218 


.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


176 








End 


5170 


GI 


none 








Score 


.69 


Exons 


176. .223, 1554. .1644, 1863 .. 1923, 2702 


..2982, 3307.. 3356, 




3840. .3929, 


4279 


. .4615, 


4674. 


.4796, 5160. .5170 


Seq. No..' 


9330 








Seq. ID 


OJ99122'0_05.0218.C11 


Gene l^o. 


19960 








Strand 




Start 


3009 








End 


11136 


Name 


OJ991220 05 


.0218 


.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


3009 






End 


8317 



9842 



GI 2072393 Score 83 

Exons- 3009.. 3128, 4079.. 4182, 4267.. 4320, 8295.. 8317 

GI Descrip. (U29168) similar to human Xeroderma pigmentosum group B DNA 

repair protein, Swiss-Prot Accession Number P19447 [Arabidopsis 

thaliana] 



Seq. No. 9330 • Seq. ID 

Gene No. 19960 Strand 

Start 3009 End 

Name OJ991220_05 . 0218 . Cll . o6 . tm Method 

Start 4114 End 

GI none Score 
Exons 



OJ991220_05. 0218. Cll 
11136 

TBLASTX: Maize 

4346 

119 



4114. .4260, 4115. .4216, 4115. .4261, 4116. .4262, 4132. .4263, 
4255..4320, 4266. .4346, 4266. .4331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9330 
19960 
3009 

OJ991220 
6126 
6069646 
6126. .7099, 
(AP000616) 



_05. 0218. Cll. o2.np 



Strand 
End 

Method 
End 
Score 

7388.. 8185, 11113.. 11136 
similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAG 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ991220_05. 0218. Cll 



11136 
AAT/NAP 
11136 
876 

transcriptase 
,11 (AP001129) 

F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



III 


Seq. No. 


9330 










Seq. ID 


OJ991220_05.0218 


.Cll 




Gene No. 


19960 










Strand 








Start 


3009 










End 


11136 






Name 


OJ991220 05 


.0218 


.C11.07 


. tm 


Method 


TBLASTX: Maize 




' ; t 


Start 


6224 










End 


6694 






GI 


none 










Score 


151 




:i 


Exons 


6224. , 


.6346, 


6395, 


. .6694 












Seq. No. 


9330 










Seq. ID 


OJ991220_05.0218 


.Cll 




Gene No. 


19960 










Strand 






_j 


Start 


3009 










End 


11136 




J 


Name 


OJ991220 05 


.0218, 


.C11.04 


.tm 


Method 


TBLASTX: Maize 




_i 


Start 


6833 










End 


7102 






GI 


none 










Score 


174 






Exons 


6833. . 


.6910, 


6923. 


. .7102 












Seq. No. 


9330 










Seq. ID 


OJ991220_05.0218 


.Cll 




Gene No. 


19960 










Strand 








Start 


3009 










End 


11136 






Name 


OJ991220 05 


.0218. 


Xll.ol, 


■ tw 


Method 


TBLASTX: Wheat 






Start 


7082 










End 


7525 






GI 


none 










Score 


81 






Exons 


7082. . 


,7156, 


7160, 


, .7207, 


7229. 


.7525, 7236.. 7523 






Seq. No. 


9330 










Seq. ID 


OJ991220_05.0218 


.Cll 




Gene No. 


19960 










Strand 








Start 


3009 










End 


11136 






Name 


OJ991220 05, 


.0218. 


Cll.ol, 


.tm 


Method 


TBLASTX: Maize 






Start 


7163' 










End 


7850 





9843 



GI 


none 




Score 


134 




Exons 


7163.. 7609, 7245.. 7616, 


7661 


'..7849, 7695. .7850 




Seq. No. 


9330 




Seq. ID 


OJ991220 05.0218. 


Cll 


Gene No . 


19960 




Strand 






Start 


3009 




End 


11136 




Name 


OJ991220 05.0218.Cll.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


7847 




End 


8182 




GI 


none 




Score 


142 




Exons 


7847. .7924, 7940. .8182 










Seq. No. 


9330 




Seq. ID 


OJ991220_05.0218. 


Cll 


Gene No . 


19960 




Strand 






Start 


3009 




End 


11136 




Name 


OJ991220 05.0218.Cll.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7850 




End 


8201 




GI 


none 




Score 


60 




Exons 


7850. .8200, 8106. .8201 










Seq. No. 


9330 




Seq. ID 


OJ991220 05.0218. 


Cll 


Gene No. 


19960 




Strand 






Start 


3009 




End 


11136 K 




Name 


OJ991220 05.0218.Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


8436 




End 


8784 




GI 


none 




Score 


137 




Exons 


8436. .8783, 8446. .8784 










Seq. No. 


9330 




Seq. ID 


OJ991220 05.0218. 


Cll 


Gene No. 


19960 




Strand 






Start 


3009 




End 


11136 




Name 


OJ991220 05.0218.Cll.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


8982 




End 


9269 




GI 


none 




Score 


173 




Exons 


8982. .9101, 9105. .9269 










Seq. No. 


9331 




Seq. ID 


OJ991220_05.0218. 


C12 


Gene No. 


19961 




Strand 


+ 




Start 


482 




End 


4115 




Name 


OJ991220 05.0218.C12.ol 


.gs 


Method ^ 


■GENSCAN 




Start 


482 




End 


3446 




GI 


none 




Score 


.76 




Exons 


482.. 623, 2007. .2322, 2400.. 


2490, 2529 


..2774, 3240. .3446 


Seq. No. 


9331 




Seq. ID 


OJ991220_05.0218. 


C12 


Gene No. 


19961 




Strand 


+ 




Start 


482 




End 


4115 




Name 


OJ991220 05.0218.C12.ol. 


.np 


Method 


AAT/NAP 




Start 


830 




End 


4115 




GI 


6815056 




Score 


298 




Exons 


830. .890, 2014. .2716, 4078.. 


4115 






GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


9331 




Seq. ID 


OJ991220_05.0218. 


C12 


Gene No. 


19962 




Strand. 


4- 




Start 


4569 




End 


7015 




Name 


OJ991220 05.0218.C12.o2. 


.np 


Method 


AAT/NAP 




Start 


4551 




End 


7015 





9844 




GI 


4689223 








Score 


700 


Exons 


4551. .6001, 


6032 


. .7015 








GI Descrip. 


(AF118127) 


disease resistance 


protein 


12 [Lycopersicon 




esculentuiti] 












Seq. No, 


9331 








Seq. ID 


OJ991220_05. 0218. 012 


Gene No. 


19962 








Strand 


+ 


Start 


4569 








End 


7015 


Name 


OJ991220 05 


.0218 


.012.02 


. gs 


Method 


GENSOAN 


Start 


.4569 








End 


6812 


GI 


'.none 








Score 


.48 


Exons 


4569. . 6812 












Seq. No. 


9331 








Seq. ID 


OJ991220_05. 0218. 012 


Gene No . 


19962 








Strand 


+ 


Start 


4569 








End 


7015 


Name 


OJ991220 05 


.0218, 


.012.01 


. tm 


Method 


TBLASTX: Maize 


Start 


4937 








End 


5360 


GI 


none 








Score 


56 


Exons 


4937. .4999, 


5031 - 


5162, 


5070 . 


.5300, 5073.. 5294, 5301.. 5360 


Seq. No. 


9331 








Seq. ID 


OJ991220_05. 0218. 012 




19962 








Strand 


+ 


Start 


4569 








End 


7015 


Name 


OJ991220 05 


.0218, 


.012.02 


.ts 


Method 


TBLASTX : Soybean 


Start • - 


5175 








End 


5513 . 


GI 


none 








Score 


61 


Exons 


5175. .5237, 


5244 . 


5357, 


5352 . 


.5513, 5369. .5512 


Seq. No. 


9331 








Seq. ID 


OJ991220_05. 0218. 012 


Gene No . 


19962 








Strand 


+ 


Start 


4569 








End 


7015 


Name 


OJ991220 05 


.0218. 


.012. o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5466 








End 


5915 


GI 


none 








Score 


47 


Exons 


5466. .5525, 


5613. 


. .5732, 


5757 


.5915 




Seq. No. 


9331 








Seq. ID 


OJ991220 05.0218.012 


Gene No . 


19962 








Strand 


+ 


Start 


4569 








End 


7015 


Name 


OJ991220 05 


.0218,012,01 


.ts 


Method 


TBLASTX : Soybean 


Start 


5634 








End 


6527 


GI 


none 








Score 


70 


Exons 


5634. .5732, 


5742. 


, .5999, 


5771 


.5983, 5808.. 5990, 6405. .6527 


Seq. No, 


9332 








Seq. ID 


OJ991220_05. 0218. 013 


Gene No . 


19963 








Strand 


+ 


Start 


107 








End 


385 


Name 


OJ991220 05 


.0218, 


013. ol 


.gs 


Method 


GENSOAN 


Start 


107 








End 


385 


GI 


none 








Score 


.51 


Exons 


107 . . 385 












Seq. No. 


9333 








Seq. ID 


OJ991220_05. 0218. 014 


Gene No. 


19964 








Strand 


H- 


Start 


5027 








End 


11147 


Name 


OJ991220 05 


.0218. 


014. o2, 


.gs 


Method 


GENSOAN 



9845 



start 
GI 

Exons 



5027 . End 11147 

none Score .45 

5027. .5744, 5927. .6612, 6679. .7970, 8067. .8241, 8443. .9510, 

9646. .9890, 9989, .11147 



Seq. No. 9333 Seq. ID OJ991220_05 . 0218 . C14 

Gene No. 19964 Strand + 

Start 5027 End 11147 

Name OJ991220_05 . 0218 . C14 . o2 . np Method AAT/NAP 

Start 5027 . End 11111 • 

GI 5922631 ' Score 6753 

Exons 5027.. 5151, 5410.. 5678, 5945.. 6114, 6160.. 6731, 6774.. 6925, 

7052. .7978, 8585. .11111 
GI Descrip. (AP000492) ESTs, C26347 (C12145) , AU078074 (C12145 ) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU07''dd74 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


9333 








Seq. ID 


OJ991220_05.0218.C14 


Gene No. 


19965 








Strand 




Start 


500 








End 


1696 


Name 


OJ991220 05 


.0218 


.C14.01 


.gs 


Method 


GENSCAN 


o uar u 


DKJKJ 






End 


1696 


GI 


none 








Score 


.48 


Exons, 


500. .1292, 


1508. 


.1696 








Seq. No. 


9333 








Seq. ID 


OJ991220_05.0218.C14 


Gene No. 


19966 








Strand 




Start 


11477 








End 


11924 


Name 


OJ991220 05 


.0218 


.C14 .o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


6336 








End 


6738 


GI 


none 








Score 


283 


Exons 


6336. .6605, 


6337 


. .6738 








Seq. No. 


9333 








Seq. ID 


OJ991220_05.0218.C14 


Gene No. 


19966 








Strand 




Start 


11477 








End 


11924 


Name 


OJ991220 05 


.0218 


.C14.02 


. tw 


Method 


TBLASTX: Wheat 


Start 


7318 








End 


8115 


GI 


none 








Score 


143 


Exons 


7318. .7494, 


7539 


. .7775, 


7543. 


.7773, 7822, .8115, 7974. .'8111 


Seq. No. 


9333 








Seq. ID 


OJ991220_05.0218.C14 


Gene No. 


19966 








Strand 




Start 


11477 








End 


11924 


Name 


OJ991220 05 


.0218 


.C14.03 


.ts 


Method 


TBLASTX : Soybean 


Start 


8035 








End 


8400 


GI 


none 








Score 


125 


Exons 


8035. .8256, 


8266 


. .8400 








Seq. No. 


9333 








Seq. ID 


OJ991220__05.0218.C14 


Gene No. 


19966 








Strand 




Start 


11477 








End 


11924 


Name 


OJ991220 05 


.0218 


.C14 .08 


.tw 


Method 


TBLASTX: Wheat 



9846 




start 


8116 








End 


8350 


GI ■ 


none 








Score 


266 


Exons 


8116. .8349, 


8136 


. .8348, 


8186. 


.8350 




Seq. No. 


9333 








Seq. ID 


OJ991220_05.0218.C14 


Gene No . 


19966 












Start 


11477 








End 


11924 


Name 


OJ991220 05, 


.0218 


.C14.03 


.tm 


Method 


TBLASTX: Maize 


Start 


8125 . 








End • 


8481 


GI 


none 








Score 


357 


Exons 


8125. .8481, 


8166 


. .8471 








Seq. No. 


9333 








Seq. ID 


OJ991220_05. 0218. 014 


Genp No . 


19966 








Strand 




Start 


11477 








End 


11924 


Name 


OJ991220 05. 


,0218 


.C14.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


8350 








End 


8769 


GI 


none 








Score 


500 


Exons 


8350. .8769, 


8352 


. .8768- 








Seq. No. 


9333 








Seq. ID 


OJ991220_05. 0218. 014 


rzpnp No 


19966 












start 


11477 








End 


11924 


Name 


OJ991220 05. 


0218, 


.C14.02 


. tm 


Method 


TBLASTX: Maize 


Start 


8509 








End 


8892 


GI 


none 








Score 


378 


Exons 


8509. .8892, 


8518, 


. .8844, 


8613. 


.8891 




Seq. No. 


9333 








Seq. ID 


OJ991220_05. 0218. 014 


Qgj^Q No . 


19966 








Strand 




Start 


11477 








End 


11924 


Name 


OJ991220 05. 


0218, 


.014. ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


8614 








End 


9045 


GI 


none 








Score 


306 


Exons 


8614.. 9045, 


8661, 


. .8804, 


8677. 


.8958, 8841. .9011 


Seq. No. - 


9333 








Seq. ID 


OJ991220_05. 0218. 014 


Gpnp No 


19966 








Strand 




Start ■ 


11477 








End 


11924 


Name 


OJ991220 05. 


0218. 


.C14.05 


.tw 


Method 


TBLASTX: Wheat 


Start 


8814 








End 


9243 


GI 


none 








Score 


411 


Exons 


8814. .9242, 


8815. 


, .9243 








Seq. No. 


9333 








Seq. ID 


OJ991220_05. 0218.014 


Gene No 


19966 








Strand 




Start 


11477 








End 


11924 


Name 


OJ991220 05. 


0218. 


C14.02, 


. ts 


Method 


TBLASTX : Soybean 


Start 


9268 








End 


9659 


GI 


none 








Score 


88 


Exons 


9268. .9375, 


9279. 


.9365, 


9420. , 


.9491, 9421.. 9657, 9540.. 9659 


Seq. No. 


9333 








Seq. ID 


OJ991220_05. 0218. 014 


Gene No. 


19966 








Strand 




Start 


11477 








End 


11924 


Name 


OJ991220 05. 


0218. 


C14.06. 


. tw 


Method 


TBLASTX: Wheat 


Start 


9280 








End 


.9702 



9847 



GI none 

Exons 9280;.9702, 9285.. 9626 

Seq. No. 9333 

Gene No. 19966 

Start 11477 

Name OJ991220_05 . 0218 . C14 . ol . tm 

Start 10011 

GI none 

Exons 10011. .10319, 10014 10337 , 

Seq. No. 9333 

Gene No. 19966 

Start 11477 

Name OJ991220_05 . 0218 . C14 . o4 . tw 

Start - i0017 

GI none 

Exons 10017. .10406, 10017 10178 , 
10361. .10408 



Score 



402 



Seq. ID OJ991220_05.0218.C14 
Strand 

End 11924 

Method TBLASTX : Maize 

End 10376 

Score 451 
10034. .10336, 10329.. 10376 

Seq. ID OJ991220_05.0218.C14 
Strand 

End 11924 

Method TBLASTX : Wheat 

End 10408 

Score 429 
10019. .10330, 10215. .10406, 



Seq. No. 9333 
. Gene No. ^ , ' , 19966 
Start ' 11477- 

Name OJ991220_05 . 0218 . C14 . o5 . tm 

Start ^ 10478 

GI none 

Exons 10478. .10576, 10479 .. 10577 , 

10665. .10751 



Seq. ID OJ991220_05.0218.C14 
Strand 

End 11924 

Method TBLASTX: Maize 

End 10751 

Score 101 
10568. .10630, 10572. .10655, 



Seq. No. 9333 

Gene No. 19966 

Start 11477 

Name OJ991220_05. 0218 .C14 .o3. tw 

Start 10521 

GI none 

Exons 10521. .10979, 10541 .. 10630, 
11010. .11135 



Seq. ID OJ991220_05.0218.C14 
Strand 

End 11924 

Method TBLASTX : Wheat 

End 11135 

Score 359 
10671, .10700, 10682. .10810, 



Seq. No. 9333 

Gene No. 19966 

Start 11477 

Name OJ991220_05 . 0218 . C14 . o4 . tm 

Start . 10833 

GI none 

Exons 10833. .11015, 10940 .. 11014 , 

Seq. No. 9333 

Gene No. 19966 

Start 11477 

Name OJ991220_05 . 0218 . C14 . o3 . gs 

Start , 11477 

GI none 

Exons 11477. .11920 



Seq. ID OJ991220_05.0218.C14 
Strand 

End 11924 

Method TBLASTX : Maize 

End 11096 

Score 156 
10994. .11095, 10995.. 11096 

Seq. ID OJ991220_05.0218.C14 
Strand 

End 11924 

Method GENSCAN 

End 11920 

Score 1 



Seq. No. 
Gene No. 
Start 



9333 

19966 

11477 



Seq. ID OJ991220_05.0218.C14 
Strand 

End 11924 



9848 




Name 


OJ991220 05.0218.C14.o3.np 


Method 


AAT/NAP 








Start 


11480 


End 


11924 








GI 


5902446 


Score 


557 








Exons 


11480. .11924 












GI Descrip. 


(AB030283) orfS [Oryza sativa] 












Seq. No. 


9334 


Seq. ID 


OJ991220 


_05. 


0218 


.C15 


Gene No. 


19967 


Strand 










Start 


1 


End 


303 








Name 


OJ991220 05.0218.C15.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


303 








GI 


5902448 


Score 


313 








Exons 


1. .303 












GI Descrip. 


(AB030283) orf3 [Oryza sativa] 












Seq. No. 


9335 


Seq. ID 


OJ991220 


_05. 


0218 


.C16 


Gene No, 


19968 


Strand 


+ 








Start 


1795 


End 


2288 








Name 


OJ991220 05.0218.C16.o2.gp 


Method 


AAT/GAP 








Start 


.1795 


End 


2288 








GI 


576771 


Score 


797 








Exons 


1795.. 2007, 2034.. 2288 












GI Descrip. 


/ 576771/gb|U16256|OSU16256 O.Oe+00 Oryza 


L sativa 


cone 


SRI 





sucrose-regulated mRNA, 3 '-end sequence 



Seq. No. 


9335 


Seq. ID 


OJ991220_05 


.0218.C16 


Gene No. 


19969 


Strand 






Start 


213 


End 


623 




Name 


OJ991220 05.0218.C16.ol.gp 


Method 


AAT/GAP 




Start 


213 


End 


623 




GI 


5816562 


Score 


615 




Exons 


213. .623 








GI Descrip. 


6016845/dbj | AP000570 . 1 1 AP000570 3.0e-. 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 






Seq. No. 


9336 


Seq. ID 


OJ991220 05 


.0218. C18 


Gene No. 


19970 


Strand 


+ 




Start 


1 


End 


768 




Name 


OJ991220 05.0218.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


533 




GI 


5902447 


Score 


381 




Exons 


1. .533 








GI Descrip. 


(AB030283) orf4 [Oryza sativa] 








Seq. No. 


9336 


Seq. ID 


OJ991220_05 


.0218. C18 


Gene No. 


19970 


Strand 


+ 




Start 


1 


End 


768 




Name 


OJ991220 05.0218.C18.ol.gs 


Method 


GENSCAN 




Start 


145 


End 


768 




GI 


none 


Score 


.68 




Exons 


145. .503, 581. .768 








Seq. No. 


9337 


Seq. ID 


OJ991220_05 


.0218. C19 


Gene No. 


19971 


Strand 


+ . 




Start 


1 


End 


2769 




Name 


OJ991220' 05.0218.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2769 





9849 




GI 


4680203 


Score 


1574 




Exons 


1..1146, 1304. .1533, 1810. .2769 






GI Descrip. 


.(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


9337 


Seq. ID 


OJ99122n 05 0218 


.C19 


Gene No . 


19971 


Strand 






Start 


1 


End 


2769 




Name 


OJ991220 05.0218.C19.ol.gs 


Method 


U LN O ^JllN 




Start 


647 


End 


2737 




GI 


none 


Score 


.75 




Exons 


647. .853, . 1101. .1202, 1502. .2315, 2349. 


.2737 




Seq. No. 


9337 


Sea. ID 


OJ991220 05 0218 


.C19 


Gene No . 


19972 


Strand 






Start 


3126 


End 


7651 




Name 


OJ991220 05 0218 C19 o2 tc 


Mpt hod 


TRT.ASTX • Prps 

X oxjr^o J. /V . ^ J- o o 




Start 


297 ~ 


End 


652 




GI 


none 


Score 


134 




Exons 


297. .350, 312. .500, 341. .457, 


490. .609, 


491. . 652 




Seq. No. 


9337 


Seq. ID 




-CI? 


Gene No. 


19972 


Strand 






Start 


3126 


End 


/ U >J X 




Name 


OJ991220 05 0218 C19 o2 tw 








Start 


441 " 


End 


895 
\j J ^ 




GI 


none 


Score 


\j J- 




Exons 


441. .497, 449. .517, 470. .598, 


522. .587, 


599. .715, 599.. 


700, 




746. .895 








Seq. No. 


9337 


Spa TD 




.C19 


Gene No . 


19972 


strand 






Start 


3126 


End 


f \j >j X 




Name 


OJ991220 05 0218 C19 o2 tm 


MpthnrJ 

L L> i.i.\J\X 


TRT.ASTX • \ 7P 

J. O J_i.rlO X. £^ 9 L iCL -L C 




Start 


497 ~ 


End 






GI 


none 


Score 


210 




Exons 


497. .742, 505. .738, 746. .937 








Seq. No. 


9337 




O.TQQT 99n OS 091 ft 


.C19 


Gene No 


19972 








Start 


3126 




f D J J. 




Name 


OJ991220 05.0218.C19.ol.ts 


Method 






Start 


770 


End 


1 noQ 

± u u ^ 




GI 


none . 


Score 


190 • 




Exons 


770. .1009 








Seq. No. 


9337 


Seq. ID 


OJ991220_05.0218 


.019 


Gene No . 


19972 


Strand 






Start 


3126 


End 


7651 




Name 


OJ991220 05.0218.C19.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1076 


End 


1396 




GI . 


none 


Score 


1-74 




Exons 


1076. .1168, 1077. .1208, 1098. 


.1181, 128 


5. .1395, 1286. .1396 


Seq. No. 


'9337 


Seq. ID 


OJ991220_05.0218 


.C19 


Gene No. 


19972 


Strand 






Start 


3126 


End 


7651 




Name 


OJ991220 05.0218.C19.o3.tm 


Method 


TBLASTX: Maize 





9850 




start 


•1092 








End 


1289 




GI 


none 








Score 


187 




Exons 


1092. .1256, 


1104 


. .1289 










Seq. No. 


9337 








Seq. ID 


OJ991220 


_05.0218.C19 




J- -7 -/ / ^ 








Strand 






Start 


3126 








End 


7651 




Name 


OJ991220 05. 


0218 


.C19.01 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1393 








End 


1780 




GI 


none 








Score 


57 




Exons 


•1393. .1443, 


1471 


. .1770, 


1472. 


.1780, 1565. .1780 




Seq. No. 


9337 








Seq. ID 


OJ991220 


_05.0218.C19 


Gene No. 


19972 








Strand 






Start 


3126 








End 


7651 








\J £. ±.\J 






Method 


TBLASTX: 


VVi IC7Ct u 


Start 


1472 








End 


2542 




GI 


none 








Score 


421 




Exons 


1472. .1882, 


1475 


. .1603, 


1477. 


.1881, 1885.. 1950, 


1886. .2134, 




2174. .2320, 


2176 


. .2319, 


2324. 


.2374, 2338. .2373, 


2374. .2424, 




2381. .2425, 


2438 


. .2542, 


2443. 


.2541 






Seq. No. 


9337 








Seq. ID 


OJ991220 


_05.0218.C19 




J. ^ y / £. 








Strand 






Start 


3126 








End 


7651 




Name 


OJ991220 05. 


0218 


.C19.01 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1711 








End 


2134 




GI 


none 








Score 


162 




Exons 


1711. .1881, 


1715 


. .1882, 


1885. 


.1950, 1886. .2134 




Seq. No. 


9337 








Seq. ID 


OJ991220 


_05.0218.C19 




A. ^ J f ^ 








Strand 






Start 


3126 








End 


7651 




Name 


OJ991220 05. 


0218 


.C19.02 


gs 


Method 


GENSCAN 




Start 


3126 








End 


7651 




GI 


none 








Score 


.56 




Exons 


3126. .3566, 


3626 


. .3656, 


3830. 


.3991, 5913.. 5993, 


7536. .7651 


Seq. No.. 


9338 








Seq. ID 


OJ991220 


_05.0218.C20 


Gene No. 


19973 








Strand 


+ 




Start 


61 








End 


743 




Name 


OJ991220 05. 


0218 


.C20.O1 


gs 


Method 


GENSCAN 




Start 


61 








End 


743 




GI 


none 








Score 


.71 




Exons 


61. .743 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



9339 Seq. ID OJ991220_05 . 0218 . C21 

19974 Strand 

1 End 406 

OJ991220_05 . 0218 . C21 . ol .np Method AAT/NAP 

1 End 406 

6016871 Score 181 

1..406 

(APOOO'570) EST C98565 (E0414 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



9339 



Seq. ID OJ991220_05.0218.C21 



9851 




Gene No . 


19974 




Strand 




Start 


1 




End 


406 


Name 


OJ991220 05.0218.C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


146 




End 


394 


GI 


none 




Score 


66 


Exons 


146. .238, 147. .239, 266 


. .394, 


267. .392 




Seq. No. 


9340 




Seq. ID 


OJ991220_05.0218.C22 


Gene No. 


19975 




Strand 


+ 


Start 


1329 




End 


1420 


Name 


OJ991220 05.0218.C22.o3 


.gp 


Method 


AAT/GAP 


Start 


1329 




End 


1420 


GI 


LIB3477-003-P1-K1-E9 




Score 


143 


Exons 


1329. .1420 









GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


9340 






Seq. ID 


OJ991220_ 


_05 


.0218 


.C22 


Gene No. 


19976 






Strand 


+ " 








Start 


3212 






End 


3793 








Name 


OJ991220 05.0218.C22 


.ol 


. gs 


. Method 


GENSCAN 








Start 


3212 






End 


3793 








GI 


none 






Score 


.95 








Exons 


3212. .3793 
















Seq. No. 


9340 






Seq. ID 


OJ991220_ 


_05 


.0218 


.C22 


Gene No. 


19977 






Strand 


- 








Start 


4317 






End 


5420 








Name 


OJ991220 05.0218.C22 


.o2 


.gs 


Method 


GENSCAN 








Start 


4317 




End 


5420 








GI 


none 






Score 


.44 








Exons 


4317. .4373, 5355. .5420 














Seq. No. 


9341 






Seq. ID 


OJ991220_ 


_05 


.0218 


.C23 


Gene No. 


19978 






Strand 


+ 








Start 


14 






End 


600 








Name 


OJ991220 05.0218.C23, 


.ol 


. gs 


Method 


GENSCAN 








Start 


14 




End 


600 








GI 


none 






Score 


.97 








Exons 


14. .377, 593. .600 
















Seq. No. 


9342 






Seq. ID 


OJ991220_ 


_05 


.0218 


.C24 


Gene No. 


19979 






Strand 


+ 








Start 


195 






End 


551 








Name 


OJ991220 05.0218.C24, 


■ ol 


.gs 


Method 


GENSCAN 








Start 


195 






End 


551 








GI 


none 






Score 


.66 








Exons 


195. .271, 422. .551 
















Seq. No. 


9342 






Seq. ID 


OJ991220_ 


_05 


.0218 


.C24 


Gene No. 


19980 . 






Strand 










Start" 


1 






End 


668 








Name 


OJ991220 05.0218.C24, 


ol 


.np - 


Method 


AAT/NAP 








Start 


1 




End 


668 








GI 


4982518 






Score 


210 








Exons 


1..25, 298. .668 

















9852 



m 

i::f 

i -J 



GI Descrip. 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



(AC000107) F17F8.24 [Arabidopsis thaliana] 

OJ991220 05.0218.C25 



9343 Seq. ID 

19981 Strand 
339 End 
OJ991220_05.0218.C25.ol.gs Method 
339 End 
none Score 
339. .649 

9344 Seq, ID 

19982 Strand 
2022 End 
OJ991220_05 . 02 18 . C2 6 . o2 . gs Method 
2022 * End 
none Score 



649 

GENSCAN 

649 

.93 



OJ991220_05.0218.C26 
+ 

3958 
GENSCAN 
3958 
.69 



2022.. 2034, 2578.. 2750, 2758.. 3045, 3557.. 3733, 3929.. 3958 

OJ991220 05.0218.C26 



5563 
GENSCAN 
1673 
.89 



OJ991220 05.0218.C26 



9344 Seq. ID 

19983 Strand 

26 End 
OJ991220_05 . 0218 . C26 . ol . gs Method 

26 End 

none " Score 
26. .1673 

9344 Seq. ID 

19983 Strand 

26 End 
OJ991220_05.0218.C26.o2.np Method 

1314 End 

2792214 Score - 

1314. .1646, 3510. .3577, 4804. .4939 

(AF032685) NBS-LRR type resistance protein [Hordeum vulgare] 

9344 - Seq. ID OJ991220_05 . 0218 . C26 

19983 Strand 

26 End 5563 

OJ991220_05 . 0218 . C2 6 . o3 . gs Method GENSCAN 

4080 End 5518 

none Score .73 

4080. .4104, 4584. .5518 



5563 
AAT/NAP 
4939 
161 



9344 
19983 
26 

OJ991220_05.0218.C26.ol.gp 
5111 
2428011 
5111. .5563 

4680207/gb|AAD27570.1|AF114171_ll 2.0e-16 (AF114171) disease 
resistance protein RPMl homolog [Sorghum bicolor] 



Seq. ID OJ991220_05.0218.C26 
Strand 

End 5563 

Method AAT/GAP 

End 5563 

Score 885 



9344 - Seq. ID 

19983 Strand 

26 End 

OJ991220_05.0218 .C26.o3.np Method 



OJ991220_05.0218.C26 

5563 
AAT/NAP 



9853 



start • 


5324 




End 


5554 


GI 


6721546 




Score 


96 


Exons 


5324. .5554 








GI Descrip. 


{AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


9344 




Seq. ID 


OJ991220_05.0218.C26 


Gene No. 


19984 




Strand 




Start 


9110 




End 


9796 


Name 


OJ991220 05.0218.C26.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


408 




End 


1352 


GI 


none 




Score 


65 


Exons 


408. .596, 714. .782, 861 


..1016, 1023. .1184, 1290. ,1352 


Seq. No. 


9344 




Seq. ID 


OJ991220 05 0218 C2 6 


Gene No. 


19984 




Strand 




Start 


9110 




End 


9796 


Name 


OJ991220 05. 0218. 026. o2 


. tm 


Method 


TBLASTX : Maize 


Start 


507 




End 


969 


GI 


none 




Score 


68 


Exons 


507. .626, 508. .615, 628 


. .753, 


633. .869, 


. 636. .821, 819. .968, 




821. .967, 825. .968, 847 


. .969 






Seq, No. 


9344 




Seq. ID 


OJ991220_05.0218.C26 


Gene No . 


19984 




Strand 




Start 


9110 




End 


9796 


Name 


OJ991220 05.0218.C26.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


612 




End 


1079 


GI 


none 




Score 


103 


Exons 


612. .821, 825. .1079, 843. .1058 




Seq. No. 


9344 




Seq. ID 


OJ991220_05.0218.C26 


Gene No . 


19984 




Strand 




Start 


9110 




End 


9796 


Name 


OJ991220 05.0218.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5063 




End 


5506 


GI 


none 




Score 


37 


Exons 


5063.. 5119, 5111. .5398, 


5124. , 


,5234, 5384. .5506, 5403. .5489 


Seq. No. 


9344 




Seq. ID 


OJ991220_05.0218.C26 


Gene No . 


19984 




Strand 




Start 


9110 




End 


9796 


Name 


OJ991220 05.0218.C26.o4 


.gs 


Method 


GENSCAN 


Start 


9110 


End 


9796 


GI 


none 




Score 


.85 


Exons 


9110. .9231, 9622. .9796 








Seq. No. 


9345 




Seq. ID 


OJ991220__05.0218.C27 


Gene No. 


19985 




Strand 


+ 


Start 


■ 1 




End 


808 


Name 


OJ991220 05.0218.C27.ol. 


.np 


Method 


AAT/NAP 


Start 


1 


End 


808 


GI 


4417306 




Score 


77 



Exons 1..58, 403.. 808 

GI Descrip. (AC006446) putative Athila retroelement ORFl protein 
[Arabidopsis thaliana] 

Seq. No. 9345 - Seq. ID OJ991220_05 . 0218 ' C27 



9854 




Gene No . 


19986 


Strand 


+ 




Start 


989 


End 


1977 




Name 


OJ991220 05.0218.C27.ol.gs 


Method 


GENSCAN 




Start 


989 


End 


1977 




GI 


none 


Score 


.65 




Exons 


989.. 1220, 1715.. 1977 








Seq. No. 


9346 


Seq. ID 


OJ991020_07 


.0202.C4 


Gene No. 


19987 


Strand 


+ 




Start 


1 


End 


566 




Naiue 


'OJ991020 07.0202.C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


329 




GI 


LIB3434-011-P1-K1-A1 


Score 


443 




Exons 


1..173, 241. .329 








GI Descrip. 


•4220529/emb|CAA23002 1 2.0e-53 (AL035356) putative 


protein 




[Arabidopsis thaliana] ' 








Seq. No. 


9346 


Seq. ID 


OJ991020_07 


.0202.C4 


Gene No. 


19987 


Strand 


+ 




Start 


1 


End 


566 




Name 


OJ991020 07.0202.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


566 




GI 


4220529 


Score 


419 




Exons 


1..173, 241. .312, 435. .566 








GI Descrip. 


(AL035356) putative protein [Arabidopsis thaliana] 




Seq. No. 


9346 


Seq. ID 


OJ991020_07 


.0202. C4 


Gene No . 


19987 


Strand 


+ 




Start 


1 


End • 


566 




Name 


OJ991020 07.0202.C4.ol.gs 


Method 


GENSCAN 




Start 


39 


End 


527 




GI 


none 


Score 


.67 




Exons 


39. .173, 435. .527 








Seq. No. 


9346 


Seq. ID 


OJ991020 07 


.0202.C4 


Gene No. 


19987 


Strand 


+ 




Start 


1 


End 


566 




Name 


OJ991020 07.^&202..C4.ol.tm 


Method. 


TBLASTX: Maize 


Start 


51 


End 


566 




GI 


none 


Score 


174 




Exons 


5i;.173, 68. .175, 88. .174, 95 


..175, 239. .307, 240. 


.353, 




241. .315, 429. .566, 434. .565, 


507. .566 






Seq. No. 


9346 


Seq. ID 


OJ991020_07 


.0202. C4 


Gene No. 


19987 


Strand 


+ 




Start 


1 


End 


566 




Name 


OJ991020 07.0202.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


138 


End 


566 




GI 


none 


Score 


69 




Exons 


138. .173, 140.. 175, 142. . 174, 


239. .313, 


240. .311, 241. , 366, 




429. .566, 439. .552, 440. .556 








Seq. No. 


9347 


Seq. ID 


OJ991020_07 


.0202.05 


Gene No. 


19988 


Strand 






Start 


1 


End 


7580 




Name 


OJ991020 07.0202.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


7580 





9855 



GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



4220529 Score 1992 

1..102, 197. .334, 619. .724, 810. .977, 1178. .1368, 1453. .1677, 
2278. .2398, 2952. .3124, 3804 .. 3908 , -4027 .. 4 168 , 4273. .4360, 
4431. .4727, 4893. .5011, 5535. .5669, 5750. .5800, 5922. .6088, 
7101. .7371, 7407. .7580 

(AL035356) putative protein [Arabidopsis thaliana] 



9347 
19988 
1 

OJ991020_07.0202.C5.ol.tin 
1 

none 



Seq. ID OJ991020_07.0202.C5 
Strand 

7580 

TBLASTX: Maize 
3023 
160 

340, 197. .334, 614. .715, 



End 

Method 
End 
Score 

l.,102, 2. .106, 4. .108, 192. .335, 197 
616. .720, 617. .721, 618. .761, 812. .973, 813. .980, 1166. .1372, 
1167. .1373, 1167. .1373, 1168. .1377, 1178. .1378, 1180. .1377, 
1451. .1678, 1453. .1686, 1454. .1678, 2277. .2399, 2278. .2400, 
2285. .2404, 2945. .3022, 2946. .3023 



Seq. No. 


9347 


Seq. ID 


OJ991020_07.0202.C5 


Liene wo . 


1 QQQQ 


Strand 




Start 


1 


. End 


7580 


Name 


OJ991020 07.0202.C5.ol.tc 


Method 


TBLASTX: Cress 


■Start 


5 


End 


292 


GI 


none 


Score 


99 


Exons 


5. .103, 7. .102, 192. .290, 195 


. .269,' 197. .292, 200. .292 


Seq. No. 


9347 


Seq. ID 


OJ991020_07.0202.C5 


Gene No. 


19988 


Strand 




o uar t. 


X 


End 


7580 


Name 


OJ991020 07.0202.C5.ol.gs 


Method 


GENSCAN 


Start 


197 


End 


7556 


GI 


none 


Score 


.91 


Exons 


197. .334, 619. .724, 810. .977, 


1178. .1368, 1453. .1677, 




2278. .2398, 2952. .3115, 3798. 


.3908, 4063. .4168, 4273. .4360, 




4431. .4727, 4893. .5011, 5750. 


.5824, 5922. .6088, 6939. .7556 


Seq. No. 


9347 


Seq. ID 


OJ991020_07.0202.C5 


Gene No. 


19988 


Strand 




Start 


1 


End 


7580 


Name 


OJ991020 07.0202.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


240 


End 


1245 


GI 


none 


Score 


121 


Exons 


240. .335, 242. .343, 242. .334, 


615. .701, 


616. .702, 617. .703, 




691. .723, 812. .973, 819. .980, 


1168. .1245 


Seq. No. 


9347 


Seq. ID 


OJ991020_07.0202.C5 


Gene No. 


19988 


Strand 




Start 


1 


End 


7580 


Name 


OJ991020 07.0202.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1477 


End 


3110 


GI 


none 


Score 


164 


Exons 


1477. .1686, 1478. .1678, 2278.. 


.2442, 228 


:5..2398, 2945. .3109, 




2946. .3110 






Seq. No. 


9347 


Seq. ID 


OJ991020_07.0202.C5 


Gene No. 


19988 


Strand 





9856 



start 
Name 
Start 
GI 

Exons 



OJ991020_07,0202.C5.o3.ts 

3804 

none 



End 7580 

Method TBLASTX : Soybean 

End .4361 

Score 82 



3804. .3905, 3805. .3906, 4066. .4167, 4067, 
4269. .4361 



.4168, 4257. .4340, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9347 

19988 

1 

OJ991020_07. 

4081 

none 

4081. .4167, 
4275. .4355, 



0202.C5.o2.tm 



4082. 
4276. 



.4171, 4098, 
.4362, 4277, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4196, 4098 
.4363, 4411 



OJ991020 07. 0202. C5 



7580 

TBLASTX: Maize 
4570 
122 

4178, 4269. 
4569, 4424. 



4361, 
4570 





Seq. No. 


9347 


Seq. ID 


OJ991020_07.0202.C5 




Gene No. 


19988 


Strand 






Start 


1 


End 


7580 






OJ991020 07.0202.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


7034 


End 


7212 




GI 


none 


Score 


101 ^- 




iv^'Exons 


7034.. 7162, 7037. .7162, .-7039. 


.7212, 7044. .7208 




- Seq. .No.~ • 


■ 9348 


' Seq. ID 


OJ.9-91020_07.0202.C6 


i ^\ 


Gene No. 


19989 


Strand 




ijl 


Start 


1 


End 


6360 


it] 3 


Name 


OJ991020 07.0202.C6.ol.np 


Method 


AAT/NAP 


! 


Start 


1 


End 


1863 


c? 


GI 


5852093 


Score 


85 




Exons 


1..133, 1817. .1863 








GI Descrip. 


(AL117264) zwhie.l [Oryza sativa] 






Seq.' No. 


9348 


Seq. ID 


OJ991020_07.0202.C6 




Gene No. 


19989 


Strand 


+ 




Start 


1 


End 


6360 


Hi 


Name 


OJ991020 07.0202.C6.ol.gs 


Method 


GENSCAN 




Start 


68 


End 


3992 


. 'I 


GI 


none 


Score 


.73 


''"J 


Exons 


68. .116, 677. .718, 770. .908, 


2049. .2307, 2564. .2641, 2853. 


se! 




3748. .3821, 3921. .3992 








Seq. No. 


9348 


Seq. ID 


OJ991020_07.0202.C6 




Gene No. 


19989 


Strand 


+ 




Start 


1 


End 


6360 




Name 


OJ991020 07.0202.C6.o2.np 


Method 


AAT/NAP 




Start 


2548 


End 


6360 




GI 


44-56820 


Score 


59 




Exons 


2548. .2641, 2853. .2928, 3748. 


.3807, 6231.. 6360 




GI Descrip. 


(AL035548) dnaj related protein. [Schizosaccharomyces pomb( 




Seq. No. 


9348 


Seq. ID 


OJ991020_07,0202.C6 




Gene No. 


19989 


Strand 


+ 




■ Start 


1 


End 


6360 




Name 


OJ991020 07.0202.C6.ol.gp 


Method 


AAT/GAP 




Start 


2869 


End 


3344 




GI 


none 


Score 


797 



9857 




Exons 2869.. 3344 



Seq. No. 


9348 


Seq. ID 


OJ991020_07.0202.C6 


Gene No . 


19990 


Strand 


+ 


Start 


8283 


End 


9931 


Name 


OJ991020 07.0202.C6.o3.gp 


Method 


AAT/GAP 


Start 


8283 


End 


8794 


GI 


396 2.R1084 


Score 


1020 


Exons 


8283. .8794 






GI Descrip. 


•3540201 l.Oe-30 (AC004260) 


Putative i 


Quclear protein 




[Arabidopsis thaliana] ' " 






Seq. No. 


9348 


Seq. ID 


OJ991020_07.0202.C6 


Gene No. 


19990 


Strand 


+ 


Start 


8283 


End 


9931 


Name 


OJ991020 07.0202.C6.o4.np 


Method 


AAT/NAP 


Start 


8376 


End 


9931 


GI 


3540201 


Score 


1780 


Exons 


8376. .9931 






GI Descrip. 


(AC004260) Putative nuclear 


protein [Arabidopsis thaliana] 


Seq. No. ■ 


- 9348 


Seq. ID 


OJ991020_07.0202.C6 


Gpnp No 


19990 


Strand 


+ 


Start 


8283 


End 


. 9931 


Name 


6j991020 0T'.0202.C6'.o4.gp 


Method' 


AAT/GAP ' 


Start 


9409 


End 


9833 


GI 


67884 1.R1084 


Score 


766 


Exons 


9409. ,9833 






GI Descrip. 


'3540201 l.Oe-12 {AC004260) 


Putative- i 


nuclear protein 




[Arabidopsis thaliana] ' 






Seq. No. 


9348 


Seq. ID 


OJ991020_07.0202.C6 




19991 
J. J ^ ^ J. 


Strand 




Start 


4693 


End 


6621 


Name 


OJ991020 07.0202.C6.o4.tm 


Method 


TBLASTX: Maize 


Start 


2852 


End 


4267 


GI 


none 


Score 


61 


Exons 


2852. .2899, 2853. .2897, 2873 


..2929, 2874. .2930, 3750. .3821. 




3750.. 3821, 3754.. 3822, 3754 


..3822, 3921. .4001, 3926. .3991. 




3928. .4005, 4126. .4182, 4128 


..4199, 4232. .4267 


Seq. No. 


9348 


Seq. ID 


OJ991020_07.0202.C6 


Gene No . 


19991 


Strand 




Start 


4693 


End 


6621 


Name 


OJ991020 07.0202.C6.o2.gp 


Method 


AAT/GAP 


Start 


4693 


End 


6304 


GI 


5151 1.R1084 


Score 


1247 


Exons 


4693. .5062, 5142. .5213, 5484 


..5588, 6154. .6304 


GI Descrip. 


M467116/emb|CAB37550| 5.0e- 


13 (AL035538) hypothetical pro1 




[Arabidopsis thaliana] ' 






Seq. No. 


9348 


Seq. ID 


OJ991020_07.0202.C6 


Gene No. 


19991 


Strand 




Start 


4693 


End 


6621 


Name 


OJ991020 07.0202.C6.o3.np 


Method 


AAT/NAP 


Start 


4994 


End 


6414 


GI 


4467116 


Score 


132 



9858 




Exons 4994.. 5062, 5142.. 5213, 5484.. 5598, 6203.. 6414 

GI Descrip. (AL035538) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


9348 






Seq. ID 


OJ991020_07.0202.C6 


Gene No. 


19991 






Strand 




Start 


4693 






End 


6621 


Name 


OJ991020 07 


0202 


.C6.o2.gs 


Method 


GENSCAN 


Start 


5006 






End 


6621 


GI 


none 






Score 


.96 


Exons 


5006. .5062, 


5142 


..5213, 5484. 


.5588, 6154. .6389, 6474. .6621 


Sea No. 


9348 






Seq. ID 


OJ991020_07.0202.C6 


Gene No. 


19992 






Strand 




Start 


8376 






End 


9919 


Name 


OJ991020 07, 


0202 


.C6.ol. ts 


Method 


TBLASTX: Soybean 


Start 


8376 






End 


9097 


GI 


none 






Score 


122 


Exons 


8376. .8477, 


8390 


-.8482, 8531. 


.8644, 8 


544. .8648, 8544. .8645 




8634. .8786, 


8636 


..8785, 8673. 


.8786, 8 


800. .9069, 8832. .9083 




8834 9097, 


8834 


9091 






Seq. No. 


9348 






Seq. ID 


OJ991020_07.0202.C6 


Gene No. 


19992 






Strand 




Start - 


. 8376 






End 


9919 


Name 


OJ991020' 07. 


0202 


.C6.o2.tc 


Method 


TBLASTX: Cress 


Start 


8397 






End • 


8774 


GI 


none 






Score 


91 


TT von *=? 

l_t Awl 1 o 


8397 8465 


8544 


8648 8fi4Q 

• .00*40, 0\J*±^. 


.8774, 8663. .8773 


Seq. No. 


9348 






Seq. ID 


OJ991020_07.0202.C6 


Gene No. 


19992 






Strand 




Start 


8376 






End 


9919 


Name 


OJ991020 07. 


0202 


.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


8544 






End 


8841 


Gr 


none 






Score 


413 


Exons 


8544 8840 


8544 


8807 8755 


.8841 




Seq. No. 


9348 






Seq. ID 


OJ991020_07.0202.C6 


Gene No. 


19992 






Strand 




Start 


8376 






End 


9919 


Name 


OJ991020 07. 


0202 


. C6 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


8854 






End 


9047 


GI ' 


none 






Score 


134 


Exons 


8854 9045 


8864 


9046 8865 


.9047 




Seq. No. 


9348 






Seq. ID 


OJ991020_07.0202.C6 


Gene No. 


19992 






Strand 




Start 


8376 






End 


9919 


Name 


OJ991020 07. 


0202 


.C6.ol . tc 


Method 


TBLASTX: Cress 


Start 


8930 






End 


9713 


GI 


none 






Score 


209 


Exons 


8930. .9343, 


8939 


..9340, 9132. 


.9344, 9642. .9713, 9654. .9710 


Seq. No. 


9348 






Seq. ID 


OJ991020_07.b202.C6 


Gene No. 


19992 






Strand 




Start 


8376 






End 


9919 


Name 


OJ991020 07. 


0202 


C6.ol.tm 


Method 


TBLASTX: Maize 



9859 






start 


9266 






End 


9919 




GI 


none 






Score 


118 




Exons 


9266, .9343, 


9267 


..9344, 9518. 


.9571, 9519. .9554, 9630. .9917 






9633. .9917, 


9659 


..9919 








Seq. No. 


9348 






Seq. ID 


OJ991020_07.0202.C6 




Gene No. 


19992 






Strand 






Start 


8376 






End 


9919 




Name 


OJ991p20 07 


.0202 


.C6.o2. ts 


Method 


TBLASTX: Soybean 




Start 


9451 






End 


9919 




GI 


none 






Score 


127 




Exons 


9451. .9540, 


9625 


..9708, 9633. 


.9716, 9669. .9917, 9728. .9874 






9738. .9917, 


9740 


. .9919 








Seq. No. 


9348 






Seq. ID 


OJ991020_07 .0202.C6 




Gene No. 


19992 






Strand 






Start 


8376 






End 


9919 




Name 


OJ991020 07 


.0202 


. C6 . o3 . tc 


Method 


TBLASTX: Cress 




Start 


9713 






End 


9917 




GI 


none 






Score 


230 




Exons 


9713. .9856, 


9714 


..9875, 9858. 


.9917 






Seq. No. 


9349 






Seq. ID ~ 


OJ991020_07.0202.C7 




Gene No. . 


. 19993 . 






Strand 


> .. 


r=i ■ 


Start ' ' * 


1 






End 


'200' • " ' • 


u!f 


Name 


OJ991020 07 


.0202 


. C7 . ol . np 


Method 


AAT/NAP 


Ui 


Start. 


1 






End 


200 


\ LI 


GI 


3540201 






Score 


173 




Exons 


1. .200 










„5 

!- LE 


GI Descrip. 


{AC004260) 


Putative nuclear protein [Arabidopsis thaliana] 




Seq. No. 


9349 






Seq. ID 


OJ991020_07.0202.C7 




Gene No . 


19993 






Strand 


+ 




Start 


1 






End 


200 




Name 


OJ991020 07 


.0202 


. C7 . ol . gs 


Method 


GENSCAN 


I i 

'~ i 


Start 


48 






End 


197 


■Sjt 


GI 


none 






Score 


.88 




Exons 


48. .197 












Seq. No. 


9349 






Seq. ID 


OJ991020_07.0202,C7 


!*"! 


Gene No . 


19994 






Strand 






Start 


146 






End 


587 




Name 


OJ991020 07 


.0202 


.C7.ol.tm . 


Method 


TBLASTX: Maize 




Start 


3 






End 


212 




GI 


none 






Score 


171 




Exons 


3. ,155, 3.. 


164, 


L41..209, 153 


..212, 170. .211 




Seq. No. 


9349 






Seq. ID 


OJ991020_07.0202.C7 




Gene No . 


19994 






Strand 






Start 


146 






End 


587 




Name 


OJ991020 07 


.0202 


. 07 . ol . gp 


Method , 


AAT/GAP 




Start 


146 






End 


587 




GI 


none 






Score 


850 




Exons 


146. .587 












Seq. No. 


9350 






Seq. ID 


OJ991020_07.0202.C8 




Gene No. 


19995 






Strand 


+ 



9860 






Start 


486 


End 


896 




Name 


OJ991020 07.0202.C8.ol.gs 


Method 


GENSCAN 




Start . 


486 


End 


896 




GI 


none 


Score 


.59 




Exons 


486. .687, 715. .896 








Seq. No. 


9351 


Seq. ID 


OJ991020_07.0202.C9 




Gene No. 


19996 


Strand 






Start 


3039 


End 


4719 




Name 


OJ991020 07.0202.C9.ol.gp 


Method 


AAT/GAP 




Start 


2862 


End 


3621 ^■ 




GI 


22084 1.R1084 


Score 


1309 




Exons 


2862.. 3621 








GI Descrip. 


'5051781/emb|CAB45074.1| 4 . Oe 


-58 (AL078637) transport inhi] 






response-like protein [Arabidopsis thaliana] ' 




Seq. No. 


9351 


Seq. ID' 


OJ991020_07.0202.C9 




Gene No. 


19996 


Strand 






Start 


3039 


End 


4719 




Name 


OJ991020 07.0202.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2991 


End 


4370 




GI 


none 


Score 


65 




Exons 


2991.. 3119, 3040.. 3102, 3102. 


.3692, 3225.. 3653, 3277.. 3690 






3720.. 3800, 3918.. 3989, 3987. 


.4118, 4146. .4370 




Seq. No. 


9351 


Seq. ID 


OJ991020_07.0202.C9 


ft 


Gene No . 


19996 


Strand 




LI 


Start 


3039 


End 


4719 




Name 


OJ991020 07.0202.C9.ol.gs 


Method 


GENSCAN 


1 £ 


Start 


3039 


End 


4434 




GI 


none 


Score 


.98 


li 


Exons 


3039.. 3800, 3924. .4434 








Seq. No. 


9351 


Seq. ID 


OJ991020_07.0202.C9 




Gene No. 


19996 


Strand 






Start 


3039 


End 


4719 




Name 


OJ991020 07.0202.C9.ol.np 


Method 


AAT/NAP 




Start 


3042 


End 


4719 


a? 


GI 


5051781 


Score 


1292 


Sli 


Exons 


3042. .3800, 3924. .4436, 4695. 


.4719 






GI Descrip. 


(AL078 637) transport inhibitor response-like protein 


~f 




[Arabidopsis thaliana] 








Seq. No. 


9351 


Seq. ID 


OJ991020_07.0202.C9 




Gene No. 


19996 


Strand 






Start 


3039 


End 


4719 




Name 


OJ991020 07.0202.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


3042 


End 


4358 




GI 


none 


Score 


128 




Exons 


3042.. 3140, 3144. .3800, 3216. 


.3677, 3280. .3801, 3912. .4070 






3918. .3983, 3990 .. 4133, -414 9 . 


.4358, 4165. .4356 




Seq. No. 


9351 


Seq. ID 


OJ991020_07.0202.C9 




Gene No. 


19996 


Strand 






Start 


3039 


End 


4719 




Name 


OJ991020 07.0202.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


3051 


End 


4370 



9861 



m 



GI 


none 


Score 


230 




Exons 


3051. .3137, 3144. .3692, 3277. .3684, 3715. .3801, 


3720. .3800, 




3918. .4115, 3921. .4070, 4140. .4370 






Seq. No. 


9352 


ocrv^ • XL/ 


OJ991020_ 


07. 0202. CIO 


OCilC IN (J. 


19997 




+ 




Start 


2967 




3280 




Name 


OJ991020 07 0202 CIO ol as 




GENSCAN 




Start 


2967 ~ 




3280 




GI 


none 


Score 


.81 




Exons 


2967. .3098, 3158. .3280 ^ 








Seq. No. 


9352 


9prT TD 

■ J- 


OJ991020_ 


_07. 0202. CIO 




19998 


O L. i. CLl 


- 




Start 


3313 




4443 




Name 


OJ99in2n 07 0202 no o2 rf«! 




GENSCAN 




Start 


3313 ~ 


FnH 


4443 




GI 




Score 


.93 




Exons 


3313.. 3461. 4309 4443 








Seq. No. 


9353 


Seq. ID 


OJ991020_ 


_07.0202.C12 


Gene No. 


19999 




+ 




Start 


•.J <J *3 ^ 


FnH 


6791 




Name 


0.7991020 07 0202 PI 2 r>1 rrr* 




AAT/GAP 




Start 


4 72 S ~ ■ 


FnH 


4979 




GI 


61605 3 R1084 




367 




Exons. 


4725 ~4979 








GI Descrip. 


•1402920/emb|CAA66965| 2,0e 


-20 (X98321) 


peroxidase [Arabidopsis 




thaliana] ' 








Seq. No. 


9353 
^ J J J 




OJ991020 


_07.0202.C12 




1 9999 


q+- T-anH 
OCX dlXU 


+ 




Start 


5542 


FnH 


6791 




Name 


OJ991020 07 0202 ri2 o2 ns 




GENSCAN 




Start 


5542 ~ 


FnH 


6791 




GI 


none 


Score 


.78 




Exons 


5542. .5620, 6430. .6791 








Seq. No. 


9353 


^eq. ID 


OJ991020_ 


07.0202.C12 


Gene No. 


20000 


Strand 


+ 




Start 


T 4009 


End 


16749 




Name 


^ O.T991020 07 0202 C^9 o5 n<z 


Method 


GENSCAN 




Start 


14009 ~ 


End 


16749 




GI 




Score 


.54 




Exons 


1 400Q 140Qfi 1474Q 1 SI 74 


15560. .15714, 15745. 


.15915, 




16000. .16077, 16134. .16375, 


16634. .16749 




Seq. No. 


9353 


Seq. ID 


OJ991020_ 


07.0202.C12 


Gene No. 


20001 


Strand 






Start 


1227 


End 


2894 




Name 


OJ991020 07.0202.C12.ol.qs 


Method 


GENSCAN 




Start 


1227 


End 


2894 




GI 


none 


Score 


.96 




Exons 


1227. .2894 









Seq. No. 
Gene No. 



9353. 
20002 



Seq. ID OJ991020_07.0202.C12 
Strand 



9862 




start 


5347 










End 


14557 




Name 


OJ991020 07 


.0202. 


C12.02 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1308 










End 


1919 




GI 


none 










Score 


97 




Exons 


1308. . 


1760, 


1401. 


.1661, 


1623. 


.1919 






Seq. No. 


9353 










Seq. ID OJ991020 


_07.0202.C12 


Gene No. 


20002 










Strand 






Start 


5347 










End 


14557 




Name 


OJ991020 07 


.0202. 


C12.02 


tc 


Method 


TBLASTX: 


Cress 


Start 


1419 










End 


2270 




GI 


none 










Score 


75 




Exons 


1419. . 


1583, 


1446. 


.1814, 


1563. 


.1922, 


1575. .1757, 


1635. .1877, 




1755. . 


1919, 


1845. 


.1919, 


1905. 


.2189, 


1942. .2076, 


1944. .2156, 




1947. . 


2156, 


1959. 


.2135, 


1986. 


.2156, 


2139. .2267, 


2145. .2270, 



2163. .225,8 



Seq. No. • 9353 

Gene No. 20002 

Start 5347 . 

Name OJ991020_07 . 0202 .012 . o2 

Start 1482 

GI none 

Exons . 1482.. 1760, 1482.-1763, 
1692. .1919, 1935. .2126, 



.Seq. ID OJ991020_07.0202.C12 
Strand 

End 14557 

.tm- Method TBLASTX :Maize 

End 2126. 

Score 298 . 
1484.. 1762, 1495.. 1764, 1587 . ..1874 , 
1947. .2075 



Seq. No. ^ 9353 , 

Gene No. ' 20002 
Start 5347 

Name OJ991020_07 . 0202 .C12 . ol . ts 

Start 1953 
GI none 

Exons 1953.. 2108, 1953.. 2108, 1954. 

2163. .2240 



Seq. ID OJ991020_07.0202.C12 
Strand 

End 14557 

Method TBLASTX : Soybean 

End 2240 

Score 74 

.2109, 2106. .2228, 2107. .2217, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9353 Seq. ID 

20002 - Strand 

5347 End 
OJ991020_07 . 0202 . C12 . ol . tm Method 

2188 ' End 

none Score 

2188. .2502, 2190. .2684, 2490. .2657 



OJ991020_07 . 0202 . C12 
14557 

TBLASTX: Maize 

2684 

364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9353 
20002 
5347 

OJ991020_07.0202.C12.o2.np 
5347 
6063554 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020 07.0202.C12 



14557 
AAT/NAP 
8910 
394 

5347. .5521, 6169. .6196, 6401. .6635, 6695. .6963, 8880. .8910 
{AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



9353 

20002 

•5347 



Seq. ID 

Strand 

End 



OJ991020 07.0202.C12 



14557 



9863 



Name 


OJ991020 07.0202.C12.o3.np 


Method 


AAT/NAP 




Start 


6533 


End 


14557 




GI 


6729030 


Score 


265 




Exons 


6533.. 6586, 9823.. 10020, 10081 .. 10626, 


14442. .14557 




GI Descrip. 




zinc finger protein ATL6 






[Arabidopsis thaliana] 








Seq. No. 


9353 


Seq. ID 


OJ991020_07.0202 


.C12 


npnp No 


20002 


Strand 


- 




Start 


5347 


End 


14557 




Name 


OJ991020 07.0202.C12.o3.gs 


Method 


GENSCAN 




Start 


7722 


End 


8235 




GI 


none 


Score 


.92 




Exons 


7722.. 7801, 8154.. 8235 








Seq. No. 


9353 


Seq. ID 


OJ991020_07.0202 


.C12 


Gene No. 


20002 


Strand 






Start ■ 


5347 


End 


14557 




Name 


OJ991020 07.0202.C12.o3.gp 


Method 


AAT/GAP 




Start 


8592 


End 


9303 




GI 


50560-13 


Score 


1356 




Exons 


8592.. 9303 








GI Descrip. ' 


5803242/dbj |AP000399.1iAP000399 6.0e-60 Oryza sativa genomi 




DNA, chromosome 6, clone : P0535G04 






Seq. No. 


9353 


Seq. ID 


OJ991020_07.0202 


,C12 




20002 


Strand 






Start 


5347 


End 


14557 




Name 


OJ991020 07.0202.C12.o4.gs 


Method 


GENSCAN 




Start 


9472 


End 


10764 




GI 


none 


Score 


.99 




Exons 


9472. .10764 








Seq. No. 


9353 


Seq. ID 


OJ991020_07.0202 


.C12 


Hpne No 


20002 


Strand 






Start 


5347 


End 


14557 




Name 


OJ991020 07.0202.C12.o4.tm 


Method 


TBLASTX: Maize 




Start 


9856 


. End 


10187 




GI 


none 


Score 


110 




Exons 


9856.. 9948, 9856.. 9996, 9985 


..10140, 9986. .10147, 10128 


. .10 


Seq. No. 


9353 


Seq. ID 


OJ991020_07.0202 


.C12 




20002 


Strand 






Start 


5347 


End 


14557 




Name 


OJ991020 07.0202.C12.o3.ts 


Method 


TBLASTX: Soybean 




Start 


10198 


End 


10344 




GI 


none 


Score 


92 




Exons 


10198. .10344, 10214. .10339 








Seq. No. 


9353 


Seq. ID 


OJ991020_07.0202 


.C12 


Gene No. 


20002 


Strand 






Start 


5347 


End 


14557* 




Name 


OJ991020 07.0202.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


10201 


End 


10557 




GI 


none 


Score 


100 




Exons 


10201. .10341, 10201. .10374, 


10214. .10363, 10360. .10437, 





10519. .10557 



9864 




O C LJ^ ■ Ly\J 9 


^ J *j J 


Seq. ID 


OJ991020_07. 


0202. 


C12 


Gene No. 


20002 


Strand 








Start 


5347 


- End 


14557 






Name 


OJ991020 07.0202.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


10201 


End 


10357 






GI 


none 


Score 


126 






Exons 


10201. .10347, 10201. .10356, 


10214. .10357 






O C ^ • IN • 


9354 


Seq. ID 


OJ991020_b7. 


0202. 


C13 


Gene No. 


20003 


Strand 


+ 






Start 


1 


End 


117 






Name 


OJ991020 07.0202.C13.ol.gp 


J. IC? L. 1 l\J\Ji 


AAT /CAP 






Start 


1 


End 


117 






GI 


none 


Score 


171 






Exons 


1. .117 












J J J *i 


Seq. ID 




0202. 


C13 


Gene No. 


20004 


Strand 








Start 


138 


End 


595 






Name 


OJ991020 07.0202.C13.o2.gp 


Method 


AAT /GAP 






Start 


138 


End 


J ^ J 






GI 


none 


Score 








Exons 


138.. 595 










Seq. No. 


9354 


Seq. ID 




0202. 


013 


Gene No. 


20005 


Strand 








Start 


888 


End 


1079 






Name 


OJ991020 07.0202.C13.o3.gp 


Method 


AAT /GAP 






Start 


888 


End 


1079 






GI 


7223 1.R1084 


Score 


336 






Exons 


888. .1079 










GI Descrip. 


'5669654/gb|AAD46412.1|AF096262 1 6.0e 


-09 {AF096262 


) ER6 


\ protein 




[Lycopersicon esculentum] ' 










Seq. No. 


9355 


Seq. ID 


OJ991020_07. 


0202. 


C14 




20006 


Strand 


+ 






Start 


2590 


End 


.16261 






Name 


OJ991020 07.0202.C14.o2.gs 


Metfiod 


GENSCAN 






Start 


2590 


End 


6854 






GI 


none 


Score 


.51 






Exons - 


2590.. 2592, 2961.. 3160, 3317 


..4226, 5797. .6176, 6430. .6683, 




6697. .6854 










Seq. No, 


9355 


Seq. ID 


OJ991020_07. 


0202. 


C14 


Gene No. 


20006 


Strand 


+ 






Start 


2590 


End 


16261 






Name 


OJ991020 07.0202.C14.o2.np 


Method 


AAT /NAP 






Start 


5518 


End 


16261 






GI 


6721516 


Score 


604 






Exons 


5518.. 5664, 8507.. 8596, 10595 .. 10653, 


11406. .11532, 








12723. .12963, 13378 .. 13701, 


16065. . 162 


61 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9355 


Seq. ID 


OJ991020_07. 


0202. 


C14 


Gene No. 


20006 


Strand 


+ 






Start 


2590 


End 


16261 







9865 




Name 


OJ991020 07.0202.C14.o4.gs 


Method 


GENSCAN 






Start 


11493 


End 


14850 






GI 


none 


Score 


.7 






Exons 


11493. .11603, 12212. .12483, 


13402. .13675, 14045 .. 14 428 , 






14'&45. .14850 










Seq. No. 


9355 


Seq. ID 


OJ991020_07. 


0202 


.C14 


Gene No. 


20007 


Strand 


+ 






Start 


20625 


. End 


20852 






Name 


OJ991020 07. 0,202. C14.o3.np 


Method 


AAT/NAP 






Start 


20625 


End 


20852 






GI 


5295978 


Score 


256 






Exons 


20625. .20852 










GI Descrip. 


(AB003322) MADS box-like protein [Oryza sativa] 






Seq. No. 


9355 


Seq. ID 


OJ991020_07. 


0202 


.014 


Gene No. 


20008 


Strand 








Start 


475 


End 


1921 






Name 


OJ991020 07.0202.C14.ol.gp 


Method 


AAT/GAP 






Start 


469 


End 


1279 






GI 


7223 1.R1084 


Score 


484 






Exons 


469. .529, 759. .792, 1099. .1279 








GI Descrip. 


• '5669654/gb|AAD46412.1| AF096262 1 6.0e 


1-09 {AF096262) ER6 proteii 




[Lycopersicon esculentum] 










Seq. No. 


9355 


Seq. ID 


OJ991020_07. 


0202 


.C14 


Gene No. 


20008 


Strand 


- 






Start 


475 


End 


1921 






Name 


OJ991020 07.0202.C14.ol.np 


Method 


AAT/NAP 






Start 


469 


End 


1186 






GI 


2104959 


Score 


142 






Exons 


469. .529, 759. .792, 1099. .11 


86 








GI Descrip. 


(U96925) immunophilin [Vicia 


faba] 








Seq. No. 


9355 


Seq. ID 


OJ991020_07. 


0202 


.C14 




20008 


Strand 








Start 


475 


. End 


1921 






Name 


OJ991020 07.0202.C14.ol.gs 


Method 


GENSCAN 






Start 


475 


End 


1921 






GI 


none 


Score 


.78 






Exons 


475. .529, 759. .792, 1099. .1269, 1885.. 


1921 






Seq. No. 


9355 


Seq. ID 


OJ991020_07. 


0202 


.C14 


Gene No. 


20009 


Strand 








Start 


4888 


End 


7889 






Name 


OJ9910'20 07.0202.C14.o2.gp 


Method 


AAT/GAP 






Start 


4888 


End 


7889 






GI 


427820 


Score 


747 






Exons 


4888. .5193, 7809. .7889 










GI Descrip. 


5669654/gb|AAD4 6412.1|AF0962 


62_1 6.0e- 


09 (AF096262) 


ER6 


protein 




[Lycopersicon esculentum] 










Seq. No. 


9355 


Seq. ID 


OJ991020_07. 


0202 


.C14 


Gene No. 


20010 


Strand 








Start 


7805 


End 


8447 






Name 


OJ991020 07.0202.C14.o3.gs 


Method 


GENSCAN 






Start 


7805 


End 


8447 







9866 




GI 


none 








Score 


.73 


Exons 


7805. .7927, 


8016, 


. .8119, 


8258. 


.8447 




Seq. No. 


9355 








Seq. ID 


OJ991020_07.0202.C14 




20011 












Start 


16026 








End 


16505 


Name 


OJ991020 07 


.0202, 


,C14.o5 


.gs 


Method 


GENSCAN 


Start 


16026 








End 


16505 


GI 


none 








Score 


.43 


Exoi)s 


16026. .16505 










Seq. No. 


9355 








Seq. ID 


OJ991020_07.0202.C14 


Gene No. 


£.\J \J ^ £, 








Strand 




o Car L 


o o o 








End 


20828 


Name 




0909 


C14.01 


.tm 


Method 


TBLASTX: Maize 


Start 










End 


8459 


GI 










Score 


77 


Exons 




t^l 1 


.'5204, 


5128. 


.5196, 7808. .7927, 7809. .7928, 




7992. .8114, 


7993. 


.8133, 


8208. 


.8456, 8256.. 8459 


Seq. No. 


-7 J J O 








Seq. ID 


OJ991020_07.0202.Ci4 




^ U U 1 z 








Strand 




Start 










End 


20828 


Name 


n.TQQi n9n n7 


0909 


C14.02 


.ts 


Method 


TBLASTX: Soybean 


Start 










End 


6177 


GI 


none 








Score 


149 


Exons 


5839. .6003, 


5925. 


.6002, 


6040. 


.6129, 6048. .6098, 6097. . 6177 


Seq- No. 


J J J 








Seq. ID 


OJ991020_07.0202.C14 




9nm 9 








Strand 




Start 


^ u ^ ^ o 








End 


20828 


Name 


n TQQ1 09 0 07 


0 909 


C14.03 


.tc 


Method 


TBLASTX: Cress 


Start 


Rft ^Q ~~ 








End 


6105 


GI 


none 








Score 


156 


Exons 




R Q9 R 


.5999, 


6043. 


.6105 




Seq. No. 


9355 








Seq. ID 


OJ991020_07.0202.C14 


OCilC iNvJ . 


9001 9 








Strand 




Start 


on c -3 o 








End , 


20828 


Name 


O TQQ1 09 0 07 


0 9 09 


C14.05 


. tm 


Method 


TBLASTX: Maize 


Start 


5839 








End 


6177 


GI 


none 








Score 


147 


Exons 


5839. .6003, 


5925. 


.6002, 


6040. 


.6105, 6048. .6098, 6097.. 6177 


Seq. No. 


9355 








Seq. ID 


OJ991020_07.0202.C14 


Gene No. 


20012 








Strand 






20533 








End 


20828 


Name 


OJ991020 07. 


0202. 


C14.01 


.tc 


Method 


TBLASTX: Cress 


Start 


7817 








End 


8465 


GI 


none 








Score 


59 


Exons 


7817. .7906, 


7818. 


.7919, 


7874. 


.7927, 7990. .8133, 7992. .8114, 




8256. .8336, 


8256. 


.8345, 


8352. 


.8465, 8373. .8438 


Seq. No. 


9355 








Seq. ID 


OJ991020_07.0202.C14 


Gene No. 


20012 








Strand 




Start 


20533 








End 


20828 


Name 


OJ991020 07. 


0202. 


C14.01. 


.ts 


Method 


TBLASTX : Soybean 



9867 





Start 


8016 


End 


8438 




GI 


none 


Score 


94 




Exons 


8016. .8129, 8023. .8133, 8253. .8336, 8256.. 8339, 8349. .8438 




Seq. No. 


9355 


Seq. ID 


OJ991020_07.0202.C14 




Gene No. 


20012 


Strand 






Start 


^ ^ ^ 


End 


20828 






OJ991020 07 0202 C14 o2 tm 


Method 


TBLASTX: Maize 




Start 


11779 ~ 


End 


19793 




GI . 


none 


Score 


54 




Exons 


11779 11844 11782 11826 


11880. .11912, 11924. .12121, 






11927 12124 12019 12126 


19571. .19633, 19632. .19721, 






19725. .19793 








Seq. No. 


9355 


Seq. ID 


OJ991020_07. 0202.C14 




Gene No. 


20012 


Strand 








20533 


End 


20828 




Name 


OJ991020 07 0202 ri4 o4 tm 


Method 


TBLASTX: Maize 




Start 


1 R2SR ~ 


End 


18552 




GI 


■pi o n o 


Score 


77 




Exons 


1825ft 1ft^5Q lft2Q5 lft^51 


18396. .18449, 18401 18550 , 






18406 18456 18441 18551 


18442.. 18552 




Seq. No. 


9355 


Seq. ID 


OJ991020_07. 0202,014 




Gene No. 


20012 

^ vj X ^ 


Strand 




Q 


Start 




End 


20828 


i-i t 


Name 


DJQQl n2n 07 0202 ri 4 an 


Method 


AAT/GAP 


fu 


Start 


205'^'^ ~ 
^ -J -J 


End 


20811 


i- -i 


GI 


1 2 1 Rl 084 

X ^ X . l\X V./ o ^ 


Score 


526 




Exons 


205^'^'^ 2081 1 








GI Descrip. 


•5295978/dbj IBAA81880.il 1. 


Oe-104 (AB003322) MADS box-like 


ry 




protein [Oryza sativa] ' 








Seq. No. 


9355 


Seq. ID 


OJ991020_07. 0202.014 






20012 


Strand 






Start 


^ U J J o 


End 


20828 


'i 


Name . 


OJ991020 07 0202 C14 o3 tm 


Method 


TBLASTX: Maize 




Start 


20648 ~ 


End 


20806 


Q 


GI 


none 


Score 


82 


t' 


Exons 


20648. .20806, 20663 20716, 


20676. .20804 


!"i 


Seq. No. 




Seq. ID 


OJ991020_07. 0202.014 






90019 


Strand 






Start 


205^^ 

^ U »J J J 


End 


20828 




Name 


O.T<^Ql 020 07 0909 C^ d r>9 tn 


Method 


TBLASTX :Oress 




Start 


^ U D J ft 


End 


20828 




GI 


none 


Score 


194 




Exons 


20654. .20806, 20676.. 20828 








Seq. No. 


9356 


Seq. ID 


OJ991020_07. 0202. 015 




Gene No. 


20013 


Strand 


+ 




Start 


439 


End 


4867 




Name 


OJ991020 07.0202.C15.ol.gp 


Method 


AAT/GAP 




Start 


439 


End 


4867 




GI 


12 1.R1084 


Score 


1493 




Exons 


439. .462, 1571. .1652, 2328. 


.2389, 2513 


..2612, 2689. .2730, 



3577., 3618, 3709.. 3863, 4514.. 4867 



9868 



GI Descrip. ' 5295978/dbj | BAA81880 . 1 t l.Oe-104 (AB003322) MADS box-like 
protein [Oryza sativa] * 



O C (.j^ • IN • 


^ J J D 








Seq. ID 


OJ991020_ 




Gene No. 


20013 








Strand 


+ 




Start 


439 








End 


4867 




Name 


OJ991020 07 


.0202 


.C15.01. 


-np 


Method 


AAT/NAP 




Start 


1568 








End 


4535 




GI 


5295978 








Score 


631 




Exons 


1568... 1652, 


2328 


. .2389, 


2513. 


.2612, 2689.. 2730, 


3577. .3618, 




3709. .3863, 


4514 


. .4535 










GI Descrip. 


(AB003322) 


MADS 


box-like protein [Oryza sativa] 




Seq. No. 


9356 








Seq. ID 


OJ991020_ 


_07. 0202. 015 


Gene No. 


20013 








Strand 


+ 




Start 


439 








End 


4867 




Name 


OJ991020 07 


.0202 


. LiO . Oi . 


,gs 


Method 


GENSOAN 




Start 


1575 








End 


4746 




GI 


none 








Score 


.76 




Exons 


1575. .1652, 


2328 


. .2389, 


2513. 


.2612, 2689. .2730, 


3577. .3618, 




o / u y . . OO OO / 




. . 4746 










Seq. No. 


" 9356 








Seq. ID 


OJ991020_ 


_07. 0202. 015 


Gene No. 


20014 








Strand 


+ 




Start 


7939 








End 


10557 




Name 


OJ991020 07 


.0202 


.G15.03. 


gs 


Method 


GENSOAN 




Start 


7939 








End 


10395 




GI 


none 








Score 


.77 




Exons 


7939. .8286, 


9895 


. .10395 












9356 








Seq. ID 


OJ991020_ 


_07. 0202.015 


Gene No. 


. 20014 








Strand 


+ 




Start 


7939 








End 


10557 




Name 


OJ991020 07 


.0202 


.015. o2. 


np 


Method 


AAT/NAP 




Start 


8026 






End 


10557 




GI 


5306252 








Score 


853 




Exons 


8026. .8196, 


9895 


. .10435, 


10539. . 10557 






GI Descrip. 


(AC006438) ] 


putative cyclophilin-type peptidyl-prolyl cis-trans 




isomerase [Arabidopsis thaliana] 






Seq. No. 


9356 








Seq. ID 


OJ991020_ 


_07. 0202. 015 


Gene No. 


20015 








Strand 






Start 


6642 








' End 


7223 




Name 


OJ991020 07 


.0202 


.015.03. 


tm 


Method 


TBLASTX: Maize 


Start 


1524 








End 


4748 




GI 


none 








Score 


141 




Exons 


1524. .1670, 


1571 


. .1651, 


2301. 


.2396, 2321. .2389, 


2472. .2612, 




2510. .2614, 


2511 


. .2612, 


2515. 


.2622, 2516.. 2626, 


2518. .2622, 




2686. .2745,' 


2687 


. .2716, 


2789. 


.2896, 3574. .3621, 


3574. .3621, 




3708. .3746, 


3756 


. .3818, 


3765. 


.3827, 3767.. 3835, 


3819. .3863, 




3824. .3874, 


3825 


. .3869, 


4512. 


.4538, 4515. .4538, 


4626. .4682, 




4639. .4686, 


4641 


. .4685, 


4'682. 


.4747, 4683. .4748, 


4685. .4744 


Seq. No. 


9356 








Seq. ID 


OJ991020_ 


_07. 0202. 015 


Gene No. 


20015 








Strand 






Start 


6642 








End 


7223 




Name 


OJ991020- 07 


.0202 


.015. o2. 


gs 


Method 


GENSOAN 





9869 



start 


6642 






End 


7223 




GI 


none 






Score 


.6 




Exons 


6642. .6778, 


6862. 


.7051, 7149. 


.7223 






Seq. No. 


9356 






Seq. ID 


OJ991020_07.0202 


.015 




20016 






q-j- rand 






Start 


8029 






End 


10399 




blame 


OJ991020 07. 


0202. 


C15.o2.tm 


Method 


TBLASTX: Maize 




Start 


8029 






End 


9930 




GI 


none 






Score 


254 




Exons 


8029. .8196, 


8031. 


.8201, 9892. 


.9930 






Seq. No. 


9356 






Seq. ID 


OJ991020_07.0202 


.C15 




20016 






Strand 






Start 


8029 






End 


10399 




Name 


OJ991020 07. 


0202. 


C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8032 






End 


10182 




GI 


none 






Score 


160 




Exons 


8032. .8163, 


8047. 


.8142, 8112. 


.8162, 9892. .10182, '9975. . 


10181 


Seq. No. 


9356 






Seq, ID 


OJ991020_07.0202 


.015 


Gene No. 


20016 






Strand 






Start 


8029 






End 


10399 




Name 


OJ991020 07. 


0202. 


C15.ol.tc 


Method ■ 


TBLASTX: Cress 




Start 


8041 






End 


10250 




GI 


none 






Score 


67 




Exons 


8041. .8109, 


8047. 


,8112, 8106. 


.8159, 8113. .8163, 8189. .8281, 




9892. .10242, 


9975 


u .10250 








Seq, No. 


9356 






Seq. ID 


OJ991020_07 .0202 


.015 


f^^n^ No 


20016 






Strand 






Start 


8029 






End 


10399 




Name 


OJ991020 07. 


0202. 


C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8065 






End 


10245 




GI 


none 






Score 


116 




Exons 


8065. .8160, 


8106. 


.8159, 9892. 


.10245, 9913.. 10164, 9978. 


. 1024 


Seq. No. 


9356 






Seq. ID 


OJ991020_07.0202 


.015 


die 1>) \J * 


20016 






Strand 






start 


8029 






End 


10399 




Name 


OJ991020 07. 


0202. 


C15.01. tm 


Method 


TBLASTX: Maize 




Start 


9965 






End 


10399 




GI 


none 






Score 


243 




Exons 


9965. .10321, 


9965 


. .10183, 9973. .10395, 


9975. .10394, 10247. .li 


Seq. No. 


9357 






Seq. ID 


OJ991020_07.0202 


.016 




?nm 7 
\j 1. 1 






Strand 


+ 




Start 


1 






End 


2285 




Name 


OJ991020 07. 


0202. 


C16.ol.gs 


Method 


GENSCAN 




Start 


7 






End 


1131 




GI 


none 






Score 


.75 




Exons 


7 . . 12, 376. . 


480, 


763. .838, 1007. .1131 






Seq. No. 


9357 






Seq.. ID 


OJ991020_07.0202 


.016 


Gene No. 


20017 






Strand 


+ 




Start 


7 






End 


2285 




Name 


OJ991020 07. 


0202. 


C16.ol.np 


Method 


AAT/NAP ■ 





9870 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name , 
Start 
GI 

Exons 



128 End 2285 

5306252 Score 160 

128. .180, 376. .480, 763. .838, 915. .965, 2130. .2285 

(AC006438) putative cyclophilin-type peptidyl-prolyl cis-trans 

isomerase [Arabidopsis thaliana] 



9357 

20018 

1952 

OJ991020_07.0202.C16.o2.tw 

126 

none 



Seq. ID OJ991020_07.0202.C16 
Strand 

6636 

TBLASTX: Wheat 
1125 



End 

Method 
End 
Score 



87 



126. .182, 126. .179, 378. .482, 379. .495, 380. 
754. .840, 762. .839, 907. .957, 908. .958, 915. 
1034. .1123 



493, 436, .495, 
959, 1015. .1125, 



Seq. No. 9357 Seq. ID OJ991020_07 . 0202 . C16 

Gene No. 20018 Strand 

Start 1952 End 6636 

Name OJ991020_07 . 0202 . C16 . ol . gp Method AAT/GAP 

Start 1952 End 2584 

GI uC-osroM202004d04a2 Score 998 

Exons 1952.. 2280, 2405.. 2584 

GI Descrip. ' 3297818/emb | CAA19876 . 1 | l.Oe-27 (AL031032) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 9357 
Gene No. 20018 
Start 1952 

Name OJ991020__07 . 0202 .C16. ol . tm 

Start 2104 
GI none 
Exons 2104 

2156 

2656 

2866 

3870 



..2127, 2153.. 2212, 2154 

..2284, 2404. .2568, 2408 

..2772, 2657. .2785, 2688 

..2985, 2891.. 2986, 3355 

..4055, 3870.. 4082, 3872 



Seq. ID OJ991020_07.0202.C16 
Strand 

End 6636 

Method TBLASTX : Maize 

End 4084 

Score 7 6 
.2282, 2155.. 2283, 2155.. 2283, 
.2584, 2408. .2584, 2412. .2585, 
.2786, 2850. .2987, 2864. .2989, 
.3486, 3357. .3488, 3357. .3488, 
.4084, 3872. .4084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9357 

20018 

1952 

OJ991020_07.0202.C16.o2.gs 

2157 

none 

2157. .2280, 2405. .2583, 2663. 
3875. .4158, 4660. .4971, 5085. 

9357 

20018 

1952 

OJ991020_07.0202.C16.o2.np 
2160 
3297818 
2160. .2280, 
3875. .4158, 



2405. .2583, 
4660. .4971, 



2663. 
5179. 



Seq. - ID 
Strand 
End 

Method 
End 
Score 

.2770, 2864 
.5217 



OJ991020 07.0202.C16 



6636 
GENSCAN 
5217 
. 92 

2986, 3357. 



.34^, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2770, 2864. 
.5317, 6580. 



OJ991020_07.0202.C16 

6636 
AAT/NAP 
6636 
894 



.2986, 
.6636 



3357. .3485, 



GI Descrip. {AL031032) putative protein [Arabidopsis thaliana] 



9871 



Seq. No, 


9357 




Seq, ID 


OJ991020_07 .0202.C16 


Gene No . 


20018 




Strand 




Start 


1952 




End 


6636 


Name 


OJ991020 07.0202.C16.o2. 


gp 


Method 


AAT/GAP 


Start 


4126 




End 


5228 


GI 


none 




Score 


926 


Exons 


4126.. 4158, 4660. .4971, 


5085. 


.5228 




Seq. No. 


9357 




Seq. ID 


OJ99102b_07 ,0202.C16 


Gene No. 


20018 




Strand 




Start 


1952 




End ' 


6636 


Naiue 


OJ991020 07.0202.C16.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4701 




End 


5220 


GI 


none 




Score 


102 


Exons 


4701. .4784, 4705. .4803, 


4706. 


.4804, 4706. .4804, 4801. .4863, 




4802. .4861, 4889. .4969, 


4895. 


.4972, 5083. .5220, 5149. .5217, 




5166. .5219 








Seq. No. 


9357 




Seq. ID 


OJ991020_07.02b2.C16 


Gene No. 


20018 . 




Strand 




Start 


1952 




End 


. 6636 


Name 


OJ991020 07.0202.C16.pl. 


tw 


Method 


TBLASTX: Wheat . 


Start 


4802. 




End 


5226 


GI 


none 




Score 


71 


Exons 


4802. .4867, 4804. .4866, 


4887. 


.4973, 4£ 


95. .4972, 5083. .5226, 




5149. .5217 








Seq. No. 


9358 




Seq. ID 


OJ991020_07.0202.C17 


Gene No. 


20019 




Strand 




Start 


1 




End 


602 


Name 


OJ991020 07.0202.C17.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


602 


GI 


5051781 




Score 


524 


Exons 


1. .602 








GI Descrip. 


(AL078637) transport inhibitor response-like protein 




[Arabidopsis thaliana] 








Seq. No. 


9358 




Seq. ID 


OJ991020_07.0202.C17 




20019 




Strand- 




Start 


1 




End 


602 


Name 


OJ991020 07.0202.C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


150 




End 


590 


GI 


none 




Score 


115 


Exons 


150. .488, 153. .590, 163, 


,546 






Seq. No. 


9358 




Seq. ID 


OJ991020_07.0202,C17 


Gene No. 


20019 




Strand 




Start 


1 




End 


602 


Name 


OJ991020 07.0202.C17.ol. 


gp 


Method 


AAT/GAP 


Start 


154 




End 


326 


GI 


41080 1.R1084 




Score 


294 


Exons 


154. .326 








GI Descrip. 


'5051781/emb ICAB45074.il 


2.0e 


-36 (AL078637) transport inhib. 




response-like protein [Arabidopsis thaliana] ' 


Seq. No. 


9358 




Seq. ID 


OJ991020_07.0202.C17 


Gene No. 


20019 




Strand 





9872 



.SCI 



"-■■J 

-I 



Start 


1 


End 


602 


Name 


OJ991020 07.0202.C17.ol.ts 


Method 


TBLASTX: Soybean 


Start 


207 


End 


602 


GI 


none 


Score 


242 


Exons 


207. .602, 208. .600 






Seq. No. 


9358 


Seq. ID 


OJ991020_07.0202.C1 




z U U 1 ^ 


Strand 




Start 


1 


End 


602 


Name 


OJ991020 07.0202.C17.ol.tm 


Method 


TBLASTX: Maize 


Start . . 


351 


End 


602 


GI 


none 


Score 


128 


Exons 


351. .503, 351. .602, 352. .600 






Seq. No. 


.9359 


Seq. ID 


OJ991210_07.0211.C1 


Gene No. 


20020 


Strand 


+ 


Start 


815 


End 


1043 


Name 


OJ991210 07.0211.Cl.o2.gp 


Method 


A AT /HAP 


Start 


815 


End 


1043 


GI 


3761181 


Score 


. 335 


Exons 


815. .1043 






GI Descrip. 


4521193/dbj IAB013450.1IAB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


9359 


Seq. ID 


OJ991210 07. 0211. CI 


Gene No. 


20021 


Strand 


- 


Start 


1588 


End 


4030 


Name 


OJ991210 07.0211.Cl.ol.gp 


Method 




Start 


701 


End 


806 


GI 


5816518 


Score 


155 


Exons 


701. .806 






GI Descrip. 


4 521193/dbj | AB0134 50 . 1 | AB0134 


50 3.0e-^ 


4 0 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


9359 


Seq. ID 


OJ991210_07.0211.C1 




20021 


Strand 




Start 


1588 


End 


4030 


Name 


OJ991210 07.0211.Cl.ol.gs 


Method 


GENSCAN 


Start 


1588 


End 


4030 


GI 


none 


Score 


.55 


Exons 


1588. .1724, 2165. .2210, 2294. 


.2394, 3319. .3417, 3880. .4030 


Seq. No. 


9360 


Seq. ID 


OJ991210_07.0211.C2 


Gene No. 


20022 


Strand 


+ 


Start 


5788 


End 


10149 


Name 


OJ991210 07.0211.C2.o2.np 


Method 


AAT/NAP 




. 5711 


End 


10149 


GI 


4895186 


Score 


1379 


Exons 


5711. .5730, 7539. .7611, 7699. 


.7769, li 


345. .7933, 8016. .8148, 




8242.. 8471, 8577.. 9053, 9126. 


.9320, 10095. .10149 


GI Descrip, 


(AC007 661) similar to axi 1 protein from Nicotiana tabacum 




[Arabidopsis thaliana] 






Seq. No. 


9360 


Seq. ID 


OJ991210 07. 0211. C2 


Gene No. 


20022 . 


Strand 


+ 


Start 


5788 


End 


10149 


Name 


OJ991210 07.0211.C2.o2.gs 


Method 


GENSCAN 



9873 





Start 


5788 






End 


9763 




GI 


none 






Score 


.44 




Exons 


5788. .6363, 


7680 


..7769, 7845. 


.7933, 8577.. 9053, 9126.. 9312, 






9734. .9763 












Seq. No. 


9360 






Seq. ID 


OJ991210_07.0211.C2 




Gene No. 


20023 






Strand 


- 






341 






End 


4764 




Name 


OJ991210 07 


.0211 


.C2.ol.gs 


Method 


GENSCAN 




start 


341 






End 


4764 




GI 


none • 






Score 


.72 




Exons 


341. .549, 1137.. 


1389, 1610.. 1865, 1952 


..2282, 2649. .2864, 






4653. .4764 












Seq. No. 








Seq. ID 


OJ991210_07.0211.C2 




Gene No. 


20024 






Strand 






Start 


7536 






End 


9054 




Name 


OJ991210 07 


.0211 


.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


7536 






End 


8766 




GI 


none 






Score 


47 




Exons 


7536. .7589, 


7545 


..7589, 7712. 


.7768, 7713. .7772, 7845. .7928, 






7845. .7883, 


8007 


..8150, 8014. 


-.8181, 824 8. .8481," 8574. .8666, 






8575. .8766, 


8578 


. .8763 






if. 


Seq. No. 


9360 






Seq. ID 


OJ991210_07.0211.C2 


'hi! 


Gene No. 


20024 






Strand 








7536 






End 


9054 


ni 


Name 


OJ991210 07 


.0211 


.C2.o2.ts 


Method 


TBLASTX: Soybean 


:* '* 


Start 


7542 






End 


8181 


=:cF 
i 1 S 


GI 


none 






Score 


87 




Exons 


7542. .7604, 


75-4 8 


. .7589, 7712. 


.7768, 7713. .7772, 7845. .7931, 






7845. .7931, 


7849 


..7932, 8007. 


.8144, 8014. .8181 


IS 


Seq. No. 


9360 






Seq. ID 


OJ991210__07.0211.C2 




Gene No. 


20024 






Strand 








7536 






End 


9054 




Name 


OJ991210 07 


.0211 


.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


8232 






End 


9054 




GI 


none 






Score 


74 




Exons 


8232. .8474, 


8248 


.,8481, 8283. 


.8330, 8385. .8486, 8574. .8648, 






8575. .8646, 


8576 


..8647, 8698. 


.9054, 8715.. 9053, 8893.. 9054 




Seq. No. 


9360 






Seq. ID 


OJ991210_07.0211.C2 




Gene No. 


20024 






Strand 






O UciX U 


7536 






End 


9054 




Name 


OJ991210 07, 


.0211, 


.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


8248 






End 


9054 




GI 


none 






Score 


218 




Exons 


8248. .8481, 


8248, 


..8466, 8574. 


.8666, 8575.. 9054, 8575.. 8676, 






8715. .8858, 


8892, 


. .9053 








Seq. No. 


9360 






Seq. ID 


OJ991210_07-.0211.C2 




Gene No. 


20024 






Strand 






Start 


7536 






End 


9054 




Name 


OJ991210 07, 


,0211. 


.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


8864 






End 


9054 




GI 


none 






Score 


138 



9874 



Exons 

Seq. No. 
Gene No. 
' Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

J Exons 

l[ Seq. No. 
;! Gene No. 
y Start 
'J Name 
Start 
GI 

Exons 



8864. .9049, 8865. .9050, 8865. .9053, 8866. .9054, 8866;. 9054 



9360 

20025 

9124 

OJ991210_07 . 0211 . C2 . o3 . tm 

9124 

none 

9124.. 9312, 9124.. 9258, 9183. 

9360 

20025 

9124 

OJ991210_07.0211.C2.o3.ts 

9124 

none 

9124.. 9288, 9133.. 9306, 9195. 

9361 

20026 

71 

OJ991210_07.0211.C3.ol.gs 
71 

none 

71. .189, 902. .953 



Seq. ID OJ991210_07.0211.C2 
Strand 

End 9312 

Method TBLASTX : Mai ze 

End 9312 

Score 199 
.9296 



Seq. ID OJ991210_07.0211.C2 
Strand 

9312 

TBLASTX: Soybean 
9306 
201 



End 

Method 
End 
Score 
9305 



Seq. ID OJ991210_07.0211.C3 
Strand 

End -9.53^ 

Method GENSCAN 

End 953 

Score .87 



9361 Seq. ID 

20027 Strand 

1253 End 

OJ991210_07 .0211.C3.o2 .gs Method 

1253 End 

none Score 

1253. .1386, 1438. .1728, 2048. .2126 



OJ991210_07.0211.C3 

2126 
GENSCAN 
2126 
.87 



Seq. No. 


9362 




Seq. ID 


OJ991210_ 


07, 


.0211 


.C4 


11 Gene No. 


20028 




Strand 


+ 








J Start 


196 




End 


438 








Name 


OJ991210 07.0211.C4.ol 


.gs 


Method 


GENSCAN 








Start 


196 




. End 


438 








GI 


none 




Score 


.52 








J Exons 


196. .342, 434. .438 














Seq. No. 


9362 




Seq. ID 


OJ991210_ 


07, 


,0211 


.04 


Gene No. 


20029 




Strand 


+ 








Start 


719 




End 


1050 








Name 


OJ991210 07.0211.C4.ol, 


• gp 


Method 


AAT/GAP 








Start 


719 


End 


1050 








GI 


2312654 




Score 


533 








Exons 


719.. 1050 














Seq. No. 


9362 




Seq. ID 


OJ991210 


07. 


0211 


.C4 


Gene No. 


20030 




Strand 


+ 








Start 


1091 . 




End 


2863 








Name 


OJ991210 07.0211.C4.ol. 


.np 


Method 


AAT/NAP 








Start 


1091 




End 


2863 








GI 


4388718 




Score 


67 








Exons 


1091.. 1352, 2819.. 2863 















9875 



GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



{AC006413) putative Ty3-gypsy-like retroelement pol polyprotein 
[Arabidopsis thaliana] 



9362 

20031 

641 

OJ991210_G7.0211.C4.o2.gs 

641 

none 

641. .725, 2035. .2147 



Seq. ID OJ991210_07.0211.C4 
Strand 

End 2147 

Method GENSCAN 

End 2147 

Score .73 



9363 
20032 
437 

OJ991210_07.0211.C6.ol.gp 
437 

14962_1.R1084 
437. .580, 1099. .1497 

'3861402/emb|CAA15301 I 5.0e-12 (AJ235273) 50S RIBOSOMAL PROTEIN 
L33 (rpmG) [Rickettsia prowazekii] * 



Seq. ID OJ991210_07.0211.C6 

Strand + 

End 1497 

Method AAT/GAP 

End ,1497 

Score 984 



9363 ^. - 

20032 - . 

437 

OJ991210_07.0211.C6.ol.gs 

454 

none 

454. .559, 616. .663 



Seq. ID OJ991210_07.0211.C6 

Strand + 

End 1497 

Method GENSCAN 

End 663 

Score .56 



9363 
20032 
437 

OJ991210_07.0211.C6.ol.np 
1110 
6437554 
1110. .1280 

(AC011623) putative 50S ribosomal protein L33 [Arabidopsis 
thaliana] 



Seq. ID OJ991210_07.0211.C6 

Strand + 

End 1497 

Method AAT/NAP 

End 1280 

Score 212 



9363 

20033 

959 

.OJ991210_07.0211.C6.o2.gs 

959 

none 



Seq. ID OJ991210_07.0211.C6 
Strand 

End 2037 

Method GENSCAN 

End 2037 

Score .75 



959. .1174, 1651. .1679, 1950. .2037 



9363 

20033 

959 

OJ991210_07.0211.C6.ol.tm 

1109 

none 



Seq. ID OJ991210_07.0211.C6 
Strand 

End 2037 

Method TBLASTX : Mai ze 

End 1293 

Score 290 



1109. .1285, 1110. .1286, 1110. .1286, 1111. .1293 



9364 
20034 



Seq. ID OJ991210_07.0211.C9 
Strand + 



9876 




start 


2039 




End 


8439 


Name 


OJ991210 07 


.0211.C9.ol.gs 


Method 


GENSCAN 


Start 


2039 


End 


8436 


GI 


none 




Score 


.56 


Exons 


2039. .2138, 


2408.. 2587, 2629. 


.2783, 2964.. 3071, 5351.. 5457, 




5683. .5729, 


5816.. 6332, 8214. 


.8436 




Seq. No. 


9364 




Seq. ID 


OJ991210_07.0211.C9 


Gene No. 


20034 




Strand 


-t- 


Start 


2039 • 




End 


8439 


Name 


OJ991210'''07 


.0211.C9.o2.np 


Method 


AAT/NAP 


Start 


5851 




End 


8439 


GI 


4895189 




Score 


243 


Exons 


5851. . 6057, 


6166.. 6332, 8214. 


.8439 




GI Descrip. 


(AC007661) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


9364 




Seq. ID 


OJ991210_07.0211.C9 


Gene No. 


20035 




Strand 




Start 


2516 




End 


6240 


Name 


OJ9912iO 07 


.0211.C9.ol.np 


Method 


AAT/NAP 


Start 


2516 




End 


6240 


GI 


102424 




Score 


'68' ' 


Exons 


2516. .2592, 


2819.. 2917, 5839. 


.5910, 6031. .6240 


GI Descrip. 


collagen-related protein 1 precursor - 


■ Hydra magnipapillata 




gi|102428|pir| IS21929 mini-collagen - 


Hydra sp 




gi|9447|emb 


ICAA43379I (X61045 


) mini-collagen [Hydra sp.] 


Seq. No. 


9364 




Seq. ID 


OJ991210_07.0211.C9 


Gene No. 


20036 




.Strand 




Start 


8786 




End 


8995 


Name 


OJ991210 07 


.0211.C9.ol. tm 


Method 


TBLASTX: Maize 


Start 


5456 




End 


6333 


GI 


none 




Score 


50 


Exons 


5456. .5494, 


5470.. 5538, 5532. 


.5576, 5533.. 5568, 5910.. 5936, 




5911. .5937, 


5935.. 6024, 5943. 


.6023, 6075. .6332, 6076.. 6333 


Seq. No. 


9364 




Seq. ID 


OJ991210_07.0211.C9 


Gene No 


20036 




Strand 




Start 


8786 




End 


8995 


Name 


OJ991210 07, 


0211.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


6178 




End 


8298 


GI 


none 




Score 


197 


Exons 


6178. .6333, 


6183.. 6347, 8212.- 


8298 




Seq. No. 


9364 




Seq. ID 


OJ991210_07.0211.C9 


Gene No. 


20036 




Strand 




Start 


8786 




End 


8995 


Name 


OJ991210 07. 


0211.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


8211 




End 


8430 


GI 


none 




Score 


54 


Exons 


8211. .8255, 


8212. .8304, 8292.. 


8414, 8329. .8430, 8329. .8424, 




8337. .8429 








Seq. No. 


9364 ' 




Seq. ID 


OJ991210_07.0211.C9 


Gene No. 


20036 




Strand 




Start 


8786 




End 


8995 


Name 


OJ991210 07. 


0211.C9.o2.tm 


Method 


TBLASTX: Maize 



9877 




start 


8211 






End 


8385 






GI 


none 






Score 


125 






Exons 


8211. .8303, 


8212 


..8352, 8221. 


.8319, 8329. .8385, 8333. .8383, 




8337. .8384 














Seq. No. 


9364 






Seq. ID 


OJ991210_07 


.0211. 


,C9 




20036 

£f \J \J •J \J 






Strand 


- 






Start 


8786 






End 


8995 






Name 


OJ991210 07 


.0211 


.C9.o2.gs 


Method 


GENSCAN 






Start 


8.78 6 






End 


8995 






GI 


none 






Score 


.56 






Exons 


8786. .8995 














Seq. No. 


9365 






Seq. ID 


OJ991210_07 


.0211. 


CIO 




20037 






Strand 


+ 






Start 


573 






End 


1281 






Name 


OJ991210 07 


.0211 


.ClO.ol.gs 


Method 


GENSCAN 






Start 


573 






End 


1281 






GI 


none 






Score 


.8 






Exons . . 


573. .787, 1119.. 


1281 










Seq. No. 


^ J U J 






Seq. I-D 


•OJ991210_07 


.0211. 


cfo 




2 0 0 






Strand 


- 






Start 


o ^ w 






End 


998 






Name 




» \J ^ ± X 


.ClO.ol.gp 


Method 


AAT/GAP 






Start 


820 ~ 






End 


^998 






GI 


4715988 






Score 


324 






Exons 


820. .998 














Seq. No. 


9365 






Seq. ID 


OJ991210_07 


.0211. 


CIO 




20039 






Strand 








Start 


2251 






End 


2544 






Name 


OJ991210 07 


.0211 


.ClO.ol.tm 


Method 


TBLASTX: Maize 




Start 


2250 






End 


2544 






GI 


none 






Score 


171 






Exons 


2250. .2405, 


2251 


..2406, 2497. 


.2544, 2497.. 2541 






Seq. No. 


9365 






Seq. ID 


OJ991210_07, 


.0211". 


CIO 




20039 






Strand 






Start 


2251 






End 


2544 






Name 


OJ991210 07, 


.0211 


.C10.o2.gs 


Method 


GENSCAN 






Start 


2251 






End 


2455 






GI 


none 






Score 


. 95 






Exons 


2251. .2455 














Seq. No. 


9366 






Seq. ID 


OJ991210_07, 


.0211. 


Cll 


Gene No. 


20040 






Strand 








Start 


1 






End 


1163 






Name 


OJ991210 07. 


.0211, 


.011 .ol.np 


Method 


AAT/NAP 






Start 


1 






End 


1163 






GI 


4895190 






Score 


411 






Exons 


1..64, 143'.. 


.202, 


325. .396, 475. .555, 824. .892, 968. 


. .1163 


GI Descrip. 


(AC007 661) unknown protein [Arabidopsis 


; thaliana]' 






Seq. No. 


9366 






Seq. ID 


OJ991210_07, 


,0211. 


Cll 


Gene No. 


20040 






Strand 








Start 


1 






End 


1163 







9878 



Name 


OJ991210 07.0211.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


- 2. 




End 


1003 


GI 


none 




S.core 


75 


Exons 


2. .64, 6. .65, 146. .163, 


146. . 


202, 323. 


400, 325. .402, 326. . 




493. .564, 828. .893, 968 


. .1003 






Seq. No. 


9366 




Seq. ID 


OJ991210_07 .0211.C11 


Gene No . 


20040 




Strand 




Start 


1 




End 


1163 


Name 


OJ991210 07.0211.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


142 




End 


1054 


GI 


none 




Score 


.56 


Exons 


142. .202, 968. .1054 








Seq. No. • 


9366 




Seq. ID 


OJ991210_07.0211.C11 


Gene No. 


20040 




Strand 


- 


Start 


1 




End 


1163 


Name 


OJ991210 07.0211.Cll,ol 


tm 


Method 


TBLASTX: Maize 


Start 


142 




End 


1058 


GI 


none 




Score 


98 


Exons 


142. .225, 143. .205, 323, 


.400, 


325. .402, 


326. .397, 475. .561, 




493. .564, 814. .888, 828, 


.893,, 


828. .884, 


• 860. .892, 966. .1058 




968. .1054, 969. .1055 








Seq. No- 


9367 




Seq. ID 


OJ991210_07.0211.C12 


Gene No. 


20041 




Strand 




Start 


1164 




End 


1767 


Name 


OJ991210 07.0211.C12.ol. 


gp 


Method 


AAT/GAP 


Start 


1164 




End 


1767 


GI 


46627 1.R1084 




Score 


931 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1164. .1233, 1345. .1767 

'3402817/emb|CAA07704 I 2.0e-35 {AJ007829) lacZ'' [Cloning vector 
pGreen] * 



9368 Seq. ID 

20042 Strand 
718 End 
OJ991210_07.0211.C13.ol.np Method 
-718 End 
6907106 Score 
718. .1033, 1107. .1299 

(AP001129) EST AU068291 {C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ991210_07.0211.C13 
+ 

1299 

AAT/NAP . 

1299 

388 



9368 
20043 
1352 

OJ991210_07.0211.C13.ol.gp 
1352 

91923_1.R1084 
1352. .1766 

M006878/emb|CAB16796.1| 7.0e-ll (Z99707) MAP3K-like protein 
kinase [Arabidopsis thaliana] ' 



Seq. ID OJ991210_07.0211.C13 

Strand + 

End 1766 

Method AAT/GAP 

End 1766 

Score 508 



9368 

20044 

2873 



Seq. ID 

Strand 

End 



OJ991210_07.0211.C13 
3196 



9879 



Name 

Start 

GI 

Exons 



OJ991210_07 , 0211 . C13 . ol . tm Method TBLASTX : Maize 

855 End 1194 

none Score 140 

855, .1046, 856. .1047, 865. .1059, 879. .1049, 972. .1049, 

1024. .1125, 1063. .1128, 1064. .1192, 1079. .1192, 1137. .1193, 

1156.. 1194 



Seq. No. 9368 Seq. ID 

Gene No. 20044 Strand 

Start 2873 End 

Name OJ991210_07 . 0211 .C13 . o2 . gs Method 

Start 2873 End 

GI none Score 

Exons 2873.. 3196 



OJ991210_07.0211.C13 

3196 

GENSCAN 

3196 



Seq. No. 


9369 








Seq. ID 


OJ991210_ 


07.0211 


.C14 


Gene No. 


20045 








Strand 


+ 






Start 


3502 








End 


5163 








OJ991210 07 


.0211. C14 


.o2 .gs 


Method 


GENSCAN 






Start 


3502 






End 


5163 






GI 


none 








Score 


.54 






Exons 


. . 3502. . 


.3637, 


4154. .4329, 4433. .4481, 4626. .4697, 


5069. .5163 


Seq. No. 


9369 








Seq. ID 


OJ991210_ 


nn noil 




Gene No. 


20046 








Strand 


+ 






Start 


31723 








End 


35430 








OJ991210 07 


.0211. C14 


. o9 . gs 


Method 


GENSCAN 






Start 


31723 








End 


35430 






GI 


none 








Score 


.66 






Exons 


31723. 


, .3187' 


6, 32276. 


.32413, 


32845. .32959, 33672. 


.33850, 






33964. 


.34093, 34444. 


.34522, 


35000. .35074, 35242. 


.35430 




Seq. No. 


9369 








Seq. ID 


OJ991210_ 


07.0211 


.C14 


Gene No. 


20047 








Strand 


+ 






Start 


49744 








End 


51850 






Name 


OJ991210 07 


.0211. C14 


. o8 . gp 


Method 


AAT/GAP 






Start 


49627 








End 


50143 






GI 


none 








Score 


742 






Exons 


49627. 


.49936, 50034. 


.50143 










Seq. No. 


9369 








Seq. ID 


OJ991210_ 


07.0211 


.C14 


Gene No. 


20047 








Strand 


+ 






Start 


49744 








End 


51850 






Name 


OJ991210 07, 


.0211.C14 


. oil . gs 


Method 


GENSCAN 






Start 


49744 






End 


51850 






GI 


none 








Score 


.7 






Exons 


49744. 


.4993( 


5, 50034. 


.50143, 


50237. .50355, 51775. 


.51850 




Seq. No. 


9369 








Seq. ID 


OJ991210_ 


07.0211 


.C14 


Gene No. 


20047 








Strand 


+ 






Start 


49744 








End 


51850 






Name 


OJ991210 07. 


.0211.C14 


. o 6 . np 


Method 


AAT/NAP 






Start 


49762 








End 


51847 






GI 


6714413 






Score 


371 







Exons 49762. .49936, 50034 .. 50143, 50237 .. 50355, 51775.. 51847 

GI Descrip. (AC012328) unknown protein [Arabidopsis thaliana] 



9880 




Seq. No. 


9369 


Seq. ID 


OJ991210_ 


_07.0211.C14 


Gene No. 


20048 


Strand 


+ 




Start 


55039 


End 


56586 




Nbihs 


OJ991210 07.0211.C14.o9.np 


Method 


AAT/NAP 




Start 


55039 


End 


56586 




GI 


5902373 


Score 


438 




Exons 


55039.. 55113, 55603 .. 55670, 55872.-55985, 56100. 


.56262, 




56339. .56485, 56563.-56586 








GI Descrip. 


(AC009322) Unknown protein [Arabidopsis thaliana] 


Seq. No. 


9369 


Seq. ID 


OJ991210_ 


_07.0211.C14 




20049 


Strand 


+ 




Start 


56950 


End 


c; "7 '5 0 Q 




Name 


OJ991210 07.0211.C14.ol0.gp 


Method 






Start 


56950 


End 


en too 




GI 


427177 


Score 


1 DH 




Exons 


56950. .57328 








Seq. No. 


9369 


Seq. ID 


OJ991210_ 


_07.0211.C14 


Gene No. 


20050 


Strand 






Start 


4418 


End 


5847 




Name 


OJ991210. 07.0211.C14.ol.np 


Method 


AAT/NAP 




Start 


4418 


End 


5847. 




GI 


6907088 


Score 


670 




Exons 


4418. .4815, 5300. .5534, 5710. 


.5847 • 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


9369 


Seq. ID 


OJ991210_ 


m noiT /~^'\ A 


VJtillC IN (J. 


20051 


Strand 






Start 


7444 


End 


9358 




Name 


OJ991210 07.0211.C14.o3.gs 


Method 


GENSCAN 




Start 


7444 


End 


9338 




GI 


none 


Score 


.79 




Exons 


7444. .7655, 8184. .8315, 8359. 


.8374, 8701. .8847, 


y Jz4 . . y J JO 


Seq. No. 


9369 


Seq. ID 


OJ991210_ 


07 . Ozll . C14 


Gene No. 


20051 - 


Strand 






Start 


7444 


End 


9358 




Name 


OJ991210 07.0211.C14.ol.gp 


Method 


AAT/GAP 




Start 


9220 


End 


9358 




GI 


LIB3474-009-P1-K1-F11 


Score 


224 




Exons 


9220. .9358 








GI Descrip. 


M4 55244/emb|CAB36743.1 1 6.0e- 


-11 (AL035523) MtN3 


-like protei; 




[Arabidopsis thaliana] ' 








Seq. No. 


9369 


Seq. ID 


OJ991210_ 


07.0211.C14 


OCXltr LNU • 


20052 


Strand 






Start 


10779 


End 


11781 




Name 


OJ991210 07.0211.C14.o4.gs 


Method 


GENSCAN 




Start 


10779 


End 


11781 




GI 


none 


Score 


.6 




Exons 


10779. .11042, 11449. .11781 








Seq. No. 


9369 


Seq. ID 


OJ991210_ 


07.0211.C14 


Gene No. 


20053 


Strand 






Start 


12548 


End 


14946 




Name 


OJ991210 07.0211.C14.o5.gs 


Method 


GENSCAN 





9881 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12548 End 14631 

none Score . 81 

12548. .12633, 13193 13291, 13376 .. 13483, 13585 .. 13909, 

13992. .14357, 14431.. 14631 



9369 

20053 

12548 

OJ991210_07.0211.C14.o2.gp 
12968 

76386 1.R1084 



OJ991210 07.0211.C14 



Seq. ID _ 
Strand 

End 14 94 6 

Method AAT/GAP 
End 13844 
_ Score 1226 

12968. .13291, 13376 .. 13483, 13585.. 13844 

•4263528/gb|AAD15354 I 6.0e-09 (AC004044) predicted protein of 
unknown function [Arabidopsis thaliana] ' 



Seq. No. 


9369 




Seq. ID 


OJ991210_ 


_07.0211 


.C14 


Gene No. 


20053 




Strand 








Start 


12548 




End 


14946 






IN dlLlC 


OJ991210 07.0211.C14 


.o3.gp 


Method 


AAT/GAP 






Start 


14520 . 




End 


14946 






GI 


none 




Score 


813 






Exons 


14520. .14946 












Seq. No. 


9369 




Seq, ID 


OJ991210_ 


_07.0211 


.C14 


CIl Gene No. 


20054 




Strand 








!.^) Start 


15866 




End 


.16599 






i i 1 LName 


OJ991210 07.0211.C14 


. o6 . gs 


Method 


GENSCAN 






Start 


15866 




End 


16599 






'A 


none 




Score 


.71 






Exons 


15866. .16022, 16296. 


.16451, 


16484. . 16599 






:,^| Seq. No. 


9369 




Seq. ID 


OJ991210_ 


_07.0211 


.C14 


nj Gene No. 


20055 




Strand 








Start 


19558 




End 


21363 






I Name 


OJ991210 07.0211.C14 


. o2 . np 


Method 


AAT/NAP 






Start 


19558 




End 


21363 






'H| GI 


6721512 




Score 


139 






Exons 


19558. .19629, 20979. 


.21045, 


21088. .21221, 21249. 


.21363 




, =*: GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






1;;! Seq. No. 


9369 




Seq. ID 


OJ991210_ 


_07.0211 


.C14 


^s^f Gene No. 


20056 




Strand 








Start 


29242 




End 


29668 






Name 


OJ991210 07.0211.C14 


. o4 . gp 


Method 


AAT/GAP 






Start 


29242 




End 


29668 






GI 


3761065 




Score 


92 






Exons 


29242. .29306, 29642. 


.29668 










Seq. No. 


9369 




Seq. ID 


OJ991210_ 


07.0211 


.C14 


Gene No. 


20057 




Strand 








Start 


35836 




End 


47158 






Name 


OJ991210 07.0211.C14 


•olO .gs 


Method 


GENSCAN 






Start 


35836 


End 


46737 






GI 


none 




Score 


.55 






Exons 


35836.-35843, 36011. 


.36110, 


36874. .36921, 37165. 


.37240, 






37637. .37709, 37822. 


.37883, 


38420. .38508, 38601. 


.38675, 






38754. .38829, 39394. 


.39503, 


39741. .3984 


8, 43360. 


.43405, 





9882 



44564.-44664, 45325 45508, 46388, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9369 

20057 

35836 

OJ991210_07.0211.C14.o5.gp 
36450 

3897 3.R1084 



,46737 

OJ991210 07.0211.C14 



Seq. ID. 
Strand 

End 47158 
Method AAT/GAP 
End 37 94 6 

_ Score 1377 

36450. .36921, 37165 37240, 37 637 .. 37709, 37822.. 37946 
M959460/gb|AF126053.1|AF126053 2.0e-10 Zea mays RACB small GTP 
binding protein mRNA, complete cds ' 



9369 

20057 

35836 

OJ991210_07.0211,C14.o3.np 

37145 

6946676 



OJ991210 07.0211.C14 



Seq. ID _ 
Strand 

End 47158 . 

Method AAT/NAP 
End 40286 
Score 132 

37145. .37231, 37617 37797, 38604 .. 38867, 39384 .. 39521, 
40254. .40286 

{ AL138 972 ) /predict ion= (method : " "genscan" " , version : " " 1 . 0 " " , 
score: ""119.22"") ; /prediction= (method :" "genefinder" ", 
version: ""084"") ; /match= (desc: ""LD41675 . 5prime LD Drosophila 
melanogaster embryo pOT2 Drosophila melanogaste . . . 



ill Seq. No. 


9369 


■■"Seq. ID 


OJ991210_07 


.0211 


.C14 


ffi Gene No. 


20057 


Strand 








pj; start 


35836 


End 


47158 






Name 


OJ991210 07.0211.C14.o6.gp 


Method 


AAT/GAP 






^'^ start 


38146 


End 


38667 






Ul GI 


none 


Score 


735 






i^} Exons 


38146. .38508, 38601. .38667 










' Seq. No. 


9369 


Seq. ID 


OJ991210_07 


.0211 


.C14 


Gene No. 


20057 


Strand 








Start 


35836 


End 


47158 






HI Name 


OJ991210 07.0211.C14.o7.gp 


Method 


AAT/GAP 






Start 


39342 


End 


39759 






: GI 


none 


Score 


807 






III Exons 


39342. .39759 










U? Seq. No. 


9369 


Seq. ID 


OJ991210_07 


.0211 


C14 


Gene No. 


20057 


Strand 








Start 


35836 


End 


47158 






-Name 


OJ991210 07.0211.C14.o4 .np 


Method 


AAT/NAP 






Start 


43177 


End 


45538 






GI 


5922634 


Score 


76 






Exons 


43177. .43195, 45437. .45538 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi 1 6016867 Idbj IBAA85210.1 | 


{AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. ■ 


9369 


Seq. ID 


OJ991210_07 


.0211. 


C14 


Gene No. 


20057 


Strand 








Start 


35836 


End 


47158 






Name 


OJ991210 07.0211.C14.o5.np 


Method • 


AAT/NAP 






Start 


4 6299 


End 


47158 







9883 




GI 


4887010 




Score 


260 




Exons 


46299. 


.46667, 47119. 


.47158 








GI Descrip. 


(AF123503) Nt-gh3 deduced protein [Nicotiana tabacum] 




Seq. No. 


9369 






beq. ID 


00991210 07.0211 


.C14 




20058 






btranci 






Start 


51901 






bna 


ozU14 




Name 


OJ991210 07.0211.C14 


. o 9 . gp 


Method 


AAT/GAP 




Start 


51901 






bna 


c o 1 A 




GI 


none 






Score 


184 




Exons 


51901. 


.52014 










Seq. No. 


9369 






Seq. ID 


OJ991210_07.0211 


.C14 


Gene No. 


20059 






Strand 








53615 






End 


54 923 




Name 


OJ991210 07.0211.C14 


o / . tm 


Method 


TBLASTX: Maize 




Start 


13121 






End 


13765 




GI 


none 






Score 


65 




Exons 


13121. 


.13216, 13432. 




13434. .13484, 13568 .. 13765, 






13584. 


.13694 










Seq. No. 


9369 






Seq'. ID 


OJ991210_07.0211 


.C14 


Gene No. 


20059 






Strand 








53615 






End 


54923 




Name 


OJ991210 07.0211.C14, 


oz . tm 


Method 


TBLASTX: Maize 




Start 


14154 






End 


14676 




GI 


none 






Score 


66 




Exons 


14154. 


14213, 14154.. 


14 / , 


14155. .14 385, 14 4 4 3 .. 14 517 , 






14445. 


14516, 14506., 


14 D /o, 


14506. .14547 




Seq. No. 


9369 






Seq. ID 


OJ991210__07,0211 


C14 


Gene No. 


20059 






Strand 






Start 


53615 






End 


54923 




Name 


OJ991210 07.0211.C14. 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


38600 






■End 


39522 




GI 


none 






Score 


65 




Exons 


38600. . 


38677, 38601.. 


Job / O , 


38602. .38676, 38720 .. 388 66, 






38752. . 


38868, '38754. . 


38^67, 


38773-; . 38868, 39394 .. 39522, 






39394 . . 


39519, 39396.. 


39521 








Seq. No. 


9369 






Seq. ID 


OJ991210_07.0211, 


C14 




20059 






Strand 






Start 


53615 






End 


54923 




Name 


OJ991210 07.0211.C14. 


ol , ts 


Method 


TBLASTX : Soybean 




Start 


45889 






End 


46668 




GI 


none 






Score 


' 65 




Exons 


45889. . 


46008, 46357.. 


46659, 


46373, .46606, 46462. .46668 




Seq. No. 


9369 






Seq. ID 


OJ991210_07.0211. 


C14 




20059 






Strand 






Start 


53615 






End 


54923 




Name 


OJ991210 07.0211.C14. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


46357 






End 


46659 




GI 


none 






Score 


120 




Exons 


46357. . 


46659, 46373.. 


46603 








Seq. No. 


9369 






Seq. ID 


OJ991210_07.0211. 


C14 



9884 





Gene No . 


20059 






Strand 








Start 


53615 






End 


54923 






Name 


OJ991210 07.0211.C14 


. o5 . tm 


Method 


TBLASTX: Maize 






Start 


46388 






End 


46668 






GI 


none. 






Score 


84 






Exons 


46388. . 


46537, 46390. 


.46542, 


4 6534. .4 6668, 4 654 6. .4 6653 






Seq. No. 


9369 






Seq. ID 


OJ991210_07.0211 


.C14 




Gene No. 


20059 






Strand 








Start 


53615 






End 


54923 






Name 


OJ991210 07.0211.C14 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


49744 






End 


50356 






GI 


none 






Score 


165 






Exons 


49744 . . 


.49860, 49744. 


.49869, 


49870. .49944, 4 98 91 .. 4 9935, 








50035. . 


50145, 50036. 


.50158, 


50036. .50158, 50234 .. 50356, 








50236. . 


50355 












Seq. No. 


9369 






Seq. ID 


OJ991210 07.0211vC14 




Gene No . 


20059 






Strand 








Start 


53615 






End 


54923 . 






Name. • 


OJ991210 07.0211.C14 


.ol. tc 


Method 


TBLASTX: Cress 






Start • 


49750 






End' • 


50356 






GI 


none 






Score 


143 






rii 


Exons 


49750. . 


49935, 50036. 


.50158, 


50234. .50356 






Seq. No. 


9369 






Seq. 'Cfe- 


OJ991210_07.0211 


.C14 


r fs 


Gene No. 


20059 






Strand 






ry 


Start 


53615 






End 


54923 






Name 


OJ991210 07.0211.C14 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


49753 






End 


51841 






GI 


none 






Score 


130 






Exons 


49753, . 


49935, 50036. 


.50158, 


50234. .50356, 50242 .. 50355 , 




ry 




51758. . 


51841 












Seq. No. 


9369 






Seq. ID 


OJ991210_07,0211 


.C14 




Gene No. 


20059 






Strand 








Start 


53615 






End 


54923 






Name 


OJ991210 07.0211.C14 


. ol . tm 


. Method 


TBLASTX: Maize 




, 


Start 


49759 






End 


51850 




f"i 


GI 


none 






Score 


182 






Exons 


49759. . 


49944, 49762. 


.49935, 


50033. .50158, 50036 .. 50158 , 








50234. . 


50356, 50236. 


.50355, 


51772. .51849, 51773. .51850 






Seq. No. 


9369 






Seq. ID 


OJ991210_07.0211 


.C14 




Gene No. 


20059 






Strand 








Start 


53615 






End 


54923 






Name 


OJ991210 07.0211.C14 


. o7 . np 


Method 


AAT/NAP 






Start 


53615 






End 


54923 






GI 


5777617 






Score 


103 






Exons 


53615. . 


53741, 54859. 


.54923 










GI Descrip. 


{AJ245900) CAA30375:: 


1 protein [Oryza sativa] 






Seq. No. 


9369 






Seq. ID 


OJ991210_07.0211 


.C14 




Gene No. 


20059 






Strand 








Start 


53615 






End 


54923 






Name 


OJ991210 07.0211.C14 


. o8 .np 


Method 


AAT/NAP 






Start 


54100 






End 


54183 





9885 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852084 Score 100 

54100. .54183 

(AL117264) zwh0007.1 [Oryza sativa] 

9369 Seq. ID 

20060 Strand 
54993 End 
OJ991210_07 . 0211 . C14 . o4 . tm Method 
54993 End 
none Score 

54993, .55112, 55033 .. 55113, ,55033 55113, 55034 55114 , 

55588. .55671, 55602 ., 55676, 55610 .. 55675, 55869 55991, 

55870. ,55989, 55870 ., 55995, 56050 ., 5618 1 , 56097 ., 56183, 
56105,, 56182 



OJ991210_07.0211.C14 
56183 

TBLASTX: Maize 
56183 
120 



Seq. No. 9369 

Gene No. 20061 

Start 56184 

Name OJ991210_07 . 0211 , C14 . o3 . tm 

Start 56184 

GI none 
Exons 



Seq. ID OJ991210_07.0211.C14 
Strand 

End 56602 

Method TBLASTX : Mai ze 

End 56602 

Score 127 



56184, .56264, 56185 .. 56262 / 56196 .. 562 64 , 56309 .. 56485, 
56338. .56487, 56338.-56484, 56339 .. 56485, 56555 .. 56602, 
56560. .56601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9370 Seq. ID OJ991020_01 . 0207 . CI 

20062 Strand + 

1 End 2310 

OJ991020_01.0207 .Cl.ol.np Method AAT/NAP 

1 End 2310 

6815062 Score 1221 

1..926, 1012, .1252,. 1311. .1620, 1697. .1795, 1865. ,1918, 

2025. .2310 

{AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



9370 

20062 

1 

OJ991020_01 . 0207 . CI . ol . gs 
69 

none 



Seq, ID OJ991020_01.0207.C1 

Strand + 

End 2310 

Method GENSCAN 

End 2238 

Score .83 



69, .926, 1012, ,1220, 1326. .1620, 1697, ,1795, 1865. .2238 



9370 

20062 

1 

OJ991020_01.0207.Cl.ol.tm 

269 

none 



Seq. ID OJ991020_01.0207-C1 

Strand + 

End 2310 

Method TBLASTX : Mai ze 

End 773 

Score 95 



269. .394, 270. .404, 435. ,773, 435. .689, 464. .769 



9370 

20062 

1 

OJ991020 01.0207.Cl.o2.tm 



Seq. ID OJ991020_01.0207.C1 

Strand + 

End 2310 

Method TBLASTX : Maize 



9886 






Start 


1012 




End 


1620 








GI 


none 




Score 


228 








Exons 


1012. .1221, 


1062.. 1220, 1318 


.1395, 1435. .1620 








Seq. No. 


9371 




Seq. ID 




_01.0207 


.02 




Gene No . 


20063 




Strand 


+ 








Start 


761 




End 


i vj 1 0 








Name 


OJ991020 01 


.0207.C2.ol.gs 


Mpt h nd 


yj Cj L\ \^r\Vi 








Start 


761 


End 


1048 








GI. 


none 




Score 


.8 








Exons 


761. .1048 














Seq. No. 


9371 ■ 




Seq. ID 


OJ991020_ 


_01.0207 


.C2 




Gene No. 


20064 




Strand 


+ 








Start 


7538 ■ 




End 


9829 








Name 


OJ991020 01 


0207.C2.o4.gs 


Method 


GENSCAN 








Start 


7538 


End 


9829' 








GI 


none 




Score 


.63 








Exons 


7538. .7670, 


7854.. 8033, 8285. 


.8423, 9613. . 9829 








Seq>; No 


9371 




.^eq.' ID 


OJ991020_ 


01.0207 


.C2 




i-G^.f^Te No;. <'-^\- 


.20065. ' 




■•■ Strand 










^st'^t '.' \ ' 


1610 " : • 




End''* 


^2714 • 








Name 


OJ991020 01. 


0207.C2.o2.gs 


Method 


GENSCAN 








start 


1610 




End 


2714 






hll 


GI 


none 




Score 


.83 






!- ri 


Exons 


1610. .1766, 


2482. .2714 










rii 


Seq. No. 


9371 




Seq. ID 


OJ991020_ 


01.0207 


.C2 




Gene No. 


20066 




Strand 








i , i 


Start 


3781 




End 


7189 








Name 


OJ991020 01. 


0207.C2.o3.gs 


Method 


GENSCAN 






ry 


Start 


3781 


End 


7189 








GI 


none 




Score 


.69 






r "i 


Exons 


3781. .3828, 


4937. .5056, 6822. 


.7060, 7147. .7189 








Seq. No. 


9371 




Seq. ID 


OJ991020_ 


01.0207, 


C2 




Gene No. 


20067 




St rand 








'iJ 


Start 


11052 




End 


21923 ' 






,t; 

I f 


Name 


OJ991020 01. 


0207.C2.o3.tm 


Method 


TBLASTX: Maize 




~f 

,1; 


Start 


911 




End 


2526 








GI 


none 




Score 


194 








Exons 


911. .973, 926. .1132, 990. .1133, 1006.. 


1134, 1060 


. .1137, 








2481. .2525, 


2482. .2526 










Seq. No. 


9371 




Seq. ID 


OJ991020_ 


01.0207. 


C2 




Gene No, 


20067 




Strand 










Start 


11052 




End 


21923 








Name 


OJ991020 01. 


0207.C2.o5,gs 


Method 


GENSCAN 








Start 


11052 


End 


21882 








GI 


none 




Score 


. 77 








Exons 


11052. .11171 


, 14902. .15116, 15255. . 15439, 16032. 


.18436, 








18623. .18719, 19185 .. 1924 6, 19416 .. 19671 , 19916. 


.19994, 








21516. .21882 












Seq. No. 


9371 




Seq. ID 


OJ991020_ 


01.0207. 


C2 




Gene No. 


20067 




Strand 









9887 



start 
Name 
Start 
GI 

Exons 



11052 End 

OJ991020_01 . 0207 ,C2 . ol . tm Method 

15994 End 

none Score 



21923 

TBLASTX: Maize 

16513 

422 



15994. .16329, 16026 164 90, 16028.-16513, 16028 16510, 
16348. .16512 



Seq. No. 9371 Seq. ID OJ991020_01 . 0207 . C2 

Gene No. 20067 Strand 

Start 11052 End 21923 

Name OJ991020_01 . 0207 . C2 . ol . np Method AAT/NAP 

Start 15996 End 18511 

GI 282881 Score 1237 

Exons 15996. .18511 

GI Descrip. receptor-like protein kinase precursor - Arabidopsis thaliana 
gi 1 166846 (M84658) receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 9371 Seq. ID 

Gene No. 20067 Strand 

Start . 11052. End 

•Name,. / . .:OJ991020^01,.0207.C2.o2,,ts . Method - 

Start ; • 16043 . . ' ' - End 

GI none " Score 

Exons 16043. .16288, 16053 .. 16274 , 16262 .. 16396, 16293 .. 1 6400, 
16341. .16397 



OJ991020_01.0207.C2 
2192.3 

TBLASTX: Soybean: ■ 
16400 ■ *.'^■'• 
116 



Seq. No, 9371 Seq. ID 

Gene No. 20067 Strand 

Start 11052 End 

Name OJ991020_01 . 0207 . C2 . ol . tc Method 

Start 1604 9 End 

GI none Score 

Exons 16049. .16285, 16059 16262 , 16061 .. 16285, 16287. 

16295. .16834, 16319 16819, 16338 .. 16823, 16839. 



OJ991020_01.0207.C2 
21923 

TBLASTX: Cress 
18383 
97 



16844. .16966, 17162. 
17840. .17968, -17990. 
18287. .18373, 18318. 



,17236, 17255. .17380, 17372. 
,18040, 18206. . 18292, 18239. 
,18383 



,16568, 
,16946, 
,17509, 
,18286, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9371 Seq. ID OJ991020_01 . 0207 . C2 

20067 Strand 

11052 End 21923 

OJ991020_01 . 0207 . 02 . ol . gp Method AAT/GAP 

16206 End ' 16421 

LIB3433-029-P1-K1-H12 Score 364 

16206. .16421 

'282881/pirl IS27754 9.0e-16 receptor-like protein kinase 
precursor - Arabidopsis thaliana >gi_166846 (M84658) 
receptor-like protein kinase [Arabidopsis thaliana] * 



9371 

20067 

11052 

OJ991020_01,0207.C2.ol.tw 

16376 

none 



Seq. ID OJ991020_01.0207.C2 
Strand 
End 

Method 
End 
Score 



21923 

TBLASTX: Wheat 

16778 

138 



16376. .16633,. 16377. .16604, 16391 .. 16621 , 16640 .. 16759, 



9888 








16640. .16777, 16662.. 16778 










Seq. No. 


9371 


Seq. . ID 


OJ991020_01.0207 


.C2 




Gene No. 


'20067 


Strand 








Start 


11052 


End 


21923 






Name 


OJ991020 01.0207.C2.ol.ts 


Method 


TBLASTX : Soybean 






Start 


16457 


End 


17239 






GI 


none 


Score 


237 






Exons 


16457. .16801, 16467. .16784, 


16472. . 16801, 16805. .17032, 








16815. .16937, 17198.. 17239 










Seq. No. 


9371 


Seq. ID 


OJ991020_01.0207 


.C2 




Gene No. 


20067 


Strand 








Start 


11052 


End 


21923 






Name 


OJ991020 01.0207.C2.o2.tm 


Method 


TBLASTX: Maize 






Start 


16514 


End 


16981 






GI 


none 


Score 


69 






Exons 


16514. .16621, 16515. .16622, 


16635. . 16841, 16640 .. 1678 6, 








16805. .16981 










Seq. No. . 


9371 


Seq. ■ ID 


OJ991020_01.0207 


.C2 




Gene ;>So. ' 


20067- 


Strand 








Start'- * ■ 


110.52 


End 


21923 ■ 




a 


Name 


OJ991020 01.0207.C2.o3.np 


Method 


AAT/NAP 




: ^^i 


Start ■ 


21502 


End 


21923 






GI 


4680185 


Score 


463 




i.ii 


Exons 


21502. .21923 








ill 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


9372 


Seq. ID 


OJ991020_01.0207 


.C3 




Gene No. 


20068 


Strand 


+ 






Start 


554 


End 


935 




py 


Name 


OJ991020 01.0207.C3.ol.gp 


Method 


AAT/GAP 






Start 


554 


End 


935' 






GI 


uC-osflcyp033a04bl 


Score 


639 






Exons 


554. .935 








'* 


GI Descrip. 


' 601684 5/dbj IAP000570.il AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 * 






Q 


Seq. No. 


9372 


Seq. ID 


OJ991020_01.0207 


.C3 


a 


Gene No. 


20069 


Strand 








Start 


487 


End 


1579 






Name 


OJ991020 01.0207.C3.ol.np 


Method 


AAT/NAP 






Start 


487 


End 


1579 






GI 


4680186 


Score 


348 






Exons 


487.. 687, 1525.. 1579 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


9373 


Seq. ID 


OJ991020_01.0207, 


.C4 




fipnp No 


20070 


Strand 








start 


567 


End 


1103 






Name 


OJ991020 01.0207.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


159 


End 


446 






GI 


none 


Score 


144 






Exons 


159. .215, 198. .311, 321. .446 










Seq. No. 


9373 


Seq. ID 


OJ991020_01.0207. 


.04 



9889 



Gene No . 


20070 








start 


567 


End 


1103 




Name 


OJ991020 01.0207.C4.ol..gs 


Method 


GENS CAN 




Start 


567 


End 


1103 




GI 


none 


Score 


.9 




Exons 


567. .1103 








Seq. No. 


9374 


Seq. ID 


OJ991020_01 


.0207.C6 


Gene No. 


20071 


Strand 


+ 




Start 


i 


End 


113 




Name - . 


OJ991020 01.0207.C6.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


113 




GI 


LIB3477-003-P1-K1-E9 


Score 


194 




Exons 


1. .113 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 1173557 ( 


U31771) Ory s 


1 [Oryza 




sativa] * 








Seq. No. 


9375 


Seq. ID 


OJ991020_0l' 


0207. C7 


Gene No. 


20072 


Strand 


■1- 




-'S.tart 




End 


1000 




Name 


' ■.OJ991026'- 0lVb267.C7.o2:np - 


Method 


AAT/NAP ■ 




Start 


1 


End 


1000 




GI 


5734621 


Score 


71 




Exons 


1..63, 806. .1000 









GI Descrip. (AP000391) ESTs AU067992 {C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq, No. 9375 

Gene No. 20073 

Start 1 

Name OJ991020_01 . 0207 . C7 . ol . np 

Start 1 

GI 5734621 

Exons 1..136, 562.. 788, 938.. 1000 

GI Descrip.. (AP000391) ESTs AU067992 {C11433) , AU077424 (C11433) correspond, to 

■ a region of the predicted genei.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. ID OJ991020__01.0207.C7 
Strand 

End 1000 

Method AAT/NAP 

End 1000 

Score 207 



Seq. No. 9375 

Gene No. 20073 

Start 1 

Name OJ991020_01 . 0207 .C7 . ol . gs 

Start 154 

GI none 

Exons 154.. 198, 768.. 957 



Seq. ID OJ991020_01.0207.C7 
Strand 

End 1000 

Method GENSCAN 

End 957 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9376 

20074 

800 

OJ991020_01.0207.C9.ol.gs 

800 

none 



Seq. ID OJ991020_01.0207.C9 
Strand 

End ^ 6782 

Method GENSCAN 
End 6782 
Score .53 



800. .861, 1195. .1311, 2061. .2134, 2293. .2438, 2443. .2584, 
3567. .3897, 5201. .5459, 6699. .6782 



9890 



Seq. No. 9376 Seq. ID OJ991020_01 . 0207 . C9 

Gene No. 20074 Strand 

.S.tart 800 End 6782 

Name OJ991020_01 . 0207 . C9 . ol . np Method AAT/NAP 

Start 5205 End 5393 

GI 5042448 Score 113 

Exons 5205.. 5393 

GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 


9377 


Seq. ID 


OJ991020_01. 0207. CIO 


Gene No. 


20075 


Strand 


+ 


Start 


238 


End 


961 


Name 


OJ991020 01.0207.C10.ol.gs 


Method 


GENSCAN 


Start 


238 


End 


961 


GI 


none 


Score 


,88 


Exons 


238. .326, 874. .961 






Seq. No. 


9377 


Seq. ID 


OJ991020_01. 0207. CIO 


Hfanp No 


20076 


Strand 


+ 


Start,.. 


1908 


End 


2281 


Name --v..'. , 


dJ991020 01.0207.C10.ol.gp 


Method 


AAT/GAP 


Start' ■ 


1908 ■ 


End 


2281 


GI 


none 


Score 


463 


Exons 


1908. .1955, 1990. ,2281 






Seq. No. 


9377 


Seq. ID 


OJ991020_01. 0207. CIO 


Gene No. 


20077 


Strand 


+ 


Start 


6165 


End 


6308 


Name 


OJ991020 01.0207.C10.o2,gp 


Method 


AAT/GAP 


Start 


6165 


End 


6308 


GI 


21474 1.R1084 


Score 


235 


Exons 


6165. , 6308 






GI Descrip. 


'3894159 2.0e-10 {AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


9377 


Seq. ID 


OJ991020_01. 0207. CIO 


Gene No. 


20078 


Strand 


+ 


Start 


6342 


End 


11150 


Name 


OJ991020 01.0207.C10.o3.gp 


Method 


AAT/GAP 


Start 


6342 


End 


11150 


GI 


LIB3477-003-P1-K1-E9 


Score 


114 


Exons 


6342. .6381, 11088. .11150 







GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 9377 
Gene No. 20079 
Start 1824 

Name OJ991020_01 . 0207 . CIO . o2 . gs 

Start 1824 

GI ' none 

Exons 1824.. 2441, 4515.. 4637, 5931.. 6169, 

7042.. 711-4, 7199.. 7309, 7406.. 7579, 
8644. .8785, 8860. .8979, 9025. .10281 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020 01. 0207. CIO 



10296 
GENSCAN 
10281 
,59 

6607. .6769, 
7689. ,8374, 



6849, 
8376. 



,6947, 
,8518, 



9891 



Seq. No. 9377 

Gene No, 20079 
Start . .1824 

Name OJ991020_01 . 0207 .CIO . ol 

Start 6602 

GI 4680204 

Exons 6602.. 6739, 7090.. 7309, 
GI Descrip. (AF114171) hypothetical 

Seq. No. 9377 

Gene No. 20079 

•Start 1824 

Name OJ991020_01 . 0207 . CIO . o2 

Start ■ 7544 

GI 4680204 

Exons 7544.. 7568, 7665.. 8785, 
GI Descrip. (AF114171) hypothetical 

Seq. No. 9377 

Gene No. 20080 

Start . 11162 -v:^'? / ... 

Name '•':OJ991020_01 . OZO^'l-GlO . o2 

Start -7240 

GI none 

Exons 7240.. 7311, 7411.. 7593, 




Seq. ID OJ991020_01. 0207. CIO 
Strand 

End 10296 
.np Method AAT/NAP 

End 10296 

Score 1061 
7406. .7579, 7689. .8785, 8860. .10296 
protein [Sorghum bicolor] 

Seq. ID OJ991020_01. 0207. CIO 
Strand 

End 10296 

.np Method AAT/NAP 

End 10296 

Score 982 
8860. .10296 

protein [Sorghum bicolor] 

Seq. ID OJ991020_01. 0207. CIO 
Strand 

End • 11833 - 

.tw Method TBLASTX: Wheat 

End 7762 

Score 68 
7418. .7543, 7682. .7762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9377 

20080 

11162 

OJ991020__01, 

9250 

none 

9250. .9420, 
9543. .9653 



0207. CIO. ol.tw 



9383.. 9550, 9415. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9651, 



OJ991020 01. 0207. CIO 



11833 

TBLASTX: Wheat - 
9653 
84 

9502. .9651, 9513. .9653, 



Seq. No. 


9377 






Seq. ID 


OJ991020 


Gene No. 


20080 






Strand 




Start 


11162 






End 


11833 


Name 


OJ991020 01^0207. CIO 


.o3 


.gs 


Method 


GENSCAN 


Start 


11162 






End ' 


11833 


GI 


none 






Score 


. 95 


Exons 


11162. .11833 










Seq. No. 


9378 






Seq. ID 


OJ991020 


Gene No. 


20081 






Strand 




Start 


1 






End 


3464 


Name 


OJ991020 01.0207.C11, 


.ol, 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


2695 


GI 


342 1.R1084 






Score 


4652 


Exons 


1..2695 










GI Descrip. 


M574406/gb|AAD24042, 


.11 


0.' 


Oe+00 (AF121139) RIM2 




sativa] ' 










Seq. No. 


9378 






Seq. ID 


OJ991020_ 


Gene No. 


20081 






Strand 




Start 


1 






End 


3464 


Name 


OJ991020 01.0207.C11. 


ol. 


np 


Method 


AAT/NAP 



9892 






Start 


1 




End 


i886 






GI 


6742729 




Score 


3042 






Exons 


1..1886 












GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 








Seq. No. 


9378 




Seq. ID 


OJ991020_01.0207 


.Cll 




Gene No. 


20081 




St rand 








Start 


1 




End 


3464 






Name 


OJ991020 01.0207.Cll.ol, 


, tw 


Mp+- hod 


TBLASTX: Wheat 






Start 


3 




End 


759 






GI 


none 




Score 


94 






Exons 


3. .173, 3. .758, 28. .759, 


34,. 


759 








Seq. No. 


9378 




Seq. ID 


OJ991020_01.0207 


.Cll 




Gene No. 


20081 




Strand 








Start 


1 




End 


3464 






Name 


OJ991020 01.0207.Cll.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


24 




End 


475 






GI 


none 




Score 


188 






Exons 


24. .461, 24. .467, 28. .471, 34 


..471, 293. .475 




* 


Seq% No. . 


9378 . ' 




Seq.., lb-:, 


. OJ991020_0'1.0207 


.eft- 




Gene No . 


20081 




Strand' 








Start 


1 




End 


3464 




h a7 


Name 


0J9 91020 01.0207.Cll.ol. 




Method 


GENSCAN 




'"sz"; 


Start 


101 ~ 




End 


2699 




i i ! 


GI 


none 




Score 


.8 




■'i i 


Exons 


101. .961, 1202. .2699 












Seq. No. 


9378 




Seq. ID 


OJ991020_01.0207 


.Cll 


Ul 


Gene No . 


20081 




Strand 








Start 


1 




End 


3464 




• 11 


Name 


OJ991020 01.0207,Cll.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


402 




End 


716 






• GI 


none 




Score 


68 




I 


Exons 


402. .632, 402. .716, 430. 


.705 










Seq. No. 


. 9378 . 




Seq. ID 


OJ991020_01.0207 


.Cll 




Gene No . ' ■ 


2008r 




Strand 








Start 


1 




End 


3464 






Name 


OJ991020 01.0207.Cll.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


760 




End 


1170 






GI 


none 




Score 


81 






Exons 


760. .846, 762. .851, 762. 


.845, 


879. .1097, 919. .1089, 1107. .1169, 






1120. .1170 












Seq. No. 


9378 




Seq. ID 


OJ991020_01.0207 


.Cll 




Gene No . 


20081 




Strand 








Start 


1 




End 


3464 






Name 


OJ991020 01.0207.Cll.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


1203 




End 


1445 






GI 


none 




Score 


216 






Exons 


1203, .1445 












Seq. No. 


9378 




Seq. ID 


OJ991020_01.0207, 


.Cll 




Gene No. 


20081 




Strand 








Start 


1 




End 


3464 





9893 



Name 

Start 

GI 

Exons 



OJ991020_01 . 0207 . Cll . ol .'tm Method 
1275 End 
none Score 
1275. .1469, 1479. ,1733, 1479. .1721 



TBLASTX: Maize 

1733 

103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9378 

20081 

1 

OJ991020_01 . 0207 .011 . o2 . tw 

1309 

none 



Seq. ID OJ991020_01. 0207. Cll 
Strand 

End 34 64 

Method TBLASTX: Wheat 

End 1778 

Score 173 



1309. .1515, 1309. .1518, 1314. .1538, 1518. .1616, 1519. .1611, 
1620. .1724, 1624. .1713, 1725. .1778, 1726. .1770 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9378 

20081 

1 

OJ991020_01. 0207. Cll. o2.tc 

1566 

none 



9378 

20081 

1 

OJ991020_01. 0207. Cll. ol.ts 

1647 

none 



Seq. ID OJ991020__01. 0207. Cll 

Strand * - ^' 

End 34 64 

Method TBLASTX : Cress 

End 1914 

Score 88 



1566.. 1907, 1585.. 1722, 1762.. 1914 



Seq. ID OJ991020_01. 0207. Cll 
Strand 

End 3464 

Method TBLASTX : Soybean 

End 2076 

Score 121 



1647. .1943, 1665. .1889, 1938. .2000, 1993. .2076, 2001. .2075 



Seq. No. 9378 

Gene No. 20081 

Start 1 

Name OJ991020_01 . 0207 .Cll . o4 . tw 

Start 1992 

GI none 
Exons 



Seq. ID OJ991020_01. 0207. Cll 
Strand 

End 34 64 

Method TBLASTX : Wheat 

End 234 8 

Score 158 



1992.. 2249, 1997. .2248, 2007.. 2258, 2008.. 2250, 2241.. 2348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9378 
20081 
1 

OJ991020_01. 0207. Cll. o2,np 
2370 
5852182 
2370.. 2699, 3375.. 3464 
(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ991020_01. 0207. Cll 
Strand 

End 34 64 

Method - AAT/NAP 
End 3464 
Score ' 428 



9378 
20081 
1 

OJ991020_01. 0207. Cll. o3.gp 
2560 
-2310235 
2560. .2699, 3111. .3148 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ991020_01. 0207. Cll 
Strand 

End 34 64 

Method AAT/GAP 

End 3148 

Score 305 



9894 




Seq. No. 


9379 


Seq. ID 


OJ991020_01.0207, 


.C12 


Gene No 


20082 








Start 


2104 


End 


2579 




Name 


OJ991020 01.0207.C12.o2.gs 


Method 


GENSCAN 




Start 


2104 


End 


2579 




GI 


none 


Score 


.8 




Exons 


2104.. 2395, 2479.. 2579 








Seq. No. 


9380 


Seq. ID 


OJ991020_01.0207. 


.C13 




20083 


Cf r;^nd 


+ 




start 


223; 


■ End 


2424 




Name 


OJ991020 01.0207.C13.ol.gs 


Method 


GENSCAN 




Start 


223 


End 


1698 




GI 


none 


Score 


.98 




Exons 


223. .1698 








Seq. No. 


9380 


Seq. ID 


OJ991020_01.0207. 


,C13 


Gene No. 


20083 


Strand 


+ 




Start 


223 


End 


2424 




Name 


OJ991020 01.0207.C13.o2.np 


Method 


AAT/NAP 




Start j 


266 


End 


2424 




GI • 


. . 44l630i'-- 


. Score 


'513 




Exons 


266. .1081, 1115. .1787, 2152. 


-.2424 






GI Descrip. 


(AF105716) gag protein [Zea 


mays] 






Seq. No. 


9380 


Seq. ID 


OJ991020_01.0207, 


,C13 


Gene No. 


20083 


Strand 


+ 




Start 


223 - 


End 


2424 




Name 


OJ991020 01.0207.C13.ol.np 


Method 


AAT/NAP 




Start 


322 


End 


1987 




GI 


3645898 


Score 


543 




Exons 


322. .1197, 1228. .1689, 1773. 


, .1987 






GI Descrip. 


{U68408) in-frame stop codon; possibly 


a post-transposition 




mutation [Zea mays] 








Seq. No. 


9380 


Seq. ID 


OJ991020 01.0207. 


C13 


Gene No. 


20084 


Strand 






Start 


5215 


End 


8306 




Name 


.-OJ991020 01.0207.C13.o3.np 


Method 


AAT/NAP ' 




Start 


5215 


End 


8306 




GI 


6630685 


Score 


4379 




Exons 


5215. .5286, 5576. .8306 








GI Descrip. 


(AP000969) Similar to copia- 


■type pdl polyprotein.- (AF105716; 




[Oryza sativa] 








Seq. No. 


9380 


Seq. ID 


OJ991020_01.0207. 


C13 


cpne No 


20085 


Strand 






Start 


3093 


End 


3520 




Name 


OJ991020 01.0207.C13.o2.gs 


Method 


GENSCAN 




Start 


3093 


End 


3520 




GI 


none 


Score 


.46 




Exons 


3093.. 3324, 3339.. 3520 








Seq. No. 


9380 


\ Seq. ID 


OJ991020_01.0207. 


CI 3 


Gene No. 


20086 


Strand 






Start 


3725 


End 


3791 




Name 


OJ991020 01.0207.C13.o4.tw 


Method 


TBLASTX: Wheat 





9895 



LLi 

m 



start 


295 




End 


723 


GI 


none 




Score 


253 


Exons 


295. .723, 337. .423 








Seq. No. 


9380 




Seq, ID 


OJ991020_01.0207.C13 




20086 




Strand 




Start 


3725 




End 


3791 


Name 


OJ991020 01.0207.C13.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


340 




End 


2477 


GI 


none 




Score 


65 


•Exons 


340. ,432, 436. .771, 2345. .2386, 2397:. 


2477 


Seq. No. 


9380 




Seq. ID 


OJ991020_01.0207.C13 


Gene No . 


20086 




Strand 




Start 


3725 




End 


3791 ■ 


Name 


OJ991020 01,0207.013.06 


.tm 


Method 


TBLASTX: Maize 


Start 


481 




End 


882 


GI 


none 




Score 


210 


Exons 


481. .882, 535. .732 








,Seq. No. 


9380 . 




Seq, -, ID * 


OJ991020 01.0207.C13 


Gene No. -^^^ 


20086- . 




Strand' 


- ' ' . '.n^' ■ 


Start ' 


3725 




End 


3791. 


Name 


OJ991020 01.0207,C13.ol, 


■ gp 


Method 


AAT/GAP 


Start 


3725 




End 


3791 


GI 


uC-osroM202024h08al 




Score 


90 


Exons 


3725. .3791 








GI Descrip. 


'5852170/emb|AL117265, 1 , 


IOST17804 5,0e- 


84 Oryza sativa 




indica {GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 • 


Seq. No. 


9380 




Seq. ID 


OJ991020_01,0207.C13 


Gene No . 


20087 




Strand 




Start 


5388 




End 


6575 


Name 


OJ991020 01.0207.C13.o4. 


.tm 


Method 


TBLASTX: Maize 


Start 


5388 




End 


5783 


GI 


none 




Score 


140 


Exons 


5388. ,5516, 5396. .5503, 


5507. 


.5782, 5511,, 5783 


Seq. No. 


9380 




Seq. ID 


OJ991020_01.0207.C13 


Gene No. 


20087 




Strand 




Start 


5388 




End 


6575 


Name 


OJ991020 01.0207.C13.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5547 




End 


6119 


GI 


none 




Score 


260 


Exons 


5547. .5795, 5555, ,5779, 


5806. 


.5850, 5808.. 5831, 5831.. 6118, 




5835. ,6119 








Seq. No. 


9380 




Seq. ID 


OJ991020_01.0207.C13 


Gene No. 


20087 




Strand 




Start 


5388 




End 


6575 


Name 


OJ991020 01.0207.Ci3.o2. 


tm 


Method 


TBLASTX :Maize 


Start 


5784 




End 


6575 


GI 


none 




Score 


111 


Exons 


5784. ,5855, 5789. .6529, 


5856. 


.6575, 6533.. 6574 



Seq. No. 
Gene No. 



9380 
20087 



Seq. ID OJ991020_01.0207.C13 
Strand 



9896 






start 


5388 








End 


6575 




Name 


OJ991020 01 


.0207 


.C13.03 


ts 


Method 


TBLASTX : Soybean 




Start 


5964 








End 


6425 




GI 


none 








Score 


290 




Exons 


5964. .6425, 


5984 


. . 6154, 


5988, 


.6173, 6197. .6274 




Seq, No. 


9380 








Seq. ID 


OJ991020 01.0207-C13 




Gene No . 


20087 








Strand 






Start 


5388 








End 


6575 




Name 


OJ991020 01 


.0207 


.C13.01 


tc 


Method 


TBLASTX: Cress 




Start 


6000 








End 


6422 




GI 


none 








Score 


210 




Exons 


6000. .6422 














Seq. No, 


9380 








Seq. ID 


OJ991020_01.0207 .C13 




Gene No, 


20087 








Strand 






Start 


5388 








End 


6575 




Name 


OJ991020 01 


.0207 


,C13.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6207 








End 


6551 




GI 


none 








Score 


128 




. Exons 


>6207. .6296, 


6207 


, .6293, 


6285. 


.6449, 6296. .6445, 6471. .6551 




Seq, No. 


9380 








Seq, ID 


OJ991020_01.026'7-.C13 




Genp No. 


20088 








Strand 




■Q 


Start 


6642 








End 


7517 


Q 


Name 


OJ991020 01 


.0207 


.C13.05, 


tm 


Method 


TBLASTX: Maize 




Start 


6642 








End 


6968 


Til 


GI 


none 








Score 


439 




Exons 


6642. .6968, 


6643 


. ,6966 










Seq. No. 


9380 








Seq. ID 


OJ991020_01 . 0207 , C13 




Gene No. 


20088 








Strand 






Start 


6642 








End 


7517 




Name 


OJ991020 01 


.0207 


.C13.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


6676 








End 


7271 




GI 


5509260 








Score 


204 


'i. i 


Exons 


6676. .6891, 


6901 


. .7254, 


6903. 


.7271 






GI Descrip. 


- 












'! 


Seq. No. 


9380 








Seq. ID 


OJ991020_01.0207.C13 




Gene No. 


20088 








Strand 






Start 


6642 








End 


7517 




Name 


OJ991020 01 


.0207 


.C13.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


6802 








End 


7257 




GI 


none 








Score 


67 




Exons 


6802. .6891, 


6864 


. .6923, 


6885. 


.6920, 6912.. 7067, 6920,. 7255, 






6920. .7126, 


6922 


. .7257, 


6924. 


.7256 






Seq. No. . 


9380 








Seq. ID 


OJ991020__01.0207.C13 




Genp No 


20088 








Strand 






Start 


6642 








End 


7517 




Name 


OJ991020 01 


. 0207 


.013. o2 . 


tc 


Method 


TBLASTX :'Cress 




Start • 


6886 








End 


7164 




GI 


none 








Score 


188 




Exons 


6886. .7164 














Seq. No. 


9380 ■ 








Seq. ID 


OJ991020_01.0207.C13 



9897 




Gene No. 


20088 








Strand 




Start 


6642 








End 


7517 


Name 


OJ991020 01 


.0207 


.C13.03 


. tm 


Method 


TBLASTX: Maize 


Start 


7086 








End 


• 7517 


GI 


none 








Score 


236 


Exons 


7086. .7271, 


7087 


. .7254, 


7088 


I..7261, 7250. .7516, 7254. .7517 


Seq. No. 


9380 








Seq, ID 


OJ991020 01 0207 C13 


Gene No. 


20089 








Strand 




Start 


7449 








End 


8335 


Name 


OJ991020 01 


.0207 


.C13.05 


.tw 


Method 


TBLASTX: Wheat 


Start 


7449 








End 


7865 


GI 


none 








Score 


83 


Exons 


7449. .7601, 


7629 


, .7865 








Seq. No. 


9380 








Seq. ID 


OJ991020_01,0207,C13 


Gene No . . 


20089 








Strand 




Start 


7449 








End 


8335 


Name 


OJ991020 01. 


.0207 


.C13.01 


. tm 


Method 


TBLASTX: Maize 


Start 


7632 








End 


8335 


GI 


none 








Score 


934 


Exons 


7632, .;8327, 


•7639, 


. .8085, 


.7 640 


..832'3, 8123.'. 8335., 8224. -.8325- 


Seq. No. 


9380 








O C ^ > J. u 


O.TQQI 090 ni (1907 ri 


till Gene No. 


20089 












Start 


7449 










O O O D 


fn Name 


OJ991020 01. 


,0207. 


.C13,o2. 


. ts 


Method 


TBLASTX : Soybean 


%\ Start 


7650 








End 


8291 


GI 


none 








Score 


292 


Exons 

Ly 


7650. .8039, 


7874. 


. .8038, 


8067 


. .8291 




:.^) Seq. No. 


9381 








Seq. ID 


OJ991020_01.0207.C14 


Gene No. 


20090 








Strand 


+ 


' Start 


844 








End 


4586 


''l,,^ Name 


OJ99l6'20 01, 


0207, 


X14.01. 


.gs 


Method 


GENSCAN 


^'^ Start 


844 






End 


4586 


'■==1 GI 


none 








Score 


^,47 


U: Exons 


,.844, .910, 1265. .1420, 1887,. 


2030, 2413 


..2594, 2688. .2996, 




' "3114. .3338, 


3458. 


, .3515, 


4455 


. , 4586 




;;=! Seq, No. 


9382 








Seq. ID 


OJ991020_01. 0207,C15 


'ssf Gene No. 


20091 








Strand 


+ 


Start 


241 








End 


2534 


Name 


OJ991020 01. 


0207. 


C15.01, 


gs 


Method 


GENSCAN 


Start 


241 








End 


1951 


GI 


none 








Score 


.47 


Exons 


241, .387, 1006. .1417, 1448., 


1951 




Seq. No. 


9382 








Seq. ID 


OJ991020_01,0207.C15 


Gene No . 


20091 








Strand 


+ 


Start 


241 








End 


2534 


Name 


OJ991020 01. 


0207. 


C15.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


254 








End 


577 


GI 


none 








Score 


319 


Exons 


254. .577, 270. .431, 289, 


.573 






Seq, No. 


9382 








Seq. ID 


OJ991020_01.0207.C15 



9898 




Gene No, 


20091 






Strand 


+ 




Start 


241 






End 


2534 




Name 


OJ991020 01, 


.0207.C15.ol 


.np 


Method 


. AAT/NAP 




Start 


1328 




End 


1732 




GI 


2462640 






Score 


548 




Exons 


1328. .1732 












GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 




Seq. No. 


9382 






Seq. ID 


OJ991020_01.0207 


.C15 


Gene No. 


20091 






Strand 


*f 




Start 


241 






End 


2534 




*Naine 


OJ991020 01 


0207 CIS ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1364 ~ 






End 


2275 




GI 


none 






Score 


445 




Exons 


1364 2137 


1S2S 1791 


-L U -.^ J. . 


.1866, 2168. .2275 




Seq. No, 


9382 






Seq. ID 


OJ991020_01.0207 


.C15 


Gene No . 


20091 






Strand 


+ 




Start 


241 






End 


2534 




Name 


OJ991020 01 


0901 n s oi 




Method 


TBLASTX: Soybean 




Start 


d. J J. ^ 






End 


2477 




GI ■ ' 


none ' 






Score, 


- 57 . 




Exons 






2168. 


.2263,* 2340. .2477 




Seq. No. 


9382 








n.TQQi n^n m 0907 


.CIS 


Gene No . 


20091 












Start 


241 






End 


2534 




Name 


OJ991020 01. 


0207,C15,o2. 


1 L. W 


Method 


TBLASTX: Wheat 




Start 


2321 






End 


2534 




GI 


none 






Score 


206 




Exons 


2321. .2533, 


2322. .2534 










Seq. No. 


9383 






Seq. ID 


OJ991020_01.0207 


.C17 


Gene No. 


20092 






Strand 


+ 




Start 


272 






End 


568 




Name 


OJ991020 01. 


0207,C17.ol, 




Method 


GENSCAN 




Start 


272 




End 


568 




GI 


none 






Score 


.97 




Exons 


272. .369, 463, .568 










Seq, No, 


9383 






Seq. ID 


OJ991020_01.0207 


.C17 


Gene No. 


20093 






Strand 


+ 




Start 


1215 






End 


1800 , 




Name 


OJ991020 01. 


0207.C17.o2. 


gs 


Method 


GENSCAN 




Start 


1215 






End 


1800 




GI 


none 






Score 


.92 




Exons 


1215. .1284, 


1723. .1800 










Seq. No. 


9383 






Seq. ID 


OJ991020_01.0207 


.C17 


Gene No. 


20094 






Strand 






Start 


1 






End 


1805 




Name 


OJ991020 01. 


0207.C17.ol. 


np 


Method 


AAT/NAP 




Start 


1" 






End 


1805 




GI 


119110 






Score 


259 




Exons 


1..355, 1084 


. .1805 











GI Descrip. EBNA-1 NUCLEAR PROTEIN gi I 73987 | pir | | QQBE31 .probable nuclear 
antigen - human herpesvirus 4 (strain B95-8)"^'' • 



9899 




gi|.1334880|emb|CAA24816.1| (V0i555) BKRFl encodes EBNA-l' 
protein, latent cycle gene. [Human herpesvirus 4] 





Sea. No. 


9384 


Seq. ID 


OJ991020 01 0207 C18 




Gene No. 


20095 


Strand 


+ ~ 




Start 


3721 


End 


3837 




Name 


OJ991020 01.0207.C18.ol.gp 


Method 


AAT/GAP 




Start 


3721 


End 


3837 




GI 


uC-osflcyp088bl2bl 


Score 


141 




Exons 


* 3721. .3837 








GI Descrip. 


'5257255/dbj | AP000364 . 1 1 AP000364 3-. Oe- 


36 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


9384 


Seq. ID 


OJ991020_01.0207.C18 




Gene No. 


20096 


Strand 






Start 


2707 


End 


11878 •* 




Name 


OJ991020 01.0207.C18.ol.np 


Method 


AAT/NAP 




Start 


2707 


Endl .. 


10117 




■ GI 


6449046 


Score 


39 




Exons 


2707. .2768, 8882. .9039, 9994 


. .10117 






GI Descrip. 


"t^F180942) downy mildew resistance .protein RPP5 [Arabidopsis 






Lnd,-!- lana J -. 


..'^T- '■ ■■' 




SI 


Seq. No. 


9384 


Seq. ID 


OJ991020_01.0207.C18 


_l 


Gene No. 


20096 


Strand 




z\ 


Start 


2707 


End 


11878 


1 : 


Name 


OJ991020 01.0207.C18.o2.gs 


Method 


GENS CAN 


y 


Start 


6736 


End 


11878 


1 


GI 


none 


Score 


.8 


cF 

U 


Exons 


6736. .6774, 7411. .7426, 8553 


..11620, 11870. .11878 


J 


Seq. No. 


9385 


Seq. ID 


OJ991020_01.0207.C20 


: S 


Gene No. 


20097 


Strand 


+ 




Start 


128 


End 


254 


"i 


Name 


OJ991020 01.0207.C20.ol.gp 


Method 


AAT/GAP 


E 


Start 


128 


End 


254 




GI 


35458 1.R1084 


Score 


112 




Exons 


128. .254 








GI Descrip. 


'3868853/dbj IBAA34247I l.Oe- 


21 (AB013853) GPI-anchored protein 


~i 




[Vigna* radiata] ' 








Seq. No. 


9385 


Seq. ID 


OJ991020_01.0207 .C20 




Gene No . 


20098 


Strand 


+ 




Start 


1384 


End 


1823 




Name 


OJ991020 01.0207.C20.o2.gs 


Method 


GENSCAN 




Start 


1384 


End 


1823 




GI 


none 


Score 


.63 




Exons 


1384. .1462, 1645. .1823 








Seq. No. 


9385 


Seq. ID 


OJ991020_01. 0207 .C20 




Gene No. 


20099 


Strand 






Start 


3568 


End 


3969 




Name 


OJ991020 01.0207.C20.o3.gs 


Method 


GENSCAN 




Start 


3568 


End 


3969 




GI 


none 


Score 


.68 




Exons 


3568. .3672, 3892. .3969 







9900 



Seq. No. 9386 

Gene No. 20100 

Start 10302 

Name OJ991020_01 . 0207 . C21 . o2 . gp 

Start 10302 

GI LIB3431-038-P1-N1-F4 

Exons 10302. .10445 

GI Descrip. '3928097 3.0e-16 (AC005770) 
[Arabidopsis thaliana] ' 



Seq. ID OJ991020_01.0207.C21 

Strand + 

End 10445 

Method AAT/GAP 

End 10445 

Score 272 

unknown protein, 5'' partial 



OJ991020 01.0207:.:C21 



Seq. No. 9386 Seq. ID 

Gene No. 20101 Strand 

Start 1 End 6745 

Name OJ991020_01 . 0207 . C21 . ol . gp Method AAT/GAP 

Start 1 End 571 

GI 57835_1.R1084 Score 923 

Exons 1..320, 401.. 571 

GI Descrip. ' 6056191/gb | AAF02808 . 1 | AC009400_4 2.0e-18 (AC009400) 
RNA binding protein [Arabidopsis thaliana] ' 



putative 



in 



Seq. No.. 9386 - ' • ; Sfqi._ID 
Gene No. . 20101 ' ■•' ' " Strahd . 

Start 1 End 

Name OJ991020_01 . 0207 . C21 . ol . gs Method 

Start 236 End 

GI none Score 
Exons 



OJ991020 01.0207.C21 



236. .318, 401. .575, 879. .1064, 1676. 
2633. .2740, 2819. .2960, 3042. .4138, 



6745 
GENSCAN 
6745 
. 94 

.1786, 1865, 
6473. . 6745 



.2077, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9386 Seq. ID 

20101 Strand 

1 End 

OJ991020_01.0207.C21.ol.np Method 

268 End 

6056191 Score 



OJ991020_01 . 0207 .C21 

6745 
AAT/NAP 
3084 
846 



268. .610, 905. .1064, 1676. .1786, 1865. .2077, 2633. .2740, 
2819.. 2960, 3042.. 3084 



:\ GI Descrip. (AC009400) putative RNA binding protein [Arabidopsis thaliana] 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9386 Seq. ID 

20102 Strand 

7860 End 

OJ991020_01.0207.C21.ol.tc Method 

372 End 

none Score 



OJ991020_01.0207.C21 
8646 

TBLASTX: Cress 

2986 

48 



372. .599, 384. .488, 385. .570, 423. .620, 425. .577, 426. .572, 
513. .611, 894. .1067, 901. .1068, 1676. .1792, 1677. .1787, 
1678. .1794, 1840. .2010, 1865. .2086, 1935. .2075, 2630. .2686, 
2816. .2905, 2819. .2986 



Seq. No. 9386 

Gene No. 20102 

Start 7860 

Name OJ991020_01 . 0207 . C21 . o2 . tm 

Start 384 

GI none 
Exons 



Seq. ID OJ991020_01.0207.C21 
Strand 
End 

Method 
End 
Score 



8646 

TBLASTX: Maize 

2966 

139 



384. .599, 394. .570, 423. .620, 426. .608, 894. .1067, 895. .1068, 



9901 





926. .1069, 


934. . 


1068, 1676.. 


1792, 1676 


..1744, 1865. ,2086, 




1874 , ,2095, 


1953 


, .2075, 


2645 


..2743, 2648. .2743, 2814, .2966, 




2819. ,2962, 


2819 


, .2947 








Seq. No. 


9386 








Seq, ID 


OJ991020 01,0207.C21 


Gene No. 


20102 








Strand 




Start 


7860 








End 


8646 


Name 


OJ991020 01 


.0207 


.C21.02 


.ts 


Method 


TBLASTX: Soybean 


Start 


411 








End 


2995 


GI 


none 








Score 


67 


Exons 


411. ,578, 1865.. 


2095, 2633.. 


2740, 2633 


. ,2743, 2814 . .2969, 




2819. .2962, 


2822 


. .2995, 


2829 


. .2966 




Seq. No, 


9386 








Seq. ID 


OJ991020_01.0207.C21 


Gene No , 


20102 








Strand 


— 


start 


7860 








End 


8646 


Name 


OJ991020 01 


.0207 


.C21.03 


.ts 


Method 


TBLASTX: Soybean 


Start 


894 








End 


1067 


GI 


none 








Score 


114 


Exons 


894 . .1067, 


925. . 


1065 








Seq, No. 


9386 








.'Se-qV- ID 


.OJ991020__0i; 0207 . C21 




20102 








Strand 


- 


Start 


7860 








End 


8646 


Name 


OJ991020 01 


.0207 


.C21.02 


.gs 


Method 


GENSCAN 


Start 


7860 








End 


8598 


GI 


none 








Score 


, 65 


Exons 


7860. .8088, 


8190 


. .8330, 


8429 


. .8598 




Seq, No, 


9386 








Seq. ID 


OJ991020_01.0207.C21 


Gene No, 


20102 








Strand 




Start 


7860 








End 


8646 


Name 


OJ991020 01 


.0207 


.C21.01, 


.tm 


Method 


TBLASTX: Maize 


Start 


7892 








End 


8344 


GI 


none 








Score 


237 


Exons 


7892, .8116, 


7893 


. .8117, 


8116 


,,8202, 8117. .8203, 8209. .8340, 




8217. .8339, 


8279 


. .8344 








Seq. No. 


9386 








Seq. ID 


OJ991020_01.0207.C21 


Gene No. 


20102 








Strand 




Start 


7860 








End 


8646 


Name 


OJ991020 01 


.0207 


,C21.ol, 


,tw 


Method 


TBLASTX: Wheat 


Start 


7895 








End 


8283 


GI 


none 








Score 


113 


Exons 


7895. .8017, 


7899 


. .8018, 


8028 


-,.8117, 8030. .8107, 8120. .8209, 




8125, .8178, 


8223 


. .8282, 


8224 


..8283 




Seq. No. 


9386 








Seq. ID 


OJ991020_01.0207,C21 


Gene No 


20102 








Strand 




Start 


7860 








End 


8646 


Name 


OJ991020 01 


.0207 


.C21.01, 


ts 


Method 


TBLASTX : Soybean 


Start 


8052 








End 


8643 


GI 


none 








Score 


70 


Exons 


■ 8052. .8129, 


8230 


. .8643, 


8241 


. .8642 




Seq. No. 


9386 








Seq. ID 


OJ991020_01.0207.C21 


Gene No. 


20102 








Strand 





9902 




start 


7860 


End 


8646 


Name 


OJ991020 01.0207.C21.o3.tm 


Method 


TBLASTX: Maize 


Start. 


8350 


End 


8646 


GI 


none 


Score 


289 


Exons 


8350.. 8646, 8350.. 8634 






Seq. No. 


9387 


Seq. ID 


OJ991020_01,0207.C22 




20103 


St rand 




start 


4450 


End 


7141 


Name 


OJ991020 01.0207.C22.o2.gs 


Method 


GENSCAN 


Start 


4450 ^ 


End 


7049 


GI 


none 


Score 


.47 


Exons 


4450. .4498, 4519.. 7049 






Seq. No. - ^ 


9387 


Seq. ID 


OJ991020_01.0207.C22 


Gene No. 


20103 


Strand 


+ 


Start 


4450 


End 


7141 


Name 


OJ991020 01.0207.C22.o2.np 


Method 


AAT/NAP 


Start 


5595 


End 


7141 


GI 


6815062 


Score 


1441 


■Exons 


5595.. 7141- 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome IT BAG 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


9387 


Seq. ID 


OJ991020_01.0207.C22 


Gene No. 


20104 


Strand 




Start 


1 


End 


6203 


Name 


OJ991020 01.0207.C22.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1076 


GI 


LIB3431-038-P1-N1-F4 


Score 


254 


Exons 


1..41, 881. .943, 1028. .1076 






GI Descrip. 


'3928097 3.0e-16 (AC005770) 


unknown protein, 5*' partial 




[Arabidopsis thaliana] ' 






Seq. No. 


9387 


Seq. ID 


OJ991020_01.0207.C22 


Gene No. 


20104 


Strand . 




Start 


1 . . 


End 


6203 


Name 


OJ991020 ■01.0207.C22.o3.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


1334 


GI 


none 


Score 


70 


Exons 


1..42, 3. .44, 857, .940, 857. 


.949, 858.. 


950, 877. .951, 975. .1 




1015.. 1077, 1026.. 1082, 1027 


..1077, 1028. .1078, 1110. .1325, 




1150. .1326, 1173. .1334, 1180 


. .1329 




Seq. No. 


9387 


Seq. ID 


OJ991020_01.0207.C22 


Gene No. 


20104 


Strand 




Start 


1 


End 


6203 


Name 


OJ991020 01.0207.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6042 


GI 


6598488 


Score 


936 


Exons 


1..41, 881. .943, 1028. .1071, 


1175. .1237 


, 1951. .2126, 2216. .2' 




2702. .2882,^ 3307. ,3330, 3429 


..3723, 5974. .6042 


GI Descrip. 


{AC005770) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


9387 


Seq. ID 


OJ991020_01.0207.C22 


Gene No. 


20104 


Strand 





9903 



start 
Name 
Start 
GI 

Exons 



OJ991020_01.0207.C22.ol.gs 

362 

none 



End 

Method 

End 

Score 



6203 
GENSCAN 
4184 
.72 



362. .417, 1175. .1284, 2216. .2435, 3307, .3330, 3422. .3643, 
4181. .4184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
•Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



9387 

20104 

1 

OJ991020_01 . 0207 . C22 . o2 . ts 

899 

none 



Seq. ID OJ991020_01.0207.C22 
Strand 

End 6203 

Method TBLASTX : Soybean 

End 2296 

Score 125 

899. .937, 1034. .1072, 1260. .1322, 1953. .2114, 1985. .2134, 
2222.. 2296, 2224.. 2295 



9387 

20104 

1 

OJ991020_01.0207.C22.ol.tc 

1266 

none 



Seq. ID OJ991020_01.0207.C22 
Strand 

End 6203 

Method TBLASTX : Cress 

End ■ 2437; 

Score 94-* 

1266. .1322, 1988. .2134, 1989. .2102, 2218. .2400, 2219.^2437, 
2384. .2434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9387 

20104 

1 

OJ991020_01. 0207. 022. o2.gp 
1538 

LIB3431-038-P1-K1-F4 



Seq. ID OJ991020_01.0207.C22 
Strand 

End 6203 

Method AAT/GAP 

End 2238 

' Score 725 



1538.. 1772, 1991.. 2126, 2216.. 2238 

'3928097 6.0e-17 (AC005770) unknown protein, 5*' partial 
[Arabidopsis thaliana] ' 



9387 

20104 

1 

OJ991020_01.0207.C22.o2.tm 

1988 

none 



Seq. ID OJ991020_01.0207.C22 
Strand 

End 6203 

Method TBLASTX : Mai ze 

End 3470 

Score 163 



1988. .2125, 1989. .2126, 1989. .2126, 1990. .2127, 2216. .2437, 
2218. .2400, 2378. .2440, 2691. .2831, 2703. .2894, 2713. .2895, 
3426.. 3470 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



9387 
20104 
1 

OJ991020_01.0207.C22.o3.gp 
2248 

LIB3477-010-P1-K1-F12 
2248. .2435, 2702. .2900 

•3402690 2.0e-46 (AC004697) hypothetical protein, 3'' partial. 
[Arabidopsis thaliana] ' 



Seq. ID OJ991020_01.0207.C22 
Strand 

End 6203 

Method AAT/GAP 

End 2900 

Score 696 



9387 
20104 



Seq. ID OJ991020_01.0207.C22 
Strand 



9904 






Start 


1 




End 


6203 








Name 


OJ991020 01.0207.C22.ol 


.ts 


Method 


TBLASTX: 


Soybean 






Start 


2703 




End 


2894 








GI 


none 




Score 


164 








Exons 


2703.. 2894, 2704.. 2883 














Seq. No. 


9387 




Seq. ID 


OJ991020 


_01.0207 


.C22 




Gene No. 


20104 




Strand 










Start 


1 




End 


6203 








Name 


OJ991020 01.0207,C22,ol 


. tm 


Method 


TBLASTX : 


Maize 






Start 


5637 




End 


6203 








GI 


none 




Score 


139 








Exons 


5637. .5786, 5813. .6181, 


5814. 


.6203 










Seq. No. 


9387 




Seq. ID 


OJ991020 


_01.0207 


.C22 




Gene No. 


20105 




Strand 










Start 


6330 




End 


6608 








Name 


OJ991020 01.0207.C22.o4 


. tm 


Method 


TBLASTX: 


Maize 






Start 


6330 




End 


6608 








GI 


none 




Score 


190 








Exons 


6330. iV6;^j8,, ■ 15386. .'6511 




' ■ 










Seq. No. 


9388 




Seq. ID 


OJ991020 


_01.0207 


.023 




Gene No. 


20106 




Strand 










Start 


1 




End 


955 






Q 


Name 


OJ991020 01.0207.C23.ol- 


.gp 


Method 


AAT/GAP 






n\ 


Start 


1 




End 


955 






ill 


GI 


342 1.R1084 




Score 


1225 








Exons 


1. .425,. 535. .639, 758. . 


955 












GI Descrip. 


' 4574 406/gb IAAD24042.il 


O.Oe+00 (AF121139) RIM2 


protein 


[Oryza 


. ^: 




sativa] * 














Seq. No. 


9388 




Seq. ID 


OJ991020 


_01.0207 


.023 




Gene No. 


20106 




Strand 








-i 


Start 


1 




End 


955 






"i, i 


Name 


OJ991020 01.0207.C23.o2 


.gp 


Method 


AAT/GAP 








Start 


88 




End 


955 








GI 


342 1.R1084 




Score 


1063 






i. 'i 
; sr 


Exons 


88. .425, 535. .639, 758. 


.955 










Q 


GI Descrip. 


M574 406/gb lAAD24042.il 


O.Oe+00 (AF121139) RIM2 


protein 


[Oryza 


•s s? 




sativa] ' 














Seq. No. 


9389 ' 




Seq. ID 


OJ991110 


__01.0218 


.02 




Gene No. 


20107 




Strand 


+ 








Start 


1 




End 


134 








Name 


OJ991110 01.0218.C2.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


134 








GI 


5803259 




Score 


111 








Exons 


1. .134 














GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


9390 




Seq. ID 


OJ991110 


_01.0218 


.03 




Gene No. 


20108 




Strand 


+ 








Start 


1 




End 


1640 








Name 


OJ991110 01.0218.C3.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


1601 








GI 


5852180 




Score 


560 







9905 






Exons 


1..37, 1017. .1132, 1184. .1601 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza ' 


sativa] 








Seq. No. 


9390 


Seq. ID 


OJ991110_01.0218 


.C3 






20108 


O L. Cll iVU 








start 


1 


End 


1640 






Name 


OJ991110 01.0218.C3.ol.gs 


Method 


GENSCAN 






Start 


1010 


End 


1640 






GI 


none 


Score 


.63 






Exons 


1010,. 1640 ^■ 










Seq. No. 


9390 


Seq. ID 


OJ991110__01.0218 


.C3 




Gene No. 


20109 


Strand 








Start 


1 


End 


260 






Name 


OJ991110 01.0218.C3.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


260 






GI 


uC-osflcyp033a04bl 


Score 


500 






Exons 


1. .260 










GI Descrip. 


'6016845/dbj | AP0.00570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genoi 






. DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


. ^ J I? J. 


Seq. ID 


OJ991110_01.0218 


.04 






^ U X X u 


Strand 








Start 


X J X 


End 


2128 






Name 


n.TQQT Tin m 091 S CA o1 rrc; 

wui/z/xxxu u X . X o . . OX . y s 


Method 


GENSCAN 






Start 


1 '^1 ~~ 

X -J X 


End 


2011 




;n 


GI 


none 


Score 


.85 




'! i 


Exons 


131. .2011 








s: 


Seq. No. 


y J y X 


Seq. ID 


OJ991110_01.0218 


.04 




Gene No. 




Strand 






~i 


Start 


131 


End 


2128 






Name 


OJ991110 01.0218.C4.ol.np 


Method 


AAT/NAP 






Start 


134 


End 


2128 






GI 


4680179 


Score 


2860 




sr 


Exons 


134. .2128 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


9391 


Seq. ID 


OJ991110_01.0218 


.04 






20110 


Strand 








Start 


131 


End 


2128 






Name 


OJ991110 01.0218.C4.o4.tw 


Method 


TBLASTX: Wheat 






Start 


179 


End 


512 






GI 


none 


Score 


112 






Exons 


•179. .511, 200. .508, 243. .512 










Seq. No. 


9391 


Seq. ID 


OJ991110_01.0218 


.04 






20110 


Strand 








Start 


131 


End 


2128 






Name 


OJ991110 01.0218.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


359 


End 


958 






GI 


none 


Score 


257 






Exons 


359. .799, 375. .800, 797. .958, 


804. .950, 806. .955 






Seq. No. 


9391 


Seq. ID 


OJ991110_01.0218 


.04 




Gene No. 


20110 


Strand 








Start 


131 


End 


2128 





9906 



Name 

Start 

GI 

Exons 



OJ991110_01.0218.C4.ol.tw Method 

512 End 

none Score 
512. .1138, 513.. 1082 



TBLASTX: Wheat 

1138 

281 



Seq. No. 9391 Seq. ID 

Gene No. 20110 Strand 

Start 131 End 

Name OJ991110_01 . 0218 . C4 . o3 . tm Method 

Start 1007 End 

GI none ^ • Score 

Exons 1007.. 1297, 1011.. 1298, 1138.. 1299 



OJ991110_01.0218.C4 
2128 

TBLASTX: Maize 

1299 

206 



Seq. No. 


9391 








Seq. ID 


OJ991110_01.0218 


Gene No. 


20110 








Strand 


- 


Start 


131 








End 


2128 


Name 


OJ991110_01 


.0218 


.C4.01. 


ts 


Method 


TBLASTX: Soybean 


o ua J- t 










EjIIQ 




GI 


none 








Score 


148 


Exons 


1097. .1357, 


1098 


...1352 








Seq. No. 


9391 








Seq. ID 


OJ991110_01. 02*18 


Gene No. 


20110 








Strand 


- 


Start 


131 








End 


2128 


Name 


OJ991110 01 


.0218 


.04. ol. 


tc 


Method 


TBLASTX: Cress 


o car t 


1191 








HjUO 


J. f± J o 


GI 


none 








Score 


80 


Exons 


1121. .1264, 


1122 


, .1262, 


1265. 


.1438 




Seq. No. 


9391 








Seq. ID 


OJ991110__01.0218 


Gene No. 


20110 








Strand 


- 


Start 


131 








End 


2128 


Name 


OJ991110_01 


.0218 


.C4.o2. 


tw 


Method 


TBLASTX: Wheat 


o uar c 


1 1 4 c: 
X X f± 0 










1 "7 1 9 
X / 


GI 


none 








Score 


340 


Exons 


1145. .1681, 


1146 


. .1712 








Seq. No. 


9391 








Seq. ID 


OJ991110_01.0218 


Gene No. 


20110 








Strand 




Start 


131 








End 


2128 


Name 


OJ991110 01 


.0218 


.C4.02. 


tm 


Method 


TBLASTX: Maize 


Start 


1703 








End 


2066 


GI 


none 








Score 


171 


Exons 


1703. .2065, 


1712 


. .2065, 


1716. 


.2066 




Seq. No. 


9391 








Seq. ID 


OJ991110_01.0218 


Gene No. 


20110 








Strand 




Start 


131 








End 


2128 


Name 


OJ991110 01 


.0218 


.C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1715 








End 


2107 


GI 


none 








Score 


341 


Exons 


1715. .2107, 


1716 


. .2105 








Seq. No. 


9391 








Seq. ID 


OJ991110_01.0218 


Gene No. 


20110 








Strand 




Start 


131 








End 


212.8 


Name 


OJ991110 01, 


.0218 


.C4.02. 


ts 


Method 


TBLASTX : Soybean 



9907 



start 1886 

GI none 

Exons 1886.. 2116, 1986.. 2108 

Seq. No. 9392 

Gene No. 20111 

Start 4287 

Name OJ991110_01 . 0218 . C5 . o3 . gs 

Start 4287 

GI none 

Exons 4287.. 4613 



End 2116 
Score 67 



Seq. ID OJ991110_01.0218.C5 

Strand + 

End 4 613 

Method GENSCAN 

End 4613 

Score 1 



Seq. No. 9392 Seq. ID 

Gene No. 20112 Strand 

Start 57 ■ End 

Name OJ991110_01 . 0218 . C5 . ol . gs Method 

Start 57 End 

GI none Score 

Exons 57.. 1008 



OJ991110_01.0218.C5 

1008 
GENSCAN 
1008 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9392 Seq. ID 

20113 Strand 

1255 End 

OJ991110_01.0218.C5.o2.gs Method 

1255 End 

none Score 

1255. .1869, 2000. .2064, 3081. .3156 



OJ99111'0_01.0218.C5 
3335 

GENSCAN ■ 

3156 

.68 



OJ991110 01. 0218. C5 



9392 Seq. ID 

20113 Strand 
1255 End 3335 

OJ991110_01 . 0218 . C5 . ol . gp Method AAT/GAP 

2953 End 3335 

uC-osflcyp033a04bl Score 716 

2953.. 3335 

'6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


9392 








Seq. ID 


OJ991110_01.0218 


.C5 


Gene No. 


20114 








Strand 






Start 


5302 








End 


8901 




Name 


OJ991110 


01. 0218. C5, 


.o7, 


. tw 


Method 


TBLASTX: Wheat 




Start 


166 








End 


535 




GI 


none 








Score 


112 




Exons 


166. .534, 


341. .535 












Seq. No. 


9392 








Seq. ID 


OJ991110_01.0218 


.C5 


Gene No. 


20114 








Strand 






Start 


5302 








End 


8901 




Name 


OJ991110 


01. 0218. C5. 


.06, 


.tm 


Method 


TBLASTX: Maize 




Start 


229 








End 


534 




GI 


none 








Score 


90 




Exons 


229. .534, 


404. .520 












Seq. No. 


9392 








Seq. ID 


OJ991110_01.0218 


.C5 


Gene No. 


20114 








Strand 






Start 


5302 








End 


8901 ..i-/ 





9908 




Name 


OJ991110 01 


.0218.C5.o9. 


,tw 


Method 


TBLASTX: Wheat 




Start 


569 






End 


828 




GI 


none 






Score 


105. 




Exons - 


569. .766, 571. .768, 781. .828 








Seq. No. 


9392 






Seq. ID 


OJ991110_01.0218 


.C5 


Gene No . 


20114 












Start 


5302 






End 


8901 




Name 


OJ991110 01 


0218 C5 o2 


tw 


Method 


TBLASTX: Wheat 




Start 


1245 






End 


6883 




GI 


none 






Score 


321 




Exons 


1245. . 1307, 


6316 6852, 


6317 . 


. 6883 






Seq. No. 


9392 






Seq. ID 


OJ991110_01.0218 


.C5 


Gene No . 


20114 






St rand 






Start 


5302 






End 


8901 




Name 


OJ991110 01 


0218 C5 o4 




Method 


GENSCAN 




Start 


5302 ~ 






End 


8901 




GI 


none 






Score 


.87 




Exons 


5302. .8160, 


8175. .8209, 


8628, 


,,8901 • 






Seq. No. 


9392 






Seq. ID 


■OJ991110__01.0218 


.C5 


Gene No. 


20114 






Strand 






Start 


5302 






End 


8901 




Name 


OJ991110 01, 


.0218.C5.ol, 


up 


Method 


AAT/NAP 




Start 


5305 






End 


8895 




GI 


4680179 






Score 


4644 




Exons 


5305. .8706, 


8740. .8895 










GI Descrip. 


(AF111709) polyprotein 


[ Or y za 


sativa subsp. iridica] 




Seq. No. 


9392 






Seq. ID 


OJ991110_01.0218 


.C5 


Gene No . 


20114 






Strand 






Start 


5302 






End 


8901 




Name 


OJ991110 01. 


0218.C5.o6. 


tw 


Method 


TBLASTX; Wheat 




Start 


5350 






End 


5683 




GI 


none 






Score 


139 




Exons 


5350. .5682, 


5371. ,5679, 


5414 . 


.5683 






Seq. No. 


9392 ' 






'Seq. ID 


OJ991110_01,0218 


.C5 


Gene No . 


20114 






Strand 






Start 


5302 






End 


8901 




Name 


OJ991110 01. 


0218,C5.ol. 


tm 


Method 


TBLASTX: Maize • 




Start 


5530 






End 


6129 




GI 


none 






Score 


249 




Exons 


5530. .5970, 


5546. .5971, 


-J \j o . 


.6129, 5975. .6121, 5977, .6126 


Seq. No. 


9392 






Seq. ID 


OJ991110_01.0218 


.C5 


Gene No 


20114 






Strand 






Start 


5302 






End 


8901 




Name 


OJ991110 01. 


0218.C5,ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5683 






End 


6309 




GI 


none 






Score 


268 




Exons 


5683. .6309, 


5684. .6253 










Seq. No, 


9392 






Seq. ID 


OJ991110_01.0218, 


.'C5 


Gene No. 


20114 






Strand 






Start 


5302 






End 


8901 





9909 



Name 


OJ991110 01 


.0218 


.C5.o4 .tm 


Method 


TBLASTX: Maize 




Start 


6178 






End 


6470 




GI 


none 






Score 


208 




Exons 


6178. .6468, 


6182 


,.6469, 6282. 


. 6470 






Seq. No. 


9392 






Seq. ID 


OJ991110_01.0218. 


.C5 


oene lno . 








Strand 






Start 


5302 






End 


8901 




Name 


OJ991110 01. 


.0218 


.C5.o2.ts 


Method 


TBLASTX: Soybean 




Start 


6267 






End 


6528 




GI 


none 






Score 


153 




Exons 


6267. .6449, 


6268 


..6528, 6269. 


.6523 






Seq. No. 


9392 






Seq. ID 


OJ991110_01.0218, 


,C5 




9 0114 
Z U X ± fl 






Straiid 






Start 


5302 






End' 


8901 




Name 


OJ991110 01. 


.0218 


. 05 . ol . tc 


Method 


TBLASTX: Cress 




Start 


6292 






End 


6657 




GI 


none 






Score 


85 




Exons 


6292. .6435, 


6293 


..6433, 6436. 


.6609, 6622.. 6657 




Seq. No. 


9392 






beq. iU- 


^TQQT Tin HT noT o 

vJjyyiliU Ui.UZio. 


,C5 


oene ino • 


Z U 1 1 fi 






Strand 






Start 


5302 






Lna 


o yul 




Name 


■ OJ991110 01, 


0218 


.C5.o2.tm 


Metnoa . 


TBLASTX : Mai ze 




Start 


6874 






End 


7237 




GI 


none 






Score 


172 




Exons 


6874. ,7236, 


6883 


..7236, 6887. 


.7237 






Seq. No. 


9392 






Seq. ID 


OJ991110_01.0218. 


C5 


Gene No . 


9 n 1 1 /I 






Strand 






Start 


5302 






End 


8901 




Name 


OJ991110 01. 


0218 


.C5.o3.tw 


Method 


TBLASTX: Wheat 




Start 


6886 






End 


7308 




GI 


none 






Score 


367 




Exons 


6886. .7308, 


6887 


. .7276 








Seq. No, 


9392 






Seq. ID 


OJ991110_01.0218. 


C5 


uene wo . 


■ 9 n 1 1 ii 
Z U 1 1 H 






Strand 






Start 


5302 






End 


8901 




Name 


OJ991110 01. 


0218 


.C5.o3.ts 


Method 


TBLASTX : Soybean 




Start 


7057 






End 


7302 




GI 


none 






Score 


89 




Exons 


7057, .7302, 


7058, 


. .7285 








Seq. No. 


9392 






Seq. ID 


OJ991110_01.0218. 


C5 


osne INO . 


9 0114 
Z U 1 ± 4 






Strand' 






Start 


5302 






End 


8901 




Name 


OJ991110 01. 


0218, 


.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


7273 






End 


7773 




GI 


none 






Score 


53 




Exons 


7273. .7587, 


7316, 


. .7366, 7394. 


.7522, 7594. .7773, 7619. .7765 


Seq, No. 


9392 






Seq. ID 


OJ991110_01,0218. 


C5 


Gene No. 


20114 






Strand 






Start 


5302 






End 


8901 




Name 


OJ991110 01. 


0218. 


. C5.o5,tw , 


Method 


TBLASTX: Wheat 





9910 






Start 


7309 








End 


7611 






GI 


none 








Score 


295 






Exons 


7309. .7611, 


7325 


. .7.609 












Seq. No. 


9392 








Seq. ID 


OJ991110_01.0218 


.C5 




Gene No . 


i 1 4 








Strand 








Start 


5302 








End 


8901 






Name 


OJ991110 01 


.0218 


.C5.01. 


ts 


Method 


TBLASTX: Soybean 






Start 


7324 








End 


7719 






GI 


none 








Score 


220 






Exons 


7324. .7683, 


7325 


. .7615, 


7643. 


.7681, 7687. .7719, 7688. .7717 




Seq. No. 


9392 








beq. lu 




. L-D 




Liene no. 


on 1 1 /I 








orrana 








Start 


5302 








ttTiO. 


D Q n 1 
cs y u i 






Name 


OJ991110 01 


.0218 


.C5.04. 


tw 


iYie Lnoo. 


i DLirio iA . wneat 






Start 


7660 








tina 


Q fl '3 Q 
O U J O 






GI 


none 








Score 


218 






Exons 


7660. .8037, 


770J 


. .8038 












Seq. No. 


9392 








Seq.. ID 


OJ9911ld_01.0218 


c; 

. 




Gene No . 


o n 1 1 A' 
Z U 1 1 4 








Strand 








Start 


5302 








End 


8901 






Name 


OJ991110 01 


.0218 


.C5.05. 


tm 


Method 


TBLASTX: Maize 




; 'if 


Start 


7841 








End 


8130 






GI 


none 








Score. 


137 




f t 

rlJ 


Exons 


7841. .8032, 


7843 


. .8034, 


7843. 


.8130 






: =r 


Seq. No. 


9392 








Seq. ID 


OJ991110_01.0218 




; , E 


Gene No . 










Strand 






LI 


Start 


5302 








End 


8901 






Name 


OJ991110 01 


.0218 


.C5.o8. 


tw 


Method 


TBLASTX: Wheat 




rll 


Start 


8242 








End 


8680 






GI 


none 








Score 


69 




i- -3 


Exons 


8242. .8283, 


8311 


. .8424, 


8312. 


.8425, 8470. .8679, 8471. .8 


680 


'"t 1 
*j 


Seq. No. 


9392 








Seq. ID 


OJ991110_01.0218 


. Co 




Gene No . 


ZU 1 i 4 








Strand 








Start 


5302 








End 


8901 






Name 


OJ991110 01 


.0218 


.C5.07. 


tm 


Method 


TBLASTX: Maize 






Start 


8362 








End 


8715 






GI 


none 








Score 


74 






Exons 


8362. .8715, 


8546 


. .8713 












Seq. No. 


9393 








Seq. ID 


OJ991110_01.0218 


.C6 




Gene No . 










Strand 


+ 






Start 


2848 








End 


4329 






Name 


OJ991110 01 


.0218, 


.C6.02. 


gs 


Method 


GENSCAN 






Start 


2848 








End 


4329 






GI 


none 








Score 


.93 






Exons 


2848. .2890, 


3050, 


. .4329 












Seq. No. 


9393 








Seq. ID 


OJ991110__01.0218 


.C6 




Gene No. 


20116 








Strand 


+ 






Start 


8026 








End ■ 


15080 






Name 


OJ991110 01, 


.0218, 


.C6.05. 


gs 


Method 


GENSCAN 






Start 


8026 ■. 0 








End 


15080 





9911 




GI 


none 


Score 


.68 




Exons 


8026. .8130, 9375. .9948, 9992. 


.10128, 10515.. 15080 




Seq. No. 


9393 


Seq. ID 


OJ991110_01. 


0218. C6 


Gene No. 


20116 


Strand 






Start 


8026 


End 


15080 




Name 


OJ991110 01.0218.C6.ol.np 


Method 


AAT/NAP 




Start 


10515 


End 


15077 




GI 


4680179 


Score 


7898 




Exons 


10515. .15077 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


9393 


Seq. ID 


OJ991110_01. 


0218. C6 


Gene No. 


20117 


Strand 






Start 


1677 


End 


2058 




Name 


OJ991110 01.0218.C6.ol.gp 


Method 


AAT/GAP 




Start 


1677 


End 


2058 




GI 


.uC-osflcyp033a04bl 


Score 


647 




Exons 


1677. .2058 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genor 




DNA> chromosome 1, clone:P0711E10' 






Seq. No. 


9393 


Seq. ID 


OJ991110_01. 


0218. C6 


fipne No 


20118 


Strand 






Start 


4975 


End 


6266 




Name 


OJ991110 01.0218.C6.o3.gs 


Method 


GENSCAN 




Start 


4975 


End 


6266 






none 


Score 


.97 




Exons 


4975. .5524, 5530. .5700, 6166. 


.6266 






Seq. No. 


9393 


Seq. ID 


OJ991110_01. 


0218. C6 


(^pnp No 


20119 


Strand 






Start 


6912 


End 


7218 




Name 


OJ991110 01.0218.C6.o4.gs 


Method 


GENSCAN 




Start 


6912 


End 


7218 




GI 


none 


Score 


.53 




Exons ' 


6912.. 7077, 7082.. 7218 








Seq.' No. 


9393 . ' 


Seq. ID 


OJ991110_01. 


0218. C6 


Gene No. 


20120 


Strand 






Start 


7470 


End 


7542 




Name 


OJ991110 01.0218.C6.o2.gp 


Method 


AAT/GAP 




Start 


7470 


End 


7542 




GI 


1631463 


Score 


81 




Exons 


7470. .7542 ■ 








GI Descrip. 


4 680178/gb|AF111709. 1 IAF111709 5.0e-81 


Oryza sativa 


subsp . 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 9393 

Gene No. 20121 

Start 15348 

Name OJ991110_01 . 0218 . C6 . o6 . tw 

Start 207 

GI none 
Exons 



Seq. ID OJ991110_01. 0218. C6 



Strand 
End 

Method 

End 

Score 



15642 

TBLASTX: Wheat 

8085 

139 



207. .401, 208. .348, 489. .962, 520. .780, 802. .963, 7960. .8085 



9912 



u 



Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 




20121 




Strand 






Start 


15348 




End , 


15642 




Name 


OJ991110 01. 0218. C6 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


10778 




End 


11141 




GI 


none 




Score 


308 




Exons 


10778. .10882, 10782 


. .11141, 


10907. . 11140 




Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 


(^pnp No 


20121 




Strand 






start 


15348 




End 


15642 




Name 


OJ991110 01. 0218. 06 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


11022 




End 


11318 




GI 


none 




Score 


210 




Exons 


11022. .11318, 11022 


. -.11306, 


11039. .11209 




Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 




20121 




Strand 






Start 


15348 




End 


15642 




Name 


OJ991110 01. 0218. C6 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


11661 \ • 




.End 


12077 




GI 


none 




Score 


159 




Exons 


11661. .11855, 11711 


. .11809, 


11895. .12077, 11921. .1207 6 




Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 




20121 




Strand 






Start 


15348 




End 


15642 




Name 


OJ991110. 01.0218.C6 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12240 




End "' 


12722 




GI 


none 




Score 


541 




Exons 


12240. .12722, 12344 


. .12679, 


12354. .12713 




Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 


r^^np Mo 


20121 




Strand 






Start 


15348 




End 


15642 




Name 


OJ991110 01. 0218. C6 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12252 




End 


12541 




GI 


none 




Score 


321 




Exons 


12252. .12539, 12353 


. .12541 








Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 


npnp Mo 


20121 




Strand 






Start 


15348 




End . 


15642 




Name 


OJ991110 01.0218.06, 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12609 




End 


13109 




GI 


none 




■ Score 


153 




Exons 


12609. .12788, 12774, 


. .13109, 


12860. .12991, 13016.. 13066 




Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 


Gene No. 


20121 




Strand 






Start 


15348 




End 


15642 




Name 


OJ991110 01.0218.06, 


.01. ts 


Method 


TBLASTX : Soybean 




Start 


12663 




End 


13058 




GI 


none 




Score 


57 




Exons 


12663. .12695, 12663, 


. .12722, 


12695. . 12742, 12699. . 13058, 






12699. .12842, 12794, 


. .13057 









9913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9393 
20121 
15348 

OJ991110_01.0218.C6.o5.tw 
12771 
none 

12771. .13073, 12771. .13064, 12791.. 13072 



Seq. ID OJ991110_01.0218.C6 
Strand 

15642 

TBLASTX: Wheat 
13073 
402 



End 

Method 

End 

Score 



9393 

20121 

15348 

OJ991110_01.0218.C6.o2.tw 

13074 

none 

13074. .13583, 13106 .. 134 17 , 

9393 

20121 

15348 

OJ991110_01.0218.C6.o3.ts 

13080 

none 

13080. .13325 



Seq. ID OJ991110_01.0218.C6 

Strand - - 

End 15642 

Method TBLASTX : Wheat 

End 13583 

Score 628 
13152.. 13499 

Seq. ID OJ991110_01.0218.C6 
Strand 

End 15642 

Method TBLASTX : Soybean 

'End 13325 

Score 203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9393 
20121 
15348. 

OJ991110_01.0218.C6.o2.tm 
13145 
none 

13145. .13414, 13146. .13499, 13200. .13511 



Seq. ID OJ991110_01.0218.C6 
Strand 

15642 

TBLASTX: Maize 
13511 
488 



End 

Method 

End 

Score 



9393 

20121 

15348 

OJ991110_01.0218.C6.o3.tw 

13587 

none 

13587. .14066, 13620 .. 1394 6, 

9393 

20121 

15348 

OJ991110_01.0218.C6.ol.tc 

13773 

none 

13773. . 13946, 13947 14090, 

9393 

20121 

15348 

OJ991110_01.0218.C6.o2.ts 

13854 

none 

13854. .14114, 13859. .14113 



Seq. ID OJ991110_01.0218.C6 

Strand - . 

End 15642 

Method TBLASTX : Wheat 

End - 14066 

Score 587 
13658. .14065 ~ ■ . ■ 

Seq. ID OJ991110_01.0218.C6 
Strand 

End . 15642 

Method TBLASTX: Cress ■ 

End 14090 

Score 89 
13949. . 14089 

Seq. ID OJ991110_01.0218.C6 
Strand 

End 15642 

Method TBLASTX : Soybean 

End 14114 

Score 299. 



Seq. No. 



9393 



Seq. ID OJ991110 01. 0218. C6 



9914 






20121 




St rand 






Start 


15348 




End 


15642 




Name 


OJ991110 01. 0218. C6 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13913 




End 


14204 




GI 


none 




Score 


389 




Exons 


13913. .14200, 13914 


. .14204 








Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 


f^pnp No 


20121 




Strand 






Start 


15348 




End 


15642 




Name 


OJ991110 01. 0218. C6 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


14073 




End 


14699 




GI 


none 




Score 


725 




Exons 


14073. .14699, 14075 


. .14698 








Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 




20121 




Strand 






start 


15348 




End 


15642 




Name 


OJ991110 01. 0218. C6 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14253 




End 


14852 




GI . . 


none 




Score 


226 




Exons 


14253. .14414; -14261 


. .14407, 


14412. .148 


52, 14414.'. 14839 




Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 


Gene No. 


20121 




Strand 






Start 


15348 




End 


15642 




Name 


OJ991110 01. 0218.06 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14699 




End 


15067 




GI 


none 




Score 


374 




Exons 


14699. .14752, 14700 


. .15032, 


14727. .148 


07, 14792. . 14908, 






14871. .15011, 15014 


. .15067 








Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 


f^pnp No 


20121 




Qf rand 






Start 


15348 




End 


15642 




Name 


OJ991110 01. 0218. C6 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


14856 




End 


15053 




GI 


none 




Score 


197 




Exons 


14856. .15053 










Seq. No. 


9393 




Seq. ID 


OJ991110_01.0218 


.06 


Gene No. 


20121 




Strand 


- 




Start 


15348 




End 


15642 




Name 


OJ991110 01. 0218. C6 


o2 .np 


Method 


AAT/NAP 




Start 


15348 




End 


15642 




GI 


6721559 




Score 


142 




Exons 


15348. .15489, 15525, 


.15642 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi 1 6815084 | dbj | BAA90370 . 1 | 


(AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


9394 




Seq. ID 


OJ991110_01.0218 


07 


Gene No. 


20122 




Strand 


+ 




Start 


1181 




End 


1270 




Name 


OJ991110 01.0218.07. 


o2 .np 


Method 


AAT/NAP 




Start 


1181 




End 


1270 




GI 


4680183 




Score 


122 





9915 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1181. .1270 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ991110__01.0218.C7 
Strand 

End 1148 

Method AAT/NAP 

End 1148 

Score 135 



9394 
20123 
1 

OJ991110_01.0218.C7.ol.np 
1 

6721561 
1..20, 1058. .1148 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ991110_01,0218.C7 
Strand 

End 1148 
Method AAT/GAP 
End ^553 
Score 149 



9394 
20123 
1 

OJ991110_01.0218.C7.ol.gp 
442 

uC-osflcyp088bl2bl 
442. .553 

'5257255/dbj I AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



9394 
20124 
1665 

OJ991110_01.0218.C7.o2.gp 
1665 

LIB3434-017-P1-K1-F5 
1665. .1745 

*5257255/dbj I AP000364.il AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ991110_01.0218.C7 
Strand 

End 1745 

Method AAT/GAP 

End 1745 

Score 88 



9395 

20125 

93 

OJ991110_01.0218.C8.ol.gs 
93 

none 



Seq. ID OJ991110_01.0218.C8 
Strand 

End 3000 

Method GENSCAN 

End 3000 

Score .71 



93. .510, 563. .864, 1296. .1324, 1548. .1603, 2376. .2709, 
27 93. .3000 



Seq. No. 9396 

Gene No. 20126 

Start 22 

Name OJ991110_01 . 0218 . C9 . ol . gs 

Start 22 

GI none 

Exons 22.. 121 



Seq. ID OJ991110_01.0218.C9 
Strand 

End 121 

Method GENSCAN 

End 121 

Score .85 



Seq. No. 9397 

Gene No. 20127 

Start 1 

Name OJ991110_01 . 0218 . CIO . ol . np 



Seq. ID OJ991110_01. 0218. CIO 
Strand 

End 1061 

Method AAT/NAP 



9916 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



5852180 
1. .21,. 503. .916, 968. .1061 
(AL117265) zhbOOOlO.l [Oryza sativa] 



1061 
544 



9398 

20128 

171 

OJ991110_01.0218.Cll.ol.np 
171 

6498441 



Seq. ID OJ991110_01.0218.C11 

Strand + 

End 3629 

Method AAT/NAP 

End 3626 

Score 4521 



171. .466, 650. .784, 959. .1682, 1854. .3251, 3345. .3626 
(AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. .(AF098806) [Oryza sativa] 



Seq. No. 


9398 


Seq. ID 


OJ991110_01.0218 


.Cll 


Gene No . 


20128 


Strand 


+ 




Start 


171 


End 


3629 




Name 


OJ991110 01.0218.Cll.ol.gs 


Method 


GENSCAN 




Start 


204 


End 


3629 . 




GI 


none 


Score 


.82 




Exons 


204. .1682, 1833. .2593, 2813. 


3629 






Seq. No. 


9398 


Seq. ID 


OJ991110_01.0218 


.Cll 


VJ^llC Lit W • 


20129 


O U J. CLllU 






Start 


4249 


End 


6099 




Name 


OJ991110 01.0218.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


203 


End 


563 




GI 


none 


Score 


453 




Exons 


203. .556, 204. .563, 204. .557 








Seq. No. 


9398 


Seq. ID 


OJ991110_01.0218 


.Cll 




20129 


Strand 






start 


424 9 


End 


6099 




Name 


OJ991110 01.0218.Cll.ol.tm 


Method 


TBLASTX: Maize 




start 


231 


End 


587 




GI 


none 


Score 


371 




Exons 


231.. .587, 266.. 577, 471.. 587 








Seq. No. 


9398 


Seq. ID 


OJ991110_01.0218 


.Cll 


Gene No. 


20129 


Strand 






Start 


4249 


End 


6099 




Name 


OJ991110 01.0218.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


615 


End ' 


998 




GI 


none 


Score 


360 




Exons 


615. .998, 650. .979 








Seq. No. 


9398 


Seq. ID 


OJ991110_01.0218 


.Cll 


Gene No. 


20129 


Strand 






Start 


4249 


End 


6099 




Name 


OJ991110 01.0218.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


671 


End 


1091 




GI 


none 


Score 


490 




Exons 


671. .1066, 672. .1091, 675. .1079 






Seq. No. 


r,.,9398 


Seq. ID 


OJ991110_01.0218 


■ Cll 



9917 




fipnp No 


20129 








^"h r*a nH 




Start 


4249 








End 


6099 


Name 


OJ991110 01 


.0218 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


750 








End 


1121 


GI 


none 








Score 


275 


Exons 


750. .1121, 


767. . 


910 








Seq. No. 


9398 








Seq. ID 


OJ991110_01. 0218. Oil 


Gpne No . 


20129 








Strand 




Start 


4249 








, End 


6099 


Name 


OJ991110 01 


.0218 


.C11.04 


.tw 


Method 


TBLASTX: Wheat 


Start 


1530 








End 


1988 


GI 


none 








Score 


221 


Exons 


1530. .1751, 


1554 


. .1775, 


1619. 


.1795, 1839. .1988, 1850. .1987 


Seq, No. 


9398 








Seq. ID 




Gene No.. . 


20129 








Strand 




Start 


4249 








End 


u w _/ 


Name 


OJ991110 01 


.0218 


.C11.02 


.ts 


Method 


TBLASTX: Soybean 


Start 


1677 








End 


2243 


GI 


5666795 








Score 


68 * 


Exons 


1677. .1775, 


1851 


. .1988, 


2004. 


.2243 




GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


iiici y s J 


Seq. No. 










oeq. lu 


n.TQQT 1 1 0 01 091 ft ri 1 




20129 








Strand 




Start 


4249 








End 


6099 


Name 


OJ991110 01 


.0218 


.C11.06, 


. tw 


Method 


TBLASTX: Wheat 


Start 


2004 








End 




GI 


none 








Score 


^ u z 


Exons 


2004. .2192, 


2028 


. .2303 








Seq. No. 


9398 








Seq. ID 


D.TQQI 1 1 0 01 091ft PI 1 




20129 








Strand 




Start 


4249 








End 


6099 


Name 


OJ991110 01 


.0218 


.011. o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


2496 








^ End 


2858 


GI 


none 








Score 


360 


Exons 


2496. .2819, 


2525 


. .2806, 


2616. 


.2828., 2E 


ill. .2858 


Seq. No. 


9398 








Seq. ID 


OJ991110_01. 0218. Oil 


Cpnp Nr> 


20129 








Strand 




start 


4249 








End 


6099 


Name 


OJ991110 01 


.0218 


.011. o3. 


tw. 


Method 


TBLASTX: Wheat 


Start 


2633 








End 


3014 


GI 


none 








Score 


370 


Exons 


2633. .2983, 


2634 


. .3014 








Seq. No. 


9398 








Seq. ID 


OJ991110_01. 0218. Oil 


Gene No. 


20129 








Strand 




Start 


4249 








End 


6099 


Name 


OJ991110 01. 


.0218 


.011.05. 


tw 


Method 


TBLASTX: Wheat 


Start 


3015 








End 


3614 


GI 


none 








Score' 


260 


Exons 


3015. .3299, 


3015. 


. .3431, 


3423. 


.3464, 3491. .3613, 3492. .3614 



Seq. No. **; 9398 ' . . Seq. ID OJ991110_01 . 0218 . Oil 



9918 











Ot-I. CtliU. 










start 


4249 




End 


6099 








Name 


OJ991110 01.0218.Cll.o4 


. tm 


Method 


TBLASTX :, Maize 






Start 


3485 




End 


3629 








GI 


none 




Score 


181 








Exons 


3485. .3610, 3486. .3629 














Seq. No. 


9398 




Seq. ID 


OJ991110_01 


.0218 


.Cll 






20129 






- 








Start 


4249 . 




End 


6099 








Name 


OJ991110 01.0218.Cll.o2 


.gs 


Method 


GENSCAN 








Start 


4249 




End 


6000 








GI 


none 




Score 


.77 








Exons 


4249. .4978, 5114. .5500, 


5507. 


.6000 










Seq. No. 


9398 




Seq. ID 


OJ991110_01 


.0218 


.Cll • 




Gene No. 


20129 




Strand 


- 








Start 


4249 




End 


6099 








Name 


OJ991110 01. 0218. Gil. o2 


np 


Method 


AAT/NAP 








Start 


4252 




End 


6099 








' GI 


6907089 




Score 


2060 








Exons 


4252. .6099 














GI Descrip, 


(AP001129) hypothetical 


protein [Oryza 


s a t i va J 








Seq. No. 


9399 




Seq. ID 


OJ991110_01 


0218 


.C12 


'iJ 








Strand 


+ 






:=Fi 
!.! i 


start 


75 ^ 




End 


415 






; wi 


Name 


OJ991110 01.0218.C12.ol. 


gs 


Method 


GENSCAN 






ill 


start 


75 




End 


415 






\% 


GI 


none 




Score 


.71 






. =j 


Exons 


75. .106, 245. .415 












!' 1 ; 

! CT 


Seq. No. 


9399 




Seq. ID 


OJ991110_01 


0218 


.C12 




Gene No. 


20131 




Strand 


- 








Start 


1 




End 


370 








Name 


OJ991110 01.0218.C12.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


370 






i: St 


GI 


6907089 




Score 


574 






: 

■L' = f 


Exons 


1..370 












Q 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


s a t i va ] 








Seq. No. 


9400 




Seq. ID 


OJ991110_01. 


0218 


.C13 






X -J C 




Strand 


+ 








Start 


429 




End 


1637 








Name 


OJ991110 01.0218.C13.ol. 


gs 


Method 


GENSCAN 








Start 


429 




End 


1637 








GI 


none 




Score 


.72 








Exons 


429. .605, 1575. .1637 














Seq. No. 


9400 




Seq. ID 


OJ991110_01. 


0218 


.C13 




Gene No. 


20132 




Strand 


+ 








Start 


429 




End 


1637 








Name 


OJ991110 01.0218.C13,ol. 


gp 


Method 


AAT/GAP 








Start 


630 


End ^ 


811 








GI 


61605 3.R1084 




Score 


286 








Exons 


630. .811 














GI Descrip. 


'1402920/emb|CAA66965| 2 


.Oe-20 {X98321) 


peroxidase 


[Arabidopsis 



9919 



thaliana] ' 



Seq. No. 9400 
Gene No. 20133 
Start 1 

Name OJ991110_01 . 0218 . C13 . ol . np 

Start 1 
GI 5922623 
Exons 1..47, 534.. 638 

GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi.l 6016856 I dbj I BAA85199.il 

[Oryza .sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110 01.0218.C13 



638 

AAT/NAP 
638 
70 



(AP000570) hypothetical protein 





Seq. No. 


9401 








Seq. ID 


OJ991110_ 


_01, 


.0218 


.C14 




Gene No. 


20134 








Strand 


+ 










Start 


6306 








End 


6715 










Name 


OJ991110 01 


.0218. 


C14.01, 


.gp 


Method 


AAT/GAP 










Start 


6256 








End 


6668 










GI 


none 








Score 


771 










Exons 


6256. .6668 . 




















Seq. No. 


9401 








Seq. ID 


OJ991110_ 


_01, 


.0218 


.C14 




Gene No. 


20134 








Strand 


+ 










Start 


6306 








End 


6715 










Name 


OJ991110 01 


.0218. 


C14.02. 


,gs 


Method 


GENSCAN 










Start 


6306 








End 


6715- 










GI 


none 








Score 


.6 








lit 


Exons 


6306. .6715 




















Seq. No. 


9402 








Seq. ID 


OJ991110_ 


_01, 


,0218 


.C15 


I i I 


Gene No. 


20135 








Strand 


+ 








, 


Start 


1610 








End 


2462 








ni 


Name 


OJ991110 01 


.0218. 


C15.01. 


gs 


Method 


GENSCAN 










Start 


1610 








End 


2462 










GI 


none 








Score 


.67 








u 


Exons 


1610. .2177, 


2446. 


.2462 
















Seq. No. 


9402 








Seq. ID 


OJ991110 


_01. 


,0218 


.C15 


I 'I 


Gene No. 


20135 








Strand 


+ 








p sr 

,3 3L 

i- I 


Start 


1610 








End ■ 


2462 








B 


Name 


OJ991110 01 


.0218. 


C15.01. 


gp 


Method 


AAT/GAP 










Start 


1681 








End 


2082 










GI 


LIB3433-016- 


-Q6-K6 


-F12 




Score 


681 










Exons 


1681. .2082 



















GI Descrip. ' 573004 6/ref | NM_006632 . 1 | SLC17A3 | 2.0e-09 Homo sapiens solute 
carrier family 17 (sodium phosphate), member 3 {SLC17A3) mRNA 
>gi_2062691_gb_U90545_HSU90545 Human sodiiim phosphate 
transporter (NPT4) mRNA, complete cds ' 



Seq. No. 9402 

Gene No. 20136 

Start 3999 

Name OJ991110_01 . 0218 . C15 . ol . tm 

Start 3697 

GI none 
Exons 



Seq. ID OJ991110_01.0218.C15 
Strand 
End 

Method 
End 
Score 

3697. .3741, 3747. .3962, 3748. .3975, 3748. .3915, 3750. .3971, 
4030. .4122, 4032. .4127 



9193 

TBLASTX: Maize 

4127 

157 



9920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9402 

20136 

3999 

OJ991110_01.0218.C15.ol.np 

3927 

6815097 



Seq. ID OJ991110_01.0218.C15 
Strand 

End 9193 

Method AAT/NAP 

End 9193 

Score 2797 



3927. .4693, 4832. .6513, 6628. .7240, 7800. .8096, 9167. .9193 
(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] „ _ 



9402 

20136 

3999 

OJ99lil0_01.0218.C15.o2.gs 

3999 

none 



Seq. ID OJ991110_01.0218.C15 
. Strand 

End 9193 

Method GENSCAN 

End 5281 

Score .7 



3999. .4615, 4675. .4816, 4967. .5059, 5204;. 5281 



Seq. No. 9402 Seq. ID 

Gene No. 20136 Strand 

Start 3999 End 

Name OJ991110_01 . 0218 . C15 . o2 . ts Method 

Start 4074 End 

GI none Score 

Exons 4074.. 4304, 4299.. 4418 



OJ991110_01.0218.C15 
9193 

TBLASTX : Soybean 

4418 

91 



Seq. No. 


9402 








Seq. ID 


OJ991110_01.0218 


.C15 


Gene No. 


20136 








Strand 






Start 


3999 








End 


9193 




Name 


OJ991110 01. 


0218 


.C15.02. 


,tm 


Method 


TBLASTX: Maize 




Start 


4128 








End 


4418 




GI 


none 








Score 


116 




Exons 


4128, .4418, 


4129 


. .4284 










Seq. No. 


9402 








Seq. ID 


OJ991110_01.0218 


.C15 


Gene No. 


20136 








Strand 






Start 


3999 








End 


9193 




Name 


OJ991110 01. 


0218 


.C15.01. 


ts 


Method 


TBLASTX: Soybean 




Start 


4863 








End 


5308 




GI 


5509260 








Score 


83 




Exons 


4863. .4943, 


4871 


. .4942, 


4970. 


.5308, 5102.. 5305 




GI Descrip. 
















Seq. No. 


9402 








Seq. ID 


OJ991110_01.0218 


.C15 


Gene No. 


20136 








Strand 






Start 


3999 








End 


9193 




Name 


OJ991110 01. 


0218 


.C15.03. 


gs 


Method 


GENSCAN 




Start 


5951 








End . 


6871 




GI 


none 








Score 


.88 




Exons 


5951. .6107, 


6632 


. .6758, 


6841. 


.6871 






Seq. No. 


9402 








Seq. ID 


OJ991110_01.0218 


.C15 


Gene No. 


20136 








Strand 






Start 


3999 








End 


9193 




Name 


OJ991110 01. 


0218 


.C15.04. 


gs 


Method 


GENSCAN 




Start 


7 61-2 








End 


8104 





9921 



GI 


none 








Score 


.5 




Exons 


7612. .7973, 


8003 


. .8104 










Seq. No. 


9403 








Seq. ID 


OJ991110_01.0218 


.016 




9(11 ?7 
Z U X o / 








O UXallU 


4. 




Start 


3700 








End 


6018 




Name 


OJ991110 01 


.0218 


.C16.02 


.gs 


Method 


GENSCAN 




Start 


3700 








End 


5758 




GI 


none 








Score 


.6 




Exons 


3700. .4239, 


5039 


. .5758 










Seq. No. 


9403 








Seq. ID 


OJ991110_01.0218 


.016 


oene lno . 


Z U X O / 








Q-H r-a nH 


_L 
1 




Start 


3700 








End 


6018 




Name . 


OJ991110 01 


.0218 


.C16.01 


.gp 


Method 


AAT/GAP 




Start 


4202 








End 


6018 




GI 


none . 








Score 


1953 




Exons 


4202. .4239, 


5039 


. .6018 










Seq. No. 


9403 








-Seq. ID 


OJ991110_01.0218 


.016 


Liene no . 


Z U X J 0 








oi, r a.na 






Start 


6611 








End 


8424 




Name 


OJ991110 01 


.0218 


.C16.01 


. tm 


Method 


TBLASTXrMaize 




Start 


3936 








End 


4203 




GI 


none 








Score 


191 




Exons 


3936. .4196, 


3940 


. .4203 










Seq. No. 


9403 








Seq. ID 


OJ991110_01.0218 


.016 




Z U X o o 








X dllU 






Start 


6611 








End 


8424 




Name 


OJ991110 01 


.0218 


.016.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


3936 








End 


5161 




GI 


none 








Score 


222 




Exons 


3936. .4196, 


3961 


. .4203, 


5039. 


.5161 






Seq. No. 


9403 








Seq. ID 


OJ991110_01.0218 


.016 




901 '^fi 
Z U X o o 








OCX 0.110 






start.-.. 


6611 








End 


8424 




Name 


OJ991110 01, 


.0218 


.C16.03 


. gs 


Method 


GENSCAN 




start 


6611 








End ' 


8424 




GI 


none 








Score 


.73 




Exons 


6611. .6952, 


7934 


. .8128, 


8307. 


.8424 






Seq. No. 


9403 








Seq. ID 


OJ991110_01.0218 


.016 


Gene No. 


20138 








Strand 






Start 


6611 








End 


8424 




Name 


OJ991110 01, 


.0218 


.016.02 


.np 


Method 


AAT/NAP 




Start 


6963 








End 


8140 




GI 


5042463 ' 








Score 


123 




Exons 


6963. .7067, 


7119. 


. .7272, 


7933. 


.8140 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


9404 








Seq. ID 


OJ991110_01.0218 


.017 


Gene No. 


20139 








Strand 






Start 


751 








End 


1412 




Name 


OJ991110 01. 


.0218, 


.017. ol 


.np 


Method 


AAT/NAP 




Start 


449 








End . 


697 





9922 



GI 862343 Score 117 

Exons 4 4 9.-697 

GI Descrip. (,L10908) Gcapl gene product [Mus musculus] 

gi|1092097|prf M2022314A granule cell marker protein [Mus 
musculus] gil 1092098 Iprfl I2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 


9404 


Seq. ID 


OJ991110_01.0218. 


.C17 


Gene No. 


20139 


Strand 


- 




Start 


751 


End 


1412 




Name 


OJ991110 01.0218.C17.ol, 


. gs Method 


■GENSCAN 




■ Start 


751 


End 


1412 




GI 


none 


Score 


.98 




Exons 


751.;933, 1206. .1278, 1363. .1412 






Seq. No. 


9405 


Seq. ID 


OJ991110_01.0218. 


.C18 


Gene No. 


20140 


Strand 






Start 


94 


End 


2731 




Name 


OJ991110 01 0218 C18 ol 


, np Method 


AAT/NAP 




Start 


94 


End 


2731 




GI 


4 680204 


Score .^v 


967 




Exons 


94;''.-i220, 1295.. 2731 








GI Descrip. 




protein [Sorghum bicolor] 




Seq. No. 


9405 


Seq. ID 


OJ991110_01.0218. 


C18 


Gene No. 


20140 


Strand - 






start 


94 


End 


2731 




' Name 


OJ991110 01 0218 C18 o2 


tw Method 


TBLASTX: Wheat 




Q Start 


1008 


End 


1684 




Ul GI 


none 


Score 


54 




ill Exons 


1008 1229 1153 1227 


1292. .1363, 1604. .1684 




1=1 ; 

Seq. No. 


9405 


Seq. ID 


OJ991110_01.0218. 


C18 


Gene No. 


20140 


Strand 






Start 


94 


End 


2731 




"'•■4 Name 


V-^O^^xXXU \JX * Vy^XO *^XO » \J ±. . 


tw Method 


TBLASTX: Wheat 




Start 


1685 ~ 


End 


2088 




GI 


none 


Score 


50 




Exons 


1685. .1780, 1685. .1855, 


1845. .1985, 1850. .2086, 1937. .2086, 


ill 


1972. .2088 








Seq. No. 


9405 


Seq. ID 


OJ991110_01.0218. 


C18 


Gene No. 


^•^20140 


Strand 






Start 


94 


End 


2731 




Name 


OJ991110 01.0218.C18.o2. 


np Method 


AAT/NAP 




Start 


1724 


End 


2731 




GI 


4680204 


Score 


621 




Exons 


1724. .2731 








GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


9406 


Seq. ID 


OJ991110_01.0218. 


C19 


Gene No. 


20141 


Strand 






Start 


1 


End 


2875 




Name 


OJ991110 01.0218.C19.ol. 


gp Method 


AAT/GAP 




Start 


1 


End 


2875 




GI 


342 1.R1084 


Score 


4740 




Exons 


1..413, 523. .620, 750. .2 


875 







9923 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



M574 406/gb|AAD24042.1| 
sativa] ' 

9406 

20141 

1 

OJ991110_01.0218.C19.o5. 
68 

342_1.R1084 

68. .413, 523. .620, 750., 
'4574406/gb|AAD24042.1| 
sativa] ' 



O.Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ991110_01.0218.C19 
Strand 

End 2875 

gp Method AAT/GAP 

End 2875 

Score 4619 

2875 

O.Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 9406 

Gene No. 20141 

Start 1 

Name OJ991110_01 . 0218 .C19.o4 , 

Start 74 

GI 342_1.R1084 

Exons 74.. 413, 523.. 620, 750., 

GI Descrip. M574406/gb | AAD24042 . 1 1 

'■^ - sativa] ' 



Seq. ID OJ991110_01.0218.C19 
Strand 

■ End 2875 

gp Method AAT/GAP 

End 2875 

Score 4 607 

2875 

■O.Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 9406 

Gene No. 20141 

Start 1 

Name OJ991110_01 . 0218 .C19 .ol . 

Start 828 

GI none 

Exons 828. .2741 



Seq. ID OJ991110_01.0218.C19 
Strand 

End 2875 

gs Method GENSCAN 

End 2741 



Score 



.86 



Seq. No. 9406 
Gene No. 20141 
Start 1 

Name OJ991110_01 . 0218 .C19. ol . 

Start 903 
GI none 

Exons 903.. 995, 904.. 969, 984. 

*1078..1218, 1165. ,1260, 
1302. .2219, 1317. .1634, 



tw 



-.1064, 
1197. 



Seq. ID OJ991110__01.0218.C19 
Strand 

End 2875 
Method TBLASTX : Wheat 
End 2220 
Score 52 

. 1069. .1149, 1077. .1217, 
.1256, 1263. '.1307, 1268. .1303, 



1318. .2220 



Seq. No. 9406 

Gene No. 20141 

Start 1 

Name OJ991110_01 . 0218 . C19 . ol , 

Start 1387 

GI 6742729 

Exons 1387.. 2875 

GI Descrip. (AF121139) RIM2 protein 

Seq. No. 9406 

Gene No. . 20141 

Start 1 • ' . 

Name OJ991110_01 . 0218 . C19 . ol . 

Start 1484 

GI none 

Exons 1484.. 1732, 1485.. 1634, 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



[Oryza sativa] 



OJ991110_01.0218.C19 

2875 
AAT/NAP 
2875 
2407 



Seq. ID OJ991110_01.0218.C19 
Strand 

End 2875 

tc "Method TBLASTX: Cress 

End 1936 

Score 92 
1485. .1928, 14 89. .1932, 14 95. .1932, 



9924 



1754. .1936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9406. 

20141 

1 

OJ991110_01.0218.C19.ol.tm 

1863 

none 

1863. .2093, 1863. .2177, 1891. 

9406 
20141 
1 

OJ991110_01.0218 .C19.o2.tw 
2221 
none 

2221. .2307, 2223. .2312, 2223. 
2380. .2562, 2568. .2630, 2581., 

9407 
20142 
1 

OJ991110_01.0218.C20.ol.np 
1 

4680179 
1..662 

(AF111709) polyprotein [Oryza 

94 OT 
20142 
1 

OJ991110_01.0218.C20.o2.tw 
1 

none 

1..249, 3. .248, 9. .251 

9407 
20142 

1 " ■ * 

OJ991110_01.0218.C20.ol.tm 
9 

none 

9. .281, 10. .60, 88. .141, 288. 

9407 
20142 
1 

OJ991110_01.0218.C20.ol.gs 
18 

none 
18. .656 



Seq. ID OJ991110_01.0218.C19 
Strand 

2875 

TBLASTX: Maize 
2177 
66 



End 

Method 
End 
Score 
.2166 



Seq. ID OJ991110_01:0218.C19 
Strand 

End 2875 

Method TBLASTX: Wheat 

End 2631 

Score 81 

.2306, 2339. .2551, 2340. .2558, 
.2631 

Seq. ID OJ991110_01.-. 0218.C20 
Strand 

End 662 

Method AAT/NAP 

End 662 

Score 1018 

sativa subsp. indica] 

Seq. ID OJ991110_01.0218.C20 

Strand 

End 662 

Method TBLASTX : Wheat 

End 251 

Score 213 



Seq. ID OJ991110_01.0218.C20 
,Strand 

^End " 662 

Method " TBLASTX : Mai ze 

End 4 67 

Score 50 
.467, 313. .459 

Seq. ID OJ991110_01.0218.C20 
Strand 

End 662 

Method GENSCAN 

End 656 

Score .92 



Seq. No. 9407' 

Gene No. 20142 

Start ' 1 

Name OJ991110_01 . 02 18 . C20 . ol . ts 

Start 18 



Seq. ID OJ991110_01.0218.C20 
Strand 

End 662 

Method TBLASTX : Soybean 

End 413 



9925 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 204 

18. .377, 19. .309, 337. .375, 381. .413, 382. .411 



9407 
20142 ' 
1 

OJ991110_01.0218.C20.ol.tw 

251 

none 



Seq. ID OJ991110_01.0218.C20 
Strand 

End 662 

Method TBLASTX : Wheat 

End 629 

Score 64 



251. .469, 255. .374, 274. .468, 279. .476, 417... 473, 480. .563, 
484. .564, 546. .629 



9407 

20142 

1 

OJ991110_01.0218.C20.o2.tm 

474 

none 

474. .659 



Seq. ID OJ991110_01.0218.C20 
Strand 

End 662 

Method TBLASTX: Maize 

End 659 

Score 181 



Seq. No. 9408' ' ' . 

Gene No. 20143 . 

Start 1 

Name OJ991110_01 . 0218 .C21 . ol . np 

Start 1 ■ 

GI 6907087 
Exons 1..245, 797.. 872 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ991110_01.0218.C21 

Strand + 

End 872 

Method AAT/NAP 

End 872 

Score 322 



Seq. No. 


9408 


Seq. ID 


OJ991110_01.0218 


.C21 


Gene No. 


20144 


Strand 






Start 


236 


End 


567 




Name 


OJ991110 01.0218.C21.ol.gs 


Method 


GENSCAN 




Start 


236 


End 


567 




GI 


none 


Score 


.4 




Exons 


236. .470, 485. .567 








Seq. No. 


9409 


Seq. ID 


OJ991110_01.0218 


.C22 


Gene No. 


20145 


Strand 






Start 


1 


End 


644 




Name 


OJ991110 01.0218.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


644 




GI 


4680203 


Score 


691 




Exons 


1. .644 








GI. Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


9409 


Seq. ID 


OJ991110_01.0218 


.C22 


Gene No. 


20145 


Strand 






Start 


1 


End 


644 




Name 


OJ991110 01.0218.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6 


End 


362 




GI 


none 


Score 


157 




Exons 


6. .263, 11. .262, 21. .272, 22. 


.264, 255 


. .362 




Seq. No. 


9409 


Seq. ID- 


OJ991110_01.0218 


.C22 



9926 



Gene No, 20145 Strand 

Start 1 End 

Name OJ991110_01 . 0218 . C22 . ol . gs Method 

Start • 20 End 

GI none Score 

Exons 20.. 476 



644 

GENSCAN 

476 

.62 



Seq. No. 9409 

Gene No. 20145 

Start 1 

Name ' OJ991110_01 . 0218 . C22 . ol . 

Start 21 

GI none 

Exons 21.. 239, 25.. 231 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_01.0218.C22 
644 

TBLASTX: Soybean 

239 

103 



Seq. No. 9409 

Gene No. 20145 

Start 1 

Name OJ991110_01 . 0218 . C22 . ol , 

■Start 258 

GI- 2310235 

Exons 258.. 283, 574.. 644 

GI Descrip. 5852182/emb | CAB55420 . 1 | 
sativa] 



gp 



Seq. ID OJ991110_01.0218.C22 

Strand 

End 64 4 

Method AAT/GAP 

End- 64 4 

Score 123 



9.0e-I3 (AL117265) zhb0012.1 [Oryza 



Seq. No. 9410 

Gene No. 20146 

Start 29 

Name OJ991110_01 . 0218 . C23 . ol , 

Start 29 

GI none 

Exons 29.. 144, 1919.. 1985 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_01.0218.C23 

1985 
GENSCAN 
1985 
.81 



Seq. No. 9411 

Gene No. 20147 

Start 70 

Name OJ991110_01 . 0218 . C24 . ol . 

Start 70 

GI none 

Exons 70. .143, 234. .415, 472.. 
2936. .3717 



gs 



Seq. ID OJ991110_01.0218.C24 

Strand + 

End 4245 

Method GENSCAN 

End 3717 

Score .76 



678, 743. .971, 1065. .1196, 1449. .1568, 



Seq. No. 9411 Seq. ID 

Gene No. 20147 Strand 

Start 70 End 

Name OJ991110_01 . 0218 . C24 . ol . np Method 

Start 2370 End 

GI 6907087 Score 

Exons 2370.. 2738, 2948.. 3592, 4144.. 4245 
GI Descrip. 



bJ991110_01.0218.C24 
+ 

4245 
AAT/NAP 
4245 
1081 



(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 9411 Seq. ID 

Gene No. 20148 Strand 

Start 4710 End 

Name OJ991110_01 . 0218 . C24 . ol . gp Method . 



OJ991110_01.0218.C24 
+ 

5092 
AAT/GAP 



9927 



start 4710 End 5092 

GI uC-osflcyp033a04bl Score 692 

Exons 4710.. 5092 

GI Descrip. ' 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 


9411 






Seq. ID 


OJ991110_01.0218.C24 


Gene No. 


20149 






Strand 


+ 


Start 


6350 






End 


9026 


Name 


OJ991110_01 


.0218.C24. 


o3,gs 


Method 


GENSCAN 


Start 


6350 






End 


7699 


GI 


none 






Score 


.91 • 


Exons 


6350. .7699 










Seq. No. 


9411 






Seq. ID 


OJ991110_01.0218.C24 


Gene No . . 


20149 






Strand 


+ 


Start 


6350 






End 


9026 


Name 


OJ991110 01 


.0218.C24. 


o3 . np 


Method 


AAT/NAP 


Start 


6424 






End 


7123 


GI 


6721517 






Score 


428 . 


Exons ■ ' ■ 


6424. .7123 










GI Descrip. 


{AP001072) 


Similar to 


polyprotein. (AF061282) [Oryza sativa 



Seq. No. 9411 

Gene No. 20149 

Start 6350 

Name OJ991110_01 . 0218 .C24 . o4 . np 

Start 7531 

GI 130582 

Exons 7531.. 7671, 8920.. 9026 
GI Descrip. 



Seq. ID OJ991110__01.0218.C24 

Strand + 

End - 9026 

Method AAT/NAP 

End 9026 

Score 42 



RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 I pir I I S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORE [Nicotiana tabacum] 



Seq. No. 


9411 




Seq. ID 


OJ991110 


Gene No. 


20150 




Strand 




Start 


4138 




End 


6587 


Name 


OJ991110 01 


.0218.C24.o2.gs 


Method 


GENSCAN 


Start 


4138 




End 


5506 


GI 


none 




Score 


.4 


Exons 


4138. .4244, 


4690. .4844, 5448. 


.5506 




Seq. No. 


9411 




Seq, ID 


OJ991110 


Gene No. 


20150 




Strand 




Start . 


4138 




End 


6587 


Name 


OJ991110 01 


.0218.C24.o2.np 


Method 


AAT/NAP 


Start 


4639 . 




End 


6587 


GI 


4680186 




Score 


234 


Exons 


4639. .4860, 


6567. .6587 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 



Seq. No. 9411 Seq. ID 

Gene No. 20151 - Strand 

Start 8450 End 

Name OJ991110_01 . 0218 . C24 . ol . tw Method 

Start 6572 End 



OJ991110_01.0218.C24 
8860 

TBLASTX: Wheat 
6931 



9928 



GI 


none 


Score 


278 




Exons 


6572. .6931, 6574. .6927 








Seq. No. 


9411 


Seq. ID 


OJ991110_01.'0218 


C24 


Gene No . 


20151 


fit r;^nH 






Start 


8450 


End 


8860 




Name 


OJ991110 01.0218.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


6812 


End 


7111 




GI 


none 


Score 


222 




Exons 


6812. .7111, 6826. .6915 








Seq. No. 


9411 


Seq. ID 


OJ991110_01,0218. 


C24 


Gene No . 


20151 


St rand 






Start 


8450 


End 


8860 




Name 


OJ991110 01.0218.C24.o4.gs 


Method 


GENSCAN 




Start 


8450 


End 


8860 




GI 


none 


Score 


.62 




Exons 


8450.. 8524, 8673.. 8860 








Seq. No. ' 


9412 


Seq. ID 


OJ991110_01.0218. 


C25 


Gene No.- ■ 


20152 


Strand 


+ 




Start 


740 


End 


3348 




Name 


OJ991110 01.0218.C25.ol.gs 


Method 


GENSCAN 




Start 


740 


End 


3348 




GI 


none 


Score 


.53 




Exons 


740. .928, 1005. .1116, 1327.. 


1473, 1855 


..1862, 2053. .2267, 




2583,. 2644, 2931.. 3099, 3168 


. .3348 






Seq. No. 


9412 


Seq. ID 


OJ991110_01.0218. 


C25 


Gene No. 


20153 


Strand 


+ 




Start 


4078 


End 


4984 




Name 


OJ991110 01.0218.C25.o2,np 


Method 


AAT/NAP 




Start 


4078 


End 


4984 




GI 


5852180 


Score 


60 




Exons 


4078. .4165, 4922. .4984 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


9412 ■ . . ■ 


Seq. ID 


OJ991110_01.0218. 


025 


Gene No. 


20153 


Strand ' 


+ 




Start 


4078 


End 


4984 




Name 


OJ991110 01.0218.C25.o2.gp 


Method 


AAT/GAP 




Start 


4266 


End 


4784 




GI 


uC-osflM202048cl2bl 


Score 


841 




Exons 


4266. .4784 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 2 . Oe- 


16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


9412 


Seq. ID 


OJ991110_01.0218. 


C25 


Gene No. 


20154 


Strand 


+ 




Start 


4925 


End 


4984 




Name 


OJ991110 01,0218.C25,o3.gp 


Method 


AAT/GAP 




Start 


4925 


End 


4984 




GI 


uC-osroM202024h08al 


Score 


90 




Exons 


4925.. 4984 








GI Descrip. 


•5852170/emb|AL117265. 1 IOST17804 5. Oe- 


84 Oryza sativa 





indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804* 



9929 




Seq. No. 


9412 


Seq. ID 


OJ991110_01.0218.C25 


Gene No. 


20155 


Strand 




O LciX L 


1 1 f^i 


End 


4984 


Name 


OJ991110 01 


. 0218 . C25 . ol . np Method 


AAT/NAP 


Start 


1167 


End 


4984 


GI 


5262172 


Score 


89 


Exons 


1167. .1238, 


3180. .3385, 4935. .4984 




GI Descrip. 


{AL080253) 


putative protein [Arabidopsis thaliana] 


Seq. No. 


9412 


Seq. ID 


OJ991110_01.0218.C25 


Gene No. 


20155 


Strand 




Start 


1167 


End 


4984 


Name 


OJ991110 01 


.0218.C25.o3.np Method 


AAT/NAP 


Start 


4175 


End 


4984 


GI 


6063554 


Score 


118 


Exons 


4175. .4351, 


4942. .4984 




GI Descrip. 


(AP000615) 


ESTs AU075609{C63344) ,C718 


50(E0464),C98611{E0464) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



o e q . IN o . 


9413 * V • 


Seq. ID 


r\ TQ Q 1 1 1 n n 1 


no 1 Q 
, U z 1 o . 


no 


Gene No. 


20156 


Strand 


+ 






Start 


1 


End 


423 






Name 


OJ991110 01.0218.C26.ol.np 


Method 


AAT/NAP 






If Start 


1 


End 


423 






^ GI 


5852180 


Score 


203 






?i Exons 


1..423 . 










GI Descrip. 

i \ 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








II Seq. No. 


9413 


Seq. ID 


OJ991110_01 


.0218. 


C26 


i\ Gene No. 


20157 


Strand 








^\ Start 


229 


End 


3977 






j"j Name 


OJ991110 01.0218.C26.o2.np 


Method 


AAT/NAP 






=■ Start 


229 


End 


3977 






GI 


5042454 


Score 


144 






li Exons 


229. .413, 1553. .2014, 3921. .3977 








J GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 






z, Seq. No. 


9413 


Seq. ID 


OJ991110_01 


.0218. 


C2 6 


Gene No. 


20158 


Strand 








J) Start 


4830 


End 


6582 






!; Name 


OJ991110 01.0218.C26.o3.np 


Method 


AAT/NAP 






Start 


4830 


End 


6582 






GI 


' 6721512 


Score 


90 






Exons 


4830.. 4865, 6253.. 6417, 6445. 


.6582 








GI Descrip. 


{AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9414 


Seq. ID 


OJ991110_01 


.0218. 


C27 


Gene No. 


20159 


Strand 


+ 






Start 


3631 


End 


4702 






Name 


OJ991110 01.0218.C27.ol.np 


Method 


AAT/NAP 






Start 


3631 


End 


4702 






GI 


5441880 


Score 


717 






Exons 


3631. .4702 










GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of 


the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
{AC003981) [Oryza sativa] 



9930 







^4X4 


Seq. ID 


OJ991110 01.0218. 


C71 




Gene No. 


20159 


Strand 


+ 






Start 


3631 


End 


4702 






Name 


OJ991110 01.0218.C27.ol.tm 


Method 


TBLASTX: Maize 






Start 


4200 


End 


4659 






GI 


none 


Score 


126 






Exons 


4200. .4322, 4201. .4353, 4353. 


.4658, 4354. .4659 






O C ^ • IN • 


94 14 


Seq. ID 


OJ991110 01 0218 


C27 




Gene No. 


20159 


Strand 








Start 


3631 


End 


4702 






Name 


OJ991110 01.0218.C27.ol.tw 


Method 


TBLASTX • Wheat 






Start 


44 91 


End . 


4 659 






GI 


none 


Score 


186 






Exons 


4491. .4640, 4492. .4659, 4492., 


.4641 








Seq. No. 


9415 


Seq. ID 


OJ991110 07 0225 


CI 




Hprip No 


20160 


Strand 








Start 


1 


End 


425 






Name 


OJ991110 07.0225.Cl.ol.np 


Method " 


AAT/NAP 






Start 


f 


End 


4 ? S 






GI 


6069657 ' 


Score 


211 






Exons 


1. .425 * ■ 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


^ ;^ 1 1 

O CL L. X V CL J 




J 


O C ^ > • 


9415 


Seq. ID 


OJ991110_07.0225. 


n 

\^ X 


'; 1 


Gene No. 


20160 


Strand 






1 i 

br 


Start 


1 


End 


425 




:Il ■ 


Name 


OJ991110 07.0225.Cl.ol.gs 


Method 


W Ej LN O V^rr^IN 




:U 


Start 


71 


End 


384 






GI 


none 


Score 


. 42 




• s 


Exons 


71. .198, 203,-384 










O C * LN • 


9416 


Seq. ID 


OJ991110_07.0225. 






Gene No. 


20161 


Strand 








Start 


156 


End 


1001 






Name 


OJ991110 07.0225.C3.ol.gs 


Method ; 


O Ej IN Q ^-frtLN 




-5 


Start 


156 


End 


1001' 
± VJ X 






GI 


none 


Score 


. -7 X 




, -J 


Exons 


156. .1001 








"I 


O C ^ • LN • 


.9416 


Seq.;,- ID 


OJ991110_07 .0225. 






Gene No. 


20161 


Strand 








Start 


156 


End 


1001 






Name 


OJ991110 07.0225.C3.ol.tm 


Method 


TBLASTX: Maize 






Start 


582 


End 


821 






GI 


none 


Score 


101 






Exons 


582. .812, 591. .821, 592. .813 










Seq. No. 


9417 


Seq. ID 


OJ991110_07.0225. 


C4 




Gene No. 


20162 


Strand 


+ 






Start 


197' 


End 


2963 ^• 






Name 


OJ991110 07.'0225.C4.ol.gs 


Method 


GENSCAN 






Start 


197 


End 


2665 






GI 


none 


Score 


.68 






Exons 


197. .350, 756. .882, 992. .1142, 


1228^. .1277, 1530. .1701, 





9931 



1807, .1973, 2031. .2121, 2513. .2665 



Seq. No. 


9417 


Seq. ID 


OJ991110_07.0225 


. C4 


Gene No. 


20162 


Strand 


+ 




Start 


197 


End 


2963 




Name 


OJ991110 07.0225.C4.ol.np 


Method 


AAT/NAP 




Start 


232 


End 


2662 




GI 


2245000 


Score 


455 




Exons 


232.. 350, 1477.. 1701, 2053. 


.2134, 2523 


. .2662 




GI Descrip. 


(Z97341) LETl like protein 


[Arabidopsis thaliana] 




Seq. No. 


9417 


Seq. ID 


OJ991li0_07.0225 


.C4 


Gene No. 


20162 


Strand 


+ 




Start 


197 


End 


2963 




Name 


OJ991110 07.0225.C4.ol.gp 


Method 


AAT/GAP 




Start 


1040 ' 


End 


1925 




GI 


uC-osflM202047f08bl 


Score 


816 




Exons 


1040. .1142, 1228. .1277, 1530. .1701, 18 


07. .1925 




GI Descrip. 


'5777 952/gb|AAD5144 6.1|AF128406_l 9.0e 


-20 (AF128'406) 





prenyl-dependent prelamin A binding protein Narf [Homo sapiens] * 



Seq. No. 


9417 




Seq. ID 


OJ991110 


_07. 


0225 


.C4 


Gene No. 


20162 




Strand 


+ 








Start 


197 




End 


2963 








Name 


OJ991110 07.0225.C4.o2. 


gp 


Method 


AAT/GAP 








Start 


2044 




End 


2963 








GI 


18064 1.R1084 




Score 


976 








Exons 


2044.. 2121, 2513.. 2963 
















'2245000/emb|CAB10420.1| 1 . Oe 


-20 (Z97341) LETl 


like proteii 




[Arabidopsis thaliana] ' 














Seq. No. 


9417 




Seq. ID 


OJ991110 


_07. 


0225 


.C4 


Gene No. 


20163 




Strand 


+ 








Start 


4570 




End 


5426 








Name 


OJ991110 07.0225.C4.o2. 


np 


Method 


AAT/NAP 








Start 


4570 




End 


5417 








GI 


2464905 




Score 


587 








Exons 


4570. .5093, ,5192. .5417 














GI Descrip. 


{Z99708) minor allergen 


. [Arabidopsis thaliana] 








Seq. No. 


9417 . 




Seq. ID 


OJ991110 


_07. 


0225 


.C4 


Gene No. 


20163 




Strand 


+ 








Start 


4570 




End 


5426 








Name 


OJ991110 07.0225.C4.o3. 


gs 


Method 


GENSCAN 








Start 


4570 




End 


5426 








GI 


none 




Score 


.83 








Exons 


4570. .4770, 4885. .5093, 


5192. 


.5426 










"Seq. No. 


9417 




Seq. ID 


OJ991110 


_07. 


0225 


.C4 


Gene No. 


20164 




Strand 










Start 


3452 




End 


4227 








Name 


OJ991110 07.0225.C4.o2, 


gs 


Method 


GENSCAN . 








Start 


3452 




End 


4176 










none 




Score 


. 99 








Exons 


3452. ,3631, 3740. .4003, 


4024. 


.4074, 4105. .4176 








Seq. No. 


'9417 




Seq. ID 


OJ991110_ 


_07. 


0225 


.C4 



9932 



Vjclit; LNvJ • 


^ U X Dft 


o L rana 






Start 


3452 


End 


4227 




Name 


OJ991.110 07.0225.C4.o3.gp 


Method 


AAT/GAP 




Start 


3718 


End 


4227 




GI 


2428175 


Score 


67 9 




Exons 


3718. .4003, 4105. .4227 








Seq. No. 


9417 


Seq. ID 


OJ991110_07.0225 


.C4 




20165 








Start 


5858 


End 


6761 




Name 


OJ991110 07.0225'.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


137 


End 


817 




GI 


none 


Score 


244 




Exons 


137, .352, 158. .358, 163. .357, 


747. .815 


, 754. .816, 755.. 


817 


Seq. No. 


9417 


Seq. ID 


OJ991110_07.0225 


.C4 


Gene No. 


20165 


Strand 






Start 


5858 


FnH 


6761 




Name 


OJ991110 07.0225.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


160 


End 


1067 




GI - 


none 


Score 


206 . 




Exons 


160.. 279, 161.. 358, 161.. 370, 


754. .855 


, 755. .883, 990.. 


1067, 




990. .1067 








Seq. No. 


9417 


Seq. ID 


OJ991110_07.0225 


.C4 


Gene No. 


20165 


Strand 






Start 


5858 


End 


6761 




Name 


OJ991110 07.0225.C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


160 


End 


1683 




GI 


none 


Score 


218 




Exons 


160. .273, 161. .358, 754. .840, 


755. .880, 993. .1079, 993. 


.1070, 




1089. .1142, 1531. .1683, 1590. 


.1682 






Seq. No. 


9417 


Seq. ID 


OJ991110_07.0225 


.C4 




20165 


Strand 






Start 


5858 


End 


6761 




Name 


OJ991110 07.0225.C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


854 


End 


1120 




GI 


•none 


Score 


36 




Exons 


854. .883, 990. .1118, 997. .1119, 1001.. 


1120, 1005.. 1109 




Seq. No. 


9417 


Seq. ID 


OJ991110_07.0225 


.C4 


Gene No. 


20165 


Strand 






^■ha ri- 


5858 


End 


6761 




Name 


OJ991110 07.0225.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


1473 


End 


2140 




GI 


none 


Score 


207 




Exons 


1473. . 1703, 1474. .1707, 1783. 


.1938, 1795. ,1935, 1839. .1940, 




2038. .2124, 2040. .2120, 2042. 


.2140 






Seq. No. 


9417 


Seq. ID 


OJ991110_07.0225 


.C4 


Gene No. 


20165 


Strand 






Start 


5858 


End 


6761 




Name 


OJ991110 07.0225.C4.o5.ts 


Method 


TBLASTX: Soybean 




Start 


1903 


End 


2665 




GI 


none 


Score 


54 




Exons 


1903. .1935, 2038. .2124, 2504.: 


.2665, 2512.. 2664 





9933 




Sea No 


94 17 








0 CI ^ . J-lJ 




Gene No. 


20165 








Strand 




Start 


5858 








End . 


6761 


Name 


OJ991110 07 


.0225 


.C4.03, 


tc 


Method 


TBLASTX: Cress 


Start 


3767 








End 


4064 


GI 


none 








Score 


89 


Exons 


3767. .4009, 


3768 


. .4064 








Seq. No. 


9417 








Sea ID 


OJ991110 07 0225 C4 


Gene No. 


20165 








Strand 




Start 


5858 








End 


6761 


Name 


OJ991110 07 


.0225 


.C4.04. 


ts 


Method 


TBLASTX: Soybean 


Start 


3776 








End 


4010 


GI 


none 








Score 


119 


Exons 


3776. .3859, 


3849 


. .4010, 


3854. 


.4009 




Seq. No. 


9417 








Seq. ID 


OJ991110 07 0225 C4 


Gene No. 


20165 








Strand 




Start 


5858 








End ' 


6761 


Name 


Oj991IlG' 07 


.0225 


.C4 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


3849 








End 


4030 


GI 


none 








Score 


160 


Exons 


3849. .4007, 


3851 


. .4030, 


3851. 


.4006 




Seq. No. 


9417 








Seq. ID 


OJ99iri0_07.0225.C4 


Gene No * 


20165 








Strand 




Start 


5858 








End 


6761 


Name 


OJ991110 07 


.0225 


.C4.03. 


tm 


Method 


TBLASTX: Maize 


Start 


4699 








End 


5408 


GI 


none 








Score 


129 


Exons 


4699. .4854, 


4891 


. .5052, 


4935. 


.5051, 5145. .5408, 5195. .5254 




5199. .5384, 


5297 


. .5404 








Seq. No. 


9417 








Seq. ID 


OJ991110_07.0225.C4 


Gene No . 


20165 








Strand 




Start 


5858 








End 


6761 


Name 


OJ991110 07 


.0225 


.C4.01. 


tc 


Method ■ 


TBLASTX: Cress 


Start 


4702 








End 


5429 


GI 


none 








Score 


135 


Exons 


4702. .4854, 


4894 


.5058, 


4932. 


.5051, 5165. .5269, 5195. .5245 




5196. .5429, 


5297 


.5404 








Seq. No. 


94 17 








Seq. ID 


OJ991110_07.0225.C4 


Gene No. 


20165 








Strand 




Start 


5858 








End 


6761 


Name 


OJ991110 07 


0225 


C4 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4702 








End 


5408 


GI 


none 








Score 


145 


Exons 


4702. .4854, 


4891, 


.5058, 


4935. 


.5051, 5195. .5404, 5196. .5408 


Seq. No. 


9417 








Seq. ID 


OJ991110_07.0225.C4 


Gene "No. 


20165 








Strand 




Start 


5858 








End 


6761 


Name 


OJ991110 07, 


0225. 


04. ol. 


tw 


Method 


TBLASTX: Wheat 


Start . 


4927 








End 


5426 


GI 


none 








Score 


151 



9934 



Exons 


4927. .5058, 


4941. .5057, 


5151 


..5426, 5190. .5408 


Seq. No. 


9417 






Seq. ID 


OJ991110_07 . 0225 . C4 


Gene No. 


20165 






Strand 




Start 


5858 






End 


6761 


Name 


OJ991110 07 


.0225.C4.o4. 


gp 


Method 


AAT/GAP 


Start 


5858 






End 


6469 


GI 


17156 1.R1084 




Score 


1183 


Exons 


5858.-6469 










GI Descrip. 


'4507221/ref |NP 003129. 


l|pSRPK2| 2.0e- 


13 SFRS protein kinase 




>gi_1857944 


(088666) serine 


kinase SRPK2 [Homo sapiens] * 


Seq. No. 


9417 






Seq. ID 


OJ991110_07,0225.C4 


Gene No. 


20165 






Strand 




Start 


5858 






End 


6761 


Name 


OJ991110 07 


.0225.C4.o4. 


gs 


Method 


GENSCAN 


Start 


6162 






End 


6697 


GI 


none 






Score 


. 98 


Exons 


6162. . 6605, 


'it; 

6686. . 6697 








Seq. No. 


9417 / 






Seq.' ID 


OJ991110_07.0225.C4 


Gene No. 


20165 






•Strand 




Start 


5858 






End 


6761 


Name 


OJ991110 07 


.0225.C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6192 






End 


6751 


GI 


none 






Score 


166 


Exons 


6192. . 6365, 


6196. . 6321, 


6285 


..6605, 6354. .6548, 6355. .6606, 




6683. . 6736, 


6687 . . 6734, 


6688 


..6750, 6719. .6751 


Seq. No. 


9417 






Seq. ID 


OJ991110_07.0225.C4 


Gene No. 


20165 






Strand 




Start 


5858 






End 


6761 


Name 


OJ991110 07 


.0225.C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6237 






End 


6736 


GI 


none 






Score 


72 


Exons 


6237. .6314, 


6238. .6336, 


6357 


..6605, 6358., 6606, 6359.. 6607, 




6370. .6606, 


6683.-6736, 


6690 


, .6734 




Seq. No. 


9417- - 






Seq, ID 


OJ991110_07.0225.C4 


Gene No. 


20165 






Strand 




Start 


5858 






End 


6761 


Name 


OJ991110 07 


.0225.C4.o3, 


np 


Method 


AAT/NAP 


Start 


6309 






End 


6736 


GI 


4914374 






Score 


261' 


Exons 


6309. .6605, 


6686. .6736 








GI Descrip. 


(AC007584) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


9417 






Seq. ID 


OJ991110__07.0225.C4 


Gene No. 


20165 






Strand 




Start 


5858 






End 


6761 


Name 


OJ991110 07 


.0225.C4.o5. 


gp 


Method 


AAT/GAP 


Start 


6479 






End 


6761 


GI 


3106588 • 






Score 


251 


Exons 


6479. .6605, 


6686. .6761 








GI Descrip. 


4507221/ref 


|NP_003129.1|pSRPK2| 2.0e-13 SFRS protein kinase 



>gi_1857944 (U88666) serine kinase SRPK2 [Homo sapiens] 



9935 




Seq. No. 


9418 Seq. ID 


OJ991110_07.0225. 


C5 


Gene No . 


zUiDD otrana 






Start 


542 End 


2163 




Name 


OJ991110 07.0225.C5.ol.tc Method 


TBLASTX: Cress 




Start 


532 End 


786 




GI 


none Score 


100 




Exons 


532. .630, 541. .630, 542. .769, 585. .770, 


667. .786 




Seq. No. 


9418 ■ Seq. ID 


OJ991110_07.0225. 


C5 


Gene No . 


rfCUiDD orrana 






Start 


542 End 


2163 ■ 




Name 


OJ991110 07.0225.C5.o2.ts Method 


TBLASTX: Soybean 




Start 


539 End 


764 




GI 


none Score 


230 




Exons 


539. .763, 585. .764 






Seq. No. 


9418 Seq. ID 


OJ991110_07.0225. 


C5 


Gene No . 


zuiDD ocrana 






Start 


542 End 


2163 




Name 


OJ991110 07.0225.C5.ol.gs . Method 


GENSCAN 




Start 


542 " End 


2039 




GI 


none Score 


.8 




Exons 


542. .1459, 1628. .1697, 1894. .2039 






Seq. No. 


9418 . A ' Seq. ID 


OJ991110_07.0225. 


05 


Gene No. 


20166 *■ Strand • 






ot ar u 


542 End 


2163 




Name 


OJ991110 07.0225.C5.ol.np Method 


AAT/NAP 




Start 


542. End 


1961 




GI 


3367568 Score 


834 




Exons 


542. .766, 866. .1459, 1780. .1961 






GI Descrip. 


{AL031135) protein kinase - like protein [Arabidopsis thaliana] 


Seq. No. 


9418 Seq. ID 


OJ991110_07.0225. 


C5 


Gene No. 


20166 Strand 








54 2 End 


2163 




Name 


OJ991110 07.0225.C5.ol.tm Method 


TBLASTX: Maize 




Start 


634 , End 


1259 




GI 


none Score 


182 




Exons 


634. .777, 635. .778, 635. .778, 636. .779, 


839. .1258, 842.. 


1258, 




867. .1259 






Seq. No. 


9418 • Seq. .ID 


OJ991110_07.0225. 


C5 


Gene No. 


20166 ' Strand 






Start 


542 End 


2163 




Name 


OJ991110 07.0225.C5.ol.gp Method' 


AAT/GAP 




Start 


880 End 


1241 




GI 


uC-osflM202075h07bl Score 


681 




Exons 


880. .1241 






GI Descrip. 


'3367568/emb|CAA20020 1 9.0e-15 (AL031135) protein kinase 


- like 




protein [Arabidopsis thaliana] * 






Seq. No. 


9418 Seq. ID 


OJ991110_07.0225. 


C5 


Gene No. 


20166 .Strand 






Start 


542 End 


2163 




Name 


OJ991110 07.0225.C5.o2.tc Method 


TBLASTX: Cress 




Start 


1044 End 


1240 





9936 




GI 


none 






Score 


141 




Exons 


1044. . 1238, 


1052. .1240 










Seq, No. 


9418 






Seq. ID 


OJ991110_07.0225. 


C5 




20166 












Start 


542 






End 


2163 




Name 


OJ991110 07 


.0225.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1067 






End 


1268 




GI 


none 






Score 


133 




Exons 


1067. .1267, 


1068. .1268 










Seq. No. 


9418 






Seq. ID 


OJ991110_07.0225. 


C5 


Gene No. 


20166 






Strand 






Start 


542 






End 


2163 




Name 


OJ991110 07 


0225. 05. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1086 






End 


1916 




GI 


none 






Score 


366 




Exons 


1086. . 1454, 


1088. .1456, 


1112. 


.1456, 1780. .1872, . 1781. .18 


73 




1858. .1893, 


1872. .1916 










Seq. No.' 


9418 






Seq. ID 


OJ991110_07.0225. 


C5 


Gene No. 


20166 






Strand 






q-t- =1 rt 


542 






End 


2163 




Name 


OJ991110 07. 


0225.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1270 






End 


1916 




GI 


none 






Score 


77 




Exons 


1270. .1344, 


1270. .1458, 


1280. 


.1459, 1284. .1460, 1780. .18 


72 




1781. .1873, 


1861. .1893, 


1872. 


.1916 






Seq. No. 


9418 






Seq. ID 


OJ991110_07.0225. 


C5 




^. \j J. \j \j 






Strand 






Start 


542 






End 


2163 




Name 


OJ991110 07. 


0225.C5.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1340 






End 


1916 




GI 


none 






Score 


147 




Exons 


1340. .1459, 


1341. .1460, 


1780. 


.1872, 1790.. 1873, 1872.. 1916 


Seq. No. 


9418 






Seq. ID 


- OJ991110_07.0225. 


C5 


Gene No. 


20166 






Strand 






Start 


542 






End 


2163 




Name 


OJ991110 07. 


0225.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


1355 






End 


2163 




GI 


uC-osrocyp005g06bl 




Score 


939 




Exons 


1355. .1459, 


1780. .2163 










GI Descrip. 


'280523/pir 1 IS28282 l.Oe-24 hypothetical protein B0464.5 






Caenorhabditis elegans ' 










Seq. No. 


9419 






Seq. ID 


OJ991110_07.0225. 


C6 




20167 






Strand 






Start 


4059 






End 


4448 




Name 


OJ991110 07. 


0225.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4059 






End 


4448 




GI 


none 






Score 


358 




Exons 


4059. .4310, 


4082. .4309, 


4353. 


.4448, 4358. .4408 




Seq. No. 


9419 






Seq. ID 


OJ991110_07.0225. 


C6 


Gene No. 


20167 






Strand 







9937 




start 


4059 


End 


4448 




Name 


OJ991110 07,0225.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4059 


End 


4280 




GI 


none 


Score 


235 




Exons 


4059. .4280, 4082. .4219 








Seq. No, 


9419 


Seq. ID 


OJ991110_07.0225 


.C6 




20168 


Strand 






Start 


4815 


End 


5413 




Name 


OJ991110 07.0225.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


4815 


End 


5413 




GI 


none 


Score 


90 




Exons 


4815. .4880, 5201. .5404, 5212. .5364, 5360. .5413, 5362. .5412 


Seq. No. 


-7 fl U 


ocq . X u 


nTQQIlin 07 099^ 
VJiJ-/_7XXXU u / . u^^o 




Gene No . 


^ U X D ^ 


o t. r ana 






Start 


O U O X 




0 0 4 0 




Name 


uuz?-7xxxu vj/.vj^^o.v^/.o^.yb 


Method 


GENSCAN 




Start 


3031 


End 


3543 




GI 


none . 


.Score 


.85 




Exons 


3031.. 3543 








Seq.- No. 


9420 


Seq. ID 


OJ991110_07.0225 


.Cl 


Gene No . 


20170 


Strand 


+ 




Start 


11131 


End 


13979 




Name 


OJ991110 07.0225.C7.o5.gs 


Method 


GENSCAN 




Start 


11131 


End 


11873 




GI 


none 


Score 


.49 




Exons 


11131. .11138, 11744. .11873 








Seq. No. 


9420 


Seq. ID 


OJ991110_07.0225 


.07 


Gene No. 


20170 


Strand 


+ 




Start 


11131 


End 


13979 




Name 


OJ991110 07.0225.C7.ol.gp 


Method 


AAT/GAP' 




Start 


11190 


End 


13979 




GI 


64 1.R1084 


Score 


1062 




Exons 


11190. .11210, 13172. .13240, 


13292. .13775, 13899. .13979 




GI De scrip. 


M126687/cibj IBAA36695I O.Oe+00 {AB016501) glutelin [Oryza 




sativa] 








Seq. No. 


9420 


Seq. ID 


OJ991110_07.0225 


.07 


Gene No. 


20171 


Strand 


+ 




Q-h -r-i- 
Ot-drc- 


36972 


End 


39057 




Name 


OJ991110 07.0225.C7.o6.np 


Method 


AAT/NAP 




Start 


36972 


End 


39057 




GI 


3935139 


Score 


381 




Exons 


36972. .37024, 37788 37869, 


37949. .38279, 38923.. 39057 




GI Descrip. 


(AC005106) T25N20.3 [Arabidopsis thaliana] 




Seq. No. 


9420 


Seq. ID 


OJ991110_07.0225 


.07 


Gene No . 


20172 


Strand 






Start 


1 


End 


2846 




Name 


OJ991110 07.0225.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2846 




GI 


4585982 


Score 


443 




Exons 


1..21, 892. .934, 1037. .1287 


, 1933.. 1996 


;, 2629.. 2846 




GI Descrip. 


(AC005287) Unknown protein 


[Arabidopsis 


thaliana] 





9938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9420 

20172 

1 

OJ991110_07.0225.C7.ol.gs 

787 

none 



Seq. ID OJ991110_07.0225.C7 
Strand 

End 284 6 

Method GENSCAN 

End 27 45 

Score .87 



787. .807, 896. .934, 1037. .1287, 1933. .1996, 2629. .2745 



9420 - 
20173 
5709 

OJ991110_07,0225.C7.o3.gs 

5709 

none 

5709. .6512 



Seq. ID OJ991110_07.0225.C7 
Strand 

End 6524 

Method GENSCAN 

End 6512 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
[j GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9420 Seq. ID O'J991110_07 . 0225 . C7 

20173 Strand 

5709 End 6524 

OJ991110_07.0225.C7.o2.np Method AAT/NAP 

5712 End 6524 

6223643 Score 692 

5712. .6524 

(AC011698) putative short-chain type dehydrogenase/reductase 
[Arabidopsis thaliana] 



9420 Seq. ID 

20174 Strand 
7217 End 
OJ991110_07 . 0225 . C7 . o4 . gs Method 
7217 End 
none Score 
7217.. 7284, 7385.. 7538 

9420 Seq. ID 

20175 Strand 
13612 End 
OJ991110_07-. 0225. C7. oil. ts Method 
896 * End 
none Score 
896.. 952, 898.. 918, 900.. 926, 1031. 
1050. .1130, 1097. .1180, 1184. .1288, 1194. .1307 



OJ991110_07.0225.C7 

7538 
GENSCAN 
7538 
.99 



OJ991110_07.0225.C7 
48175 

TBLASTX : Soybean 
1307 
42 

1129, 1037.. 1120, 



9420 

20175 

13612 

OJ991110_07 . 0225 . C7 . o8 . tm 

896 

none 



Seq. ID OJ991110_07.0225.C7 
Strand 

End 48175 

Method TBLASTX : Mai ze 

End 3280 

Score 67 

1288, 1038.. 1307, 



896. .952, 901. .936, 1031. .1288, 1034, 
1937. .1996, 2626. .2736, 2630. .2737, 2726. .2827, 2728. .2820, 
.3059. .3130, 3062. .3139, 3211. .3273, 3221. .3280, 3229. .3279 



Seq. No. 
Gene No. 
Start 



9420 

20175 

13612 



Seq. ID 
Strand 
End ' 



OJ991110 07. 0225. C7 



48175 



9939 



Name 


OJ991110 07. 0225. C7 


, o3.tm 


Method 


TBLASTX: 


Maize 




Start 


5706 








End 


6188 






GI 


none 








Score 


460 . 






Exons 


5706. . 


6188, 5707.. 6117 












Seq. No. 


9420 








Seq. ID 


OJ991110 


_07.0225 


.C7 




20175 








Strand 










Start 


13612 








End 


4 8175 






Name 


OJ991110 07. 0225. C7 


.o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


5785 








End 


6422 






GI 


none 








Score 


124 






Exons 


5785. . 


6222, 5793.. 6293, 6336.. 6422 










Seq. No. 


9420 








Seq. ID 


OJ991110 


_07.0225 


.C7 




20175 








Strand 










start 


13612 








End 


48 


175 






Name 


OJ991110 07. 0225. C7 


. o7 . ts 


Method 


TBLASTX: 


Soybean 




Start 


5892 








End 


6422 






GI 


none 








Score 


42 








Exons 


5892. . 


5960, 5892. .6299, 6066.. 6122, 6091. 


.6210, 


6333. .6 


422 


Seq. No. 


9420 








Seq. ID 


OJ991110 


_07.0225 


.C7 


Gene No. 


20175 








Strand 










Start 


13612 








End 


48 


175 






Name 


OJ991110 07. 0225. C7 


. O u * (JS 


Method 


GENSCAN 






Start 


13612 








End 


47685 






GI 


none 








Score 


.6 


9 






Exons 


13612. 


.13808, 


13863 


. .14057, 


14322. .14607, 


14687 


. .15274, 






15526. 


.16071, 


16297 


. .16364, 


16447. ,16606, 


16714 


. .16836, 






19279. 


.19354, 


20178 


. .20321, 


20467. .20661, 


21597 


. .21679, 






21810. 


.21890, 


21973 


. .22029, 


22251. .22350, 


22493 


. .22563, 






22636. 


.22782, 


22861 


. .23067, 


23308. .23404, 


23518 


. .23675, 






23804. 


.23869, 


24137 


. .24251, 


24338. .24439, 


24526 


. .24665, 






24762. 


.24977, 


25119 


. .25217, 


25306. .25425, 


25548 


. .25753, 






25851. 


.26028, 


26123 


. .26183, 


26317. .26423, 


26554 


. .26685, 






26775. 


.26945, 


27026 


. .27152, 


27371. .27^ 


108, 


27480 


. .27581, 






27946. 


.28198, 


28321 


. .28467, 


28553. .28689, 


28795 


. .28944, 






29440. 


.29596, 


29708, 


. .29853, 


29959. .30102, 


30322 


. .30450, 






30562. 


.30747, 


31681, 


. .31743, 


31834 . .31914, 


32010 


• . U D , 






32394. 


.32473, 


32683. 


. .32734, 


33058. .33195, 


33280 


. .33543, 






33968. 


.34025, 


34169, 


. .34256, 


34854 . .34902, 


35607 


. .35744, 






36272. 


.36372, 


36741, 


. .36863, 


37595. .38386, 


40238 


. .40381, 






40466. 


.40679, 


41167, 


. .41266', 


41633. .41719, 


42888 


. .43090, 






44722. 


.47-685 
















Seq. No. 


9420 








Seq. ID 


OJ991110 


_07.0225 


.C7 


Gene No. 


20175 








Strand 










Start 


13612 








End 


48175 






Name 


OJ991110 07. 0225. C7. 


. o3 . np 


Method 


AAT/NAP 






Start 


13879 








End 


16815 






GI 


4204265 






Score 


1008 






Exons 


13879. 


.14043, 


14395, 


. .14607, 


14687. .15259, 


15493 


. .15713, 






15768. 


.16048, 


16401. 


. .16571,. 


16688. . 16815 









GI Descrip. {AC005223) 45643 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



9420 
20175 



Seq. ID 
Strand 



OJ991110 07. 0225. C7 



9940 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13612 End 

OJ991110_07 . 0225 .07 . ol , tw Method 

13895 End 

none Score 



48175 

TBLASTX: Wheat 

14611 

133 



13895. .14035, 13896 .. 14039, 13897 .. 14043, 13913 .. 14032 , 
14389. .14607, 14395 14 607 , 14396 14 608 , 14399. .14611 



9420 
20175 
13612 

OJ991110_07.0225.--C7.ol3.tm 
13895 
none 

13895. .14020, 13896 14045, 13897 
13966. .14046 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110_07.0225.C7 
48175 

TBLASTX: Maize 

14046 

126 



,14046, 13898. .14032, 



Seq. No. 
-Gene No, 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



9420 

20175 

13612 

OJ991110_07.0225.C7.ol.ts 

13910 

none 

13910, .14014, 13912. .14046, 
14393. .14608, 14673. .14870, 
14707. .14 934, 14 912. .15085, 
15048. .15095, 15104. .15181, 
1517 6. .15199, 15177. .15200, 

9420 

20175 

13612 

OJ991110_07.0225.C7.o2.tc 

13915 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 

14379 

14676 

14967 

15105 

15538 



14534, 
14921, 
15059, 
15182, 
15678 



OJ991110_07.0225.C7 
48175 

TBLASTX : Soybean 

15678 

108 

14392. .14607, 
14681. .14920, 
15032. .15115, 
15105. .15182, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_07.0225.C7 
48175 

TBLASTX: Cress 

15182 

117 



13915. .14046, 13916. .14032, 14374 14 607, 14393 14 608 , 

14393. .14626, 14 676 14 900, 14 681 .. 14 902, 14 687 .. 14 917 , 

14722, .14907, 14 978 15073, 14 979 .. 15035, 15104 .. 1518 1 , 
15108. .15182 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



9420 
20175 
13612 
OJ9911i 
14374 
none 
14374. . 
14681. . 
14916. . 
15526. . 
15698. . 
16297. . 
16693. . 



0 07.0225.C7.ol.tm 



14607, 14393. 

14917, 14686. 

15275, 14917. 

15717, 15526. 

16048, 15894. 

16365, 16298. 
16800 



.14608, 
.14913, 
.15276, 
.15696, 
.16049, 
.16369, 



Seq. ID OJ991110_07.0225.C7 
Strand 

End 48175 

Method TBLASTX : Maize 

End 16800 

Score 322 
14676. .14912, 14 67 9 14 912 , 
14906. .15274, 14 91 6 15275 , 
15524. .15598, 15525 15698 , 
15663. .15854, 1567 6 .. 16047 , 
16168. .16194, 16168. .16194, 
16445. .16588, 1644 6 .. 16589, 



Seq. No. 9420 

Gene No. 20175 

Start 13612 

Name OJ991110_07 . 0225 . C7 . o2 . gp 



Seq. ID OJ991110_07.0225.C7 
Strand 

End 48175 

Method AAT/GAP 



9941 



start 


14740 








End 15578 




GI 


12993 


1.R1084 






Score 1148 




Exons 


14740. 


.15274, 


15526. 


..15578 






GI Descrip. 


'4204265 5.0e- 


-42 (AC005223) 


45643 [Arabidopsis 


thaliana 


Seq. No. 


9420 








Seq. ID OJ991110 


_07.0225 


OdlC Vt\J » 


20175 








Strand — 




Start 


13612 








End 48175 




Name 


OJ991110 07. 0225. C7. 




Method AAT/GAP 




Start 


16324 








End 17290 




GI 


none 








Score 1020 




Exons 


16324. 


.16364, 


16447. 


16606 


16714. .16787, 17018 


. .17290 


Seq. No. . 


9420 








Seq. ID OJ991110 


_07.0225 


Gene No. 


20175 








Strand 




Start 


13612 








End 48175 




Name 


OJ991110 07. 0225. C7. 


0 4 • np 


Method AAT/NAP 




Start 


21370 








End 30036 




GI 


4887746 






Score 4403 




Exons 


21370. 


.214 94, 


21597. 


.21679, 


21810. .21890, 21973 


. .22029, 




22106. 


.22162, 


22251. 


.22350/ 


22493. .22563, 22636 


. .22782,. 




22861. 


.23063, 


23245. 


.23404, 


23505. .23675, 23804 


. .23866, 




24100. 


.24251, 


24338. 


.24439, 


24526.-24665, 24762 


. .24977, 




25119. 


.25217, 


25306. 


.25425, 


25548. .25753, 25851 


. .26028, 




26123. 


.26183, 


26317. 


.26423, 


26554. .26685, 26775 


. .26945, 




27026. 


.27152, 


27371. 


.27408, 


27480. .27581, 27946 


. .28003, 




28097. 


.28198, 


28321. 


.28467, 


28553. .28689, 28795 


. .28944, 




29039. 


.29198, 


29283. 


.29341, 


29440. .29596, 29708 


. .29853, 




29959. 


.30036 










GI Descrip. 


(AC006533) putative 


unconventional myosin [Arabidopsis " 


Seq. No. 


9420 








Seq. ID OJ991110 


_07.0225 


Gene No. 


20175 








Strand 




Start 


13612 








End 48175 




Name 


OJ991110 07. 0225. C7. 


o4 . ts 


Method TBLASTX:; 


Soybean 


Start 


21386 








End 22968 




GI 


none 








Score 53 




Exons 


21386. 


.21508, 


21599. 


-.21679, 


21805..,.21900, 21807 


. .21899, 




21955. 


.22044, 


21970. 


V22029, 


22103. .22165, 22104 


. .22178, 




22251. 


.22352, 


22252. 


.22353, 


22456. .22560, 22636 


. .22728, 




22861. 


.22968, 


22862. 


.22966 







Seq. No. 

Gene No, 

Start 

Name' 

Start 

GI 

Exons 



9420 

20175 

13612 

OJ991 

21428 

none 

21428 

22103 

22468 

23488 

25306 

25849 

26314 

26775 

27020 
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.21508, 
.22180, 
.22563, 
.23673, 
.25428, 
.26031, 
.26424, 
.26834, 
.27151, 



21599, 
22104 . 
22618. 
23505. 
25307, 
25850, 
26322. 
26776. 
27021. 



.21682, 
.22181, 
.22722, 
.23672, 
.25426, 
.26032, 
.26423, 
.26841, 
.27152, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

21807. .21 

22254 

22861 

24837 

25543 

26120 

26554 

26811 

27024 



OJ991110 07. 0225. C7 



.22 
.22 
.24 
.25 
.26 
.26 
,26 
,27 



48175 
TBLASTX :C 
30438 
81 

899, 21970. 
352, 22255. 
986, 22892. 
974, 25119. 
749, 25548. 
185, 26124. 
667, 26555. 
945, 26821. 
152, 27373. 



ress 



.22029, 
.22353, 
.22987, 
.25268, 
.25748, 
.26189, 
.26686, 
.26946, 
.27411, 



9942 




27480. .27623, 27489.-27584, 

28072. .28197, 28092 .. 28205, 

28320. .28466, 28553 .. 28699, 

28795. .28947, 28916. . 28945/ 

29039. .29200, 29283 .. 29342 , 

29441. .29599, 29695 .. 29835, 

29952. .30068, 29959 .. 30102, 




27946. .28017, 27950 .. 28006, 

28093. .28200, 28294 .. 284 73, 

28555. .28692, 287 93 .. 2884 9, 

29037. .29204, *2903'8. .29190, 

29285. .29341, 294 40 .. 29598 , 

29707. .29853, 29717 29848, 

29963. .30106, 30319.. 30438 



Seq. No. 


9420 








Seq. ID 


OJ991110 


_07.0225 


.07 


Gene No. 


20175 








Strand 








Start 


13612 








End 


48175 






Name 


OJ991110 07,0225.07 


. o5. tm 


Method 


TBLASTX: 


Maize 




Start 


21641 








End 


23348 






GI 


none 








Score 


50 






Exons 


21641. 


.21682, 


21642 


. .21680, 


21799. .21891, 21807 


. ,21890, 






21809. 


.21898, 


21809 


. .21898, 


21970. .22041, 21971 


. . 22039, 






22103. 


.22165, 


22104 


, ,22163, 


22105. .22164, 22251 


. .22349, 






22251. 


.22352, 


22252 


, .22353, 


22253. .22360, 22456 


. .22563, 






22493. 


.22564, 


22495 


. .22566, 


22618. .22785, 22618 


. .22785, 






22647. 


.22787, 


22652 


. ,22786, 


22834, .23052, 22835 


. .23053, 






22859, 


.23053, 


23248 


. ,23346, 


23250. .23348, 23251 


. .23340 




Seq, No, 


9420 








Seq. ID 


OJ991110 


_07.0225 


.07 


Gene No, 


20175 








Strand 








Start 


13612 








End 


48175 






Name 


■OJ991110 07. 0225. C7 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


22618 








End 


22990 






GI 


none 








Score 


119 






Exons 


22618, 


.22761, 


22861 


. ,22989, 


22865. .22990 






Seq. No. 


9420 








Seq. ID 


OJ991110 


_07.0225 


.07 


Gene No. 


20175 








Strand 








Start 


13612 








End 


48175 






Name 


OJ991110 07. 0225. 07 


.olO.ts 


Method 


TBLASTX: 


Soybean 




Start 


24379 








End 


25640 




GI 


none 








Score 


64 






Exons 


24379. 


.24441, 


24395 


.24457, 


24762. .24839, 24762 


. .24974, 






24769. 


.24978, 


24940 


.24978, 


25118. .25255, 25119 


. .25268, 






25306. 


.25428, 


25307 


.25426, 


25548. .25640 






Seq. No. 


9420 








• Seq. ID 


OJ991110 


_07.0225 


.07 


Gene No. 


20175 








Strand 








Start 


13612 








End 


48175 






Name 


OJ991110 07.0225.07 


o6. tm 


Method 


TBLASTX: Maize 




Start 


25176 








End 


26421 






GI 


none 








Score 


62 






Exons 


25176. 


.25277, 


25306. 


.25434, 


25307. .25429, 25318 


. ,25428, 






25545. 


.25697, 


25548. 


.25748, 


25549. .25749, 25832 


, .26029, 






25849. 


.26031, 


25891, 


.26034, 


25959. .26036, 26120 


, .26185, 






26123, 


.26185, 


26319, 


,26420, 


26320. .26421 






Seq. No. 


9420 








Seq. ID 


OJ991110_ 


_07.0225 


.07 


Gene No. 


20175 








Strand 








Start 


13612 








End 


48175 






Name 


OJ991110 07.0225.07. 


o9.ts 


Method 


TBLASTX : Soybean 




Start 


26313 








End 


26687 






GI 


none 








Score 


81 







9943 



Exons 



26313. .26450, 26347 264 63, 2654 6.-26683, 26554 26667, 
26565.. 26687 



Seq. No. 9420 
Gene No. 20175 
Start 13612 

Name OJ991110_07 . 0225 . C7 . o7 . tm 

Start 26584 
GI none 

Exons 26584. .26667, 26585 26686, 

26775. .26939, 26775.-26948, 
27023. .27151, 27024 .. 27152 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26586 

26776 



OJ991110 07. 0225. C7 



48175 

TBLASTX: Maize 
27152 
103 

26687, 26767. .26823, 
26946, 26882. .26965, 



27027. .27152 



Seq. No. 9420 

Gene No. 20175 

Start 13612 

Name OJ991110_07 . 0225 . C7 . o6 . ts 

Start 26800 

GI none 

Exons 26800. .26925, 26802 .. 26903, 
• 27021. .27113 : 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_07.0225.C7 
48175 

TBLASTX: Soybean 

27115 ■ 

126 



26904. .26945, 27020 .. 27115, 



Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9420 

20175 

13612 

OJ991110_07.0225.C7.o9.tm 

28171 

none 

28171. .28197, 28294 28470, 
28543. .28662, 28547 28 666, 

9420 

20175 

13612 

OJ991110_07 . 0225 .C7 .oil . tm 

29042 

none 

29042. .29200, 29285 .. 29362 , 
2'9716. .29745, 29806.. 29853 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 07. 0225. C7 



48175 

TBLASTX: Maize 
28668 
208 

28319. .28465, '28320 .. 284 66, 
28548. .28649, 28552.. 28668 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_07.0225.C7 
48175 

TBLASTX: Maize 

29853 

124 



29470. .29592, 29471 .. 29602, 



I.J 



Seq. No. 9420 Seq. ID 

Gene No. .20175 ■ Strand 

Start 13612 End 

Name OJ991110_07 . 0225 . C7 . o5 . ts Method 

Start 29057 • End 

GI none Score 
Exons 



OJ991110_07.0225.C7 
48175 

TBLASTX : Soybean 

30048 

65 



29057. .29200, 29106 .. 29231 , 29285 .. 29341, 29311 .. 2934 6, 
29455. .29601, 29471 .. 29596, 29803 .. 2 9853 , 29959.. 30048 



Seq. No. 9420 

Gene No. 20175 

Start 13612 

Name OJ991110_07 . 0225 . C7 . o4 . gp 

Start 31360 

GI 879_1.R1084 

Exons 31360. .31699, 31834 .. 31914 , 
32683.-32734, 33058 .. 33195, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32010 

33280 



OJ991110 07. 0225. C7 



48175 
AAT/GAP 
34951 
2481 
32069, 32394. 
33543, 33968. 



.32473, 
,34025, 



9944 



34108. .34217, 34324 34395, 34839. .34951 
GI Descrip. M574 139/gb | AAD23909 . 1 | AF073697_1 l.Oe-166 (AF073697) cysteine 
synthase [Oryza sativa] ' 



Seq. No. 9420 
Gene No. 20175 
Start 13612 

Name OJ991110_07 . 0225 . C7 . o3 . tc 

Start 31604 
GI none 
Exons 31604, 

32008. 

32682. 

33277, 

33968. 

34108, 



,31696, 31605, 

,32070, 32379. 

,32729, 33040. 

,33543, 33284, 

,34027, 33969, 
,34218 



.31691, 
.32474, 
.33198, 
.33544, 
.34028, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 07. 0225. C7 



48175 

TBLASTX: Cress 
34220 
69 

31835. .31915, 32007 .. 32069^;; 
32394, .32474, 32681 3274 9, 
33041. .33091, 33109 33204 , 
33366. .33548, 33968 .. 34027, 
34103. .34204, 34107 .. 34220, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9420 
20175 
.13612 
dJ99111 
31604 
none 
31604. . 
31886. . 
32403. . 
33041. . 
33281. . 
33972. . 
34325. . 
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31699, 31611. 

31915, 32007. 

32474, 32431. 

33088, 33128. 

33544, 33281, 

34028, 34103, 

34366, 34327, 



.31700, 
.32069, 
.32475, 
.33190, 
.33544, 
.34219, 
.34365 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_07.0225.C7 
48175 

TBLASTX: Maize 

34366 ' 

99 



31831. .31860, 31832. .31915, 

32008. .32070, 32379 .. 32474 , 

32681. .32740, 33040 .. 33198, 

33277. .33543, 33277 .. 33543, 

33971. .34027, 33971 .. 34027, 

34107. .34220, 34108 .. 34218, 



Seq. No. 9420 

Gene No. 20175 

Start 13612 

Name OJ991110_07 . 0225 .07 , 

Start 31605 

GI none 

Exons 3i.605. .31697, 31607, 

31877. -.31930, 32007, 

32431. .32475, 32681. 

33066. .33197, 33091. 

33281. .33544, 33968. 

34107. .34220, 34108. 



o2.ts 



.31696, 
.32069, 
.32740, 
.33198, 
.34027, 
.34218 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 07. 0225. C7 



48175 

TBLASTX : Soybean 
34220 
104 

31834. .31860, 31835 .. 31921, 
32008. .32067, 3237 9 .. 32474 , 
3304 0. .33198, 33041. .33091, 
33277. .33543, 33281. .3354 4, 
33972. .34028, 34107 .. 34214 , 



Seq. No. 9420 Seq. ID 

Gene No. 20175 Strand 

Start 13612 End 

Name OJ991110_07 . 0225 . C7 . o5 . np Method 

Start 31610 End 

GI 4574139 Score 

Exons 31610. .31699, 31834 31914 , 32010 

32683. .32734, 33058 .. 33195, 33280 

34108. .34217, 34324.. 34365 
GI Descrip. (AF073697) cysteine synthase [Oryza sativa] 



OJ991110 07. 0225. C7 



Seq. No. 
Gene No. 



48175 
AAT/NAP 
34365 
1351 

32069, 32394 . .32473, 
33543, 33968'. .34025, 



9420 
20175 



Seq. ID 
Strand 



OJ991110 07.0225.07 



9945 




start 


13612 • 




End 


48175 




Name 




. OZ . lW 


Method 


TBLASTX: Wheat 




Start 


33322 




End 


34414 




GI 


none 




Score 


267 




Exons 


33322. .33543, 33323 


. .33544, 


33968. .34027, 33969 .. 34028 , 






33972. .34028, 34103 


. .34156, 


34107. .34220, 34 108 .. 34218, 






34322. .34414 










Seq. No. 


9420 




Seq. ID 


OJ991110_07.0225 


.C7 


Gene No. 


20175 




Strand 






Start 


13612 




End 


48175 




Name 




. o7 , np 


Method 


AAT/NAP 




Start 


37730 




End 


48175 




GI 


3935138 




Score 


1002 




Exons 


37730. .37760, 40507 


. .40679, 


41167. .41266, 4 1633 .. 4 17 19, 






42888. .43126, 44219 


.'.44438, 


44722. .45665, 48151. .48175 




GI Descrip. 


(AC005106) T25N20.2 


[Arabidopsis thaliana] 




Seq. No. 


9420 




Seq. ID 


OJ991110_07.0225 


.C7 


Gene No. 


20175 




Strand 








1 o biz 




End 


48175 




Name 


OJ991110 07. 0225. C7, 


.08 .ts 


Method 


TBLASTX : Soybean 




Start 


38057 




End 


38994 




GI 


none 




Score 


167 




Exons 


38057. .38134, 38058, 


. .38171, 


38184 . .38312, 38 920 .. 38994 , 






38922. .38993 










Seq. No. 


9420 




Seq. ID 


OJ991110_07.0225 


.C7 


Gene No. 


20175 




Strand 






o uar L. 


13612 




End 


48175 




Name 


OJ991110 07. 0225. C7, 


. o5 . gp 


Method 


AAT/GAP 




Start 


39181 




End 


40334 




GI 


27473 1.R1084 




Score 


1586 




Exons 


39181. .39914, 40238. 


. .40334 








GI Descrip. 


'3935138 9.0e-30 (AC005106) 


T25N20.2 


[Arabidopsis thaliana] 


Seq. No. 


9420 




Seq. ID 


OJ991110_07.0225 


.C7 


Gene No. 


20175 




Strand 






Start 


13612 




End 


48175 




Name 


OJ991110 07. 0225. C7. 


.olO. tm 


Method 


TBLASTX: Maize 




oTiar L 


40476 




End 


43106 




GI 


none 




Score 


81 




Exons 


40476. .40589, 40504. 


, .40560, 


40561. .40689, 40563 .. 40679, 






41164. .41268, 41168. 


, .41266, 


41169. .41270, 41632. .41724, 






41635. .41724, 42887, 


. .43102, 


42888. .43097, 42890 .. 43105, 






42897. .43106 










Seq. No. 


9420 




Seq. ID 


OJ991110_07.0225 


.C7 


Gene No. 


20175 




Strand 






Start 


13612 




End 


48175 




Name 


OJ991110 07. 0225. C7. 


,ol2. ts 


Method 


TBLASTX : Soybean 




Start 


40515 




, End 


44788 




GI 


none 




Score 


101 




Exons 


40515. .40676, 40531. 


.40689, 


41156. .41260, 41170. .41262, 






41170. .41268, 41630. 


.41719, 


41632. .41718, 42887 .. 43129, 






42888. .43007, 42890. 


.43129, 


44346. .44441, 44719 .. 44787, 






44729. .44788 











9946 




Seq. No. 9420 

Gene No. 20175 

Start 13612 

Name OJ991110_07 . 0225 . C7 . ol2 

Start 44013 

GI none 

Exons 44013. .44105, 44050.. 44 
44120. .44212, 44298. .44 




Seq. ID OJ991110_07.0225.C7 
Strand 

End 48175 
. tm Method ' TBLASTX : Mai ze 

End 4 4 4 4 4 

Score 88 
094, 44051. .44107, 44118 .. 44159, 
444, 44302. .44367, 44304. .44441 



Seq. No. 9420 

Gene No. 20175 

Start 13612 

Name OJ991110_07 . 0225 .C7 . o6 . 

Start 44054 

GI 2310356 

Exons 44054. .44142, 44306. .44 



GI Descrip. 3935138 9.0e-30 (AC0051 



Seq. ID OJ991110_07.0225.C7 
Strand 

End 48175 
gp Method AAT/GAP 

End 44919 

Score 757 
438, 44722. .44919 

06) T25N20.2 [Arabidopsis thaliana] 



Seq. No. 


9420 






Seq. ID 


OJ991110_07.0225 


.C7 


Gene No. 


20175 






Strand 






Start 


13612 






End 


48175 




Name 


OJ9911 


10_07.0225.C7. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


44718 






End 


45276 




GI 


none 






Score 


98 




Exons 


44718. 


.44786, 44722. 


.44847, 


44723. .4 4806, 44 731 .. 44865, 






44836. 


.45165, 44836. 


.45276, 


44843. .45250, 4 4 856. .452 63 




Seq. No. 


9420 






Seq. ID 


OJ991110_07.0225 


.C7 


Gene No. 


20175 






Strand 






Start 


13612 






End 


48175 




Name 


OJ9911 


10_07.0225.C7. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


44737 






End 


45087 




GI 


none 






Score 


89 




Exons 


44737. 


.44907, 44750. 


.44890, 


44 923. .4 5087, 4 4 963. .45058 




Seq. No. 


9420 






Seq. ID 


OJ991110_07.0225 


.C7 


Gene No. 


20175 






Strand 






Start 


13612 






End 


48175 




Name 


OJ991110 07. 0225. C7. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


44788 






End 


45240 




GI 


none 






Score 


49 




Exons 


44788. 


.44907, 44789. 


.44908, 


44923. .45057, 44 963 .. 45058 , 






45083. 


.45163, 45121. 


.45240 









Seq. No. 9421 Seq. ID 

Gene No. 2017 6 Strand 

Start 163 End 

Name OJ991110_07 . 0225 . C9 . ol . gs Method 

Start 163 End 

GI none Score 

Exons 163.. 269, 910.. 1066 



OJ991110_07.0225.C9 

1066 
GENSCAN 
1066 . 
.89 



Seq. No. 9422 Seq. ID 

Gene No. 20177 Strand 

Start 1056 End 

Name OJ991110_07 .0225 . CIO . ol . gs Method 



OJ991110_07. 0225. CIO 
+ 

1954 
GENSCAN 



9947 



End 1738 
Score . 66 



Start 1056 
GI none 
Exons 1056.. 1394, 1523.. 1738 

Seq. No. 9422 Seq. ID OJ991110_07 . 0225 . CIO 

Gene No. 20177 Strand + 

Start 1056 End 1954 

Name OJ991110_07 .0225. CIO. ol .np Method AAT/NAP 

Start 1056 End 1954 

GI 126078 . Score 602 

Exons 1056.. 1693, 1793.. 1954 

GI Descrip. LATE EMBRYOGENESIS ABUNDANT PROTEIN D-34 {LEA D-34) 

gi I 81554 I pir I I S04046 embryonic abundant protein gD-34 - upland 
cotton gi| 18501|emb|CAA31594 I {X13206) D-34 Lea protein 
[Gossypium hirsutum] gi | 167385 (M19389) storage protein 
[Gossypium hirsutum] gi | 226556 Iprf | | 1601521F Lea D-34 gene 
[Saguinus oedipus] 





Seq. No. 


9422 




Seq. ID 


OJ991110_07. 0225. CIO 




Gene No. , 


20178 




Strand 






Start 


1730 




End " ' 


6357 




.Name 


OJ991110 07. 0225. CIO. o2 


.np 


Method 


AAT/NAP 




Start 


1730 




End 


6235 






2245101 




Score 


361 


::i 


Exons 


1730. .1772, 3394. .3553, 


3925. 


.4027, 4172. .4258, 5029. .5207, 






5795.. 5834, 5936.. 5995, 


6188. 


.6235 ' 




it:? 
= ?: 
3- ' 


GI Descrip. 


(Z97343) hypothetical protein 


[Arabidopsis thaliana] 


: : ; 

u 


Seq. No. 


9422 




Seq. ID 


OJ991110_07. 0225. CIO 




Gene No. 


20178 




Strand 






Start 


1730 




End 


6357 




Name 


OJ991110 07, 0225. CIO. ol 


.gp 


Method 


AAT/GAP 




Start 


2624 




End 


6357 


"If 


GI 


1086 1.R1084 




Score 


2461 




Exons 


2624.. 3131, 3221.. 3312, 


3406. 


.3530, 3991. .4051, 4172. .4258, 






4334.. 4372, 5029.. 5207, 


5795. 


.5834, 5936. .5995, 6188. .6357 


Hi 


•GI Descrip. 


'2245101/emb|CAB10523.1 


1 2.0e 


-40 {Z97343) hypothetical protein 


; sit 




[Arabidopsis thaliana] ' 
?* 








z 


Seq. No. 


9422 




Seq. ID 


OJ991110_07. 0225. CIO 




Gene No. 


20178 




Strand 






Start 


1730 




End 


6357 




Name 


OJ991110 07. 0225. CIO. o2 


. gs 


Method 


GENSCAN 




Start 


3014 




End 


6235 




GI 


none 




Score 


.87 




Exons 


3014. .3134, 3221.. 3312, 


3406. 


.3530, 3991. .4051, 4172. .4258, 






4334. .4372, 5142.. 5207, 


5936. 


.5995, 61? 


38. .6235 




Seq. No. 


9422 




Seq. ID 


OJ991110_07. 0225. CIO 




Gene No. 


20179 




Strand 






Start 


7517 




End 


9184 




Name 


OJ991110 07, 0225. CIO. ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1056 




End - 


1945 




GI 


none 




Score 


41 




Exons 


1056. .1082, 1083. ,1334, 


1106. 


.1288, 1332. .1400, 1443. ,1490, 






1529.. 1606, 1658.. 1729, 


1793. 


.1942, 1820. .1945, 1849.. 1938 



9948 



Seq. No. 


9422 








Seq. ID 


OJ991110 


_07. 0225. CIO 


Gene No. 


20179 








Strand 






O LaXT L 










End 


9184 




Name 


OJ991110 07 


.0225 


.ClO.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1106 








End 


1942 




GI 


none 








Score 


166 




Exons 


1106. .1231, 


1107 


. .1337, 


1332. 


.1448, 1355.. 1399, 


1529. .1606, 




1655. . 1690, 


1790 


. .1942, 


1858. 


.1938 






Seq. No. 


9422 








Seq. ID 


OJ991110 


_07. 0225. CIO 


OfcJIltS ImW • 










Strand 






Start 


7517 








End 


9184 




Name 


OJ991110 07 


.0225 


.C10.O2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1796 








End 


1953 




GI 


none 








Score 


221 




Exons 


1796. .1951, 


1849 


. .1953 










Seq. No.'' ' 


- 9422 








Seq. ID 


OJ991110 


_07. 0225. CIO 




901 7 Q 








Strand 






Start 


7517 








End 


9184 




Name 


OJ991110 07 


.0225 


C10.O2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3014 








End 


3531 




GI 


none 








Score 


93 




Exons 


3014. .3133, 


3021 


.3137, 


3191. 


.3313, 3220.. 3312, 


3439. .3531 


Seq. No. 


9422 ■ 








Seq. ID- 


OJ991110 


_07. 0225. CIO 


Gene No. 


■ 20179 








Strand 






o uar L 


7 1 7 








End 


9184 




Name 


OJ991110 07 


.0225 


C10.O2 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


3014 








End 


4243 




GI 


none 








Score 


100 




Exons 


3014 . .3133, 


3018 


.3137, 


3191. 


.3313, 3220. .3312, 


3992. .4045, 




4172. .4243 














Seq. No. 


9422 








Seq. ID 


OJ991110 


_07. 0225. CIO 


Gene No. 


20179 








Strand 






Start 


7517 








End 


9184 




Name 


OJ991110 07 


.0225. 


ClO.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start * 


3232 








End 


6311 




GI 


none 








Score 


118' 








J Z J sJ . 


. O O X O , 


J4 XO . 


.3555, 3427.. 3531, 


3yo 1 . • H\J^.y f 




3992. .4054, 


3993, 


.4049, 


4169. 


.4261, 4173.. 4259, 


4173. .4265, 




4174 . .4272, 


4315. 


.4368, 


4329. 


.4367, 4334. .4381, 


4334. .4381, 




5020. .5208, 


5029. 


.5208, 


5030. 


.5209, 5031.. 5210, 


5793. .5840, 




5793. .5834, 


5933. 


. 6001, 


5934. 


.5999, 5934.. 6002, 


6188. .6238, 




6189. .6239, 


6246. 


. 6311 










Seq. No. 


9422 








Seq. ID 


OJ991110 


_07. 0225. CIO 


Gene No. 


20179 








Strand 






oLaru 


7 1 7 








End 


9184 




Name 


OJ991110 07 


.0225. 


C10.O3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4996 








End 


6254 




GI 


none 








Score 


138 




Exons 


4996. .5208, 


5030. 


.5209, 


5793. 


.5834, 5933.. 6001, 


6188. . 6241, 




6192. .6254 














Seq. No. 


9422 








Seq. ID 


OJ991110 


_07. 0225. CIO 



9949 




Gene No. 


20179 








Strand 






Start 


7517 








End 


9184 




Name 


OJ991110 07 


. 0225 . 


CIO ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5020 








End 


6296 




GI 


none 








Score 


272 




Exons 


5020. .5208, 


5030. 


.5209, 


5791. 


.5835, 5793. .5840, 


5793. .5834, 




5933. .6001, 


5934 . 


.5999, 


5934. 


.6002, 5935.. 6000, 


6188. .6295, 




6189. .6296, 


6213. 


.6296 










Seq. No. 


9422 








Seq. ID 


OJ991110 


_07. 0225. CIO 


Gene No . 


20179 








Strand 






Start 


7517 








End 


9184 




Name 


OJ99I110 07 


.0225. 


C10.O3 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5035 








End 


6238 




GI 


none 








Score 


163 




Exons 


5035. .5208, 


5036. 


.5209, 


5793. 


.5834, 5933. .6001, 


6188. .6238 


Seq. No. 


9422 








Seq. ID 


OJ991110 


_07. 0225. CIO 


Cpnp No 


20179 








Strand 






Start 


7517 








End 


9184 




Name 


' OJ991110 07 


.0225. 


C10.O3 


.gs 


Method 


GENSCAN 




Start 


7517 








End 


9184 




GI 


none 








Score 


.91 




Exons 


7517. .7575, 


9013. 


.9184 










Seq. No. 


9423 








Seq. ID 


OJ991110 


_07.0225.C11 




20180 








Strand 


•f 




Start 


136 








End 


6274 




Name 


OJ991110 07 


.0225. 


Cll.ol 


.gs 


Method 


GENSCAN 




Start 


136 








End 


2603 




GI 


none 








Score 


.85 




Exons 


136. .537, 620. .916, 1667. .1760, 1779.. 


1875, 2474. .2603 


Seq. No. 


9423 








Seq. ID 


OJ991110 


_07.0225.C11 


Gene No. 


20180 








Strand 


+ 




Start 


136 








End 


6274 




Name 


OJ991110 07 


.0225. 


C11.02 


.np 


Method 


AAT/NAP 




Start 


1620 








End 


6076 




GI 


3935141 








Score 


731 




Exons 


1620. .1875, 


2266. 


.2453, 


4366. 


.4923, 5643. .6076 




GI Descrip. 


(AC005106) T25N20 


.5 [Arabidopsis thaliana] 




Seq. No. 


9423 








Seq. ID 


OJ991110 


_07.0225.C11 


Gene No . 


20180 








Strand 






Start 


136 








End 


6274 




Name 


OJ991110 07 


.0225. 


C11.02 


.gs 


Method 


GENSCAN 




Start 


3919 








End 


6085 




GI 


none 








Score 


.72 




Exons 


3919. .3996, 


4491. 


.4835, 


4850. 


.4901, 4984. .5097, 


5571. . 6085 


Seq. No. 


9423 








Seq. ID 


OJ991110 


_07.0225.C11 


Gene No. 


20180 








Strand 


+ 




Start 


136 








End 


6274 




Name 


OJ991110 07 


.0225. 


Cll.ol 


■ gp 


Method 


AAT/GAP 




Start 


4401 








End 


6274 




GI 


12969 1.R1084 






Score 


2461 




Exons 


4401. .4901, 


5025. 


.5097, 


5571. 


.6274 







9950 






GI Descrip. 


'3935141 1. 


Oe-57 


(AC005106) 


T25N20.5 


[Arabidopsis thaliana] 




Seq. No. 


9423 








Seq. ID 


OJ991110_07.0225.C11 






^ U J. O X 














start 


6897 








End 


7157 




Name 


OJ991110 07 


.0225. 


VwX 1 . O J 


. gs 


Method 


GENSCAN 




Start 


6897 








End 


7157 




GI 


none 








Score 


1 




Exons 


6897. .7027, 


7067. 


7 1 
. / 1 3 / 










Seq. No. 


9423 








Seq. ID 


OJ991110_07.0225.C11 




Gene No. 


20182 








Strand 








/ o o o 








End 


9859 




Name 


OJ991110 07 


.0225. 


PI 1 o1 
1 . Ol 


. uw 


Method 


TBLASTX: Wheat 




Start 


1712 








End 


4487 




GI 


none 








Score 


37 




Exons 


1712. .1756, 


1734. 


1 ft ^^c, 
. J. 0 D J , 




..1878, 1745. .1876, 2257. .2439, 






2258. .2440, 


. 4406. 


zl 4 P ^ 


4 4 07 
4 f± U / 


. .4487 






Seq. No. 


9423 








Seq. ID 


OJ991110_07.0225.C11 




Gene No. ' 


20182 








Strand 






Start 


7886 








End 


■9859 






yju y ^ X J. ±\j \j 1 


• u ^ ^ .J • 


cy 1 oi 




Method 


TBLASTX: Maize 




Start 


4502 








End 


5800 


Q 


.GI 


none 








Score 


73 




Exons 


' 4502. .4642, 


4513. 


. DO J , 


4 c; ft Q 


..4663, 4605. .4655, -4664. .4714, 


rfi 




4707. .4901, 


4712. 


Zl Q91 


4 T 1 ^ 


..4904, 5022. .5099, 5024. .5098, 


: el 




5569. .5649, 


5569. 




c; C R ^; 
O DO O 


..5799, 5663. .5800 




Seq. No. 


9423 








Seq. ID 


OJ991110_07.0225.C11 






^ U X o ^ 








Strand 






Start 


7886 








End 


9859 




Name 


OJ991110 07 


.0225. 


L . 04t 


. gs 


Method 


GENSCAN 


; a; 


Start 


7886 








End 


9859 




GI 


none 








Score 


.57 


Q 


Exons 


7886. .8158, 


8857. 


QOOQ 


QO Qft 


. .9859 




i3e 


Seq. No. 


9423 








Seq. ID 


OJ991110_07.0225.C11 














Strand 




— i 


Start 


7886 








End 


9859 




Name 


OJ991110 07 


.0225. 


1 . OZ 


. tm 


Method 


TBLASTX: Maize 


r = j 


Start 


9098 








End 


9325 




GI 


none 








Score 


70 




Exons 


9098. .9154, 


9098. 


Q 1 /I Q 

. y 1 4 0 , 


Q1 /I Q 

y 1 4 y 


. .9325, 9150. .9323 




Seq. No. 


9424 








Seq. ID 


OJ991110_07.0225.C12 






20183 








Strand 


+ 




Start 


41 








End 


272 




Name 


OJ991110 07 


.0225. 


Ciz . Ol 


gs 


Method 


GENSCAN 




Start 


41 








End 


272 




GI 


none 








Score 


.51 




Exons 


41. .138, 143. .272 












Seq. No. 


9424 








Seq. ID 


OJ991110_07.0225.C12 




Gene No. 


20184 








Strand 






Start 


4114 








End 


7862 




Name 


OJ991110 07 


.0225. 


C12.06, 


tm 


Method 


TBLASTX: Maize 



9951 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1712 
none 

1712.. 1966, 1716.. 1946 



End 1966 
Score 86 



OJ991110 07.0225.C12 



9424 Seq. ID 

20184 Strand 
4114 End 7862 

OJ991110_07 . 0225 . C12 . ol . np Method AAT/NAP 
4114 End 7862 

6539553 Score 6480 

4114. .7862 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 





Seq. No. 


9424 








Seq. ID 


OJ991110_07. 0225. 012 




Gene No. 


20184 








Strand 








*i J. J. *i 








End 


7862 




Name ■ 


OJ991110 07 


.0225 


.012. o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


■ 4250 








End ' 


4726 




GI 


none 








Score 


347 




Exons 


4250. .4636, 


4251 


. .4634, 


4288. 


.4635, 4651.. 4725, 4653.. 4724, 


Q 

"zzr 




4655. .4726 












Seq. No. 


9424 








Seq. ID 


OJ991110_07-. 0225. 012 




Gene No. 


20184 








Strand 




ril 


Start 


4114 








End 


7862 




Name 


OJ991110 07. 


.0225 


.012. o4, 


. ts 


Method 


TBLASTX : Soybean 


Q 


Start 


4378 








End 


4719 


i.U 


GI 


none 








Score 


79 


i -i 


Exons 


4378. .4587, 


4457 


. .4582, 


4606. 


.4719, 4619. .4693 


r j i 


Seq. No. 


9424 








Seq. ID 


OJ991110_07. 0225. 012 




Gene No. 


20184 - 








Strand 




0 


Start 


4114 








End 


7862 


") 


Name 


OJ991110 07. 


.0225 


.012. o4. 


. tm 


Method 


TBLASTX: Maize 


Ljj 
r 


Start 


4582 








End 


.4 921 


i.II 


GI 


none 








Score 


196 


Q 


Exons 


4582. .4920, 


4583 


. .4921 










Seq. No,. 


9424 








Seq. ID 


OJ991110_07. 0225. 012 




Gene No. 


20184 








Strand 






Start 


4114 








End 


7862 




Name 


OJ991110 07. 


.0225 


.012>:o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4732 








End 


5077 




GI 


none 








Score 


126 




Exons 


4732. .5076, 


4877 


. .5077 









Seq. No. 9424 

Gene No. 20184 

Start 4114 

Name OJ991110_07 . 0225 . 012 . o3 . tw 

Start 4930 

GI none 
Exons 



Seq. ID OJ991110_07. 0225. 012 



Strand 
End 

Method 
End ' 
Score 



7862 

TBLASTX: Wheat 

5475 

48 



4930. .5115, 4940. .5062, 5131. .5475, 5155. .5328 



9952 




Seq, No. 


9424 








Seq. ID 


OJ991110_07.0225 


012 


ociie iNO . 










Strand 






Start 


4114 








End 


7862 




Name 


OJ991110 07 


.0225 


.C12.02 


. tm 


Method 


TBLASTX: Maize 




Start 


5011 








End 


5476 




GI 


none 








Score 


55 




Exons 


5011. .5475, 


5114 


. .5224, 


5158. 


.5340, 5294. .5476 




Seq. No. 


9424 








Seq. ID 


OJ991110_07.0225. 


012 


Gene No. 


20184 








Strand 






Start 


4114 








End 


7862 




Name 


OJ991110 07 


.0225 


.012. ol 


ts 


Method 


TBLASTX : Soybean 




Start 


5146 








End 


5610 




GI 


5509260 








Score 


58 




Exons 


5146... 5610, 


5165 


. .5224, 


5297. 


.5392, 5441.. .5509 




GI Descrip. 


- 














Seq. *No. 


9424 








Seq. ID 


OJ991110_07.0225. 


012 












Strand 






Start 


4114 








End 


7862 




Name 


OJ991110 07 


.0225 


.012. ol. 


tc 


Method 


TBLASTX :Oress 




Start 


5257 








End 


5517 




GI 


none 








Score 


62 




Exons 


5257, .5517, 


5438 


. .5515 










Seq. No.- 


9424 








Seq. ID 


OJ991110_07.0225'. 


012 


,Gene No. 


20184 








Strand 






O L di. L 


4114 

ri ± ±H 








End 


7862 




Name 


OJ991110 07 


.0225 


.012.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


5530 








End 


6285 




GI 


none 








Score 


192 




Exons 


5530. .5769, 


5531 


. .5689, 


5547. 


.5777, 5550. .5747, 5798. .6277, 




5821. .6285 














Seq. No. 


9424 








Seq. ID 


OJ991110_07.0225. 


012 




9n 1 4 

^ \J J. O rt 








Strand 






Start 


4114- 








End 


7862 




Name 


OJ991110 07 


.0225 


.012.02. 


tc 


Method 


TBLASTX: Cress 




Start 


5911 








End 


6300 




GI 


none 








Score 


112 




Exons 


5911. .6105, 


6118 


. .6300 










Seq. No. 


9424 








Seq. ID 


OJ991110_07.0225. 


012 




901 fl 4 

^ U X O *i 








Strand 






Start 


4114 








End 


7862 




Name 


OJ991110 07 


.0225 


.012.03. 


ts 


Method 


TBLASTX : Soybean 




Start 


5935 








End 


6333 




GI 


none 








Score 


38 




Exons 


5935. .6108, 


6062 


. .6100, 


6109. 


.6333, 6155. .6325 




Seq. No. 


9424 








Seq. ID 


OJ991110_07.0225. 


012 


Gene No. 


20184 








Strand 






Start 


4114 








End 


7862 




Name 


OJ991110 07 


.0225 


012. o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6121 








End 


6555 




GI 


none 








Score 


84 




Exons 


6121. .6555, 


6146 


.6346 











9953 




O C ■ IN U • 




O C . XL/ 


n.TQQi 1 1 n 07 n?9s 


PI 0 


Gene No. 


20.184 


Strand 






Start 


4114 


End 


1B62 




Name 


OJ991110 07.0225.C12.o4.tw 


Method 


TBLASTX: Wheat 




Start 


6286 


End 


6477 




GI 


none 


Score 


186 




Exons 


6286. .6477, 6286. .6477 








C • LN U » 


9424' 


Seq. ID 


OJ991110 07 0225 


. C12 


Gene No. 


20184 


Strand 






Start 


4114 


End 


7862 




Name 


OJ991110 07.0225.C12.o5.ts 


Method 


TBLASTX: Soybean 




Start 


6343 


End 


6729 




GI 


none 


Score 


88 




Exons 


6343. .6591, 6574. .6729 








^pn No 


9424 


Seq. ID 


OJ991110_07.0225 


.C12 


Gene No. 


20184 


Strand 






Start 


4114 


End 


7862 




Name 


OJ991110 07'.0225.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


6756 


End 


7078 




GI 


none 


Score 


395 




Exons 


67.56.. 6923, 6757.. 7071, 6758. 


.7051, 6824. .7078 






Q494 

-7 4 ^ 4 


Seq. ID 


OJ991110_07.0225 




Gene No. 


20184 


. Strand 






Start 


4114 


End 


7862 




Name 


OJ991110 07,0225.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


7577 


End 


7860 




GI 


none 


Score 


278 




Exons 


7577.-7858, 7579. ,7860 








^f^n Mo 


9424 


Seq. ID 


OJ991110_07.0225 


- C12 


Gene No. 


20184 


Strand 






Start 


4114 


End 


7862 




Name 


OJ991110 07.0225.C12.o5.tw 


Method 


TBLASTX: Wheat 




Start 


7638 


End 


7860 




GI 


none 


Score 


180 




Exons 


7638.-7859, 7639. .7860, 7640. 


.7846, 7642. .7860 




Seq. No. 


9425 


Seq. ID 


OJ991110_02.0225. 


-CI 


Gene No 


20185 


Strand 


+ 




Start 


1 


End 


15504 




Name 


OJ991110 02.0225.Cl.o4.np 


Method 


AAT/NAP 




Start 


1 


End 


15504 




GI 


4680183 


Score 


187 




Exons 


1..184, 14739. .14809, 15415.. 


15504 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


9425 


Seq. ID 


OJ991110_02.0225 


.CI 


Gene No. 


20185 - 


Strand 


+ 




Start 


1 ■ 


End 


15504 




Name 


OJ991110 02.0225.Cl.o3.np 


Method 


AAT/NAP 




Start 


13313 


End 


15303 




GI 


6539570 


Score 


149 




Exons 


13313. .13546, 15265.. 15303 









9954 



GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ991110 02, 0225. CI 



9425 Seq. ID 

20186 Strand 
1 End 13056 

OJ991110_02 , 0225 . CI . ol . np Method AAT/NAP 

1 End -6284 

2827621 Score 744 

1..257, 1554, ,1796, 1895. .2059, 2226. .2900, 2984.. 
3243.. 3335, 3949.. 4069, 4929.. 5092, 6192.. 6284 
(AL021636) putative protein [Arabidopsis thaliaha] 



3133, 



9425 

20186 

1 

OJ991110_02.0225.Cl.o2.tm 

1550 

none 

1550. .1585, 1553. .1795, 1584. 
1882.. 2061, 1895.. 2062, 1898. 
2223.. 2342, 2223.. 2342 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 02. 0225. CI 



13056 

TBLASTX: Maize 
2342 
39 

1688, 1609. .1803, 1755. .1796, 
2056, 1905.. 2087, 2219.. 2341, 



Seq. No. 9425 Seq. ID 

Gene No. 20186 Strand 

Start 1 End 

Name OJ991110_02 . 0225 . CI . ol . gs Method 

Start 1554 End 

GI none Score 
Exons 



OJ991110_02.0225.C1 

13056 
GENSCAN 
13056 
.82 



1554.. 1796, 1895.. 2059, 2226.. 2899, 3025.. 3133, 3243.. 3335, 
4964. .5092, 5737. .5756, 6192. .6323, 6525. .6690, 8095. .8220, 
8780. .8864, 9475. .9564, 10651 .. 10803, 10856 .. 11037 , 
11117. .11318, 12917. .13056 



Seq. No. 9425 

Gene No. 20186 

Start 1 

Name . OJ991110_02 . 0225 . CI . o2 . ts 

Start 1898 

GI none 

Exons 1898.. 2062, 
2452. .2571 ■ 



Seq. ID 

Strand 

End 

Method 
.-End 
Score 



OJ991110_02.0225.C1 
13056 

TBLASTX : Soybean 

2597 

77 



1898. .2056, 2215. .2367, 2223. .2381, 2451. .2597, 



Seq. No. 9425 
Gene No, 20186 
Start 1 

Name OJ991110_02 . 0225 . CI . o3 . tm 

Start 2470 
GI none 
Exons 2470.. 2664, 

2637. .2759, 

3026. .3121, 



2471. .2650, 2472 
2658. .2759, 2869 
3026. .3124 



Seq. ID OJ991110_02.0225.C1 
Strand 

End 13056 
Method TBLASTX : Maize 
End ' 3124 
Score 192 

.2672, 2636. .2755, 2636, .2758, 
.2895, 3021.. 3119, 3025.. 3120, 



Seq. No. 9425 

Gene No. 20186 

Start 1 

Name OJ991110_02 . 0225 . CI . o4 , 

Start 3932 



tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ991110_02.0225.C1 
13056 

TBLASTX: Maize 
6317 



9955 



GI 

Exons 



none Score 153 

3932. .4045, 3948. .4046, 3949. .4047, 3958. .4047, 4946. .5116, 

4964.. 5092, 5001.. 5093, 6176.. 6259, 6177.. 6257, 6192.. 6317, 
6211. .6279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9425 Seq. ID OJ991110_02 . 0225 . CI 

20186 Strand 

1 End 13056 

OJ991110_02 . 0225 . CI . ol . gp Method AAT/GAP 

7956 End 11218 

20862_1.R1084 Score 1511 

7956. .8220, 8484. .8578, 8780. .8864, 9475. .9564, 10651 .. 10758 , 
10856. .11037, 11117. .11218 

'5263324/gb|AAD41426.1|AC007727_15 l.Oe-102 (AC007727) Identical 
to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit . 
EST gb_T76747 comes from this gene' 



9425 

20186 

1 

OJ991 110_02 . 0225 . CI . o2 . np 

8175 

2982322 



Seq. ID OJ991110_02.0225.C1 
Strand 

End 13056 

Method AAT/NAP 

End 11043 

Score 778 



8175. .8220, 8484. .8578, 8780. .8864, 9475. .9564, 10651 10758 , 
10856. .11043 



GI Descrip. (AF05124 6) probable proteasome subunit [Picea mariana] 



Seq. No. 9425 

Gene No. 20186 

Start 1 

Name OJ991110_02 . 0225 . CI . ol . tc 

Start 8483 

GI none 

Exons 8483.. 8578, 8484.. 8594, 8760. 

8778. .8867, 9471. .9566, 9474. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 02. 0225. CI 



13056 

TBLASTX: Cress 
11052 
80 

.8867., 8762.. 88-66, 8776.. 8880, 
.9566, 9478. .9567, 10650 .. 10757 , 



10651. .10758, 10853. .11038, 10855. .11052 



Seq. No. 9425 
Gene No. 20186 
Start 1 

Name OJ991110_02 . 0225 . CI . ol . tm 

Start 8483 
GI none 
Exons 8483.. 

8781.. 

10650. 

10855. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 02. 0225. CI 



8578, 8484.. 8555, 8734 
8867, 9471.. 9566, 9474 
.10757, 10651. .10758, 10853 
.11046, 10971.. 11051 



13056 

TBLASTX: Maize 
11052 
76 

8853, 8780. .8866, 8781. .8864, 
9566, 9475.. 9567, 1064 8 .. 10725 , 
11038, 10855. .11052, 



Seq. No. 9425 
Gene No. 20186 
Start 1 

Name OJ991110_02 . 0225 . CI . ol . ts 

Start 9480 
GI none 

Exons 9480.. 9563, 9480.. 9566, 9481 

10650. .10757, 10651. .10755, 10855 
10971. .11039 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 02. 0225. CI 



13056 

TBLASTX : Soybean 
11039 
83 

9567, 9481.. 9567, 1064 8 .. 107 10 , 
11037, 10859. .11038, 



9956 



Seq. No. 9426 Seq. ID 

Gene No. 20187 Strand 

Start 6501 End 

Name OJ991110_02 . 0225 . C2 . ol . gp Method 

Start 6372 End 

GI 3133_1.R1Q84 Score 

Exons 6372.. 7133, 9188.. 9471 

GI Descrip. • 5903092/gb | AAD55650 . 1 | AC008017_23 8.0e-76 (AC008017) Highly 

similar to developmental prot ein DG1118 [Arab.idopsis thaliana] * 



OJ991110_02.0225.C2 
+ 

9471 
AAT/GAP 
9471 
1977 





Seq. No. 


9426 


Seq. ID 


OJ991110_02 


0225. C2 




Gene No. 


20187 


Strand 


+ 






Start 


6501 


End 


9471 






Name 


OJ991110 02.0225.C2.o3.gs 


Method 


GENSCAN 






Start 


6501 


End 


7118 






GI 


none 


Score 


.98 






Exons 


6501. .7118 










Seq. No. 


9426 


Seq. ID 


OJ991110_02 


0225. C2 




Gene No. 


20187 


Strand ' 


+ 






Start 


6501 


End 


9471 






Name 


OJ991110 02.0225.C2.o3.np 


Method 


AAT/NAP 






Start 


6501 


End 


7115 




n 


GI 


5903092 • 


Score 


857 




!! 


Exons 


6501. .7115 








\l 


GI Descrip. 


(AC008017) Highly similar to 


developmental protein 


DG1118 


u 




[Arabidopsis thaliana] 










Seq. No. 


9426 


Seq. ID 


OJ991110_02. 


0225. C2 




Gene No. 


20188 


Strand 


+ 






Start 


10602 


End 


11936 




11 


Name 


OJ991110 02.0225.C2.o4.gs 


Method 


GENSCAN 






Start 


10602 


End 


11936 






GI 


none 


Score 


.77 




"! 


Exons 


10602. .10616, 11011. .11237, 


11837. .11936 





Seq., No. 9426 Seq. ID 

Gene* No. 20189 Strand 

Start 1 End 

Name OJ991110_02 . 0225 . C2 . ol . np Method 

Start 1 ^ End 

GI .5-9f22620 Score 

Exons 1..23, 386.. 470, 507.. 683, 731.. 892, 
GI Descrip. 



OJ991110_02.0225.C2 

5575 
AAT/NAP 
1812 
359 
1602. . 1812 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 {C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 9426 Seq. ID 

Gene No. 20189 Strand 

Start 1 End 

Name OJ991110_02 . 0225 . C2 . o2 . np Method 

Start 1 End 

GI 6330472 Score 

Exons 1..66, 3316.. 3438, 5244,. 5575 



OJ991110_02.0225.C2 

'5575 
AAT/NAP 
5575 
63 



9957 



GI Descrip. 


(AB033031) KIAA1205 protein 


[Homo sapiens] 






Seq. No. 


9426 


Seq. ID 


OJ991110 


_02.0225. 


.C2 




20189 


Of rand 








Start 


1 


£jI LKJ. 








Name 


OJ991110 02.0225.C2.ol.gs 










Start 


330 


End 


-? o 






GI 


none 


Score 


68 






Exons 


330. .470, 715. .825, 963. .998 










Seq. No. 


9426 


Seq. ID 


OJ991110 


_02.0225. 


,C2 


Gene No. 


20190 


Strand 








Start 


6483 


End 


9265 






Name 


OJ991110 02.0225.C2.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


6483 


End 


9265 






GI 


none 


Score 


137 






Exons 


6483.. 6578, 6488.. 7018, 6636 


. .7019, 6956. .7060, 


6957. ,7088, 




7044.. 7124, 7065.. 7124, 9200 


. .9265, 9201. . 9263 






Seq. No. 


9426 


Seq. . ID 


OJ991110 


_02.0225. 


C2 


Gene. No. 


20190 


Strand 








Start 


6483 


End 


9265 






Name 


\J*^ ^ J d. A. d. \J \J £t * \J ^ ^ ^ m \^ ^ » \J J. . L-O 


Method 


TBLASTX: 


Soybean 




Start 


6486 


End 


7118 






GI 


none 


Score 


111 






Exons 


6486.. 6578, 6491.. 6676, 6636 


..6677, 6677. .6700, 


6678. .6734, 




6735. .6917, 6747. .6884, 6749 


..6916, 6917. .7018, 


6918. .7019, 




6956.. 7033, 6957.. 7034, 7065 


. .7118 








Seq. No. 


9426 


Seq. ID 


OJ991110 


_02.0225. 


C2 


f^pnp No 


20190 


Strand 








Start 


6483 


End 


9265 






Name 


OJ991110 02.0225.C2.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


6491 


End 


6796 






GI 


none 


Score 


137 






Exons 


6491.. 6796, 6492.. 6578, 6636 


. .6794, 6755. . 6796 






Seq. No. 


9426 


Seq.- ID 


OJ991110 


_02.0225. 


C2 


Cpnp Mo 


20190 


Strand 








start 


6483 


End 


9265 






Name 


OJ991110 02.0225.C2.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


6500 


End 


7118 






GI 


none 


Score 


111 






Exons 


6500.. 7015, 6501.. 6578, 6636. 


..7019, 7065. .7118 






Seq. No. 


9426 


Seq. ID 


OJ991110 


_02.0225. 


C2 


Gene No. 


20191 


Strand 








Start 


10862 


End 


11167 






Name 


OJ991110 02.0225.C2.o2.tm 


Method 


TBLASTX:: 


Maize 




Start 


10862 


End 


11167 






GI ■ 


none 


Score 


116 






Exons 


10862. .11011, 10871. .11011, 10872 .. 1 1012, 10941 


. .11012, 






11026. .IIIQO, 11050. .11079, 11095 11145, 11096 


. . 11167, 






11124. .11165 










Seq. No. 


9427 


Seq. ID 


OJ991110 


_02.0225. 


C3 


Gene No. 


20192 


Strand 


+ 







9958 



i 



start 


1449 


End 


5452 


Name 


OJ991110 02.0225.C3.ol.np 


Method 


AAT/NAP 


Start 


1449 


End 


4846 


GI 


5454192 


Score 


473 


Exons 


1449. .1535, 4238. .4846 






GI Descrip. 


(AC005698) T3P18.6 [Arabidopsis thaliana] 


Seq. No. 


9427 


Seq. ID 


OJ991110 

\J \J ^ J/ A, ^ A. \J 




20192 


Qf- r And 


-\- 


Start 


1449 


End 


5452 


Name 


OJ991110 02.0225.C3.o2.gs 


Method 


GENSCAN 


Start 


3077 


End 


3428 


GI 


none 


Score 


. 4 6 


Exons 


3077 3241 3246 3428 






Seq. No. 


9427 


Seq. ID 


OJ991110 

V-/ \J ^ ^ A. J. A. \J 


f^cinp No 


201 Q2 


O L. i. di 




Start 


1449 


End 


5452 


Name 


OJ991110 02.0225.e3.ol.gp 


Method 


AAT/GAP 


Start 


4 008 


End 


4 SI Q 
-J J. ^ 


GI 








Exons 








Seq. No. 


Q4 97 


OC . x,u 


O.TQ Ql 110 


f^pnp No 


^ U J. -7Z. 


04- -ranH 


-j- 


Start 


1 4 4 Q 


iiii 


S4 S 9 

J 4 J ^1 


Name 


OJ991110 02 0225 C3 o3 as 


M(=»i~ hnd 


vjj i_j IN tt.? v^imN 


Start 


4076 


End 


4843 


GI 


none 


Sco're 


1 


Exons 


4076. .4843 






Seq. No. 


9427 


Seq. ID 


n.TQQl 110 


Gene No. 


20192 


Strand 




Start 


1449 


End 


S4 S9 

J *i J ^ 


Name 


OJ991110 02.0225.C3.o2.gp 


Method 




Start 


4718 


End 


5452 


GI 


36398 1.R1084 


Score 


868 


Exons 


4718. .4900, 5190. .5452 






GI Descrip. 


'1531756/emb|CAA57810| 2 . Oe 


-16 (X82413) 


^X \J X XL LKZ 




protein [Asparagus officinalis] ' 




Seq. No. 


9427 


Seq. ID 


n.TQQl 110 
Kju y y X X x\j 




20193 


Strand 




Start 


6756 


End 


7331 


Name 


OJ991110 02.0225.C3.o3.gp 


Method 


AAT/GAP 


Start 


6756 


End 


7331 


GI 


none 


Score 


1064 


Exons 


6756. .7331 






Seq. No.. 


9427 


Seq. ID 


OJ991110 


Gene- No. 


20194 


Strand 


+ 


Start 


40039 


End 


43620 


Name 


OJ991110 02.0225.C3.ol4.gp 


Method 


AAT/GAP 


Start 


40039 


End 


43620 


GI 


19237 1.R1084 


Score 


1828 


Exons 


40039. .40194, 40299 .. 40342 , 


41450. .41564, 41900 




42047. .42163, 42258 .. 42366, 


43232. .43620 



,41963, 



9959 



GI Descrip. M56724 6/gb | AAD23660 . 1 | AC007070_9 2.0e-55 (AC007070) unknown 
protein [Arabidopsis thaliana] ' 



oeq . wo . 






Seq. ID 


OJ991110_ 


02.0225 




Gene No. 


20194 




Strand 


+ 






Start 


40039 




End 


43620 






Name 


OJ991110 02. 0225. 03 


.06. np 


Method 


AAT/NAP 






Start 


40082 




End 


43323 






GI 


4567246 




Score 


383 






Exons 


40082. .401.81, 40298 


. .40342, 


41462. .41564, 41900. 


.41963, 






42047. .42129, 42260 


. .42366, 


43232. .43323 






GI Descrip. 


(AC007070) unknown ] 


protein 


[Arabidopsis thaliana] 




Seq. No. 


9427 




Seq. ID 


.>*OJ991110_ 


02.0225 


.C3 




20195 




Strand 


+ 






Start 


49861 




End 


71375 






Name 


OJ991110 02. 0225. 03 


. ol5 . gp 


Method 


AAT/GAP 






Start 


49797 




End - 


55310 . 






GI 


150 1.R1084 




Score' ■ 


5726 






Exons 


49797. .50125, 51992 


. .52566, 


52729. .53108, 53195. 


.53281, 






53379. .53709, .53880 


. .54290, 


54373. .54432, 54541. 


.55310 




GI Descrip. 


•1747294/dbj IBAA08232 1 O.Oe+00 {D45383) vacuolar 






H+ -pyrophosphatase 


[Oryza sativa] * 








Seq. No. 


9427 




Seq. ID 


OJ991110_ 


02.0225 


.C3 


Gene^ .No . 


20195 




Strand 


'+ 






o uarr 


49861 




End 


71375 






Name 


OJ991110 02.0225.03 


.oil .gs 


Method 


GENSCAN 






Start 


49861 




End 


69970 






GI 


none 




Score 


.6 






Exons 


49861. .50125, 51992 


. .52566, 


52729. .53108, 53195. 


.53281, 






53379. .53709, 53880 


. .54290, 


54373. .54432, 54541. 


.54737, 






56194. .56377, 56415 


. .56456, 


56486. .56545, 56776. 


.56982, 






57059. .58189, 59463 


. .62261, 


63464. .63675, 65009. 


.66179, 






67587. .69192, 69951 


. .69970 










oeq. JNO . - 


9427 




Seq. ID 


OJ991110_ 


02.0225 




Gene No. 


20195 




Strand 


+ 






Start 


49861 




End 


71375 






Name 


OJ991110 02.0225.03 


. o7 . np 


Method 


AAT/NAP 






Start 


49861 




End 


54744 






GI 


1747294 




Score 


3670 






Exons 


49861. .50125, 51992 


. .52566, 


52729. .53108, 53195. 


.53281, 






53379. .53709, 53880 


. .54290, 


54373. .54432/ 54541. 


.54744 




GI Descrip. 


(D45383) vacuolar H+-pyrophosphatase 


[Oryza sativa] 




Seq. No. 


9427 




Seq. ID 


OJ991110_ 


02.0225 


.03 


Gene No. 


20195 




Strand 


+ 






Start 


49861 




End 


71375 






Name 


OJ991110 02.0225.03 


. 08 .np 


Method 


AAT/NAP 






Start 


53901 




End 


71375 






GI 


2258315 




Score 


471 






Exons 


53901. .53977, 56745 


. .57030, 


57095. .58156, 59463. 


.59612, 






59706. . 60146, 60715 


. .61025, 


65358. .65592, 65635. 


. 65685, 






71297. .71375 












GI Descrip. 


(AF004878) resistance complex protein 


120-1 [Lycopersicon 



esculentum] 



9960. 



Cprr KFri 

O C . IN VJ • 


9427 








Q^n in 

• XL/ 


OJ99T 110 

V -? X ± J. u 




Gene No. 


20195 








Strand 


+ . 




Start 


49861 








End 


71375 




Name 


OJ991110 02. 


0225. 


C3.016 


.gp 


Method 


AAT/GAP 




Start 


68629 








End 


69007 




GI 


2311430 








Score 


714 




Exons 


68629. .69007 












Seq. No. 


9427 








Seq. ID 


OJ991110_ 


_02.0225.C3 












O ^ J- Cli l\JL 






Start 


6219 








End 


9669 




Name 


OJ991110 02. 


0225. 


C3.04. 


gs 


Method 


GENSCAN 




Start 


6219 








End 


9525 




GI 


none 








Score 


. 63 




Exons 


6219. .6452, 


7208. 


.7543, 


7634. 


.7668, 7£ 


)12. .7911, 


8333. .8458, 




8550. .8667, 


9163. 


.9256, 


9435. 


.9525 






Seq. No. 


9427 








Seq. ID 


OJ991110_ 


02. 0225. C3 


Gene No. 


20196 








Strand 






Start • 


6219 








End 


9669 




Name 


OJ991110 02. 


0225. 


C3.02. 


np 


Method 


AAT/NAP 




Start 


7160 








End 


9669 




GI 


3820620 








Score 


767 




Exons 


7160. .7543, 


7634. 


.7674, 


7812. 


.7911, 8005. .8082, 


8157. .8207, 




8333. .8458, 


8550. 


.8618, 


9163. 


.9220, 9295.. 9346, 


9435. .9669 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AF099970) putative f ormamidopyrimidine-DNA glycosylase 1 
[Arabidopsis thaliana] 



OJ991110_02.0225.C3 

9669 
AAT/GAP 
7888 
360 



9427 Seq. ID 

20196 Strand 
6219 End 
OJ991110_02 . 0225 .03 .o4 . gp Method 
7502 End 
LIB34 31-008-P1-K1-E9 Score 
7502.. 7668, 7812.. 7888 

•3550982/dbj IBAA32702I l.Oe-10 (AB010690) mutM homologue-1 
[Arabidopsis thaliana] >gi_5903053_gb_AAD55612 . 1_AC008016_22 
{AC008016) Identical to gb_AB010690 mutM homologue-1 
(f ormamidopyrimidine-DNA glycosylase 1) from Arabidopsis 
thaliana. EST gb_Z18192 comes from this gene' 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991110_02.0225.C3 

9669 
AAT/GAP 
9433 
169 



9427 Seq. ID 

20196 Strand 
6219 End 
OJ991110_02. 0225.C3.o5.gp Method 
9163 End 
LIB3431-058-P1-K1-A9 Score 
9163. .9220, 9295. .9346, 9404. .9433 

*3550983/dbj IBAA32703I 5.0e-34 (AB010690) mutM homologue-2 
[Arabidopsis thaliana] >gi_3820622 {AF099971) putative 
formamidopyrimidine-DNA glycosylase 2 [Arabidopsis thaliana] 
>gi_5903054_gb_AAD55613.1_AC008016_23 (AC008016) Identical to 
gb_AB010690 mutM homologue-2 (formamidopyrimidine-DNA - 
glycosylase 1) from Arabidopsis thaliana. EST gb_Z18192 comes 
from this gene' 



9961 






Seq. No. 


9427 


Seq. ID 


OJ991110_02.0225.C3 




Gene No, 


20196 


Strand 






Start 


6219 


. End 


9669 




Name 


OJ991110 02.0225.C3.o6.gp 


Method 


AAT/GAP- 




Start 


9163 


End 


9507 




GI 


LIB3431-058-P1-K1-A9 


Score 


287 




Exons 


9163.. 9220, 9295.. 9346, 9435.. 9507 






GI Descrip. 


'3550983/dbj IBAA32703I 5 . Oe 


-34 (AB010690) mutM homologue-2 






[Arabidopsis thaliana] >gi 


3820622 (AF099971) putative 






formamidopyrimidine-DNA glycosylase 2 


[Arabidopsis thaliana] 






>gi 5903054 gb AAD55613.1 AC008016 23 


(AC0080i6) Identical t 






gb_AB010690 mutM homologue- 


2 ( formamidopyrimidine-DNA 






glycosylase 1) from Arabidopsis thaliana. EST gb Z18192 com 






from this gene' 








Seq. No. 


9427 


Seq. ID 


OJ991110_02.0225.C3 




Gene No, 


20197 


Strand 






Start 


11960 


End 


15011 




Name 


OJ991110 02.0225.C3.o7.gp 


Method 


AAT/GAP 




Start 


11960 


End 


,12337 




GI 


7 00067 


Score 


723 




Exons 


11960. .12337 








Seq. No. 


9427 


Seq, ID 


OJ991110_02.0225.C3 




Gene No. 


20197 


Strand 






ouart 


• 11960 


End 


15011 


n 


Name 


OJ991110 02.0225.C3.o3.np 


Method 


^ AAT/NAP 


LI 


Start 


12224 


End 


14920 




GI 


2980781 


Score 


607 


C T 


Exons 


12224. ,12854, 14472 .. 14596, 


14698, .14920 


[_\ 
'l 

,i 


GI Descrip. 


(AL02^19o) putative protein 


[Arabidopsis thaliana] 


li 


Seq. No. 


9427 


Seq. ID 


OJ991110_02.0225.C3 




Gene No. 


20197 


Strand 






Start 


11960 


End 


15011 


c 


Name 


OJ991110 02.0225.C3.o8.gp 


Method 


AAT/GAP . 




Start 


12822 


End 


15011 




GI 


66948 1.R1084 


Score'v'- 


■^975 


:i 


Exons 


12822. ,12896, 14059 ,, 14 113, 


14501. . 14596, 14698. .15011-.. 




GI Descrip. 


M539340/emb|CAB37488.1| 2. 


Oe-11 {AL035539) putative protein 


"i 




[Arabidopsis thaliana] * 








Seq. No. 


9427 


Seq. ID 


OJ991110_02.0225.C3 




Gene No . 


20197 


Strand 






Start 


11960 


End 


15011 




Name 


OJ991110 02.0225.C3.o6.gs 


Method 


GENSCAN 




Start 


13583 


End 


14963 




GI 


none 


Score 


,78 




Exons 


13583. .13699, 14 059 .. 14 113, 


14501. . 14596, 14698, .14963 




Seq. No. 


9427 


Seq, ID 


OJ991110_02.0225.C3 




Gene No. 


20198 


Strand 






Start 


19437 


End 


27145 ■ 




Name 


OJ991110 02.0225.C3.o9.gp 


Method 


AAT/GAP 




Start 


18943 


End 


20763 




GI 


20680 1.R1084 


Score 


1992 




Exons 


18943. .19713," 20293 . .'20420, 


20589,, 20763 



9962 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



*1854378/cibj IBAA19242I 5.0e-75 (AB001338) Sucrose-Phosphate 
Synthase [Saccharum officinarum] * 



9427 
20198 
19437 

OJ991110_02.0225.C3,o8.gs 
19437 



OJ991110 02. 0225. C3 



none 

19437. 

21866. 

23638. 

26918. 



Seq. ID 
Strand 

End 27145 
Method GENSCAN 
End 27145 
Score .87 

.19713, 20293. .20405, 20589 .. 212 93 , 214 10 214 72, 
.22042, 22172. .22303, 22486 22593, 22748 .. 2344 6, 
.23701, 24043. .24251, 26576. . 26601, 26666 .. 26755, 
.27004, 27052. .27145 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20589 

22172 



OJ991110 02. 0225. C3 



Seq. No. 9427 
Gene No. 20198 
Start 19437 

Name OJ991110_02 . 0225 . C3 . o4 . np 

Start 19440 
GI 1854378 

Exons 19440. .19713, 20293 .. 20420, 

21559. .21612, 21866 .. 22042, 

22748. .23446, 23638 .. 23701 , 

26918. .27036, 27076.. 27145 
GI Descrip. {AB001338) Sucrose-Phosphate Synthase [Saccharum officinarum] 



27145 
AAT/NAP 
27145 
3962 

21293, 21410. .21472, 
22303, 22486. .22593, 



24043. .24251, 26666 .. 26755, 



Seq. No. 9427 

Gene No. 20198 

Start 19437 

Name OJ991110_02 . 0225.C3.olO .gp 

Start 20900 

GI 43672_1.R1084 

Exons 20900. .21293, 21410 
22172. .22303, 22486 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 02. 0225. C3 



27145 
AAT/GAP 
22804 
1766 

.21612, 21866. .22042, 
.22804 

'1854378/dbj IBAA19242I l.Oe-162 (AB001338) Sucrose-Phosphate 
Synthase [Saccharum officinarum] * 



21472, 21559. 
22593, 22748. 



Seq. No. . 9427 
Gene No. " 20199 

Start 28111 

Name OJ991110_02 . 0225 . C3 . ol2 . tm 

Start 4576 

GI none 
Exons 



Seq. ID OJ991110_02.0225.C3 
Strand 
End 

Method 
End 
Score 



36145 

TBLASTX: Maize 

4834 

173 



4576. .4737, 4577. .4777, 4589. .4768, 4769. .4834 



Seq. No. 


9427 








Seq. ID 


OJ991110_02.0225 


.C3 


Gene No. 


20199 








Strand 






Start 


28111 








End 


36145 




Name 


OJ991110 02, 


.0225 


.03. o6 


.ts 


Method 


TBLASTX: Soybean 




Start 


4576 








End 


4849 




GI 


none 








Score 


333 




Exons 


4576. .4848, 


4577 


. .4849 










Seq. No. 


9427 








Seq. ID 


OJ991110_02.0225 


.C3 


Gene No. 


20199 








Strand 






Start 


28111 








End 


36145 




Name 


OJ991110 02. 


.0225 


.C3.04 


.tc 


Method 


TBLASTX: Cress 





9963 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4585 
none 

4585.. .4839, 4589.-4843 

9427 

20199 

28111 

OJ991110_02.0225.C3.o7.tm 
7434 
none 
7434. 
7794. 
8000, 
8169, 



.7463, 7484. 

.7913, 7801. 

,8083, 8002. 

,8258, 8328. 



.7543, 7491. 

.7932, 7807. 

.8091, 8157. 

.8366, 8328, 



End 4843 
Score 326 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 02. 0225. C3 



36145 

TBLASTX: Maize 
8368 
65 

7532, 7625,. 7669, 7631. 
7923, 7992. ,8093, 7999. 
8210, 8158. ,8265, 8159. 
8366, 8330. .8368, 8330. 



.7669, 
.8094, 
.8224, 
.8368 



Seq. No. 9427 
Gene No. 20199 
Start 28111 

Name OJ991110_02 . 0225 . C3 . o2 . tc 

Starts 7472 
GI - none 

Exons ■ 7472.. 7543, 7619.. 7675, 7804. 

7999. .8094, 8003. .8080, 8149. 
8334. .8459, 8554. .8628, 8559. 
9294. .9347, 9295. .9327, 9433. 



Seq. ID 
Strand 
End 

Method 
.End 
Score 



OJ991110 02. 0225. C3 



36145 

TBLASTX: Cress 
9645 
68 

7923, 7807. .7914, 7840. .7920, 
8202, 8169. .8216, 8333. .8458, 
8621, 9160. .9228, 9167. .9223, 
9537, 9434. .9520, 9595.. 9645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9427 

20199 

28111 

OJ991110_02.0225.C3.ol0.tm 

8369 

none 

8369. .8455, 8369. .8458, 8380. 
8551. .8616, 9160. .9231, 9170. 
9433. ,9531, 9434. .9532 

9427 

20199 

28111 

OJ991110_02.0225.C3.o8.ts 

8577 

none 

8577.. 8621, 9160.. 9231, 9294. 
9592. ,9645 



OJ991110_02,0225.C3 
36145 

TBLASTX: Maize 
9532 
85 

.8618, 
.9347, 



Seq, ID 
Strand 
End 

Method 
End 
Score 

.8457, 8400. .8459, 8550. 
.9232, 9288.. 9347, 9297. 



OJ991110_02.0225.C3 
36145 

TBLASTX: Soybean 

9645 

92 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9347, 9433.. 9537, 9434.. 9520, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 



9427 Seq. ID 

20199 Strand 

28111 End 

OJ991110_02.0225.C3.o3. ts Method 

12213 End 

none Score 



9427 

20199 

28111 



OJ991110_02.0225.C3 
36145 

TBLASTX: Soybean 

14837 

62 



12213. .12803, 12301, .12378, 124 69 .. 127 98 , 14 692 .. 14 826, 
14694. ,14771, 14694. .14837 



Seq. ID 

Strand 

End 



OJ991110 02. 0225. C3 



36145 



9964 



Name 


OJ991110 02. 0225. C3 


.08. tc 


Method 


TBLASTX: Cress 




Start 


12213 




End 


12645 




GI 


none 




Score 


60 




Exons 


12213. .12644, 12304 


. .12378, 


12469. .12645 




Seq. No. 


9427 




oeq . lu 


ujyyiiiu uz.uzzD 


.C3 


Gene No . 


onion 

zuiyy 




0 urana 






Start 


28111 






0 0 X f± o 




Name 


OJ991110 02. 0225. C3 


. o5. tm 


LYie L. noa 






Start 


12465 




End 


12804 




GI 


none 




Score ' 


422 




Exons 


12465. .12803/ 12469 


. .12804 








Seq. No. 


9427 




Seq.. ID 


OJ991110_02.0225 


.C3 


Gene No. 


20199 




Strand 






Start 


28111 




End 


36145 




Name 


ojyyiiiu (J^.u^zo.cj 


. ol4 . tm 


Method 


TBLASTX: Maize 




Start 


14026 




End 


14744 




GI 


none 




Score 


82 




Exons 


14026. . 14112, 14060 


. .14113, 


14060. .14119, 14064 . .14114, 






14065. .14115, 14500 


. .14544, 


14501. . 14 5 99, 14529. .1457 6, 






14673. .14741, 14694 


. .14744 








Seq. No. 


9427 




Seq. ID 


OJ991110_02.0225 


.C3 


Gene No. 


20199 




Strand 






Start 


28111 




End 


36145 




Name 


OJ991110_02.0225.C3 


. 06. tm 


Method 


TBLASTX: Maize 




Start 






End 


20696 




GI 


none 




Score 


51 




Exons 


19321. .19371, 19322 


. .19357, 


19326. . 19373, 19329. . 19382, 






19429. .19515, 19433 


. .19696, 


19434. .19715, 19443 .. 19715, 






20286. .20390, 20290 


. .20418, 


20291. .20416, 20293 .. 204 18 , 






20586. .20696, 20589 


. .20690, 


20590. .20694 




Seq. No. 


9427 




Seq. ID 


OJ991110_02.0225 


.03 


Gene No . 


zu i y y 




Strand 






Start 


28111 




End 


36145 




Name 


.pJ991110 02. 0225. C3 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


194-58 




End 


20360 




GI 


none 




Score 


119 




Exons 


19458. .19715, 19479 


. .19715, 


20286. .20360 




Seq. No. 


9427 




Seq. ID 


OJ991110_02.0225 


.03 


Gene No. 


zu ly y 




Strand 






Start 


28111 




End 


36145 




Name 


OJ991110 02.0225.03 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


19506 




End 


19724 




GI 


none 




Score 


81 




Exons 


19506. . 19703, 19506 


.19724 








Seq. No. 


9427 




Seq. ID 


OJ991110_02.0225 


.03 


Gene No. 


20199 




Strand 






Start 


28111 




End 


36145 




Name 


OJ991110 02. 0225. C3 


o5. ts 


Method 


TBLASTX: Soybean 




Start 


20313 




End 


22895 




GI 


none 




Score 


139 




Exons 


20313. .20390, 20595 


.20780, 


20596. .2011 


31, 20812. .21066, 





9965 



20817. .21065, 
21398. .21475, 
21865. .22032, 
22175, .22312, 



21078. .21296, 
21402. .21473, 
21867. .22061, 
22734. ,22892, 



21079. ,21213, 
21559. .21615, 
22172, .22306, 
22743. .22895, 



21102. .21293, 
21854. .22057, 
22173. .22304, 
22751. .22894 



Seq. No. 


9427 




Seq. ID 


OJ991110 


_02.0225 


Gene No. 


20199 




Strand 






Start 


28111 




End 


36145 




Name 


OJ991110 02. 0225. C3. 


.06. tc 


Method 


TBLASTX: 


Cress 


Start 


20659 




End 


21062 




GI 


none 




Score . 


81 




Exons 


20659. .20799, 20688, 


. ,20798, 


20805, ;210 


62, 20806 


. .21054 


Seq. No. 


9427 




Seq, ID 


OJ991110 


__02,0225 


Gene No. 


20199 




Strand 






Start 


28111 




End 


36145 




Name 


OJ991110 02. 0225. C3, 


.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


20730 




End 


22025 




GI 


none 




Score 


75 




Exons 


20730. ,20795, 20730. 


, .21296, 


20731. .21294, 20847 


. .21296, 




21131. ,21307, 21407. 


, .21475, 


21410. .21475, 21417 


. .21462, 




21551. .21613, 21553. 


, .21615, 


21559, .21615, 21854 


. .22018, 




21865. ,22023, 21865. 


. .22023, 


21867. .22025 





Seq, No. 9427 ' 

Gene No, 20199 

Start 28111 

Name OJ991110_02 . 0225 . C3 . ol . tw 

Start 20943 

GI none 
Exons 



Seq. ID OJ991110_02.0225.C3 
Strand 
End 

Method 
End 
Score 



36145 

TBLASTX: Wheat 

21461 

420 



20943. .21296, 20943 .. 21296, 21402 ,. 214 61 , 21405. ,21461 



Seq, No. 9427 
Gene No. 20199 
Start 28111 

Name OJ991110_02 . 0225 , C3 , o5 . tc 

Start 21081 
GI none 

Exons* 21081, ,21158, 21082 .. 21159, 

21183, ,21290, 21254. .21295, 
21413, .21496, 21559 .. 21615, 



Seq, ID 
Strand 
End 

Method 

End 

Score 
21138, ,21191, 
21398, .21475, 



OJ991110 02. 0225. C3 



36145 

TBLASTX: Cress 
21965 

67... 

'^21180 
21402 



21854. .21964, 21867. 



21296, 
21482, 
21965 



Seq. No. 9427 
Gene No, 20199 
Start 28111 

Name OJ9911 10_02 . 0225 , C3 . o4 , tw 

Start 21562 
GI none 

Exons 21562. ,21615, 21563 21613, 

21870. .22058, 22172 ,. 22306, 
22182. .22310, 22471.. 22518 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21854 

22173 



OJ991110 02. 0225. C3 



36145 

TBLASTX: Wheat 
22518 
76 

22057, 21866. .22042, 
22304, 22175. .22312, 



Seq, No. 9427 Seq. ID 

Gene No. 20199 ^ Strand 

Start ■ 28111 End 

Name OJ991110_02 . 0225 . C3 . o9 . tm Method 

Start 22172 End . - 



OJ991110_02.0225.C3 
36145 

TBLASTX: Maize 
22961 



9966 



GI 


none 






Score 


170 




Exons 


22172. 


.22309, 22173. 


.22304, 


22175. .22312, 22261 .. 22311, 






22471. 


.22506, 22510. 


.22590, 


22510. .22635, 22743 .. 22961 , 






22745. 


.22960 










Seq. No. 


9427 






Seq. ID 


OJ991110_02.0225 


.03 


Gene No . 


20199 






Strand 






Start 


28111 






End 


36145 




Name 


OJ991110 02. 0225. C3. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


22898 






End 


23350 




GI 


none 






Score 


123 




Exons 


22898. 


.23269, 22899. 


.23039, 


23097. .23270, 23306.. 23350 




Seq. No. 


9427 






Seq. ID 


OJ991110_02.0225 


.03 


Cpnp No 


20199 






Strand 






Start 


28111 






End 


36145 




Name 


OJ991110 02. 0225. C3. 


oil. tm 


Method 


TBLASTX: Maize 




Start 


22964 






End 


23209 




GI 


none 






Score 


101 




Exons 


22964. 


.23209, 22970. 


.23209 








Seq. No. 


9427 






Seq. ID 


OJ991110_02.0225 


.03 


Gene No. 


20199 






Strand 






Start 


28111 






End 


36145 




Name 


OJ991110 02. 0225. C3. 


o9.tc 


Method 


TBLASTX: Cress 




Start 


23255 






End 


23704 ■ 




GI 


none 






Score 


135 




Exons 


23255. 


.23446, 23265. 


.23447, 


23326. .23451, 23332 .. 234 69, 






23626. 


.23703, 23636. 


.23704 








Seq. No. 


9427 






Seq. ID 


OJ991110__02.0225 


.C3 


Gene No. 


20199 






Strand 






Start 


28111 






End 


36145 




Name 


OJ991110 02. 0225. C3. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


26663 






End 


27133 




GI 


none 






Score 


127 




Exons 


26663. 


.26746,' 26666. 


.26758, 


26670. .26750, 26897 .. 27031 , 






26924. 


.27034, 27095;.: 


% 27133 








Seq. No. 


9427 






Seq. ID 


OJ991110_02.0225 


.03 


Gene No. 


20199 






Strand 






Start 


28111 






End 


36145 




Name 


OJ991110 02. 0225. C3. 


olO.tc 


Method 


TBLASTX: Cress 




Start 


26666 






End 


27133 




GI 


none 






Score 


81 




Exons 


26666. 


.26743, 26666. 


.26758, 


26670. .26756, 2 6897 .. 27025, 






27095. 


.27133 










Seq. No. 


9427 






Seq. ID 


OJ991110__02.0225 


.03 


Gene No. 


20199 






Strand 






Start 


28111 






End 


36145 




Name 


OJ991110 02. 0225. 03. 


o9.gs 


Method 


GENSCAN 




Start 


28111 






End 


35381 




GI 


none 






Score 


.82 




Exons 


28111. 


.28205, 29520. 


.29714, 


30181. .30333, 30850 .. 3094 4 , 






31703. 


.31828, 31965. 


.32086, 


32290. .32510, 33065 .. 33203, 






33818. 


.34041, 34358. 


.34469, 


34939. .35139, 35214-. . 35381 





9967 




o c . IN U . 


9427 










09 09 9 




Gene No. . 


20199 








strand 






Start 


28111 








End 36145 






Name 


OJ991110 02. 0225. C3 


. oil . gp 


Method AAT/GAP 






Start 


31046 








End 31800 






GI 


none 








Score 958 






Exons 


31046. 


.31461, 


31703 


. .31800 








Seq. No. 


9427 








. Seq. ID. OJ991110 


_02.0225 


.C3 


Gene No. 


20199 








Strand 






Start 


28111 








End 36145 






Name 


OJ991110 02. 0225. C3 


. o4 .tm 


Method TBLASTX: 


Maize 




Start 


31389 








End 35391 






GI 


none 








Score 70 






Exons 


31389. 


.31463, 


31692 


. .31865, 


31702. .31866, 31702 


. .31866, 






31703. 


.31870, 


31963 


32070 


31964 '^POfifi '^1 QfiS 








32248. 


.32511, 


32281 


. .32511, 


32291. .32512, 32291 


. .32524, 






32385. 


.32528, 


33060 


. .33203, 


33066. .33203, 33067 


. .33204, 






33814. 


.34044, 


33816 


. .34043, 


33817. .34044, 33818 


. .34048, 






33819. 


.34070, 


34357 


. .34431, 


34364-. .34471, 34364 


. .34471, 






34371. 


.34475, 


34939 


. .35040, 


34940. .35032, 34999 


. .35142, 






35038. 


.35142, 


35211 


. .35387, 


35212.. 35391 






O Seq. No. 


9427 








Seq. ID OJ991110 


_02.0225 


.C3 


Gene No. 


20199 








Strand 






'T^ ^t;^rt 


28111 








End 36145 






Name 


OJ991110 02. 0225. C3 


. o5 . np 


Method AAT/NAP 






L^l Start 


31672 








End 35377 








4160280 






Score 1317 






Exons 


31672. 


.31864, 


31965 


. .32086, 


32290. .32510, 33065 


. .33203, 






33818. 


.34041, 


34358 


. .34469, 


34939. .35139, 35214 


. .35377 




fn GI Descrip. 


(AJ006224) purple acid phosphatase [Ipomoea batatas] 




'l^, Seq. No. 


9427 








Seq. ID OJ991110 


_02.0225 


.C3 


Gene No. 


20199 








Strand 






M Start 


28111 








End 36145 






M: Name 


OJ991110 02. 0225. C3 


.o4.ts 


Method TBLASTX: 


Soybean 




i ==1 Start 


31680 








End 35349 






GI 


none 








Score 147 






Exons 


31680. 


.31856, 


31684 


. .31857, 


31702. .31863, 31703 


. .31876, 






31965. 


.32087, 


31967 


. .32086, 


32290. .32511, 32291 


. .32512, 






33060. 


.33218, 


33066. 


. .33203, 


33067. .33204, 33818 


.'.33922, 






33822. 


.33926, 


33898, 


. .34041, 


33912. .34043, 33923 


. .34048, 






34355. 


.34471, 


34357, 


. .34458, 


34374 . .34475, 34934 


. .35140, 






34939. 


.35142, 


34939, 


. .35142, 


35211. .35321, 35212 


. .35349 




Seq. No. 


9427 








Seq. ID OJ991110 


_02.0225 


.03 


Gene No. 


20199 








Strand 






Start 


28111 








End 36145 






Name 


OJ991110 02. 0225. C3. 


. o3 . tc 


Method TBLASTX:! 


Cress 




Start 


31698 








End 35316 






GI 


none 








Score 168 ■ 






Exons 


31698. 


.31853, 


31702. 


. .31866, 


31703. .31876, 31964 


. .32086, 






31965. 


.32087, 


32281, 


. .32511, 


32291. .32512, 33060 


. .33218, 






33070. 


.33162, 


33817. 


. .33912, 


33824 . .33922, 33830 


. .33922, 






33923. 


.34048, 


33924, 


. .34043, 


33925. .34056, 34357 


. .34434, 





9968 



34374. .34475, 34 934 35140, 34 939 35142, 35211 35315, 
35212. .35316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9427 Seq. ID 

20199 Strand 

28111 End 

OJ991110_02.0225.C3.ol2.gp Method 

32056 End 

20922 1.R1084 Score 



OJ991110_02.0225.C3 

36145 
AAT/GAP 
34036 
1156 



32056. .32086, 32290 .. 32510, 33065 .. 33203, 33818.. 34036 
'2344871/emb|CAA04644| l.Oe-83 (AJ001270) purple acid 
phosphatase precursor [Phaseolus vulgaris] * 



9427 Seq. ID 

.20199 Strand 
28111 End 
OJ991110_02.0225.C3.ol3.gp Method 
34915 End 

52534 1.R1084 ■ Score 



OJ991110_02.0225.C3 

36145 
AAT/GAP 
36145 
820 



34915. .35139, 35214 .. 354 17 , 36083. .36145 
M160280/"emb|CAA06921| 7.0e-23 {AJ006224) purple acid 
phosphatase [Ipomoea batatas] ' 



9427 
20200 
41460 

OJ991110_02.0225.C3.o8.tm 
41460 



OJ991110 02. 0225. C3 



none 

41460. 

41489, 

42046. 

42260, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

41567, 41466. .41564, 4 14 67 .. 4 1568 , 41467 .. 4 1568, 
41626, 41900. .41971, 4 1901 . . 4 1 951 , 4204 5 .. 42164 , 
42168, 42047. .42166, 42047 .. 42172 , 42255 42296, 
42379, 42261. .42365, 42263.. 42367 



43311 

TBLASTX: Maize 

42379 

127 



Seq. No. 

Gene No. 

Start 

Name 

Start-.^'. 

GI * 

Exons 



9427 

20200 

41460 

OJ991110_02.0225.C3.o7.ts 

41467 

none 



Seq. ID OJ991110_02.0225.C3 
Strand 

End 43311 

Method TBLASTX : Soybean 

End 43311 

Score 130 



41467. .41568, 41478 41567, 4 1900 .. 4 1971, 4 1901 .. 4 1951, 
42046. .42168, 42047 .. 42166, 42260 .. 42379, 42261 .. 42365, 
43231.. 43311 



Seq. No. 9427 Seq. ID 

Gene No. 20200 Strand 

Start 41460 End 

Name OJ991110_02 . 0225 . C3 . o7 . tc Method 

Start 41475 End 

GI none Score 
Exons .t- ■ 



OJ991110_02.0225.C3 
43311 

TBLASTX: Cress 

42379 

67 



41475. .41558, 4 1484 .. 4 1558, 4 1485 .. 4 1568 , 4 1901 .. 4 1951 , 

41906. .41971, 41908. .41958, 4204 5 .. 42164 , 4204 6 .. 42162 , 

42047. .42166,' 42053. .42172, 42261 .. 4 2365 , 42263 .. 42379, 
42266.. 42367 



Seq. No. 
Gene No. 



9427 
20201 



Seq. ID OJ991110_02.0225.C3 
Strand 



9969 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49855 End 

OJ991110_02 . 0225 . C3 . o3 . tm Method 

49855 End 

none Score 



54749 

TBLASTX: Maize 

52308 

108 



49855. .49986, 4 9857 4 9964 , 50037 .. 50129, 50092 .. 50127 , 
51989. .52141, 51990 52307 , 51990 52307 , 51991. .52308 



9427 

20201 

49855 

OJ991110_02.0225.C3, 

49864 

none 

49864. .49989, 50092, 
51991. .5-2569, 51991. 
52774. .53160, 53190. 
53376. .53708, 53377, 
53514-. .53711, 53791, 
53880. .54248, 54358, 
54539. .54631, 54540. 



9427 

20201 

49855 

OJ9911 

49867 

none 

49867. 

51990. 

52728. 

53196. 

53377. 

54357. 

54538. 



ol.ts 



.50127, 
.52575, 
.53273, 
.53709, 
.53829, 
.54432, 
..54737, 



Seq. ID OJ991110_02.0225.C3 
Strand 

End 54749 

Method TBLASTX : Soybean ' 

End 54738 

Score 77 
51984. .52112, 51990 5257 1 , 
52728. .53108, 52729 53133, 
53196. .53279, 53207 53275 , 
53380. .53709, 53387 53713 , 
53875. .54210, 53876 54286, 

54369. '.54434, 54372 54431, 
54541. .54738 



10 02.0225.C3.ol,tc 



.49980, 50092. 

.52571, 51991. 

.53108, 52729. 

.53279, 53210. 

.53709, 53505. 

.54431, 54358. 

.54747, 54540. 



.50127, 
.52569, 
.53109, 
.53281, 
.53711, 
.54432, 
.54749, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
51989. .52141, 



OJ991110 02. 0225. C3 



52155, 
52855, 
53373. 
53876. 
54362. 
54541. 



.52214, 
.53172, 
.53471, 
.54289, 
.54433, 
.54747 



54749 

TBLASTX: Cress 
54749 ' ■ 

66 

51990. .52487, 
52314. .52352, 
53190. .53279, 
53376. .53708, 
53880. .54248, 
54536. .54745, 



9427 

20201 

49855 

OJ991110_02 . 0225 . C3 . ol . tm 

52308 

none 

52308. .52487, 52308 .. 52571 , 
52729. .53133, 52774 .. 53157 , 
53196. .53279, 53376 .. 53708 , 
53876. .54289, 53877 .. 54293, 
54296. .54442, 54354 .. 54449, 
54541. .54747 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_02.0225.C3 
54749 

TBLASTX: Maize 

54747 

203 



52309. .52569, 52728 .. 53108, 

53193. .53279, 53194 .. 53322, 

53377. .53709, 53378 .. 53710, 

53880. .54248, 54244 .. 54291, 

54540. .54746, 5454 0 .. 547 4 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9427 Seq. ID 

20201 Strand 
49855 End 
OJ991110_02 . 0225 . C3 . o3 . tw Method 

53188 . End 
none Score 



OJ991110_02.0225.C3 
54749 

TBLASTX: Wheat 

53679 

74 



53188. .53280, 53196 .. 53282, 53207 .. 53275 , 53373 .. 5367 8 , 
53377. .53646, 53380 .. 5367 9, 53381.. 53677 



9970 




Seq. No. 


9427 


Seq. ID 


OJ991110_02.0225. 


.C3 


Gene No. 


20201 


Strand 






Start 


49855 


End 


54749 




Name 




Method 


TBLASTX: Wheat 




Start 


53988 


End 


54569 




GI 


none 


Score 


414 




Exons 


53988. .54248, 53996 .. 54298, 


53996. .542i 


39, 54357. .54431, 






54358.-54432, 54359 .. 54433, 


54369. .54443, 54540. .54569, 






54541. .54567 








Seq. No. 


9427 


Seq. ID 


OJ991110_02.0225. 


.C3 






Strand 






Start 


49855 


End 


54749 




Name 


OJ991110 02.0225.C3.o6.tw 


Method 


TBLASTX: Wheat 




Start 


54570 


. End 


54738 




GI 


none 


Score 


270 




Exons 


54570. .54737, 54571 .. 54738 , 


54586. .54738 




Seq. No. 


9427 


Seq. ID 


OJ991110_02.0225. 


.C3 


oene lno . 


90909 
z u z u <i 


Strand' • 






Start 


57539 


End' 


58105 




Name 


OJ991110 02.0225.C3.ol0.ts 


Method 


TBLASTX: Soybean 




Start 


57539 


End 


58105 




GI 


none 


Score 


51 




Exons 


57539. .57583, 57602 57934 , 


57947. .58105 




Seq. No. 


9428 


Seq. ID 


OJ991110_02.0225. 


,C4 


Gene No. 


20203 


Strand 


- 






2261 


End 


4532 




Name 


OJ991110 02.0225.C4.o2.np 


Method 


AAT/NAP 




Start 


1883 


End 


3986 




GI 


4406801 


Score 


346 




Exons 


1883.. 1957, 2378.. 2539, 3430 


..3581, 3800.. 3986 




GI Descrip. 


(AC006304) unknown protein [Arabidopsis thaliana] 




Seq. No. 


9428 


Seq. ID 


OJ991110_02.0225. 


C4 


OC^ilt? LNU. 


20203 ' 


Strand 


+ 




Start 


2261 


End 


4 532 




Name 


■OJ991110 02" 0225.C4.o2.gs 


Method 


GENSCAN 




Start 


2261 


End 


4521 




GI 


none 


Score 


.84 




Exons 


2261.. 2639, 2732.. 2805, 3430 


..3570, 3864. .3976, 4389. .4521 


Seq. No. 


9428 


Seq. ID 


OJ991110 02.0225. 


C4 


Gene No. 


20203 


Strand 


+ 




o tari- 


2261 


End 


4532 




Name 


OJ991110 02.0225.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


2369 


End 


4440 




GI 


none 


Score 


239 




Exons 


2369.. 2539, 2452.. 2529, 3427 


..3570, 3429. .3572, 3429. .3569, 




4357. .4440 








Seq . No . 


9428 


Seq. ID 


OJ991110_02.0225. 


C4 


Gene No. 


20203 


Strand 


+ 




Start 


2261 


End 


4532 




Name 


OJ991110 02.0225.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2369 


End 


4440 





9971 



GI 

Exons 

S^eq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 256 

2369. .2539, 2449. .2538, 3427. .3537, 3429. .3536, 4357. .4440 



9428 

20203 

2261 

OJ991110 
3391 
none 
3391 
3861 
4134 



02.0225.C4.ol.tin 



3537, 
3977, 
4214, 



4357. .4440, 



3427. 
3862. 
4135. 
4357. 



.3570, 
.3987, 
.'4215, 
.4521 



3427. 
3862, 
4355, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3570, 
.3981, 
.4516, 



OJ991110_ 
+ 

4532 

TBLASTX: Maize 
4532 
69 

3429.. 3572, 3433 
4132... 4212, 4134 
4356. .4463, 4356 



02. 0225. C4 



.3549, 
.4214, 
.4532, 



9428 

20203 

2261 

OJ991110_02.0225.C4.o2.ts 

3864 

none 

3864. .3977, 3865. .3981, 3867. 
4135. .4215,' 4441. .4521, 4443. 



Seq. ID OJ991110_02.0225.C4 

Strand + 

End 4532 

Method TBLASTX: Soybean 

End 4521 

Score 194 
.3977, 4134. .4211, 4134. .4214, 
.4520 



9429 
20204 
1 

OJ991110_02.0225.C5.ol.np 
1 

5902445 
1. .672 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991110_02.0225.C5 
Strand 

End 672 

Method AAT/NAP 

End 672 

Score 1111 



9429 

20204 

1 

OJ991110_02.0225.C5.ol.gs 
31 

none 

31. .579 • • " 



Seq. ID OJ991110_02.0225.C5 

Strand 

End 672 

Method GENSCAN 

End 579 

Score ■ .58 



Seq. No. 9429 

Gene No. 20205 

Start 739 

Name OJ991110_02 . 0225 . 05 . o2 . tm 

Start 1 

GI none 

Exons 1..237, 5.. 109, 194.. 235 

Seq. No. 9429 

Gene No. 20205 

Start 739 

Name - OJ991110_02 . 0225 . 05 . o2 . tw 

Start 1 

GI none 

Exons 1..270, 11.. 271 



Seq. ID OJ991110_02.0225.C5 
Strand 

End 869 

Method TBLASTX : Mai ze 

End 237 

Score 70 



Seq. ID OJ991110_02.0225.C5 

Strand 

End 869 

Method TBLASTX : Wheat 

End 271 

Score 143 



Seq. No. 



9429 



Seq. ID OJ991110 02.0225.05 



9972 



Gene No, * 20205 

Start 739 

Name OJ991110_02 . 0225 . C5 . ol . tm 

Start 241 

GI none 

Exons 241,. 597, 251,. 556 

Seq. No. 9429 

Gene No. 20205 

Start 739 

Name OJ991110_02 . 0225 .05 . ol . tw" 

Start 271 

GI none 

Exons 271.. 726, 272,, 727 

Seq. No. 9429 

Gene No. 20205 

Start 739 

Name OJ991110_02 . 0225 . C5 . ol . ts 

Start 322 

GI none 

Exons 322.. 456, 463,, 687 

Seq. No. 9429 

Gene No. 20205 

Start 739 

Name OJ991110_02 . 0225 . C5 . o2 . np 

Start 739 

GI 5902444 

Exons 739.. 869 

GI Descrip. {AB030283) GAG-POL precursor 

Seq, No, 9430 

Gene No, 20206 

Start 325 

Name OJ991110_02 , 0225 , C7 , ol , gs 

Start 325 

GI . none 

Exons 325.. 360 



Strand 
End 

Method 

End 

Score 



869 

TBLASTX: Maize 

597 

199 



Seq. ID OJ991110_02.0225.C5 
Strand 

End 8 69 

Method TBLASTX : Wheat 

End 7 27 ■ 

Score 244 



Seq. ID OJ991110_02.0225.C5 
Strand 

End 8 69 

Method TBLASTX : Soybean 

End 687 

Score 131 



Seq, ID OJ991110_02.0225.C5 
Strand 

End * 8 69 

Method AAT/NAP 

End 8 69 

Score 181 

[Oryza sativa] 

Seq, ID OJ991110_02.0225.C7 

Strand + 

End 360 

Method GENSCAN 

End 360 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start, ' 
Name 
Start 
GI 

Exons 



9431 

20207 

1 

OJ991110_02,0225,C8.ol.np 
1 

1363528 
1, .248 

gag protein - maize gi 1507845 
mays] 

9432 

20208 

1 

OJ991110_02.0225.C9,ol.np 
1 

5852179 

1..208, 283. .471, 581. .675 



Seq, ID OJ991110_02.0225.C8 

Strand + 

End . 248 

Method AAT/NAP 

End 248 

Score 113 

(U11059) gag gene product [Zea 



Seq. ID OJ991110_02.0225.C9 

Strand + 

End 675 

Method AAT/NAP 

End 675 

Score 231 



9973 



GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 








Seq. No. 


9432 


Seq. ID 


OJ991110_ 


_02,0225 


.C9 














start 


75 


End 


542 






Name 


OJ991110 02.0225.C9.ol.gs 


Method 


GENSCAN 






Start 


75 


End 


542 






GI 


none 


Score 


.49 






Exons 


75. .225, 231. .542 










Seq. No. 


9433 


Seq. ID 


OJ991110_ 


02.0225 


.Cll 


Gene No. 


20210 


Strand 


+ 






Start 


1 


End 


365 






Name 


OJ991110 02.0225.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


365 






GI 


4680183 


Score 


507 






Exons 


1. .365 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


9433 


Seq. ID 


OJ991110_ 


_02.0225 


.Cll 




^ \j ^ ±\j 


Strand • 


+ 






Start 


1 


End 


365 






Name 


OJ991110 02.0225.Cll.ol.gs 


Method 


GENSCAN 






Start 


136 


End 


313 






GI 


none 


Score 


.65 






Exons 


136. .313 










Seq. No. 


9434 


Seq. ID ■ 


OJ991110_ 


02.0225 


.C12 




9091 1 

^ U ^ J. X 


Strand 


+ 






start 


53 


End 


189 






Name 


OJ991110 02.0225.C12.ol.gs 


Method 


GENSCAN 






start 


53 


End 


189 






GI 


none 


Score 


.7 






Exons 


53. .189 










Seq. No. 


9434 


Seq. ID 


OJ991110_ 


_02.0225 


.C12 


Gene No. 


20212 


Strand 








Start 


1 - . . 


End- 


144 






Name 


' OJ99lilO 02.0225.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


144 






GI 


6907089 


Score 


233 






Exons 


1. .144 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 







Seq. No. 9435 

Gene No. 20213 

Start 1 

Name OJ991110_02 . 0225 . C14 . ol . np 

Start 1 

GI 4038056 

Exons 1 . . 681 

GI Descrip. (AC005897) putative TNP2-like transposon protein [Arabidopsis 
thaliana] ... 



Seq. ID OJ991110_02.0225.C14 
Strand 

End 681 

Method AAT/NAP 

End 681 

Score 326 



Seq. No. 
Gene No. 
Start 



9435 

20213 

1- 



Seq. ID OJ991110_02.0225.C14 

Strand 

End 681 



9974 




Name 


OJ991110 02.0225.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


62 


End 


475 


GI 


none 


Score 


69 


Exons 


62. .181, 191. .475, 225i.383 






Seq. No. 


9435 


Seq. ID 


OJ991110_02.0225.C14 




^ UZ X J 






start 


1 


End 


681 


Name 


OJ991110. 02.0225.C14.ol.ts 


Method 


TBLASTX: Soybean 


start 


206 


End 


523 


GI 


none 


Score 


68 


Exons 


- 206. .523, 216. .428 






Seq. No. 


9436 


Seq. ID 


OJ991110_02.0225.C15 


Gene No. 


20214 


Strand 


+ 


Start 


1 


End 


686 


Name 


OJ991110 02.0225.C15.ol.np 


Method 


AAT/NAP 


Start ■ 


1 


End 


686 


GI 


6630696 


Score 


1023 


Exons 


1..686 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 {.E20423) correspond 



region of the predicted gene.; Similar to retrovirus-related pol 





polyprotein from transposon 


Tnt 1-94. 


{P10978) [Oryza sativi 


Seq. No. 


9436 


Seq. ID 


OJ991110_02.0225.C15 


Gene No. 


20214 


Strand 


+ 


Start 


1 


End 


686 


Name 


OJ991110 02.0225.C15.ol.gs 


Method 


GENSCAN 


Start 


86 


End 


570 


GI 


none 


Score 


.99 


Exons 


86. .311, 422. .570 






Seq. No. 


9436 


Seq. ID 


OJ991110_02.0225.C15 


Gene No. 


20214 


Strand 


+ 


Start 


1 


End 


686 


Name 


OJ991110 02.0225.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


437 


End 


685 


GI 


none 


Score 


310 


Exons 


437. .685, 439. .684 






Seq. No. 


9437 


Seq. ID 


OJ991110_02.0225.C16 


Gene No. 


20215 


Strand 




Start 


1 


End 


681 


Name 


OJ991110 02.0225.C16.ol.np 


Method 


AAT/NAP' 


Start 


1 


End 


681 


GI 


5902445 


Score 


1049 


Exons 


1. .681 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


9437 


Seq. ID 


OJ991110_02.0225.C16 


Gene No. 


20215 


Strand 




Start 


1 


End 


681 


Name 


OJ991110 02.0225.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8 


End 


499 


GI 


none 


Score 


85 


Exons 


8. .499, 237. .344, 393. .479 







9975 




Seq. No. 


9437 




Seq. ID 


OJ991110_02.0225 


.C16 


bene No. 






bt rana 






Start 


1 




End 


681 




Name 


OJ991110 02.0225.C16 


.ol.gs 


Method 


GENSCAN 




Start 


158 




End 


604 




GI 


none 




Score 


.64 




Exons 


158. .604 










Seq. No. 


9437 




Seq. ID 


OJ991110_02.0225 


.C16 


bene no. 






o crana 






Start 


1 




End 


681 




Name 


OJ991110 02.0225.C16 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


269 




End 


542 




GI 


none 




Score 


49 




Exons 


269. .367, 368. .448, - 


378. .452, 


443. .541 


, 444. .542 




Seq. No. 


9438 




Seq. ID 


OJ991110_02.0225 


.C18 


Gene No . 






Strand 






Start 


214 




End 


329 




Name 


OJ991110 02.0225.C18 


.ol .gs 


Method 


GENSCAN 




Start 


'214 




End 


329 




GI 


none 




Score 


.41 




Exons 


214. .329 










Seq. No. 


9439 




Seq. ID 


OJ991110_0.2.0225 


.C20 


Gene No. 






Strand 


+ 




Start 


99 




End 


585 ■ 




Name 


OJ991110 02.0225.C20 


.ol.gs ■ 


Method 


GENSCAN 




Start 


99 




End 


585 




GI 


none 




Score 


.62- 




Exons 


99. .264, 506. .585 










Seq. No. 


9440 




Seq. ID 


OJ991110_02.0225 


.C21 


Gene No. 


20218 




Strand 






o L.ar t- 


1 




End 


491 




Name 


OJ991110 02.0225.C21 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


491 




GI 


5668808 




Score 


201 




Exons 


1..133, 237. .491 










GI Descrip. 


(AC007519) F16N3.20 


[Arabidopsis thaliana] 




Seq. No. 


9440 




Seq. ID • 


;OJ991110_02.0225 


,C21 


bene No . 






Strand 






Start 


1 




End 


491 




Name 


OJ991110 02.0225.C21 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3 




End 


410 




GI 


none 




Score 


97 




Exons 


3. .149, 5. .139, 234. 


.410 








Seq. No. 


9440 




Seq. ID 


OJ991110_02.0225 


.C21 


Gene No. 


20218 




Strand 






Start 


1 




End 


491 




Name 


OJ991110 02.0225.C21 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


5 




End 


4 07 




GI 


none 




Score 


88 




Exons 


5. .130, 6. .149, 234. 


.407 









9976 






Seq. No. 


9440 




Seq. ID 


OJ991110 


_02.0225 


.C21 




Gene No . 


0091 ft 




0 urana 










Start 


1 




End 


491 








Name 


OJ991110 02.0225.C21.ol 


. tm 


Method 


TBLASTX: 


Maize 






Start 


11 




End 


453 








GI 


none 




Score 


153 








Exons 


11. .133, 12. .134, 237.. 


425, 


238. .423, 


370. .453 








Seq. No. 


9440 




Seq. ID 


OJ991110 


_02.0225 


.C21 




i^ene wo . 


xO 




Strand 










Start 


1 




End 


491 








Name 


OJ991110 02.0225.C21.ol 


.gs 


Method 


GENSCAN 








Start 


20 




End 


440 








GI 


none 




Score 


.68 








Exons 


20. .133, 156. .440 














Seq. No. 


9441 




Seq. ID 


OJ991110 


_02.0225 


.C22 




Gene No. 


20219 




Strand 












1 

X 




End 


1 1 ft7 
J. 1 0 / 








Name 


OJ991110 02.0225.C22.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1187 








GI 


6907089 




Score 


1384 








Exons 


1. .1187 












'as? 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






i 

3 ST 


Seq. No. 


94 41 




Seq. ID 


OJ991110 


_02.0225 


.C22 




Gene No . 


9 n 9 1 Q 




Strand 








i i ! 


Start 


1 




End 


1187 






• Sf 


Name 


OJ991110 02.0225.C22.ol 


.gs 


Method 


GENSCAN 








Start 


95 




End 


1081 








GI 


none 




Score 


.7 








Exons 


95. .1081 














Seq. No. 


9442 




Seq, ID 


OJ991110 


_02.0225 


.C25 




Gene No. 


20220 




Strand 










Start 


1 




End 


297 






-i 


Name 


OJ99I1.10__02 . 0225 .C25 . ol 


.np ' 


. Method 


AAT/NAP 








ouar t 


i *^*'ti ' ■ ■ 




'■\ End 


297 








GI 


^ : '"■ 




■ , Score 


" 248"- • 






u| 


Exons 


1;.297 " -r " 














GI Descrip. 


(AF098806) polyprotein 


[Sorghum bicolor] 










gi| 4 680208 |gb|AAD27571. 


1IAF114171 12 (AF114171) 


polyprotein 






[Sorghum bicolor] 














Seq. No. 


9442 




Seq. ID 


OJ991110 


_02.0225 


.C25 




bene wo . 


90990 
ZUZZU 




Strand 










Start 


1 




End 


297 








Name 


OJ991110 02.0225.C25.ol 


.tw 


Method 


TBLASTX:! 


/^heat 






Start 


3 




End 


267 








GI 


none 




Score 


115 








Exons 


3. .266, 31. .267 














Seq. No. 


9443 




Seq. ID 


OJ991110_ 


_02.0225 


.C26 




Gene No. 


20221 




Strand 


+ 








Start 


1 




End 


452 








Name 


OJ991110 02.0225.C26.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


452 







9977 




GI 6630696 Score 696 

Exons 1 . . 452 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94, (P10978) [Oryza sativa] 



Seq. No. 9443 

Gene No. 20221 

Start 1 

Name OJ991110_02 . 0225 . C26 . ol . tm 

Start 11 

GI none 

Exons 11.. 292, 15.. 293, 52.. 294 

Seq. No. 9443 

Gene No. 20221 

Start 1 

Name OJ991110_02 . 0225 . C26 . ol . ts 

Start 129 

GI none 

Exons 12'9..263, 288. .4'46 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_02.0225.C26 
+ 

452 

TBLASTX: Maize 

294 . 

266 



OJ991110_02.0225.C26 
+ 

452 

TBLASTX: Soybean 

446 

114 



Seq. No. 9443 Seq. ID 

Gene No. -20221 Strand 

Start, 1 End 
Name * OJ99iri0_02 . 0225 . C26 . ol . tw Method 

Start 150 End 

GI none Score 

Exons 150.. 224, 155.. 223, 157.. 225, 239.. 424, 
246. .449 



OJ991110_02.0225.C26 
452 

TBLASTX: Wheat 

452 

90 

245. .451, 246. .452, 



Seq. No. 


9444 


Seq. ID 


OJ991020_ 


_05.0222 


.CI 


Gene No. 


20222 


Strand 


+ 






Start 


689 


End 


2498 






Name 


OJ991020 05. 0222. CI. ol 


.gs Method 


GENSCAN 






Start 


689 


End 


2498 






GI 


none 


Score 


.77 






Exons... 


. 689.'.848, ,1604. .1683, 


2216. .?3 62;,, 2367 


..24 98 






Seq. No. 


9444 


Seq. ID 


OJ99l620_ 


_05.0222 


.CI 


Gene No. 


20223 


Strand 








Start 


1 


End 


909 






Name 


OJ991020 05. 0222. CI. ol 


.np Method 


AAT/NAP 






Start 


1 


, End 


909 






GI 


6063557 


Score 


399 






Exons 


1..45, 224. .475, 724.. 


909 








GI Descrip. 


(AP000615) similar to 


dJ522J7.2 {Z98885) [Oryza 


sativa] 




Seq. No. 


9444 


Seq. ID 


OJ991020_ 


_05.0222 


.CI 


Gene No. 


20223 


Strand 








Start 


1 


End 


909 






Name 


OJ991020 05. 0222. CI. ol 


.gp Method 


AAT/GAP 






Start 


286 


End 


453 






GI 


uC-osflcypl69h02bl 


Score 


208 






Exons 


286. .453 











GI Descrip. ' 6063530/dbj | AP000615 . 1 | AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 * 



9978 



oeq. WO. 


9445 




Seq.' ID 


r\TQQi non 
uj y y 1 uzu 


UD 


n o o o 


Gene No. 


20224 




Strand 


+ 






Start 


215 




End 


1216 






Name 


OJ991020 05.0222.C2.ol 


. gs 


Method 


GENSCAN 






Start 


215 




End 


1216 






GI 


none 




Score 


.83 






Exons 


215. .267, 650. .1130, 1160. .1216 








Seq. No. 


^ *i *4 ^ 




.Seq. ID 


OJ991020_ 


05, 


.0222 




20225 




Strand 








Start 


1 




End 


1845 






Name 


OJ991020 05.0222.C2,ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


1845 






GI 


5381253 




Score 


64 






Exons 


1..57, 235.. 538, 1803. 


.1845 










GI Descrip. 


(AB027752) peroxidase 


[Nicotiana tabacum] 






oeq. rsio. 


9445 




Seq. ID 


OJ991020_ 


05, 


.0222 


Gene No. 


20226 




Strand 








Start 


2330 




End 


2,446 






Name 


OJ991020 05.0222.C2.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


615 




hna 


848 






GI 


none 




Score 


41 






Exons 


615. .647, 636. .848, 672. .845 










oeq. NO. 


9445 




Seq. ID 


OJ991020_ 


05. 


.0222 


Gene No. 


20226 . 




Strand 








Start 


2330 




End 


2446 






Name 


OJ991020 05.0222.C2.o2 


.gs 


Method 


GENSCAN 






Start 


2330 




End 


2446 






GI 


none 




Score 


.97 






Exons 


2330. .2446 












oeq. iNo . 


9446 




Seq. ID 


OJ991020_ 


05, 


.0222 


Gene No. 


20227 




Strand 


+ 






Start 


97 




End 


496 






Name 


OJ991020 05.0222..C3.oi 


. gs , ■: 


Method 


GENSCAN ; 






Start ' . - ' 


97 , •:. " 




End 'to; . 


4 96 - 






GI 


none 




Score ' 


.7 






Exons 


97. .307, 429. .496 












Seq. No. 


9446 




Seq. ID 


OJ991020_ 


05. 


0222 


Gene No. 


20228 




Strand 


+ 






O Ldl. u 


3676 




End 


3850 






Name 


OJ991020 05.0222.C3.ol 


.gp 


Method 


AAT/GAP 






Start 


3676 




End 


3850 






GI 


15870 2.R1084 




Score 


271 






Exons 


3676. .3850 












GI Descrip. 


'287403/dbj ID10838IRICSBE1 8. 


Oe-69 Rice gene for 


starch 




branching enzyme' 












Seq, No. 


9446 




Seq. ID 


OJ991020_ 


05. 


0222 


Gene No . 


20229- 




Strand 








Start 


3139 




End 


3550 






Name 


OJ991020 05.0222.C3.o2 


.gs 


Method 


GENSCAN 






Start 


3139 




End 


3550 







9979 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3139.. 3270, 3329.. 3550 

9447 

20230 

8388 

OJ991020_05.0222.C4.o3.gs 

8388 

none 



Score 



Seq. ID OJ991020_05.0222.C4 



Strand 
End 

Method 

End 

Score 



+ 

11268 
GENSCAN 
11220 
.88 



8388.. 8457, 8866.. 9021, 9344.. 9471, 9527,. .11220 



9447 

20230 

8388 

OJ991020_05.0222.C4.ol.np 

8871 

5042454 



Seq. ID OJ991020_05.0222.C4 

Strand + 

End 11268 

Method AAT/NAP 

End 11268 

Score 2760 



8871. .9017, 9361. .9471, 9527. .10943, 11168. .11268 
(AC007789) putative polyprotein [Oryza sativa] 



9447 Seq. ID 

20230 Strand 

8388 End 
OJ991020_05.0222.C4.ol.tw Method 

10202 End 

none ' Score 

10202. .10249, 10256. .10354, 10273 .. 10353, 10321 . .10560, 
10337. .10594 



OJ991020_05.0222, 
+ 

11268 

TBLASTX: Wheat 
10594 
58 



C4 



Seq. No. 9447 Seq. ID 

Gene No. 20230 Strand 

Start 8388 End 

Name OJ991020_05 . 0222 . C4 . ol . tm Method 

Start 10207 End 

GI none Score 

Exons 10207. .10491, 10244.. 10492 



OJ991020_05.0222.C4 
+ 

11268 

TBLASTX: Maize 

10492 

193 



. Seq. No/ -9448 
Gene No. 20231 
Start 1 

Name OJ991020_05.0222.C5.ol.np 
Start 1 
GI 6498441 

Exons 1. .100, 167. .636, 700. .1073, 

2653.. 3307, 6469.. 7224 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. -ID 

Strand 

End 

Method 

End 

Score 



,,OJ991020_05 . 0222 ::G5 
+ - . • ■■ " . ' 

7224 
AAT/NAP 
7224 
4720 



1257. .1391, 1566. .1804, 1997. .2481, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9448 Seq. ID 

20231 Strand 

1 End 

OJ991020_05 . 0222 . C5 . ol . gs Method 

136 End 

none Score 

136. .636, 700. .3291, 3760. .4503 



OJ991020_05.0222.C5 
+ 

7224 
GENSCAN 
4503 
.51 



9980 



Seq." No. 9448 

Gene No. 20231 

Start 1 

Name OJ991020_05 . 0222 .C5.ol.gp 

Start 5382 

GI uC-osflcyp033a04bl 

Exons 5382.. 5766 

GI Descrip. • 6016845/cibj | AP000570 . 1 1 AP000570 3 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020_ 
+ 

7224 
AAT/GAP 
5766 
616 



05. 0222. C5 



, Oe-59 Oryza sativa genomic 



.Seq. No. 


9448 








Seq. ID 


OJ991020_05.0222 


.C5 


Gene No. 


20231 








Strand 


+ 




Start 


1 








End 


7224 




Name 


OJ991020 05. 


0222. 


C5.03 


.gs 


Method 


GENSCAN 




Start 


5487 








End 


7211 




GI 


none ' 








Score 


.73 




Exons 


5487. .5552, 


6513. 


.7211 










Seq. No. 


9448 








Seq. ID 


OJ991020_05.0222 


.05 


Gene No. 


20232 








Strand 






Start 


4813 








End 


4 94 4 




Name 


OJ991020 05. 


0222. 


C5.03 


tw 


Method 


TBLASTX: Wheat 




Start 


57 








End 


543 




GI 


none 








Score 


414 




Exons 


57., 230, 58. 


.543, 


252. 


539 








Seq. No. 


9448 








Seq. ID 


OJ991020_05.0222 


.C5 


Gene No. 


20232 








Strand 






Start 


4813 








End 


4944' 




Name 


OJ991020 05. 


0222. 


C5.01 


tw 


Method 


TBLASTX: Wheat 




Start 


707 








End 


1170 




GI 


none 








Score 


87 




Exons 


707. .883, .708. .1169, 709. . 


1170 







Seq. No. 


9448 






Seq. ID 


OJ991020_05.0222 


.C5 


Gene No. 


20232 






Strand 






Start 


4813 






^ End 


4944 




Name 


Oj99102a^05 


0222.C5,o3 


,ts • 


Method. - 


TBLASTX: Soybean-. 




Start ' 


748 ' ^- ' 






' End ■ ■ 


1113 




GI 


none 






Score 


117 




Exons 


748. .972, 979. .1113 










Seq. No. 


9448 






Seq. ID 


OJ991020_05.0222 


.C5 


Gene No. 


20232 






Strand 






Start 


4813 






End 


4944 




Name 


OJ991020 05 


0222.C5.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


838 






End 


1194 




GI 


none 






Score 


392 




Exons 


838.. 1194, i 


J73. .1184, 


925. 


.1194 






Seq. No. 


9448 






Seq. ID 


OJ991020_05.0222 


.C5 


Gene No.. 


20232 






Strand 






Start 


4813 






End; 


4944 




Name 


OJ991020 05. 


0222.C5.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1221 






End 


1605 




GI 


none 






Score 


362 




Exons 


1221. .1586, 


1222. .1605 











9981 



O M 

oeq . NO . 


y 4 4 O 








oeq. lu 




. Co 


Gene No. 


20232 








Strand. 






Start 


4813 








End 


4944 




Name 


OJ991020 05, 


.0222 


.C5.o2. 


-tw 


Method 


.TBLASTX: Wheat 




Start 


1279 








End 


1703 




GI 


none 








Score 


487 




Exons 


1279. .1698, 


1284 


. .1703 










Oeq . iNO . . 


J *1 4 O 








oeq . 1 u 




. Co 


Gene No. 


20232 








Strand 






Start 


4813 








End 


4944 




Name 


OJ991020 05. 


,0222 


.C5.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


1357 








End 


1728 




GI 


none 








Score 


270 




Exons 


1357. .1728, 


1374 


. .1517 










Seq. No. 


9448 








Seq. ID 


OJ991020_05.0222 


.C5 




on 9 o 9 








Strand 






Start 


4813 








End 


4 94 4.V 




Name ' 


OJ991020 05. 


0222 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start ' 


2329 








End 


2787 ■ 




GI 


none 








Score 


234 




Exons 


2329. .2577, 


2353 


. .2577, 


.2418. 


.2591, 2647,. 2787, 2647.. 2784 




2649. .2786 














Seq. No. 


9448 








Seq. ID 


OJ991020_05.0222 


.C5 




20232 








Strand 






Start 


4813 








End 


4944 




Name 


OJ991020 05. 


0222 


.C5.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


2476 








End 


3042 




GI 


5666795 








Score 


68 




Exons 


2476. ,2574, 


2650 


. .2787, 


2842. 


.3042 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




oeq . iNO . 


9448 








Seq. ID 


OJ991020_05.0222 


.C5 


Gene No. 


20232 








Strand 






Start 


4813 








End . 


-4944 




Name 


OJ991020 05. 


.C5.o7. 


tw ■' 


Method 


TBLASTX f Wheat 




Start 


2790 








End 


3102 




GI 


none 








Score 


190 




Exons 


2790. .3101, 


2842 


. .3102 










oeq. NO. 


9448 








Seq. ID 


OJ991020_05.0222 


.C5 


Gene No. 


20232 








Strand 






Start 


4813 








End 


4944 




Name 


OJ991020 05. 


0222 


.C5.o2. 


gs 


Method 


GENSCAN 




Start 


4813 








End 


4944 




GI 


none 








Score 


,49 




Exons 


4813. .4944 














Seq. No. 


9448 








Seq. ID 


OJ991020_05,0222, 


.05 


Gene No. 


20233 








Strand 






Start 


6444 








End 


6974 




Name 


OJ991020 05. 


0222. 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6444 








End 


6779 




GI 


none 








Score 


^363 





9982 




Exons 


6444. .6779, 6473 


. .6766 










Seq. No. 


9448 






Seq. ID 


OJ991020_05.0222 


.C5 




Z U ^ J o 












Start 


6444 






End 


6974 




Name 


OJ991020 05.0222 


.05. o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


6593 






End 


6974 




GI 


none 






Score 


375 




Exons 


6593.. 6649, 6594 


. .6974, 


6695. 


.6943 






Seq, No. 


9448 






Seq. ID 


OJ991020_05.0222 


.C5 




Z UZ O fi 






O LX dllU 






Start 


6975 






End 


7223 




Name 


OJ991020 05.0222 


.C5.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


6975 






End 


7223 




GI 


none 






Score 


240 




Exons 


6975.. 7223, 6975 


. .7217, 


6980. 


.7219 






Seq. No. 


9449 






Seq.' ID 


OJ991020_05.0222 


.C6 










Q4- r-a nH 






Start 


5'90 






End 


3159 




Name 


OJ991020 05.0222 


.C6.01. 


gs 


Method 


GENSCAN 




Start 


590 






End 


3090 




GI 


none 






Score 


.89 




Exons 


590.. 2471, 2564. 


.3090 










Seq. No. 


9449 






Seq. ID 


OJ991020_05.0222 


.C6 


Gene No. 


20235 






Strand 








590 ^ 






End 






Name 


OJ991020 05.0222 


.C6.01. 


np 


Method 


AAT/NAP 




Start 


593 






End 


3159 




GI 


6907089 






Score 


3013 




Exons 


593. .2471, 2564. 


.3159 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


9450 






Seq. ID 


OJ991020_05.0222 


.C7 




20236 






Strand 


_i_ 




Start 


1953 






End 


2138 




Name 


OJ991020 05.0222. 


.C7,.ol. 


gs 


Method 


GENSCAN ' 




Start 


1953 




End 


2129 




GI 


none 






Score 


.73 




Exons 


1953. .2129 












Seq. No. 


9450 






Seq. ID 


OJ991020_05.0222 


.C7 


Gene No. 


20236 






Strand 


+ 




Start 


1953 






End 


2138 




Name 


OJ991020 05.0222. 


.C7.01. 


np 


Method 


AAT/NAP 




Start 


1980 






End 


2138 




GI 


6598346 






Score 


103 




Exons 


1980. .2138 












GI Descrip. 


(AC002336) unknown protein [Arabidopsis thaliana] 




Seq. No. 


9451 






Seq. ID 


OJ991020_05.0222 


.C8 


Gene No. 


20237 






Strand 


+ 




Start ■ 


559 






End 


7623 




Name 


OJ991020 05.0222. 


.C8.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


20 






End 


5360 





9983 






GI 


none 






Score 


65 




Exons 


20. .70, 4014. .4061, 4420. .4623, 4693.. 


5169, 4695. .4871, 






4938. .5168, 


5259, 


.5360 








Seq. No. 


9451 






Seq. ID 


OJ991020_05.0222.C8 




Gene No. 


20237 






Strand 


+ - 




Start 


559 






End 


7623 






OJ991020 05. 


0222. 


CS.ol.gs 


Method 


GENSCAN 




start 


559 






End 


7623 




GI 


none 






Score 


.41 




Exons 


559.. 680, 3316.. 3854, 3869.. 3953, 3970 


..4119, 4160. .4278, 






4421. .5114, 


5261. 


.5403, 5862. 


.5929, 5963.. 6133, 6195.. 6309, 






6953. .7007, 


7497. 


.7623 








Seq. No. 


9451 






" Seq. ID 


OJ991020_05.0222.C8 




Gene No. 


20237 






Strand 


+ 




Start 


559 






End 


7623 




Name 


OJ991020 05. 


0222. 


C8.ol.np 


Method 


AAT/NAP 




Start 


3496 






End 


5387" 




•GI 


6598346 






Score 


745 , 




Exons 


3496.-3683, 


3734 . 


.38'5'W, 397 0. 


.4064, 4 420.^4 635, 4 675. .517 6, 






5269. .5387 












GI Descrip. 


(AC002336) unknown protein [Arabidopsi 


s thaliana] 


t Si 
3 ST 


Seq. No. 


y 4 D i 






Seq. ID 


OJ991020_05.0222.C8 


E 

: 77 


Gene No . 


o n O "5 T 






Strand 


+ 


.ri 




R c: Q 






End 


7623 


hi 


Name 




09 9 9 


no r^1 


Method 


TBLASTX: Cress 


S,' 


Start 


3609 






End 


5348 




GI 


none 






Score 


46 


■M 


Exons 


3609. .3644, 


3743. 


.3859, 3969. 


.4058, 4419. .4616, 4420. .4623, 






4693. .4920, 


4963. 


.5169, 5259. 


.5348 






Seq. No. 


9451 






Seq. ID 


OJ991020_05.0222.C8 




Gene No. 


20237 






Strand 


+ 






559 






End 


7623 


kt 


Name 


OJ991020 05. 


0222. 


C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


3609, 






End 


5366 




' GI ■ 


none 






Score 


43 


s; 


Exons 


3609. .3644, 


3740. 


.3892, 3969. 


.4058, 4419. .4616, 4420. .4623, 






4693. .5238, 


4716. 


.4871, 5259. 


.5366 






Seq. No. 


9451 






Seq. ID 


OJ991020_05.0222.C8 






20237 






Strand 


+ 




Start 


559 






End 


7623 




Name 


OJ991020 05. 


0222. 


C8.o2.gp 


Method 


AAT/GAP 




Start 


3970 






End 


4548 




GI 


2280832 






Score 


511 




Exons 


3970. .4119, 


4421. 


.4548 








Seq. No. 


9452 






Seq. ID 


OJ991020_05.0222.C9 




Gene No. 


20238 






Strand 


+ 




Start 


88 






End 


2195 




Name 


OJ991020 05. 


0222. 


C9.ol.gs 


Method 


GENSCAN 




Start 


88 






End 


1777 




GI 


none 






Score 


.75 




Exons 


88.. 276, 392 


. .470 


, 1658. .1777 







9984 





Seq. No. 


9452 


Seq. ID 


OJ991020_05.0222.C9 




ucne LNO . 


20.238 


Strand 


+ 




Start 


88 


End 


2195 




Name 


OJ991020 05.0222.C9.ol.np 


Method 


AAT/NAP 




Start 


392 


End 


2195 




GI 


3395431 


Score 


237 




Exons 


392. .470, 654. .752, 1608. .1719, 1933., 


2041, 2088.. 2195 




GI Descrip. 


(AC004683) unknown protein [Arabidopsis thaliana] 




Seq. No. 


y 4 0^ 


Seq. ID 


OJ991020_05.0222.C9 




Gene No. 


20238 


Strand 


+ 




o Lart 


88 


End 


2195 




Name 


ujyyiuzu UD . uzzz . . oi . um 


Method 


TBLASTX: Maize 




Start 


1 CO Q ' 


End 


2085 




GI 


none 


Score 


54 




Exons 




.1660, 1631. .1660, 1641. .1718, 






i^;c;c 1*710 ICQ'? ITIQ 1 ^£Zr\ 


.1719, 1918. .2073, 1926. .2078, 






1QOT OnOC lOTO or\QA 








oeq. iNo . 


9453 


Seq. ID 


OJ991020_05. 0222. CIO 




Gene No. 


^20239 


Strand 


+ 




Start 


I 1 Q 

I I y 


End 


1230 




Name 


ujyyiuzu uo . Uzzz . Liu . oi . gs 


Method 


GENSCAN . 




Start 


I 1 Q 

II y 


End 


1230 


b=! 


GI 


none 


Score 


.93 


-il 


Exons 


11Q Tyl^; /lOT IOTA 

iiy..o4D, 4izo..izou- 






: SI 


Seq. No. 


9453 


Seq. ID 


OJ991020_05. 0222. CIO - 


, 3 


Gene No . 


20240 


Strand 






Start 


1 1 y1 Q 
1 1 4 O 


End 


1436 


-« 


Name 


ujyyiuzu . Uzzz . Liu . oi . tm 


Method 


TBLASTX :Maize 


! i 


Start 


T "3 "3 


End 


1300 




GI 


none 


Score 


87 




Exons 


/OO..OO/, 04U..yZD, 


953.. 1015, 1009.. 1230, 1017.. 1229, 


af 
t! 




in'31 10'3'7 in/1^; 10'51 lOT"? 

1UJ1..1ZJ/, lU4b..lZol, IZ / / . 


.1300 






oeq LNO . • 


:'9^4 53- • _ ^ 


Seq. ID 


OJ991020_05. 0222. CIO 


Ci 

i 


Gene "No. 


0 n 0 /I n " 
ZUZ4U 


Strand 






Start 


1 1 ^ "3 " 
1 14 0 


End 


1436 


?j 


Name 


OJyylUzU Uo . Uzzz . CIO . ol . gp 


Method 


AAT/GAP 


=? 


Start 


1143 


End 


1436 




GI 


none 


Score 


572 




Exons 


1143. .1436 








oeq . JNO . 


9454 


Seq. ID 


OJ991020_05.0222.C11 




Gene No. 


20241 


Strand 


+ 




Start 


512 


End 


3673 




Name 


OJ991020 05.0222.Cll.ol.gs 


Method 


GENSCAN 




Start 


512 


End 


3673 




GI . 


none 


Score 


.81 




Exons 


512. .940, 2552. ,3673 








Seq. No. 


9454 


Seq. ID 


OJ991020_05.0222.C11 




Gene No. 


20241 


Strand 


+ 




Start 


512 


End 


3673 




Name 


OJ991020 05.0222.Cll.ol.np 


Method 


AAT/NAP 



9985 




start 


518 




End 


3286 




GI 


6580153 




Score 


335 




Exons 


518. .940, 2552.. 


3286 








GI Descrip. 


(AL132968) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


9454 




Seq. ID 


OJ991020_05.0222 


.Cll 


Gene No. 


20242 




Strand 


+ 




Start 


7571 




End 


8287 




Name 


OJ991020_05 .0222 


.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


7563 




End 


7891 




GI 


none 




Score 


415 




Exons 


7563.-7694, 7570 


..7785, 7592 


. .7891, 7721. .7891 




Seq. No. 


9454 




Seq. ID- 


OJ991020_05.0222 


.Cll 


Gene No. 


20242 




Strand 


+ 




Start 


7571 




End 


8287 




Name 


OJ991020_05.0222 


. Cll . ol . gp 


Method 


AAT/GAP 




Start 


7569 




End 


8287 




GI 


48805 1.R1084 




Score 


1349 




Exons 


7569. .8287 










GI Descrip. 


'2347195 2.0e-27 


(AC002338) 


hypothetical protein [Arabidopsis 




thaliana] ' 










Seq. No. 


9454 




Seq. ID 


OJ991020_05.0222 


.Cll 


Gene No. 


20242 




Strand 


+ 




Start 


7571 




End 


8287 




Name 


OJ991020 05.0222 


.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


'7570 




End 


8035 




GI 


none 




Score 


145 




Exons 


7570. . 7782, 7595 


..7783, 7871 


. .8035 






Seq. No. 


9454 




Seq. ID 


OJ991020_05.0222 


.Cll 


Gene No. 


20242 




Strand 


+ 




Start 


7571 




End 


8287 


r 


Name 


OJ991020_05.0222 


.Cll.o3.gs 


Method 


GENSCAN 




Start 


7571 




End 


8229 




GI 


none 




Score 


.72 




Exons 


7571.. 8122, 8140 


..8229 








Seq. No. 


9454 




Seq. ID 


OJ991020_05.0222 


.Cll 


Gene No. 


20242 




Strand 


+ 




Start 


" 7571 




End 


8287 




Name 


OJ991020 05C6222 


.Cll .o2 .np 


Method 


AAT/NAP 




Start 


7574 




End 


8287 




GI 


2347195 




Score 


405 




Exons 


7574.. 7845, 7894 


. .8287 









GI Descrip. (AC002338) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 9454 

Gene No. 20242 

Start 7571 

Name OJ991020_05 . 0222 . Cll . ol . ts 

Start 7595 

GI none 

Exons 7595.. 7789, 7865.. 8035 



Seq. ID OJ991020_05. 0222. Cll 

Strand + 

End 8287 

Method TBLASTX: Soybean 

End 8035 

Score 163 



Seq. No. 



9455 



Seq. ID OJ991020 05.0222.C12 



9986 



Gene No. 20243 Strand + 

Start 1 End 2552 

Name OJ991020_05. 0222 .C12 . ol . gp Method AAT/GAP 

Start 1 End 703 

GI 2427409 Score 606 

Exons 1..200, 539.. 703 

GI Descrip, 2347195 l.Oe-15 (AC002338) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9455 
20243 
1 

OJ991020_05. 0222. 012. ol.np 
1 

2347195 
1..200, 539. .962 

{AC002338) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991020_05.0222..C12 
Strand + 
End ' 2552 
Method AAT/NAP 
End 962 
Score ' ■■ 487 



9455 " Seq. ID OJ991020_05 . 0222 . C12 

20243 Strand + 

1 End 2552 
OJ991020_05 . 0222 . C12 . o2 . tm Method TBLASTX : Maize 

2 End 201 
none Score 116 

2. .115, 2. .115, 3. .116, 15. .116, 111. .200, 118. .201, 120. .200, 
163. .201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

start ...V,, 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9455 

20243 

1 

OJ991020_05.0222.C12.ol.gs 
90 

none 



Seq. ID OJ991020_05.0222.C12 

Strand + 

End 2552 

Method GENSOAN 

End 2552 

Score .52 



■90. .200, 539. .962, 1397. .1494, 2109. .2188, 2453. .2552 



9455 

20243 

1 

OJ991020_05 . 0222 . 012 . ol , tm. 

531 

none 

531. .761, 536. .760 



Seq. ID OJ991020_05. 0222. 012 

Strand + 

End ' 2552 

Method TBLASTX : Mai ze 

End 761 

Score 325 



Seq. ID OJ991020_05. 0222. 012 
Strand + 

2552 
AAT/GAP 
1392 
803 



9455 
20243 
1 

OJ991020_05. 0222. 012. o2.gp 

898 * 

12973_1.R1084 
898. .1392 

'2347195 l.Oe-15 (AC002338) hypothetical protein [Arabidopsis 
thaliana] ' 



End 

Method 

End 

Score 



Seq. No. 9456 

Gene No. 20244 

Start,. 218 

Name OJ991020_05 . 0222 . 013 . ol . gs 



Seq. ID OJ991020_05. 0222.013 
Strand + 
End .... 606 
Method GENSOAN 



9987 



start 


218 


End 


606 






GI 


none 


Score 


-.45 






Exons 


218. .320, 527., 606 










Seq. No, 


9456 


Seq. ID 


OJ991020_ 


_05 


.0222. C13 


Gene No. 


20245 


Strand 


+ 






Start 


1902 


End 


1979 






Name 


OJ991020 05.0222.C13.ol.np 


Method 


AAT/NAP 






Start 


1902 


End 


1979 






GI 


6630699 


Score 


84 






Exons 


1902. .1979 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 6721536:1 dbj | BAA89566.il 


(AP001073) 


hypothetical 


protein 




[Oryza .sativa] 










Seq. No. 


9456 


Seq. ID 


OJ991020 


_05, 


.0222. C13 


Gene No. 


20246 


Strand 


+ 






Start 


2109 


End 


2533 






Name 


OJ991020 05.0222.C13.o2.np 


Method 


AAT/NAP 






Start 


2109 


End 


2533 






GI 


6539570 - 


Score 


218 






Exons 


2109.. 2309, 2467^.2533 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq, No. 


9456 


Seq. ID 


OJ991020_ 


_05, 


.0222.C13 


Gene No. 


20247 


Strand 


- 






Start 


284 


End 


4115 






Name 


OJ991020 05.0222.C13.o3.np 


Method 


AAT/NAP 






Start 


284 


End 


4115 






GI 


5042454 


Score 


118 






Exons 


284. .392, 3835. .3971, 4028. 


.4115 








GI Descrip. 


{AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


9456 


Seq. ID 


OJ991020 


_05, 


.0222. C13 


Gene No. 


20247 


Strand 


- 






Start 


284 


End 


4115 






Name 


OJ991020 05.0222.C13.ol.gp 


Method 


AAT/GAP 






Start 


■18-96 . 


.End 


2322 






GI 


' LiB3479-006-Q6-Kl-Bll ' 


Score * ' 


669 ' 






Exons 


1896. .2322 










GI Descrip. 


•5734616/cibj | AP000391 . 1 1 AP000391 l.Oe- 


110 Oryza 


sativa genomic 




DNA, chromosome 6, clone: P0538C01 ' 








Seq. No. 


^9456 


Seq. ID 


OJ99r020_ 


_05. 


0222. C13 




20247 


Strand 








Start 


284 


End 


4115 






Name 


OJ991020 05.0222.C13.o2.gs 


Method 


GENSCAN 






Start 


2116 


End 


3198 






GI 


none 


Score 


. 63 






Exons 


2116. .2229, 3065. .3198 










Seq. No. 


9457 


Seq. ID 


.OJ991020_ 


05. 


0222. C14 


Gene No. 


20248 


Strand 


+ 






Start 


545 


End 


1095 






Name 


OJ991020 05.0222.C14.ol.gs 


Method 


GENSCAN 






Start 


54 5 


End 


1032 






GI 


none . 


Score 


.74 







9988 






Exons 


545. .871, 890. .1032 














Seq. No. 


9457 


Seq. ID 


OJ991020_ 


05. 


0222 


.C14 




Gene No. 


20248 


Strand 












b tart 


545 


End 


1 n Q 










Name 


OJ991020 05.0222.C14.ol.np 


Method 


AAT/NAP 










Start 


545 


End 


1095 










GI 


6907089 


Score 


919 










Exons 


545. .1095 














GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


9458 


Seq. ID 


OJ991020_ 


05. 


0222 


.C15 




Gene No . 


20249 


Strand 


+ 










Start 


627 


End 


1035 










Name 


OJ991020 05.0222.C15.ol.gs 


Method 


GENSCAN 










Start 


627 


. End 


1035 










GI 


none 


Score 


.72 










Exons 


'627.. 844, 850. .946, 1003. .1035 












Seq. No. 


9459 


Seq. ID 


OJ991020_ 


05. 


0222 


.C16 




Gene No . 


20250 


Strand 


+ 










Start 


71 


End 


1716 










Name 


OJ991020 05.0222. C16.ol.gs 


Method 


GENSCAN 










Start 


71 


End . 


1716 










GI 


none 


Score 


.51 










Exons' 


71. .119, 623. .1716 ' ' 












:i i : 

1 y 


Seq. No. 


9460 


Seq. ID 


OJ991020__ 


05. 


0222 


.C17 




Gene No . 


20251 


Strand 


+ 










Start 


255 


End 


969 










Name 


OJ991020 05.0222.C17.ol.gs 


Method 


GENSCAN 








•si! 


Start 


255 


End 


969 










GI 


none 


Score 


.84 










Exons 


255. .348, 830. .969 












SI 

'''•J 


Seq. No. 


9460 


Seq. ID 


OJ991020_ 


05. 


0222 


.C17 


'I 


Gene No. 


20252 


Strand 


+ 








l. J- 


. ouaru 


3741 


End 


7312 








3t 


Name . ' 


OJ991020' 05.0222.C17.ol,np 


Method 


AAT/NAP 








-': 

; : 


Start 


3741 


End 


7312 








•a at 


GI 


6456162 


Score 


82 










Exons 


3741. .3798, 5056. .5187, 7271. 


.7312 












GI Descrip. 


(AC011622) putative cytochrome P4 50 [Arabidopsis 


thaliana] 




Seq. No. 


9460 


Seq. ID 


OJ991020_ 


05. 


0222 


.C17 




Gene No. 


20253 • 


Strand 


-f 










o tar L 


7308 


End 


8399 










Name 


OJ991020 05.0222.C17.o2.np 


Method 


AAT/NAP 










Start 


7308 


End 


8399 










GI 


6815053 


Score 


727 










Exons 


7308.. 7476, 7960. .8114, 8164. 


.8399 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 










Seq. No. 


9460 


Seq. ID 


OJ991020_ 


05. 


0222 


.C17 




Gene No. 


20254 


Strand 












Start 


4293 


End 


9882 










Name 


OJ991020 05.0222. C17.o2.gs 


Method 


GENSCAN 









9989 



start 4293 . End 9882 

GI none Score .51 

Exons 4293.-4523, 5070.. 5348, 5483.. 5715, 6588.. 6643, 7548.. 7613, 

7816. .7934, 9727. .9882 



Seq. No. 


9461 


Seq. ID 


OJ991020_05.0222.C18 


Gene No. 


20255 


Strand 




Start 


28 


End 


1776 


Name 


OJ991020 05.0222.C18.ol.gs 


Method 


GENSCAN 


Start 


28 


End 


1371 


GI . 


none 


Score 


.99 


-Exons 


28. . 1371 






Seq. No. 


9461 


Seq. ID 


OJ991020_05.0222-C18 


■Gene No. 


20255 


Strand 


-f 


Start 


28 


End 


1776 


Name 


OJ991020 05.0222.C18.ol.np 


Method 


AAT/NAP 


Start 


139 


End 


1776 


GI 


6523054 


Score 


478 


Exons 


139. .1266,, 1666. .1776 






GI Descrip. 


(AL133314) arm repeat containing protein homolog [Arabidopsis 




thaliana] 







Seq. No. 9461 Seq. ID 

Gene No. 20255 ' Strand 

Start '28 End 

Name OJ991020_05 . 0222 . C18 . ol . gp Method 

Start 281 : End 

GI 5005341 Score 

Exons 281.. 692 

GI Descrip. 2462822 4.0e-16 (AF000657) hypothetical protein [Arabidopsis 
thaliana] 



OJ991020_05.0222.C18 
+ 

1776 
AAT/GAP 
692 
817 



Seq. No. 9461 

Gene No. 20255 

Start ' 28 - 

Name OJ991020_05 . 0222 . C18 . o2 . gp 

Start . 1062 

GI 15819_1.R1084 

Exons 1062.. 1658 

GI Descrip. '2462822 4.0e-16 (AF000657) 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_ 
+ 

1776 
AAT/GAP 
1658 
1159 - 



05.0222.C18 



hypothetical protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9461 Seq. ID 

20256 Strand 

1547 End 

OJ991020_05 . 0222 . C18 . ol . tm Method 

1 End 

none Score 



OJ991020_05.0222.C1^ 
2076 

TBLASTX: Maize 

453 

121 



81, 9. .80, 16. .87, 109. .372, 118. .453, 156. .452 

OJ991020 05. 0222 -CIS 



9461 Seq. ID 

20256 " Strand, 

1547 ' End 

OJ991020_05 . 0222 . C18 . o2 . tw Method 

25 End 

none Score 



2076 

TBLASTX: Wheat 

1874 

156 



9990 



Exons 



25. .153, 25. .120, 104. .136, 110. .190, 127. .330, 130. .330, 
156.. 332, 1779.. 1874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9461 

20256 

1547 

OJ991020_05.0222.C18.ol.ts 

136 

none 



Seq. ID OJ991020_05. 0222. CIS 
Strand 

End 207 6 

Method TBLASTX : Soybean 

End 990 

Score 247 



136. .366, 156. .362, 484. .693, 550. .699, 676. .744, 838. .990 



Seq. No. 9461 

Gene No. 20256 

Start 1547 

Name OJ991020_05 . 0222 .CIS .ol . tc 

Start 145 

GI none 

Exons 145.. 366, 156.. 365 



Seq. ID OJ991020_05.0222.C18 
Strand 

End 2076 

Method TBLASTX : Cress 

End 366 

Score 251 



Seq. No. , 9461 

Gene No. -20256 

Start 1547 

Name OJ991020_05 . 0222 . C18 . ol . tw 

Start 333 

GI none 

Exons 333.. 752, 334.. 750 



Seq. ID- OJ991020_05.0222.C18 

Strand' 

End 2076 

Method TBLASTX : Wheat 

End 752 

Score • 4 95 



Seq. No. 9461 

Gene No. 20256 

Start 1547 

Name OJ991020_05 . 0222 .C18 . o3 . tm 

Start 463 

GI none 

Exons 463.. 720, 519.. 773, 520.. 774 



Seq. "ID OJ991020_05.0222.C18 
Strand 

End 2076 

Method TBLASTX : Mai ze 

End 774 

Score 58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

•Seq, No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



9461 

20256 

1547 

OJ991020_05 . 0222 .C18 . o2 . tm 

774 

none 



Seq. ID OJ991020^05.0222.C18 
Strand 

End .2076 
Method ■ TBLASTX: Maize 
End 1179 
Score 204 



774. .872, 775. .1179, 782. .961, 799. .1179 



9461 

20256 

1547 

OJ991020_05,0222.C18.o2.ts 

1036 

none 

1036.. 1341, 1050. .1193 

9461 

20256 

1547 

OJ991020_05.0222.C18.o2.gs 

1547 

none 



Seq. ID OJ991020_05.0222.C18 
Strand 

End 2076 

Method TBLASTX : Soybean 

End 1341 

Score 182 



Seq. ID OJ991020_05.0222.C18 
Strand 

End 2076 

Method GENSCAN 

End 2076 

Score .72 



9991 



Exons 


1547. .1723, 


1729. .2076 










Seq. No. 


9462 






Seq. ID 


OJ991020_05.0222. 


,C19 


Gene No. 


20257 






Strand 


+ 




Start 


197 






End 


3739 




Name 


OJ991020 05 


.0222.C19.ol, 


.gs 


Method 


GENSCAN 




Start 


197 






End 


3739 




GI 


none 






Score 


.4 




Exons 


197. .597, 599. .679, 3191. .3250, 3316.. 


3408, 3648.. 3739 




Seq. No. 


9462 






Seq. ID 


OJ991020_05.0222. 


C19 


Gene No . 


20258 






Strand 


+ 




Start 


fil Q7 






End 


7510 




Name 




0999 PI Q n"^ 


.gs 


Method 


GENSCAN 




Start 








End 


7510 




GI 


none 






Score 


.61 




Exons 














Seq. No. 








^Seq. ID 


OJ991020 05.0222. 


C19 


Gene No. . 








Strand 


+ ■■' 




o uar u 


6197 






End 


7510 




Name 


OJ991020_05 


.0222.C19.o2. 


.np 


Method 


AAT/NAP 




Start 








End 


7504 




GI 


zoo O l^O 






Score 


502 




Exons 


D J 1*1 . • / DU 4i 












GI .Descrip. 


[ U U Z J O / ) 


hyp.othetical 


•protein [Arabidopsis thaliana] 




Seq. No. 








Seq. ID 


OJ991020_05.0222. 


C19 


Gene No. 


20259 






Strand 






Start 


4149 






End 


5432 




Name 


n TQQ1 090 OR 
\JOjyx\JZ\J KJD 


.0222.C19.ol, 


,np 


Method 


AAT/NAP 




Start 


Al 1 ^ 
4 X X O 






End 


4300 




GI 


fl X O O X J J 






Score 


69 




Exons 


^inc 4*500 
flXXO, .fiJUU 












GI Descrip. 


( npon c;7 9 A \ 


putative RING zinc 


finger protein [Arabidopsis 




unaxxana j 












Seq. No. 


9462 






Seq. ID 


OJ991p20_05.0222. 


C19 


Gene No. 


20259 






Strand.. 






Start 


A^ AQ 






End 


5432 




Name 


r\ TQQ1 09 0 OR 


.0222.C19.o2. 


gs 


Method 


GENSCAN 




Start 


4x4 y 






End 


5432 




GI 


none 






Score 


.83 




Exons 


4149. .4630, 


5303. .5432 










Seq. No. 


9462 






Seq. ID 


OJ991020_05.0222. 


C19 


Gene No. 


20260 






Strand 






Start 








End 


11304 




Name 


bj991020 05 


.0222.C19.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6434 






End 


7494 




GI 


none 






Score 


103 - 




Exons 


6434. .6595, 


6827. .7057, 


7076. . 


.7261, 7088. .7402, 7102. .7416, 




7165. .7416, 


7405...--J494, 


7406. , 


.748-6 






Seq. No. 


9462 






Seq, ID 


OJ991020_05.0222. 


C19 


Gene No. 


20260 






Strand 






Start 


7775 






End 


11304 





9992 




Name 


OJ991020 05 


.0222 


.019.03 


. ts 


Method 


TBLASTX : Soybean 


Start 


6434 








End , 


7024 


GI 


none 








Score 


107 


Exons 


6434. .6607, 


6638 


. .6775, 


6827. 


.7024, 6866. .6931 


Seq. No. 


9462 








Oct • J.U 


n.TQQI 090 nS 0999 PI Q 
















Start 


7775 










1 1 '^04 

± X J\J *± 


Name 


OJ991020 05, 


.0222 


.C19.02, 


.tc 






Start 


7076 








End 


7372 


GI 


none 








Score 


195 


Exons 


7076. .7372, 


7114 


. .7317, 


7301. 


.7372 




Seq. No. 


9462 








Seq. ID 


OJ991020_05. 0222. 019 


Gene No. 


20260 








Strand 






7775 








End 


11304 


Name 


OJ991020 05. 


.0222 


.019. o2. 


.ts 


Method 


TBLASTX : Soybean 


Start 


7088 








End 


7464 


GI 


none 








Score 


247 


Exons 


7088. .7327, 


7088 


. .7261, 


7114. 


.7317, 7328. .7381, 7330. .7416, 


■-■ 


7405. ,7464 












Seq. No. 


9462 








Seq. ID 


OJ991020_05. 0222. 019 












Strand 




Start 


1115 








End 


11304 


Name 


OJ991020 05. 


0222 


.019. o2. 


.tw 


Method 


TBLASTX: Wheat 


Start 


7225 . 








End 


7494 


GI 


none 








Score 


130 


Exons 


7225. .7380, 


7226 


. .7381, 


7391. 


.7492, 7405.. 7494 


Seq. No. 


9462 








Seq. ID 


OJ991020_05. 0222. 019 


Gene No. 


20260 








Strand 




Start 


1115 








End 


11304 


Name 


.OJ991020 05. 


0222 


.019.01. 




Method 


AAT/GAP 


Start 


1115 








End 


8705 


GI 


4850 1.R1084 






Score 


1295 


Exons 


7775. .8061, 


8175 


. .8238, 


8373. 


.8705 




GI Descrip. 


M99099 2.0e-27 


(U09942) 


beta 


-galactosidase, alpha-peptide. 




[Cloning vector pDB31] ' 








Seq. No. 


9462 








Seq. ID 


OJ991020_05. 0222.019 


Gene No. 


20260. 








Strand 




O L. di. L. 


7775 








End 


:;il304 


Name 


OJ991020 05. 


0222, 


.019.01. 


ts 


Method 


TBLASTX : Soybean • 


Start 


7874 








End 


8525 


GI 


none 








Score 


136 


Exons 


7874. .8062, 


7885, 


. .8079, 


7890. 


.8027, 8156. .8239, 8158. .8241, 




8373. .8525, 


8374. 


. .8499 








Seq. No. 


9462 








Seq. ID 


OJ991020_05. 0222. 019 


Gene No. 


20260 








Strand 




Start 


7775 








End 


11304 


Name 


OJ991020 05. 


0222. 


.019.01. 


tc 


Method 


TBLASTX: Oress 


Start 


7892 








End 


8483 


GI ' 


none 








Score 


112 


Exons 


7892. .8062, 


7893, 


. .8027, 


7999. 


.8067, 8156. .8239, 8158. .8241, 




8373. .8483, 


8374, 


, .8481 









9993 



# 



Seq. No. 


9462 


Seq. ID 


OJ991020 


_05.0222.C19 


bene no. 




Strand 






Start 


7775 


End 


11304 




Name 


OJ991020 05.0222. C19.o4.gs 


Method 


GENSCAN 




Start 


7892 


End 


11304 




GI 


none 


Score 


.5 




Exons 


7892.. 8061, 8175.. 8238, 8373 


..8565, 9472. .9638, 


9922. .10097, 




10519. .10640, 10771. .11130, 


11276. .11304 




Seq. No. 


9462 " 


Seq. ID 


OJ991020 


_05,0222.C19 


Gene No. 


20260 


■ Strand 






onar L 


/ f / D 


End 


11304 




Name 


OJ991020 05.0222.C19.o2.tm 


Method 


TBLASTX : 


Maize 


Start 


7968 


End 


8663 




GI 


none 


Score 


90 




Exons 


7968.. 8027, 7968.. 8024, 7969 


..8067, 7970. .8062, 


8156. .823.9, 




8158.. 8241, 8158.. 8241, 8.181 


..8243, 8373. .8492, 


.8373. .8516, 




8375.. 8503, 8511.. 8567, 8592 


..8651, 8593. .8655, 


8595. .8663 


oeq . wo . 




Seq. ID 


OJ991020 


UO . UZZZ mK^±2f 


Gene No. 


20261 


Strand 






Start 


11711 


End 


12113 




Name 


OJ991020 05.0222.C19.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


11711 


End 


12113 




GI 


none 


Score 


203 




Exons 


11711. .11806, 11715. . 12017, 


11715. .11909, 12054 


. .12113 


C C4 /-T K7i^ 

oeq. IN o . 


zf ft OZ 


Seq. ID 


OJ991020 




Gene No. 


20262 


Strand 






Start 


12054 


End 


12476 




Name 


OJ991020 05.0222.C19.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


12054 


End 


12476 




GI 


none 


Score 


^ 205 




Exons 


12054. .12476 








oeq. LN o . 


r fl Do 


Seq. ID 


OJ991020 


Pi^ 0 9 9 9 r*'o 0 


Gene No. 


20263 


Strand 






Start 


558 


End 


1775 




Name 


OJ991020 05.0222.C20.ol.gs 


Method 


GENSCAN 




Start 


558 


End 


1775 




GI 


none 


Score 


.67 




Exons 


558. .723, 1076. .1269, 1752.. 


1775 






Seq. No. 


9464 


Seq. ID 


OJ991020 


_05.0222.C21 


oeiie iNvj . 


20264 


Strand 


+ 




start 


1 


End 


658 




Name 


OJ991020 05.0222.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


584 




GI 


1946376 


Score 


234 . 




Exons 


1..75, 366. .584 








GI Descrip. 


(U93215) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


9464 


Seq. ID 


OJ991020 


_05.0222.C21 


Gene No. 


20264 


Strand 


+ 




Start 


* 1 


End 


658 




Name 


OJ991020 05.0222'.C21.ol.gs 


Method 


GENSCAN 





9994 




start 


45 


End 


658 




GI 


none 


Score 


.78 




Exons 


45.. 18,2, 228.-658 








Seq. No. 


9464 


Seq. ID 


OJ991020_05.0222 


.C21 


Gene No • 


O A o C Q 


o urana 






Start 


3981 


End 


6384 




Name 


OJ991020 05.0222.C21.ol.tc 


Method 


TBLASTX: Cress 




Start 


377 


End 


584 




GI 


none 


Score 


241 




Exons 


377. .463, 378. ^584 








Seq. No. 


9464 


Seq. ID 


OJ991020_05.0222 


.C21 


Gene No . 


ZUZ DO 


Strand 






Start 


3981 


End 


6384 




Name 


OJ991020 05.0222.C21.o2.gs 


Method 


GENSCAN 




Start 


3981 


End 


6384 




GI 


none 


Score 


.49 




Exons 


3981.. 4094, 5237. .5334, 5411. 


.5457, 6154.. 6384 




Seq. No. 


94 65 ' ' • \. ■ 


Seq. ID 


OJ991020_05.0222 


.C22 


Gene No. 


20266 


Strand 






Start 


1 


End 


1263 




Name 


OJ991020 05.0222.C22.ol.np 


Method 


AAT/NAP 




ouar r 


1 . ■ 


End 


1263 




GI 


5441880 


Score 


■ 1.64 9 




Exons 


1..22, 306..1263 








GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA 


prot 




{AC003981) [Oryza sativa] 








Seq. No. 


9465 


Seq. ID 


OJ991020_05.0222 


.C22 


Gene No , 


20266 


Strand 






Start 


1 


End 


1263 




Name 


OJ991020 05.0222.C22.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


1204 




GI 


none 


Score 


.85 




Exons 


46. .1204 








Seq. No. 


9465 


Seq. ID 


OJ991020_05.0222 


.022 


Gene No. 


20266 


Strand 






Start 


1 


End 


1263 




Name 


OJ991020 05.0222.C22.ol.tw 


Method. 


TBLASTX: Wheat 




Start 


80 


End 


460 




GI 


none 


Score 


79 




Exons 


80. .256, 110. .256, 141. .260, 


254. .451, 


266. .460 




Seq. No. 


9465 


Seq. ID 


OJ991020_05.0222 


.022 


Gene No . 


20266 


Strand 






Start 


1 


End 


1263 




Name 


OJ991020 05.0222.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


158 


End 


754 




GI 


none 


Score 


151 




Exons 


158.. 229, 293.-. 592, 354. .575, 


626. .754 


, 648. .746 




Seq. No. 


9465 


Seq. ID 


OJ991020_05.0222 


.022 


Gene No.. 


20266 


Strand 







9995 



start 1 End 1263 

Name OJ991020_05 . 0222 . C22 . ol . gp Method . AAT/GAP 

Start 280 End 711 

GI 5701669 Score 841 

Exons 280.. 711 

GI Descrip. 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 


9466 




Seq. ID 


OJ991020_05.0222 


.C24 




20267 






-1- 




Start 


73 




End 


4572 




Name 


OJ991020 05.0222.C24.ol 


.np 


Method 


AAT/NAP 




Start 


73 




End 


4572 




GI 


4680179 . 




Score 


5416 




Exons 


73. .1136, 1170. .4572 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa , 


subsp. indica] 










Seq. ID 


\jijyyx\j^\j \j u » \j /L 


r94 


Gene No.. 


20267 




Strand 


+ -■ ~ 




Start 


73 




End 


4572 




Name 


OJ991020 05.0222.C24.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


298 




End 


497 




GI 


none 




Score 


211 




Exons 


298.. 495, 300.. 497 










O C • LN W . 






Seq. ID 


D.TQQI 090 OS 0999 


r94 


Gene No. 


20267 


-Strand 






Start 


73 




End 


4572 




Name 


OJ991020 05.0222.C24.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


531 




End 


881 




GI 


none 




Score 


249 




Exons 


531.. 578, 566.. 724, 567 


. .881 








ij C . LN V»,<' . 


94 66 




Seq. ID 


O.TQQ1 090 OS 0999 


r94 


Gene No. 


20267 




Strand 






Start 


73 




End 


4572 




Name 


OJ991020 05.0222.C24.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


570 




End • 


•836 




GI 


none 




Score 


197' 




Exons 


570. .836, 575. .661 










Seq. No. . 


9466 




Seq. ID 


OJ991020_05.0222 


.C24 


Gene No. 


20267 




Strand 


+ 




Start 


73 




End 


4572 




Name 


OJ991020 05.0222.C24.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


1161 




End 


1516 




GI 


none 




Score 


189 




Exons 


1161. .1514, 1253. .1330, 


1424 . , 


.1516 






Seq. No. 


9466 




Seq. ID 


OJ991020_05.0222 


.C24 


Gene No. 


20267 




Strand 


+ 




Start 


73* ' 




End 


4572 




Name 


OJ991020 05.0222.C24.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


1197 




End 


1619 




GI 


none 




Score 


166 




Exons 


1197. .1406, 1253. .1405, 


1451. . 


.1564, 1452.. 1619 





9996 



C ^ • L 1 U • 


94 66 








Seq. ID 


OJ991020_05.0222.C24 


Gene No. 


20267 








Strand 


+ 


Start 


73 








End 


■^''1572 


Name 


OJ991020 05 


.0222 


.C24.04, 


.tw 


Method 


-'TBLASTX: Wheat 


Start 


1730 








End 


2217 


GI 


none 








Score 


52 ■ 


Exons 


1730. .1885, 


1734 


. .1784, 


1831. 


.2217, 1839. .2174 


Seq. No. 


9466 








Seq. ID 


OJ991020 05.0222.G24 


Gene No. 


20267 








Strand 


+ 


Start 


73 








End 


4572 


Name 


OJ991020 05 


.0222 


.C24.05. 


.tm 


Method 


TBLASTX: Maize 


Start 


1745 








End 


2036 


GI 


none 








Score 


52 


Exons 


1745. .1834, 


1746 


. .1787, 


1843. 


.2034, 1845.. 2036 



Seq. No. 9466 Seq. ID 

Gene No. 20267 Strand 

Start 73 End . 

Name OJ991020_05 .0222 . C24 . o2 . tc Method 

Start 18 64 End 

GI none Score 

Exons 1864.. 2181 



OJ991020_05.0222.C24 
+ 

4572 

TBLASTX: Cress 

2181 

180 



Seq. ID OJ991020_05.0222.C24 
Strand 
End 

Method 
End 
Score 

2104. .2283, 2112. .2258, 2290..2604, 2430. .2483, 2511. .2561 



Seq. No. 9466 

Gene No. 20267 

"start 73 

Name OJ991020_05 , 0222 . C24 . o3 , tm 

Start 2104 

GI none 
Exons 



+ 

4572 

TBLASTX: Maize 

2604 

167 



Seq. No. 9466 

Gene No. 20267 

Start 73 

Name - OJ991020__05 . 0222 . C24 . ol . ts 

Start 2158 

GI ' none - 

Exons 2158.. 2190, 2160.. 2189, 2194. 



Seq. ID OJ991020_05. 0222.C24 

Strand + 

End 4572 

Method TBLASTX : Soybean 

End 2553 

Score 57 

2553, 2196. .2234, 2262. .2552 



Seq. No. 9466 Seq. ID 

Geiie.No. 20267 Strand 

Start 73 End 

Name OJ991020_05 . 0222 . C24 . o5 . tw Method 

Start 2266 End 

GI none Score 

Exons 2266.. 2568, 2268.. 2552 



OJ991020_05.0222.C24 
+ 

4572 

TBLASTX: Wheat 

2568 

382 



Seq. No. 9466 Seq. ID 

Gene No. 20267 Strand 

Start 73 End 

Name OJ99102 0_05 . 0222 . C24 . o3 . tw Method 

Start 2569 End 

GI none Score 

Exons 2569.. 2991, 2601.. 2990 



OJ991020_05.0222.C24 
+ 

4572 

-TBLASTX: Wheat 

2991 

598 



9997 



Seq. No. 


9466 










Seq. ID 


OJ991020_05.0222 


.C24 




20267 










^1" t;^ nH 


+ 




Start 


73 










End 


4572 




Name 


©CI991020 05, 


.0222 


.024. o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


2575 










End 


2820 




GI 


none 










Score 


207 




Exons 


2575. , 


.2820, 


2592 


. .2819 










Seq. No. 


9466 










Seq. ID 


OJ991020_05.0222 


.C24 


(^p-np No 


20267 










Strand 


-f- 




Start 


73 










End 


4572 




Name 


OJ991020 05. 


0222 


.C24.02 


. tm 


Method 


TBLASTX: Maize 




Start 


2640 










End 


3003 




GI 


none 










Score 


482 




Exons 


2640. . 


,2990, 


2641 


. .2994, 


2641. 


.3003 






Seq. No. 


9466 










Seq. ID 


OJ991020_05.0222 


.C24 


fiiprip Nn 


20267 










St rand 


-1- 




Start 


73 










End 


4572 




Name 


OJ991020. 05. 


0222 


.C24.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


2994 










End 


3561' 




GI 


none 










Score 


646 




Exons 


2994. . 


3557, 


3025 


. .3561, 


3106. 


.3561 






Seq. No. 


9466 










Seq. ID 


OJ991020_05.0222 


.C24 




20267 










rand 


+ 




Start 


73 










End 


4572 




Name 


OJ991020 05. 


0222 


.C24.01 


.to 


Method 


TBLASTX: Cress 




Start 


3268 










End 


3585 




GI 


none 










Score 


94 




Exons 


3268. . 


3441, 


3442 


. .3585, 


3444. 


.3584 






Seq. No. 


. 9466 










Seq. ID 


OJ991020_05.0222 


.C24 




20267,. 










o L. 1. a.1 iv^ 






start 


73 










End 


4572 




Name 


OJ991020 05. 


0222 


.C24.02 


.ts 


Method 


TBLASTX : Soybean 




start 


3349 










End 


3609 




GI 


none 










Score 


297 




Exons 


3349. . 


3609, 


3354 


. .3608 










Seq. No. 


9466 










Seq. ID 


OJ991020_05.0222 


.C24 


fipnp No 


20267 










r;::^ nH 


-I- 




Start 


73 










End 


4572 




Name 


OJ991020 05. 


0222 


.024. o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3408 










End 


3699 




GI 


none 










Score 


375 




Exons 


3408. . 


3695, 


3409. 


. .3699 






- 




Seq. No. 


9466 










Seq. ID 


OJ991020_05.0222 


.C24 




20267 










O (_ X Cll lU 


-j- 




Start 


73 










End 


4572 




Name 


OJ991020 05. 


0222 , 


.024 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3568 










End 


-4194 




GI 


none 










Score 


703 




Exons 


3568. . 


4194, 


3624, 


. .4082, 


4069. 


.4191 






Seq. No. 


9466 










Seq. ID 


OJ991020_05.0222 


.024 



9998 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



osne LNo . 










Strand 


+ 


Start 


73 








End 


4572 


Name 


OJ991020 05 


.0222, 


.C24.01 


.tm 


Method , 


-TBLASTX: Maize . 


Start 


3748 








End 


4347 


GI 


none 








Score 


231 


Exons 


3748. .3909, 


3756, 


. .3902, 


3906. 


.4331, 3907.. 4347, 4069.. 4332 


Seq. No. 


9466 








Sea ID 


OJ991020 05 0222 C24 


oene lno . 


Z U/: 0 / 








strand 


+ 


Start 


73 








End 


4572 


Name 


OJ991020 05 


.0222. 


.024. o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


4194 








End 


4527 


GI 


none 








o (—ij J- 1; 


'^9fi 


Exons 


4194. .4463, 


4195, 


. .4527, 


4198. 






Seq. No. 


9467 










OJQQIOPO OS 0222 026 




909 fift 

Z UZ DO 








T^* nH ■ 


■ + 


Start 


156 








End. 


278 


Name 


OJ991020 05 


.0222. 


.C26.01 


.gs 


Method 


GENSCAN 


Start 


156 








End 


278 




none 








Score 


.67 


Exons 


156. .278 












Seq. No. 


9468 








Seq. ID 


OJ991020_05.0222.C28 


Gene No. 


20269 








Strand 


+ - . 


Start 


1 








End 


651 


Name 


OJ991020 05 


.0222, 


,C28.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


651 


GI 


5441880 








Score 


246 


Exons 


1..162, 617 


. .651 










GI Descrip. 


(AP000367) : 


EST C28952 (C62945) 


corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



9468 

20269 

1 

OJ991020_05.0222.C28.ol.gs 
85 

none 
85. .282 



Seq. ID OJ991020_05.0222.C28 

Strand + 

End 651 

Method GENSCAN 

End 282 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No, 
Start 



9469 
20270 
1 

OJ991020_05. 0222. 029. ol.np 
1 

5441880 



Seq. ID OJ991020_05.0222.C29 
Strand + 

3890 
AAT/NAP 
2555 
2207 



End 

Method 
End 
Score 

1..112, 218. .551, 860. .1158, 1227. .1485, 1730. .1827, 2074. .2205, 
2321. .2555 

(AP000367) EST C28952 (062945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon .MuDR mudrA protein. 
(AO003981) [Oryza sativa] ■ ' ' 



9469 

20270 

1 



Seq. ID OJ991020_05. 0222. 029 
Strand + 
End 3890 



9999 



Name 

Start 

GI 

Exons 



OJ991020_05 . 0222 . C29 . ol . gs Method GENSCAN 

185 End 3890 

none Score . 66 

185. .293, 363.-768, 860. .1111, 1279. . 1485/ 1578 .. 1760, 

1918. .1973, 2074. .2205, 2269. .2316, 2321. .2438, 2800. .3000, 

3768. .3890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
. Start 

Name 

Start 
, GI 

? Exons 

f GI Descrip. 



: Seq. No. 
: Gene No. 



^ Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9469 Seq. ID OJ991020 

20270 Strand + 

1 End 3890 

OJ991020_05 . 0222 , C29 . ol . gp Method AAT/GAP 
986 End 1477 

LIB3475-007-P1-K1-G8 Score 802 

986. .1158, 1227. .1477 

•5441880/dbj IBAA82378.il 5.0e-75 (AP00p367) EST 
corresponds to a region of the predicted gene.; 
transposon MuDR mudrA protein. (AC003981) [Oryza 



05.0222.C29 



C28952 {C62945) 
Similar to maize 
sativa] ' 



9469 Seq. ID OJ991020_05 . 0222 . C29 

20271 Strand ' - 

3439 End 3555 

OJ991020_05.0222.C29.o2.gp Method ' AAT/GAP 
3439 End 3555 

LIB3431-045-P1-N1-A10 Score 197 

3439.. 3555 

'5441876/dbj |AP0b0367.1|AP000367 O.Oe+00 Oryza sativa • genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ991020 05.0222.C29 



9469 Seq. ID 

20272 Strand 
4074 End 6782 

OJ991020_05.0222.C29.o2.np Method AAT/NAP 
4074 End - 6782 

5734621 Score 69 

4074.. 4093, 6639.. 6782 

(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



9470 .Seq. ID 

20273 Strand 

2860 End 
OJ991020_05 . 0222 . C31 . ol> gp Method 

2860 End 

none Score 
2860. .3337 



OJ991020_05.0222.C31 
+ 

3337 
AAT/GAP 
3337 
872 



Seq. No. 9470 Seq. ID OJ991020_05 . 0222 . C31 

Gene No. 20274 Strand + 

Start 6761 End 8140 

Name OJ991020_05 . 0222 . C31 .ol .np Method AAT/NAP 

Start 6761 End 8140 

GI 3256035 . Score 18.60' • * 

Exons 6761.. 8140 

GI Descrip. {Y14274) putative serine/threonine protein kinase [Sorghum 
bicolor] 
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